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HUMAN STROKE GENE 

RELATED APPLICATION 

This is a continuation of U.S. Application (2345.2010-003), 

which was filed on February 4, 2002, which is a continuation-in-part of U.S. 
5 Application No. 09/81 1,352, filed March 19, 2001. The entire teachings of the 
above applications are incorporated herein by reference. 

BACKGROUND OF THE INVENTION 

Stroke is a major health problem in western societies. It is the leading cause 

of disability, the second leading cause of dementia and the third most common cause 
10 of death (Bonita, R., Lancet 339:342 (1992)). As it is more common in the elderly, 

the public health impact of stroke will increase in the next decades with growing life 

expectancy. Almost 1 out of 4 men and nearly 1 out of 5 women aged 45 years will 

have a stroke if they live to their 85th year (Bonita, R., Lancet 339:342 (1992)). 

Strategies to diminish the impact of stroke includes prevention and treatment with 
15 thrombolytics and possibly neuroprotective agents. The success of preventive 

measures will depend on the identification of risk factors and means to modulate 

their risk. 

The clinical phenotype of stroke is complex but can be broadly divided into 
ischemic and hemorrhagic stroke. The majority of strokes (80 to 90%) are ischemic, 

20 caused by obstruction of blood flow through extra- or intracranial vessels (Mohr, 
J.P., et al„ Neurology, 25:754-762 (1978); Caplan, L.R., In Stroke, A Clinical 
Approach (Butterworth-Heinemann, Stoneham, MA, ed 3, 1993)). The remainder 
are hemorrhagic strokes (10-20%), resulting from ruptures of intracranial vessels. 
Ischemic stroke can be further subdivided into large vessel occlusive disease, small 

25 vessel occlusive disease, and cardiogenic stroke. Transient ischemic attack (TIA), 
although not defined as a stroke because the signs and symptoms (which are the 
same as for stroke) last for a short period of time (less than 24 hours, usually 5 to 20 
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minutes), indicates a serious underlying risk that a stroke may follow, and it is 
believed that the same pathophysiologic mechanisms are responsible for TIA and 
ischemic stroke (Caplan, L.R.,ih Stroke, A Clinical Approach 
(Butterworth-Heinemann, Stoneham, MA, ed 3, 1993)). 
5 The predominant risk factor for all types of stroke is hypertension 

(Thompson, D.W. and AJ. Furlan, Neurosurg. Clin. N. Am., 5:265-269 (1997); 
Agnarsson, IL, et al, Ann. Intern. Med, 730:987 (1999)) . Hypertension is in itself 
a complex disease as are the other known secondary risk factors, diabetes and 
hyperlipidemia. In addition, there are environmental risk factors such as smoking. 

10 Stroke is therefore considered to be a highly complex disease consisting of a group 
of heterogeneous disorders with multiple risk factors, genetic and environmental. 

The identification of genetic determinants of common diseases such as 
stroke, which may result from an interplay among multiple genes and between genes 
and environmental risk factors, has proven to be a difficult task. Studies of the 

15 . genetic contribution to stroke have mainly focused on rare Mendelian diseases where 
stroke is a part of the phenotype or on finding association with possible candidate 
genes such as genes contributing to hypertension or lipid metabolism. Several genes 
have been identified that play roles in the pathogenesis of rare stroke syndromes 
such as the Notch3 gene in CADASIL (cerebral autosomal dominant arteriopathy 

20 with subcortical infarctions and leukoencephalopathy) (Tournier-Lasserve, E., et ah, 
Nat Genet., 5:256-259 (1993); Joutel, A., et al, Nature, 383:707 (1996)), Cystatin 
C in the Icelandic type of hereditary cerebral hemorrhage with amyloidosis 
(Palsdottir, A., et al, Lancet, 2:603-604 (1998)), APP in the Dutch type of 
hereditary cerebral hemorrhage (Levy, E., et al, Science, 248:1124 (1990)), and the 

25 KRIT1 gene in patients with hereditary cavernous angioma (Gunel, M., et al, Proc. 
Natl. Acad. Set U.S.A., 92:6620-6624 (1995); Laberge-le Couteulx, S., etal 9 Nat. 
Genet. 23:189 (1999); Sahoo, T., et al, Hum. Mol Genet. 5:2325 (1999)) . 

In addition to family history information for stroke, it is desirable to develop 
diagnostic methods for the early diagnosis of the disease or predisposition for the 

30 development of stroke. Better means for predicting and identifying stroke should 
lead to better prophylactic and treatment regimens. 
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SUMMARY OF THE INVENTION 

As described herein, it has been discovered that the gene that encodes 
phosphodiesterase 4D (hereinafter referred to as "PDE4D") has been correlated 
through human linkage studies to stroke, particularly ischemic strokes and transient 
5 ischemic attacks. Five new exons, here referred to as 4D7-1, 4D7-2 , 4D7-3, 4D6 
and 4D8 have been identified. Three novel splice variants have also been identified 
(see Fig. 4). 

The present invention relates to isolated nucleic acid molecules comprising 
the PDE4D gene. In one embodiment, the isolated nucleic acid molecule comprises 

10 a nucleotide sequence selected from the group consisting of SEQ ID NO: 1 which 
may optionally comprise at least one polymorphism as shown in Tables 9 and 10, 
and the complement thereof. The invention further relates to a nucleic acid 
molecule which hybridizes under high stringency conditions to a nucleotide 
sequence selected from the group consisting of SEQ ID NO: 1 which may optionally 

15 comprise at least one polymorphism as shown in Tables 9 and 10, and the 

complement thereof. The invention additionally relates to isolated nucleic acid 
molecules (e.g., cDNA molecules) encoding a PDE4D polypeptide (e.g., encoding 
SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or another splicing variant of PDE4D 
polypeptide which includes a polymorphic site and/or novel exon selected from the 

20 group consisting of 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8). 

The invention further provides a method for assaying a sample for the 
presence of a nucleic acid molecule comprising all or a portion of PDE4D in a 
sample, comprising contacting said sample with a second nucleic acid molecule 
comprising a nucleotide sequence encoding aPDE4D polypeptide (e.g., SEQ ID 

25 NO: 1 or the complement of SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism as shown in Tables 9 and 10; a nucleotide sequence encoding 
SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 which may optionally comprise at 
least one polymorphism as shown in Tables 9 and 10, or another splicing variant of 
PDE4D polypeptide which includes a polymorphic site and/or exon selected from 

30 the group consisting of 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8), or a fragment or 
derivative thereof, under conditions appropriate for selective hybridization. The 
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invention additionally provides a method for assaying a sample for the level of 
expression of a PDE4D polypeptide, or fragment or derivative thereof, comprising 
detecting (directly or indirectly) the level of expression of the PDE4D polypeptide, 
fragment or derivative thereof. 

5 The invention also relates to a vector comprising an isolated nucleic acid 

molecule of the invention operatively linked to a regulatory sequence, as well as to a 
recombinant host cell comprising the vector. The invention also provides a method 
for preparing a polypeptide encoded by an isolated nucleic acid molecule described 
herein (an PDE4D polypeptide), comprising culturing a recombinant host cell of the 

10 invention under conditions suitable for expression of said nucleic acid molecule. 

The invention further provides an isolated polypeptide encoded by isolated 
nucleic acid molecules of the invention (e.g., PDE4D polypeptide), as well as 
fragments or derivatives thereof. In a particular embodiment, the polypeptide 
comprises the amino acid sequence of SEQ ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 

15 4, SEQ ID NO: 5, SEQ ID NO: 6 , SEQ ID NO: 7, SEQ ID NO: 8, SEQ ID NO: 9, 
SEQ ID NO: 10, SEQ ID NO: 12 or SEQ ID NO. 14 and containing at least one 
polymorphism described herein, particularly a polymorphism in all or a portion of 
exon 4D1, such as a SNP at 1,591,306, or one or a combination of SNPs in Table 
5B. In another embodiment, the polypeptide is another splicing variant of an 

20 PDE4D polypeptide, particularly a splicing variant containing all or a portion of 
exon selected from the group consisting of, 4D7-1, 4D7-2, 4D7-3 and 4D8. The 
invention also relates to an isolated polypeptide comprising an amino acid sequence 
which is greater than about 90 percent identical to the amino acid sequence of SEQ 
ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 6, SEQ ID 

25 NO: 7, SEQ ID NO: 8, SEQ ID NO: 9, SEQ ID NO: 10, SEQ ID NO: 12 or SEQ ID 
NO: 14 and containing at least one polymorphism described herein, particularly a 
polymorphism in all or a portion of exon 4D1, such as a SNP at 1,591,306, or one 
or a combination of SNPs in Table 5B; preferably about 95 percent identical. 

The invention also relates to an antibody, or an antigen-binding fragment 

30 thereof, which selectively binds to a polypeptide of the invention, as well as to a 
method for assaying the presence of a polypeptide encoded by an isolated nucleic 
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acid molecule of the invention in a sample, comprising contacting said sample with 
an antibody which specifically binds to the encoded polypeptide. 

The invention further relates to methods of diagnosing a predisposition to 
stroke. The methods of diagnosing a predisposition to stroke in an individual 
5 include detecting the presence of a mutation in PDE4D, as well as detecting 

alterations in expression of an PDE4D polypeptide, such as the presence of different 
splicing variants of PDE4D polypeptides. The alterations in expression can be 
quantitative, qualitative, or both quantitative and qualitative. The methods of the 
invention allow the accurate diagnosis of stroke at or before disease onset, thus 

1 0 reducing or minimizing the debilitating effects of stroke. 

The invention additionally relates to an assay for identifying agents which 
alter (e.g., enhance or inhibit) the activity or expression of one or more PDE4D 
polypeptides. For example, a cell, cellular fraction, or solution containing an 
PDE4D polypeptide or a fragment or derivative thereof, can be contacted with an 

1 5 agent to be tested, and the level of PDE4D polypeptide expression or activity can be 
assessed. The activity or expression of more than one PDE4D polypeptides can be 
assessed concurrently (e.g., the cell, cellular fraction, or solution can contain more 
than one type of PDE4D polypeptide, such as different splicing variants, and the 
levels of the different polypeptides or splicing variants can be assessed). 

20 In another embodiment, the invention relates to assays to identify 

polypeptides which interact with one or more PDE4D polypeptides. In a yeast two- 
hybrid system, for example, a first vector is used which includes a nucleic acid 
encoding a DNA binding domain and also an PDE4D polypeptide, splicing variant, 
or fragment or derivative thereof, and a second vector is used which includes a 

25 nucleic acid encoding a transcription activation domain and also a nucleic acid 

encoding a polypeptide which potentially may interact with the PDE4D polypeptide, 
splicing variant, or fragment or derivative thereof (e.g., a PDE4D polypeptide 
binding agent or receptor). Incubation of yeast containing both the first vector and 
the second vector under appropriate conditions allows identification of polypeptides 

30 which interact with the PDE4D polypeptide or fragment or derivative thereof, and 
thus can be agents which alter the activity of expression of an PDE4D polypeptide. 
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Agents that enhance or inhibit PDE4D polypeptide expression or activity are 
also included in the current invention, as are methods of altering (enhancing or 
inhibiting) PDE4D polypeptide expression or activity by contacting a cell containing 
PDE4D and/or polypeptide, or by contacting the PDE4D polypeptide, with an agent 

5 that enhances or inhibits expression or activity of PDE4D or polypeptide. 

Additionally, the invention pertains to pharmaceutical compositions 
comprising the nucleic acids of the invention, the polypeptides of the invention, 
and/or the agents that alter activity of PDE4D polypeptide. The invention further 
pertains to methods of treating stroke, by administering PDE4D therapeutic agents, 

10 such as nucleic acids of the invention, polypeptides of the invention, the agents that 
alter activity of PDE4D polypeptide, or compositions comprising the nucleic acids, 
polypeptides, and/or the agents that alter activity of PDE4D polypeptide. 

BRIEF DESCRIPTION OF THE DRAWINGS 

The foregoing and other objects, features and advantages of the invention 
1 5 will be apparent from the following more particular description of preferred 
embodiments of the invention, as illustrated in the accompanying drawings. 

Figs. 1 A and IB show two family pedigrees each affected by several of the 
stroke subtypes, including hemorrhagic stroke. 

Figs. 2A, 2B and 2C show the genetic, combined and physical maps for 
20 locating the PDE4D gene using 30 polymorphic markers. For the combined map, all 
markers have been assigned in the genetic and physical map unless otherwise 
indicated. (* indicates markers only assigned in physical map; ** indicates markers 
only assigned in genetic map). 

Fig. 3 shows the genetic map of the stroke locus with exons and polymorphic 
25 markers indicated. Markers identified by asterisks show association. The area 
defined by one drop in lod is approximately 4.6 Mb (approximately 5-6 cM). 

Fig. 4 shows schematic representations of PDE4D splice variants. Splice 
variants 4D6, 4D7 and 4D8 are novel, as well as exons 4D6, 4D7-1, 4D7-2, 4D7-3 
and 4D8. Splice variants 4DN1, 4DN2 and 4DN3 (Miro, et aL 9 Biochem. Biophys. 
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Res. Comm., 274:415-421 (2000)), and 4D1, 4D2, 4D3, 4D4 and 4D5 (Bolger et al, 
Biochem. J., Ptf:539-548 (1997) are known. 

Fig. 5 is a schematic representation of the genetic map showing 
microsatellites and SNP haplotypes within the stroke gene. 
5 Figs. 6.1 to 6.351 show the genomic sequence of the human PDE4D gene. 

Figs. 7.1 to 7:10 show the amino acid sequences for the isoforms of the 
PDE4D gene. SEQ ID NO: 2 is D4; SEQ ID NO: 3 is N2; SEQ ID NO: 4 is D5; 
SEQ ID NO: 5 is N3; SEQ ID NO: 6 is D3; SEQ ID NO: 7 is Nl; SEQ ID NO: 8 is 
D6; SEQ ID NO: 9 is Dl; and SEQ ID NO: 10 is D2. 
10 Figs. 8A and 8B list all publically available PDE4D2 mRNA's and novel 

eDNA segments identified by deCODE genetics. 

DETAILED DESCRIPTION OF THE INVENTION 

Extensive genealogical information for a population with population-based 
lists of patients has been combined with powerful genome sharing methods to map 

15 the first major locus in common stroke. A genome wide scan on patients, related 
within 6 meiotic events, diagnosed with stroke (ischemic and TIA) and their 
unaffected relatives has been completed. Locus STRK1 on chromosome 5ql2 has 
been identified through linkage studies to be associated with stroke. This locus does 
not correspond to known susceptibility loci for stroke or its risk factors (such as 

20 diabetes, hyperlipidemia and hypertension), and represents the first mapping of a 
gene for common stroke. Until now there have been no known linkage studies of 
stroke in humans showing any connection to this region of the chromosome. Based 
on the linkage studies conducted, Applicants have discovered a direct relationship 
between the PDE4D gene and stroke. Although the PDE4D gene (i.e., cDNA but 

25 not the genomic sequence) from normal individuals is known, there have been no 
studies directly investigating PDE4D and stroke. Moreover, there have been no 
variant forms reported that have been associated with stroke. The full sequence of 
the PDE4D gene and splice variants are reported herein. Additional single 
nucleotide polymorphisms are reported in Tables 9 and 10 and may not be shown in 

30 SEQ ID NO: 1. 
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NUCLEIC ACIDS OF THE INVENTION 

Accordingly, the invention pertains to an isolated nucleic acid molecule 
comprising the human PDE4D gene having at least one nucleotide alteration and 
correlated with incidence of stroke. The term, 'TDE4D or variant PDE4D", as used 
5 herein, refers to an isolated nucleic acid molecule on chromosome 5ql2 having at 
least one altered nucleotide that is associated with a susceptibility to a number of 
stroke phenotypes, and also to a portion or fragment of the isolated nucleic acid 
molecule (e.g., cDNA or the gene) that encodes PDE4D polypeptide (e.g., the 
polypeptide having SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, optionally 

10 comprising at least one SNP as set forth in Tables 9 and 10, or another splicing 
variant of a PDE4D polypeptide). In a preferred embodiment, the isolated nucleic 
acid molecule comprises SEQ ID NO:l (shown in Appendix I) or the complement 
thereof . In another embodiment, the isolated nucleic acid molecule comprises the 
sequence of SEQ ID NO: 1 or the complement of SEQ ID NO: 1, except that one or 

15 more single nucleotide polymoiphisms as shown in Tables 9 and 10 are also present. 
In another embodiment, the isolated nucleic acid molecules comprises exon 4D6, 
4D7-1, 4D7-2, 4D7-3 and 4D8. 

The isolated nucleic acid molecules of the present invention can be RNA, for 
example, mRNA, or DNA, such as cDNA and genomic DNA. DNA molecules can 

20 be double-stranded or single-stranded; single stranded RNA or DNA can be either 
the coding, or sense, strand or the non-coding, or antisense, strand. The-nucleic acid 
molecule can include all or a portion of the coding sequence of the gene and can 
further comprise additional non-coding sequences such as introns and non-coding 3' 
and 5 f sequences (including regulatory sequences, for example). Additionally, the 

25 nucleic acid molecule can be fused to a marker sequence, for example, a sequence 
that encodes a polypeptide to assist in isolation or purification of the polypeptide. 
Such sequences include, but are not limited to, those which encode a 
glutathione-S-transferase (GST) fusion protein and those which encode a 
hemagglutinin A (HA) polypeptide marker from influenza. 

30 An "isolated" nucleic acid molecule, as used herein, is one that is separated 

from nucleic acids which normally flank the gene or nucleotide sequence (as in 
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genomic sequences) and/or has been completely or partially purified from other 
transcribed sequences (e.g., as in an RNA library). For example, an isolated nucleic 
acid of the invention may be substantially isolated with respect to the complex 
cellular milieu in which it naturally occurs, or culture medium when produced by 
5 recombinant techniques, or chemical precursors or other chemicals when chemically 
synthesized. In some instances, the isolated material will form part of a composition 
(for example, a crude extract containing other substances), buffer system or reagent 
mix. In other circumstances, the material maybe purified to essential homogeneity, 
for example as determined by PAGE or column chromatography such as HPLC. 

10 Preferably, an isolated nucleic acid molecule comprises at least about 50, 80 or 90% 
(on a molar basis) of all macromolecular species present. With regard to genomic 
DNA, the term "isolated" also can refer to nucleic acid molecules which are 
separated from the chromosome with which the genomic DNA is naturally 
associated. For example, the isolated nucleic acid molecule can contain less than 

15 about 5 kb, 4 kb, 3 kb, 2 kb, 1 kb, 0.5 kb or 0.1 kb of nucleotides which flank the 
nucleic acid molecule in the genomic DNA of the cell from which the nucleic acid 
molecule is derived. 

The nucleic acid molecule can be fused to other coding or regulatory 
sequences and still be considered isolated. Thus, recombinant DNA contained in a 

20 vector is included in the definition of "isolated" as used herein. Also, isolated 
nucleic acid molecules include recombinant DNA molecules in heterologous host 
cells, as well as partially or substantially purified DNA molecules in solution. 
"Isolated" nucleic acid molecules also encompass in vivo and in vitro RNA 
transcripts of the DNA molecules of the present invention. An isolated nucleic acid 

25 molecule or nucleotide sequence can include a nucleic acid molecule or nucleotide 
sequence which is synthesized chemically or by recombinant means. Therefore, 
recombinant DNA contained in a vector are included in the definition of "isolated" 
as used herein. Also, isolated nucleotide sequences include recombinant DNA 
molecules in heterologous organisms, as well as partially or substantially purified 

30 DNA molecules in solution. In vivo and in vitro RNA transcripts of the DNA 
molecules of the present invention are also encompassed by "isolated" nucleotide 
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sequences. Such isolated nucleotide sequences are useful in the manufacture of the 
encoded polypeptide, as probes for isolating homologous sequences (e.g., from other 
mammalian species), for gene mapping (e.g., by in situ hybridization with 
chromosomes), or for detecting expression of the gene in tissue (e.g., human tissue), 

5 such as by Northern blot analysis. 

The present invention also pertains to variant nucleic acid molecules which 
are not necessarily found in nature but which encode a PDE4D polypeptide (e.g., a 
polypeptide having the amino acid sequence of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 
12 or 14, or another splicing variant of PDE4D polypeptide or polymorphic variant 

10 thereof. Thus, for example, DNA molecules which comprise a sequence that is 
different from the naturaUy-occurring nucleotide sequence but which, due to the 
degeneracy of the genetic code, encode aPDE4D polypeptide of the present 
invention are also the subject of this invention. The invention also encompasses 
nucleotide sequences encoding portions (fragments), or encoding variant 

15 polypeptides such as analogues or derivatives of the PDE4D polypeptide. Such 
variants can be naturally-occurring, such as in the case of allelic variation or single 
nucleotide polymorphisms, or non-naturally-occurring, such as those induced by 
various mutagens and mutagenic processes. Intended variations include, but are not 
limited to, addition, deletion and substitution of one or more nucleotides which can 

20 result in conservative or non-conservative amino acid changes, including additions 
and deletions. Preferably the nucleotide (and/or resultant amino acid) changes are 
silent or conserved; that is, they do not alter the characteristics or activity of the 
PDE4D polypeptide. In one preferred embodiment, the nucleotide sequences are 
fragments that comprise one or more polymorphic microsatellite markers. In 

25 another preferred embodiment, the nucleotide sequences are fragments that comprise 
one or more single nucleotide polymorphisms in the PDE4D gene. 

Other alterations of the nucleic acid molecules of the invention can include, 
for example, labeling, methylation, internucleotide modifications such as uncharged 
linkages (e.g., methyl phosphonates, phosphotriesters, phosphoamidates, 

30 carbamates), charged linkages (e.g., phosphorothioates, phosphoroditbioates), 
pendent moieties (e.g., polypeptides), intercalators (e.g., acridine, psoralen), 
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chelators, alkylators, and modified linkages (e.g., alpha anomeric nucleic acids). 
Also included are synthetic molecules that mimic nucleic acid molecules in the 
ability to bind to a designated sequences via hydrogen bonding and other chemical 
interactions. Such molecules include, for example, those in which peptide linkages 
5 substitute for phosphate linkages in the backbone of the molecule. 

The invention also pertains to nucleic acid molecules which hybridize under 
high stringency hybridization conditions, such as for selective hybridization, to a 
nucleotide sequence described herein (e.g., nucleic acid molecules which 
specifically hybridize to a nucleotide sequence encoding polypeptides described 

10 herein, and, optionally, have an activity of the polypeptide). In one embodiment, the 
invention includes variants described herein which hybridize under high stringency 
hybridization conditions (e.g., for selective hybridization) to a nucleotide sequence 
comprising a nucleotide sequence selected from SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism as shown in Tables 9 and 10 or the 

15 complement thereof. In another embodiment, the invention includes variants 
described herein which hybridize under high stringency hybridization conditions 
(e.g., for selective hybridization) to a nucleotide sequence encoding an amino acid 
sequence selected from SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or 
polymorphic variant thereof. In a preferred embodiment, the variant which 

20 hybridizes under high stringency hybridizations has an activity of PDE4D. 

Such nucleic acid molecules can be detected and/or isolated by specific 
hybridization (e.g., under high stringency conditions). "Specific hybridization," as 
used herein, refers to the ability of a first nucleic acid to hybridize to a second 
nucleic acid in a manner such that the first nucleic acid does not hybridize to any 

25 nucleic acid other than to the second nucleic acid (e.g., when the first nucleic acid 
has a higher similarity to the second nucleic acid than to any other nucleic acid in a 
sample wherein the hybridization is to be performed). "Stringency conditions" for 
hybridization is a term of art which refers to the incubation and wash conditions, 
e.g., conditions of temperature and buffer concentration, which permit hybridization 

30 of a particular nucleic acid to a second nucleic acid; the first nucleic acid may be 
perfectly (i.e., 100%) complementary to the second, or the first and second may 
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share some degree of complementarity which is less than perfect (e.g., 70%, 75%, 
85%, 95%). For example, certain high stringency conditions can be used which 
distinguish perfectly complementary nucleic acids from those of less 
complementarity. "High stringency conditions", "moderate stringency conditions" 
5 and '"low stringency conditions" for nucleic acid hybridizations are explained on 
pages 2.10.1-2.10.16 and pages 6.3.1-6.3.6 in Current Protocols in Molecular 
Biology (Ausubel, F.M. et ah, "Current Protocols in Molecular Biology", John 
Wiley & Sons, (1998), the entire teachings of which are incorporated by reference 
herein). The exact conditions which determine the stringency of hybridization 

10 depend not only on ionic strength (e.g., 0.2XSSC, 0. 1XSSC), temperature (e.g., 

room temperature, 42°C, 68°C) and the concentration of destabilizing agents such as 
formamide or denaturing agents such as SDS, but also on factors such as the length 
of the nucleic acid sequence, base composition, percent mismatch between 
hybridizing sequences and the frequency of occurrence of subsets of that sequence 

15 within other non-identical sequences. Thus, equivalent conditions can be determined 
by varying one or more of these parameters while maintaining a similar degree of 
identity or similarity between the two nucleic acid molecules. Typically, conditions 
are used such that sequences at least about 60%, at least about 70%, at least about 
80%, at least about 90% or at least about 95% or more identical to each other remain 

20 hybridized to one another. By varying hybridization conditions from a level of 

stringency at which no hybridization occurs to a level at which hybridization is first 
observed, conditions which will allow a given sequence to hybridize (e.g., 
selectively) with the most similar sequences in the sample can be determined. 

25 Exemplary conditions are described in Krause, M.H. and S.A. Aaronson, 

Methods in Enzymology, 200:546-556 (1991). Also, in, Ausubel, etal, "Cuirent 
Protocols in Molecular Biology", John Wiley & Sons, (1998), which describes the 
determination of washing conditions for moderate or low stringency conditions. 
Washing is the step in which conditions are usually set so as to determine a 

30 minimum level of complementarity of the hybrids. Generally, starting from the 
lowest temperature at which only homologous hybridization occurs, each °C by 
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which the final wash temperature is reduced (holding SSC concentration constant) 
allows an increase by 1% in the maximum extent of mismatching among the 
sequences that hybridize. Generally, doubling the concentration of SSC results in an 
increase in T m of - 17°C. Using these guidelines, the washing temperature can be 
5 determined empirically for high, moderate or low stringency, depending on the level 
of mismatch sought. 

For example, a low stringency wash can comprise washing in a solution 
containing 0.2XSSC/0.1% SDS for 10 min at room temperature; a moderate 
stringency wash can comprise washing in a prewarmed solution (42°C) solution 

10 containing 0.2XSSC/0.1% SDS for 15 min at 42°C; and a high stringency wash can 
comprise washing in prewarmed (68°C) solution containing 0.1XSSC/0.1%SDS for 
15 min at 68°C. Furthermore, washes can be performed repeatedly or sequentially to 
obtain a desired result as known in the art. Equivalent conditions can be determined 
by varying one or more of the parameters given as an example, as known in the art, 

1 5 while maintaining a similar degree of identity or similarity between the target 
nucleic acid molecule and the primer or probe used. 

The percent identity of two nucleotide or amino acid sequences can be 
determined by aligning the sequences for optimal comparison purposes (e.g., gaps 
can be introduced in the sequence of a first sequence). The nucleotides or amino 

20 acids at corresponding positions are then compared, and the percent identity between 
the two sequences is a function of the number of identical positions shared by the 
sequences (i.e., % identity == # of identical positions/total # of positions x 100). In 
certain embodiments, the length of a sequence aligned for comparison purposes is at 
least 30%, preferably at least 40%, more preferably at least 60%, and even more 

25 preferably at least 70%, 80%, 90% or 95% of the length of the reference sequence. 
The actual comparison of the two sequences can be accomplished by well-known 
methods, for example, using a mathematical algorithm. A preferred, non-limiting 
example of such a mathematical algorithm is described in Karlin et al, Proc. Natl. 
Acad. Sci. USA, P0:5873-5877 (1993). Such an algorithm is incorporated into the 

30 NBLAST and XBLAST programs (version 2.0) as described in Altschul et al. , 
Nucleic Acids Res., 25:389-3402 (1997). When utilizing BLAST and Gapped 
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BLAST programs, the default parameters of the respective programs (e.g. 9 
NBLAST) can be used. See http://www.ncbi.nlm.nih.gov. In one embodiment, 
parameters for sequence comparison can be set at score=100, wordlength=12, or can 
be varied (eg., W=5 or W=20). 

5 Another preferred, non-limiting example of a mathematical algorithm 

utilized for the comparison of sequences is the algorithm of Myers and Miller, 
CABIOS (1989). Such an algorithm is incorporated into the ALIGN program 
(version 2.0) which is part of the GCG sequence alignment software package. When 
utilizing the ALIGN program for comparing amino acid sequences, a PAM120 

10 weight residue table, a gap length penalty of 12 , and a gap penalty of 4 can be used. 
Additional algorithms for sequence analysis are known in the art and include 
ADVANCE and ADAM as described in ToreUis and Robotti (1994) Comput. Appl 
Biosci, 10:3-5; and FASTA described in Pearson and Lipman (1988) PNAS, 
55:2444-8. 

15 In another embodiment, the percent identity between two amino acid 

sequences can be accomplished using the GAP program in the CGC software 
package (available at http://www.cgc.com) using either a Blossom 63 matrix or a 
PAM250 matrix, and a gap weight of 12, 10, 8, 6, or 4 and a length weight of 2, 3, or 
4. In yet another embodiment, the percent identity between two nucleic acid 

20 sequences can be accomplished using the GAP program in the GCG software 
package (available at http://www.accelrys.com), using a gap weight of 50 and a 
length weight of 3. 

The present invention also provides isolated nucleic acid molecules that 
contain a fragment or portion that hybridizes under highly stringent conditions to a 

25 nucleotide sequence comprising a nucleotide sequence selected from SEQ ID NO: 1 
which may optionally comprise at least one polymorphism as shown in Tables 9 and 
10 and the complement thereof, and also provides isolated nucleic acid molecules 
that contain a fragment or portion that hybridizes under highly stringent conditions 
to a nucleotide sequence encoding an amino acid sequence selected from SEQ ID 

30 NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or polymorphic variant thereof. The nucleic 
acid fragments of the invention are at least about 15, preferably at least about 18, 20, 
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23 or 25 nucleotides, and can be 30, 40, 50, 100, 200 or more nucleotides in length. 
Longer fragments, for example, 30 or more nucleotides in length, which encode 
antigenic polypeptides described herein are particularly useful, such as for the 
generation of antibodies as described below. 
5 In a related aspect, the nucleic acid fragments of the invention are used as 

probes or primers in assays such as those described herein. "Probes" or "primers" 
are oligonucleotides that hybridize in a base-specific manner to a complementary 
strand of nucleic acid molecules. Such probes and primers include polypeptide 
nucleic acids, as described in Nielsen et al 9 Science, 254, 1497-1500 (1991). 

10 Typically, a probe or primer comprises a region of nucleotide sequence that 

hybridizes to at least about 15, typically about 20-25, and more typically about 40, 
50 or 75, consecutive nucleotides of a nucleic acid molecule comprising a 
contiguous nucleotide sequence selected from: SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism as shown in Tables 9 and 10, the complement 

15 thereof, or a sequence encoding an amino acid sequence selected from SEQ ID NO: 
2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or polymorphic variant thereof. In preferred 
embodiments, a probe or primer comprises 100 or fewer nucleotides, preferably 
from 6 to 50 nucleotides, preferably from 12 to 30 nucleotides. In other 
embodiments, the probe or primer is at least 70% identical to the contiguous 

20 nucleotide sequence or to the complement of the contiguous nucleotide sequence, 
preferably at least 80% identical, more preferably at least 90% identical, even more 
preferably at least 95% identical, or even capable of selectively hybridizing to the 
contiguous nucleotide sequence or to the complement of the contiguous nucleotide 
sequence. Often, the probe or primer further comprises a label, e.g., radioisotope, 

25 fluorescent compound, enzyme, or enzyme co-factor. 

The nucleic acid molecules of the invention such as those described above 
can be identified and isolated using standard molecular biology techniques and the 
sequence information provided herein. For example, nucleic acid molecules can be 
amplified and isolated by the polymerase chain reaction using synthetic 

30 oligonucleotide primers designed based on one or more of the sequences provided in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism shown in 
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Tables 9 and 10, and/or the complement thereof, or designed based on nucleotides 
based on sequences encoding one or more of the amino acid sequences provided 
herein. See generally PCR Technology: Principles and Applications for DNA 
Amplification (ed. HA. Erlich, Freeman Press, NY, NY, 1992); PCR Protocols: A 
5 Guide to Methods and Applications (Eds. Innis, et al, Academic Press, San Diego, 
CA, 1990); Mattila et al, Nucleic Acids Res., 79:4967 (1991); Eckert et al, PCR 
Methods and Applications, 7:17 (1991); PCR (eds. McPherson et al 9 JKL Press, 
Oxford); and U.S. Patent 4,683,202. The nucleic acid molecules can be amplified 
using cDNA, mRNA or genomic DNA as a template, cloned into an appropriate 

10 vector and characterized by DNA sequence analysis. 

Other suitable amplification methods include the ligase chain reaction (LCR) 
(see Wu and Wallace, Genomics, 4:560 (1989), Landegren et al, Science, 241:1011 
(1988), transcription amplification (Kwoh et al, Proc. Natl Acad. Sci. USA, 
86: 11 73 (1989)), and self-sustained sequence replication (Guatelli et al, Proc. Nat. 

15 Acad. Sci. USA, 57:1874 (1990)) and nucleic acid based sequence amplification 
(NASBA). The latter two amplification methods involve isothermal reactions based 
on isothermal transcription, which produce both single stranded RNA (ssRNA) and 
double stranded DNA (dsDNA) as the amplification products in a ratio of about 30 
or 100 to 1, respectively. 

20 The amplified DNA can be radiolabeled and used as a probe for screening a 

cDNA library derived from human cells, mRNA in zap express, ZIPLOX or other 
suitable vector. Corresponding clones can be isolated, DNA can obtained following 
in vivo excision, and the cloned insert can be sequenced in either or both orientations 
by art recognized methods to identify the correct reading frame encoding a 

25 polypeptide of the appropriate molecular weight. For example, the direct analysis of 
the nucleotide sequence of nucleic acid molecules of the present invention can be 
accomplished using well-known methods that are commercially available. See, for . 
example, Sambrook et al, Molecular Cloning, A Laboratory Manual (2nd Ed., 
CSHP, New York 1989); Zyskind et al, Recombinant DNA Laboratory Manual, 

30 (Acad. Press, 1988)). Using these or similar methods, the polypeptide and the DNA 
encoding the polypeptide can be isolated, sequenced and fiirther characterized. 
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Antisense nucleic acid molecules of the invention can be designed using the 
nucleotide sequences of SEQ ID NO: 1 and/or the complement of SEQ ID NO: 1, 
and/or a portion of SEQ ID NO: 1 or the complement of SEQ ID NO: 1 and/or a 
sequence encoding the amino acid sequences or SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 
5 12 and/or 14, or encoding a portion of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 
and/or 14, (wherein any one of these may optionally comprise at least one 
polymorphism as shown in Tables 9 and 10) and constructed using chemical 
synthesis and enzymatic ligation reactions using procedures known in the art. For 
example, an antisense nucleic acid molecule (e.g., an antisense oligonucleotide) can 

10 be chemically synthesized using naturally occurring nucleotides or variously 

modified nucleotides designed to increase the biological stability of the molecules or 
to increase the physical stability of the duplex formed between the antisense and 
sense nucleic acids, e.g., phosphorothioate derivatives and acridine substituted 
nucleotides can be used. Alternatively, the antisense nucleic acid molecule can be 

1 5 produced biologically using an expression vector into which a nucleic acid molecule 
has been subcloned in an antisense orientation (i.e., RNA transcribed from the 
inserted nucleic acid molecule will be of an antisense orientation to a target nucleic 
acid of interest). 

In general, the isolated nucleic acid sequences of the invention can be used as 
20 molecular weight markers on Southern gels, and as chromosome markers which are 
labeled to map related gene positions. The nucleic acid sequences can also be used 
to compare with endogenous DNA sequences in patients to identify genetic 
disorders (e.g., a predisposition for or susceptibility to stroke), and as probes, such as 
to hybridize and discover related DNA sequences or to subtract out known 
25 sequences from a sample. The nucleic acid sequences can further be used to derive 
primers for genetic fingerprinting, to raise anti-polypeptide antibodies using DNA 
immunization techniques, and as an antigen to raise anti-DNA antibodies or elicit 
immune responses. Portions or fragments of the nucleotide sequences identified 
herein (and the corresponding complete gene sequences) can be used in numerous 
30 ways as polynucleotide reagents. For example, these sequences can be used to: (i) 
map their respective genes on a chromosome; and, thus, locate gene regions 
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associated with genetic disease; (ii) identify an individual from a minute biological 
sample (tissue typing); and (iii) aid in forensic identification of a biological sample. 
Additionally, the nucleotide sequences of the invention can be used to identify and 
express recombinant polypeptides for analysis, characterization or therapeutic use, or 
5 as markers for tissues in which the corresponding polypeptide is expressed, either 
constitutively, during tissue differentiation, or in diseased states. The nucleic acid 
sequences can additionally be used as reagents in the screening and/or diagnostic 
assays described herein, and can also be included as components of kits (e.g., 
reagent kits) for use in the screening and/or diagnostic assays described herein. 

10 Another aspect of the invention pertains to nucleic acid constructs containing 

a nucleic acid molecule selected from the group consisting of SEQ ID NO: 1 which 
may optionally comprise at least one polymorphism shown in Tables 9 and 10 and 
the complement thereof (or a portion thereof). Yet another aspect of the invention 
pertains to nucleic acid constructs containing a nucleic acid molecule encoding the 

15 amino acid sequence of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or 

polymorphic variant thereof. The constructs comprise a vector (e.g., an expression 
vector) into which a sequence of the invention has been inserted in a sense or 
antisense orientation. As used herein, the term "vector" refers to a nucleic acid 
molecule capable of transporting another nucleic acid to which it has been linked. 

20 One type of vector is a "plasmid", which refers to a circular double stranded DNA 
loop into which additional DNA segments can be ligated. Another type of vector is 
a viral vector, wherein additional DNA segments can be ligated into the viral 
genome. Certain vectors are capable of autonomous replication in a host cell into 
which they are introduced {e.g., bacterial vectors having a bacterial origin of 

25 replication and episomal mammalian vectors). Other vectors {e.g., non-episomal 
mammalian vectors) are integrated into the genome of a host cell upon introduction 
into the host cell, and thereby are replicated along with the host genome. Moreover, 
certain vectors, expression vectors, are capable of directing the expression of genes 
to which they are operably linked. In general, expression vectors of utility in 

30 recombinant DNA techniques are often in the form of plasmids. However, the 

invention is intended to include such other forms of expression vectors, such as viral 
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vectors (e.g. 9 replication defective retroviruses, adenoviruses and adeno-associated 
viruses) that serve equivalent functions. 

Preferred recombinant expression vectors of the invention comprise a nucleic 
acid molecule of the invention in a form suitable for expression of the nucleic acid 
5 molecule in a host cell. This means that the recombinant expression vectors include 
one or more regulatory sequences, selected on the basis of the host cells to be used 
for expression, which is operably linked to the nucleic acid sequence to be 
expressed. Within a recombinant expression vector, "operably or operatively 
linked" is intended to mean that the nucleotide sequence of interest is linked to the 

10 regulatory sequence(s) in a manner which allows for expression of the nucleotide 
sequence (e.g., in an in vitro transcription/translation system or in a host cell when 
the vector is introduced into the host cell). The term "regulatory sequence" is 
intended to include promoters, enhancers and other expression control elements 
(e.g., polyadenylation signals). Such regulatory sequences are described, for 

15 example, in Goeddel, Gene Expression Technology: Methods in Enzymology 185, 
Academic Press, San Diego, CA (1990). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell 
and those which direct expression of the nucleotide sequence only in certain host 
cells (e.g., tissue-specific regulatory sequences). It will be appreciated by those 

20 skilled in the art that the design of the expression vector can depend on such factors 
as the choice of the host cell to be transformed and the level of expression of 
polypeptide desired. The expression vectors of the invention can be introduced into 
host cells to thereby produce polypeptides, including fusion polypeptides, encoded 
by nucleic acid molecules as described herein. 

25 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide of the invention in prokaryotic or eukaryotic cells, e.g., 
bacterial cells such as E. coli, insect cells (using baculovirus expression vectors), 
yeast cells or mammalian cells. Suitable host cells are discussed further in Goeddel, 
supra. Alternatively, the recombinant expression vector can be transcribed and 

30 translated in vitro, for example using T7 promoter regulatory sequences and T7 
polymerase. 
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Another aspect of the invention pertains to host cells into which a 
recombinant expression vector of the invention has been introduced. The terms 
"host cell" and "recombinant host cell" are used interchangeably herein. It is 
understood that such terms refer not only to the particular subject cell but also to the 
5 progeny or potential progeny of such a cell. Because certain modifications may 
occur in succeeding generations due to either mutation or environmental influences, 
such progeny may not, in fact, be identical to the parent cell, but are still included 
within the scope of the term as used herein. 

A host cell can be any prokaryotic or eukaryotic cell. For example, a nucleic 

10 acid molecule of the invention can be expressed in bacterial cells (e.g., E. coli), 
insect cells, yeast or mammalian cells (such as Chinese hamster ovary cells (CHO) 
or COS cells). Other suitable host cells are known to those skilled in the art. 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 

15 "transformation" and "transfection" are intended to refer to a variety of 

art-recognized techniques for introducing a foreign nucleic acid molecule (e.g., 
DNA) into a host cell, including calcium phosphate or calcium chloride 
co-precipitation, DEAE-dextran-mediated transfection, lipofection, or 
electroporation. Suitable methods for transforming or transfecting host cells can be 

20 found in Sambrook, et al. (supra), and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon 
the expression vector and transfection technique used, only a small fraction of cells 
may integrate the foreign DNA into their genome. In order to identify and select 
these integrants, a gene that encodes a selectable marker (e.g., for resistance to 

25 antibiotics) is generally introduced into the host cells along with the gene of interest. 
Preferred selectable markers include those that confer resistance to drugs, such as 
G418, hygromycin and methotrexate. Nucleic acid molecules encoding a selectable 
marker can be introduced into a host cell on the same vector as the nucleic acid 
molecule of the invention or can be introduced on a separate vector. Cells stably 

30 transfected with the introduced nucleic acid molecule can be identified by drug 
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selection (e.g., cells that have incorporated the selectable marker gene will survive, 
while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce (z.e., express) a polypeptide of the invention. 
5 Accordingly, the invention further provides methods for producing a polypeptide 
using the host cells of the invention. In one embodiment, the method comprises 
culturing the host cell of invention (into which a recombinant expression vector 
encoding a polypeptide of the invention has been introduced) in a suitable medium 
such that the polypeptide is produced. In another embodiment, the method further 

10 comprises isolating the polypeptide from the medium or the host cell. 

The host cells of the invention can also be used to produce nonhuman 
transgenic animals. For example, in one embodiment, a host cell of the invention is 
a fertilized oocyte or an embryonic stem cell into which a nucleic acid molecule of 
the invention has been introduced (e.g., an exogenous PDE4D gene, or an exogenous 

1 5 nucleic acid encoding PDE4D polypeptide). Such host cells can then be used to 

create non-human transgenic animals in which exogenous nucleotide sequences have 
been introduced into the genome or homologous recombinant animals in which 
endogenous nucleotide sequences have been altered. Such animals are useful for 
studying the function and/or activity of the nucleotide sequence and polypeptide 

20 encoded by the sequence and for identifying and/or evaluating modulators of their 
activity. As used herein, a "transgenic animal" is a non-human animal, preferably a 
mammal, more preferably a rodent such as a rat or mouse, in which one or more of 
the cells of the animal includes a transgene. Other examples of transgenic animals 
include non-human primates, sheep, dogs, cows, goats, chickens and amphibians. A 

25 transgene is exogenous DNA which is integrated into the genome of a cell from 
which a transgenic animal develops and which remains in the genome of the mature 
animal, thereby directing the expression of an encoded gene product in one or more 
cell types or tissues of the transgenic animal. As used herein, an "homologous 
recombinant animal" is a non-human animal, preferably a mammal, more preferably 

30 a mouse, in which an endogenous gene has been altered by homologous 

recombination between the endogenous gene and an exogenous DNA molecule 
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introduced into a cell of the animal, e.g., an embryonic cell of the animal, prior to 
development of the animal. 

Methods for generating transgenic animals via embryo manipulation and 
microinjection, particularly animals such as mice, have become conventional in the 
5 art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, 
U.S. Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo (Cold 
Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986). Methods for 
constructing homologous recombination vectors and homologous recombinant 
animals are described further in Bradley (1991) Current Opinion in Bio/Technology, 
10 2:823-829 and in PCT Publication Nos. WO 90/1 1354, WO 91/01 140, WO 92/0968, 
and WO 93/04169. Clones of the non-human transgenic animals described herein 
can also be produced according to the methods described in Wilmut et al (1997) 
Nature, 355:810-813 and PCT Publication Nos. WO 97/07668 and WO 97/07669. 

POLYPEPTIDES OF THE INVENTION 

15 The present invention also pertains to isolated polypeptides encoded by 

PDE4D ('TDE4D polypeptides") and fragments and variants thereof, as well as 
polypeptides encoded by nucleotide sequences described herein (e.g., other splicing 
variants). The term "polypeptide" refers to a polymer of amino acids, and not to a 
specific length; thus, peptides, oligopeptides and proteins are included within the 

20 definition of a polypeptide. As used herein, a polypeptide is said to be "isolated" or 
"purified" when it is substantially free of cellular material when it is isolated from 
recombinant and non-recombinant cells, or free of chemical precursors or other 
chemicals when it is chemically synthesized. A polypeptide, however, can be joined 
to another polypeptide with which it is not normally associated in a cell (e.g., in a 

25 "fusion protein") and still be "isolated" or "purified." 

The polypeptides of the invention can be purified to homogeneity. It is 
understood, however, that preparations in which the polypeptide is not purified to 
homogeneity are useful. The critical feature is that the preparation allows for the 
desired function of the polypeptide, even in the presence of considerable amounts of 

30 other components. Thus, the invention encompasses various degrees of purity. In 
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one embodiment, the language "substantially free of cellular material" includes 
preparations of the polypeptide having less than about 30% (by dry weight) other 
proteins {i.e., contaminating protein), less than about 20% other proteins, less than 
about 10% other proteins, or less than about 5% other proteins. 
5 When a polypeptide is recombinantly produced, it can also be substantially 

free of culture medium, culture medium represents less than about 20%, less 
than about 10%, or less than about 5% of the volume of the polypeptide preparation. 
The language "substantially free of chemical precursors or other chemicals" includes 
preparations of the polypeptide in which it is separated from chemical precursors or 

10 other chemicals that are involved in its synthesis. Li one embodiment, the language 
"substantially free of chemical precursors or other chemicals" includes preparations 
of the polypeptide having less than about 30% (by dry weight) chemical precursors 
or other chemicals, less than about 20% chemical precursors or other chemicals, less 
than about 10% chemical precursors or other chemicals, or less than about 5% 

1 5 chemical precursors or other chemicals. 

In one embodiment, a polypeptide of the invention comprises an amino acid 
sequence encoded by a nucleic acid molecule comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NO: 1 which may optionally comprise 
at least one polymorphism shown in Tables 9 and 10 and complements and portions 

20 thereof, e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or a portion or 
polymorphic variant thereof. However, the polypeptides of the invention also 
encompass fragment and sequence variants. Variants include a substantially 
homologous polypeptide encoded by the same genetic locus in an organism, i.e., an 
allelic variant, as well as other splicing variants. Variants also encompass 

25 polypeptides derived from other genetic loci in an organism, but having substantial 
homology to a polypeptide encoded by a nucleic acid molecule comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism shown in Tables 9 and 10 and 
complements and portions thereof, or having substantial homology to a polypeptide 

30 encoded by a nucleic acid molecule comprising a nucleotide sequence selected from 
the group consisting of nucleotide sequences encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, 
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8, 9, 10, 12 or 14, or polymorphic variants thereof. Variants also include 
polypeptides substantially homologous or identical to these polypeptides but derived 
from another organism, i.e., an ortholog. Variants also include polypeptides that are 
substantially homologous or identical to these polypeptides that are produced by 
5 chemical synthesis. Variants also include polypeptides that are substantially 
homologous or identical to these polypeptides that are produced by recombinant 
methods. 

As used herein, two polypeptides (or a region of the polypeptides) are 
substantially homologous or identical when the amino acid sequences are at least 

10 about 45-55%, typically at least about 70-75%, more typically at least about 80-85%, 
and most typically greater than about 90% or more homologous or identical. A 
substantially homologous amino acid sequence, according to the present invention, 
will be encoded by a nucleic acid molecule hybridizing to SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism shown in Tables 9 and 10, or portion 

15 thereof, under stringent conditions as more particularly described above, or will be 
encoded by a nucleic acid molecule hybridizing to a nucleic acid sequence encoding 
SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, portion thereof or polymorphic 
variant thereof, under stringent conditions as more particularly described thereof. 

To determine the percent homology or identity of two amino acid sequences, 

20 or of two nucleic acid sequences, the sequences are aligned for optimal comparison 
purposes {e.g., gaps can be introduced in the sequence of one polypeptide or nucleic 
acid molecule for optimal alignment with the other polypeptide or nucleic acid 
molecule). The amino acid residues or nucleotides at corresponding amino acid 
positions or nucleotide positions are then compared. When a position in one 

25 sequence is occupied by the same amino acid residue or nucleotide as the 

corresponding position in the other sequence, then the molecules are homologous at 
that position. As used herein, amino acid or nucleic acid "homology" is equivalent 
to amino acid or nucleic acid "identity". The percent homology between the two 
sequences is a function of the number of identical positions shared by the sequences 

3 0 (i. e. , percent homology equals the number of identical positions/total number of 
positions times 100). 
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The invention also encompasses polypeptides having a lower degree of 
identity but having sufficient similarity so as to perform one or more of the same 
functions performed by a polypeptide encoded by a nucleic acid molecule of the 
invention. Similarity is determined by conserved amino acid substitution. Such 
5 substitutions are those that substitute a given amino acid in a polypeptide by another 
amino acid of like characteristics. Conservative substitutions are likely to be 
phenotypically silent. Typically seen as conservative substitutions are the 
replacements, one for another, among the aliphatic amino acids Ala, Val, Leu and 
He; interchange of the hydroxyl residues Ser and Thr, exchange of the acidic 

10 residues Asp and Glu, substitution between the amide residues Asn and Gin, 

exchange of the basic residues Lys and Arg and replacements among the aromatic 
residues Phe and Tyr. Guidance concerning which amino acid changes are likely to 
be phenotypically silent are found in Bowie et al> Science 247:1306-1310 (1990). 
A variant polypeptide can differ in amino acid sequence by one or more 

15 substitutions, deletions, insertions, inversions, fusions, and truncations or a 

combination of any of these. Further, variant polypeptides can be fully functional or 
can lack function in one or more activities. Fully functional variants typically 
contain only conservative variation or variation in non-critical residues or in 
non-critical regions. Functional variants can also contain substitution of similar 

20 amino acids that result in no change or an insignificant change in function. 

Alternatively, such substitutions may positively or negatively affect function to some 
degree. Non-functional variants typically contain one or more non-conservative 
amino acid substitutions, deletions, insertions, inversions, or truncation or a 
substitution, insertion, inversion, or deletion in a critical residue or critical region. 

25 Amino acids that are essential for function can be identified by methods 

known in the art, such as site-directed mutagenesis or alanine-scanning mutagenesis 
(Cunningham et al y Science, 244:1081-1085 (1989)). The latter procedure 
introduces single alanine mutations at every residue in the molecule. The resulting 
mutant molecules are then tested for biological activity in vitro, or in vifro 

30 proliferative activity. Sites that are critical for polypeptide activity can also be 

determined by structural analysis such as crystallization, nuclear magnetic resonance 
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or photoaffinity labeling (Smith et al y J. Mol Biol, 224:899-904 (1992); de Vos et 
ai, Science, 255:306-312 (1992)). 

The invention also includes polypeptide fragments of the polypeptides of the 
invention. Fragments can be derived from a polypeptide encoded by a nucleic acid 
5 molecule comprising SEQ ID NO: 1 which may optionally comprise at least one 
polymorphism shown in Tables 9 and 1 0 or a portion thereof and the complements 
thereof (e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or other splicing 
variants). However, the invention also encompasses fragments of the variants of the 
polypeptides described herein. As used herein, a fragment comprises at least 6 

10 contiguous amino acids. Useful fragments include those that retain one or more of 
the biological activities of the polypeptide as well as fragments that can be used as 
an immunogen to generate polypeptide-specific antibodies. 

Biologically active fragments (peptides which are, for example, 6, 9, 12, 15, 
16, 20, 30, 35, 36, 37, 38, 39, 40, 50, 100 or more amino acids in length) can 

15 comprise a domain, segment, or motif that has been identified by analysis of the 
polypeptide sequence using well-known methods, e.g., signal peptides, extracellular 
domains, one or more transmembrane segments or loops, ligand binding regions, 
zinc finger domains, DNA binding domains, acylation sites, glycosylation sites, or 
phosphorylation sites. 

20 Fragments can be discrete (not fused to other amino acids or polypeptides) or 

can be within a larger polypeptide. Further, several fragments can be comprised 
within a single larger polypeptide. In one embodiment a fragment designed for 
expression in a host can have heterologous pre- and pro-polypeptide regions fused to 
the amino terminus of the polypeptide fragment and an additional region fused to the 

25 carboxyl terminus of the fragment. 

The invention thus provides chimeric or fusion polypeptides. These 
comprise a polypeptide of the invention operatively linked to a heterologous protein 
or polypeptide having an amino acid sequence not substantially homologous to the 
polypeptide. "Operatively linked" indicates that the polypeptide and the 

30 heterologous protein are fused in-frame. The heterologous protein can be fused to 
the N-terminus or C-terminus of the polypeptide. In one embodiment the fusion 
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polypeptide does not affect function of the polypeptide per se. For example, the 
fusion polypeptide can be a GST-fusion polypeptide in which the polypeptide 
sequences are fused to the C-terminus of the GST sequences. Other types of fusion 
polypeptides include, but are not limited to, enzymatic fusion polypeptides, for 

5 example 0-galactosidase fusions, yeast two-hybrid GAL fusions, poly-His fusions 
and Ig fusions. Such fusion polypeptides, particularly poly-His fusions, can 
facilitate the purification of recombinant polypeptide. In certain host cells (e.g, 
mammalian host cells), expression and/or secretion of a polypeptide can be 
increased by using a heterologous signal sequence. Therefore, in another 

10 embodiment, the fusion polypeptide contains a heterologous signal sequence at its 
N-terminus. 

EP-A-0 464 533 discloses fusion proteins comprising various portions of 
immunoglobulin constant regions. The Fc is useful in therapy and diagnosis and 
thus results, for example, in improved pharmacokinetic properties (EP-A 0232 262). 

15 In drug discovery, for example, human proteins have been fused with Fc portions for 
the purpose of high-throughput screening assays to identify antagonists. Bennett et 
al. 9 Journal of Molecular Recognition, 5:52-58 (1995) and Johansone* a/., The 
Journal of Biological Chemistry, 270,16:9459-9471 (1995). Thus, this invention 
also encompasses soluble fusion polypeptides containing a polypeptide of the 

20 invention and various portions of the constant regions of heavy or light chains of 
immunoglobulins of various subclass (IgG, IgM, IgA, IgE). 

A chimeric or fusion polypeptide can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide 
sequences are ligated together in-frame in accordance with conventional techniques. 

25 In another embodiment, the fusion gene can be synthesized by conventional 

techniques including automated DNA synthesizers. Alternatively, PCR amplification 
of nucleic acid fragments can be carried out using anchor primers which give rise to 
complementary overhangs between two consecutive nucleic acid fragments which 
can subsequently be annealed and re-amplified to generate a chimeric nucleic acid 

30 sequence (see Ausubel et al , Current Protocols in Molecular Biology, 1992). 

Moreover, many expression vectors are commercially available that already encode a 
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fiision moiety (e.g., a GST protein), A nucleic acid molecule encoding a polypeptide 
of the invention can be cloned into such an expression vector such that the fusion 
moiety is linked in-frame to the polypeptide. 

The isolated polypeptide can be purified from cells that naturally express it, 
5 purified from cells that have been altered to express it (recombinant), or synthesized 
using known protein synthesis methods. In one embodiment, the polypeptide is 
produced by recombinant DNA techniques. For example, a nucleic acid molecule 
encoding the polypeptide is cloned into an expression vector, the expression vector 
introduced into a host cell and the polypeptide expressed in the host cell. The 

10 polypeptide can then be isolated from the cells by an appropriate purification scheme 
using standard protein purification techniques. 

In general, polypeptides of the present invention can be used as a molecular 
weight marker on SDS-PAGE gels or on molecular sieve gel filtration columns 
using art-recognized methods. The polypeptides of the present invention can be 

15 used to raise antibodies or to elicit an immune response. The polypeptides can also 
be used as a reagent, e.g., a labeled reagent, in assays to quantitatively determine 
levels of the polypeptide or a molecule to which it binds (e.g., a receptor or a ligand) 
in biological fluids. The polypeptides can also be used as markers for cells or tissues 
in which the corresponding polypeptide is preferentially expressed, either 

20 constitutively, during tissue differentiation, or in a diseased state. The polypeptides 
can be used to isolate a corresponding binding agent, e.g., receptor or ligand, such 
as, for example, in an interaction trap assay, and to screen for peptide or small 
molecule antagonists or agonists of the binding interaction. 

ANTIBODIES OF THE INVENTION 

25 Polyclonal and/or monoclonal antibodies that specifically bind one form of 

the gene product but not to the other form of the gene product are also provided. 
Antibodies are also provided that bind a portion of either the variant or the reference 
gene product that contains the polymorphic site or sites. The invention provides 
antibodies to the polypeptides and polypeptide fragments of the invention, e.g., 

30 having an amino acid sequence encoded by SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 
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or 14, or a portion thereof, or having an amino acid sequence encoded by a nucleic 
acid molecule comprising all or a portion of SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism shown in Tables 9 and 10 (e.g., SEQ ID NO: 2, 
3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or another splicing variant or portion thereof). The 

5 term "antibody" as used herein refers to immunoglobulin molecules and 

immunologically active portions of immunoglobulin molecules, i.e., molecules that 
contain an antigen binding site that specifically binds an antigen. A molecule that 
specifically binds to a polypeptide of the invention is a molecule that binds to that 
polypeptide or a fragment thereof, but does not substantially bind other molecules in 

10 a sample, e.g., a biological sample, which naturally contains the polypeptide. 

Examples of immunologically active portions of immunoglobulin molecules include 
F(ab) and F(ab') 2 fragments which can be generated by treating the antibody with an 
enzyme such as pepsin. The invention provides polyclonal and monoclonal 
antibodies that bind to a polypeptide of the invention. The term "monoclonal 

15 antibody" or "monoclonal antibody composition", as used herein, refers to a 

population of antibody molecules that contain only one species of an antigen binding 
site capable of immunoreacting with a particular epitope of a polypeptide of the 
invention. A monoclonal antibody composition thus typically displays a single 
binding affinity for a particular polypeptide of the invention with which it 

20 immunoreacts. 

Polyclonal antibodies can be prepared as described above by immunizing a 
suitable subject with a desired immunogen, e.g., polypeptide of the invention or 
fragment thereof. The antibody titer in the immunized subject can be monitored 
over time by standard techniques, such as with an enzyme linked immunosorbent 

25 assay (ELISA) using immobilized polypeptide. If desired, the antibody molecules 
directed against the polypeptide can be isolated from the mammal (e.g., from the 
blood) and further purified by well-known techniques, such as protein A 
chromatography to obtain the IgG fraction. At an appropriate time after 
immunization, e.g., when the antibody titers are highest, antibody-producing cells 

30 can be obtained from the subject and used to prepare monoclonal antibodies by 

standard techniques, such as the hybridoma technique originally described by Kohler 
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and Milstein (1975) Nature, 255:495-497, the human B cell hybridoma technique 
(Kozbor et al (1983) Immunol Today, 4:72), the EBV-hybridoma technique (Cole 
et al (1985), Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 
77-96) or trioma techniques. The technology for producing hybridomas is well 
5 known (see generally Current Protocols in Immunology (1994) Coligan et al (eds.) 
John Wiley & Sons, Inc., New York, NY). Briefly, an immortal cell line (typically a 
myeloma) is fused to lymphocytes (typically splenocytes) from a mammal 
immunized with an immunogen as described above, and the culture supematants of 
the resulting hybridoma cells are screened to identify a hybridoma producing a 

1 0 monoclonal antibody that binds a polypeptide of the invention. 

Any of the many well known protocols used for fusing lymphocytes and 
immortalized cell lines can be applied for the purpose of generating a monoclonal 
antibody to a polypeptide of the invention (see, e.g.. Current Protocols in 
Immunology, supra; Galfre et al (1977) Nature, 266:55052; R.H. Kenneth, in 

15 Monoclonal Antibodies: A New Dimension In Biological Analyses, Plenum 
Publishing Corp., New York, New York (1980); and Lerner (198 1) Yale J. Biol 
Med, 54:387-402. Moreover, the ordinarily skilled worker will appreciate that there 
are many variations of such methods that also would be useful. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

20 monoclonal antibody to a polypeptide of the invention can be identified and isolated 
by screening a recombinant combinatorial immunoglobulin library (e.g, an antibody 
phage display library) with the polypeptide to thereby isolate immunoglobulin 
library members that bind the polypeptide. Kits for generating and screening phage 
display libraries are commercially available (e.g., the Pharmacia Recombinant Phage 

25 Antibody System, Catalog No. 27-9400-01 ; and the Stratagene SurfZAF™ Phage 
Display Kit, Catalog No. 240612). Additionally, examples of methods and reagents 
particularly amenable for use in generating and screening antibody display library 
can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. WO 
92/18619; PCT Publication No. WO 91/17271; PCT Publication No. WO 92/20791; 

30 PCT Publication No. WO 92/15679; PCT Publication No. WO 93/01288; PCT 
Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 
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PublicationNo. WO 90/02809; Fuchs etal (1991) Bio/Technology, 9:1370-1372; 
Hay et al (1992) Hum. Antibod. Hybridomas, 5:81-85; Huse et al (1989) Science, 
24*1275-1281; Griffiths etal (1993) EMBOJ., 72:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 
5 monoclonal antibodies, comprising both human and non-human portions, which can 
be made using standard recombinant DNA techniques, are within the scope of the 
invention. Such chimeric and humanized monoclonal antibodies can be produced by 
recombinant DNA techniques known in the art. 

In general, antibodies of the invention (e.g., a monoclonal antibody) can be 

10 used to isolate a polypeptide of the invention by standard techniques, such as affinity 
chromatography or immunoprecipitation. A polypeptide-specific antibody can 
facilitate the purification of natural polypeptide from cells and of recombinantly 
produced polypeptide expressed in host cells. Moreover, an antibody specific for a 
polypeptide of the invention can be used to detect the polypeptide (e.g., in a cellular 

15 lysate, cell supernatant, or tissue sample) in order to evaluate the abundance and 
pattern of expression of the polypeptide. Antibodies can be used diagnostically to 
monitor protein levels in tissue as part of a clinical testing procedure, e.g., to, for 
example, determine the efficacy of a given treatment regimen. Detection can be 
facilitated by coupling the antibody to a detectable substance. Examples of 

20 detectable substances include various enzymes, prosthetic groups, fluorescent 
materials, luminescent materials, bioluminescent materials, and radioactive 
materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, p-galactosidase, or acetylcholinesterase; examples of suitable 
prosthetic group complexes include streptavidin/biotin and avidin/biotin; examples 

25 of suitable fluorescent materials include umbelliferone, fluorescein, fluorescein 
isothiocyanate, rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or 
phycoerythrin; an example of a luminescent material includes luminol; examples of 
bioluminescent materials include luciferase, luciferin, and aequorin, and examples of 
suitable radioactive material include 1251, 1311, 35S or 3H. 
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DIAGNOSTIC AND SCREENING ASSAYS OF THE INVENTION 

The present invention also pertains to a method of diagnosing or aiding in the 
diagnosis of stroke associated with the presence of the PDE4D gene or gene product 
in an individual. Diagnostic assays can be designed for assessing PDE4D gene 

5 expression, or for assessing activity of PDE4D polypeptides of the invention. In one 
embodiment, the assays are used in the context of a biological sample (e.g., blood, 
serum, cells, tissue) to thereby determine whether an individual is afflicted with 
stroke, or is at risk for (has a predisposition for or a susceptibility to) developing 
stroke. The invention also provides for prognostic (or predictive) assays for 

10 determining whether an individual is susceptible to developing stroke. For example, 
mutations in the gene can be assayed in a biological sample. Such assays can be 
used for prognostic or predictive purpose to thereby prophylactically treat an 
individual prior to the onset of symptoms associated with stroke. Another aspect of 
the invention pertains to assays for monitoring the influence of agents (e.g, drugs, 

15 compounds or other agents) on the gene expression or activity of polypeptides of the 
invention, as well as to assays for identifying agents which bind to PDE4D 
polypeptides. These and other assays and agents are described in further detail in the 
following sections. 

DIAGNOSTIC ASSAYS 
20 The nucleic acids, probes, primers, polypeptides and antibodies described 

herein can be used in methods of diagnosis of a susceptibility to stroke, as well as in 

kits useful for diagnosis of a susceptibility to stroke. 

In one embodiment of the invention, diagnosis of a susceptibility to stroke is 

made by detecting a polymorphism in PDE4D as described herein. The 
25 polymorphism can be a mutation in PDE4D, such as the insertion or deletion of a 

single nucleotide, or of more than one nucleotide, resulting in a frame shift mutation; 

the change of at least one nucleotide, resulting in a change in the encoded amino 

acid; the change of at least one nucleotide, resulting in the generation of a premature 

stop codon; the deletion of several nucleotides, resulting in a deletion of one or more 
30 amino acids encoded by the nucleotides; the insertion of one or several nucleotides, 



WO 02/074992 



-33- 



PCT/IB02/00565 



such as by unequal recombination or gene conversion, resulting in an interruption of 
the coding sequence of the gene; duplication of all or a part of the gene; 
transposition of all or a part of the gene; or rearrangement of all or a part of the gene. 
More than one such mutation may be present in a single gene. Such sequence 
5 changes cause a mutation in the polypeptide encoded by a PDE4D gene. For 
example, if the mutation is a frame shift mutation, the frame shift can result in a 
change in the encoded amino acids, and/or can result in the generation of a 
premature stop codon, causing generation of a truncated polypeptide. Alternatively, 
a polymorphism associated with a susceptibility to stroke can be a synonymous 

10 mutation in one or more nucleotides (i.e., a mutation that does not result in a change 
in the polypeptide encoded by a PDE4D gene). Such a polymorphism may alter 
splicing sites, affect the stability or transport of mRNA, or otherwise affect the 
transcription or translation of the gene. A PDE4D gene that has any of the mutations 
described above is referred to herein as a "mutant gene." 

15 In a first method of diagnosing a susceptibility to stroke, hybridization 

methods, such as Southern analysis, Northern analysis, or in situ hybridizations, can 
be used (see Current Protocols in Molecular Biology, Ausubel, F. et al. y eds., John 
Wiley & Sons, including all supplements through 1999). For example, a biological 
sample from a test subject (a "test sample") of genomic DNA, RNA, or cDNA, is 

20 obtained from an individual suspected of having, being susceptible to or predisposed 
for, or carrying a defect for, stroke (the "test individual"). The individual can be an 
adult, child, or fetus. The test sample can be from any source which contains 
genomic DNA ? such as a blood sample, sample of amniotic fluid, sample of 
cerebrospinal fluid, or tissue sample from skin, muscle, buccal or conjunctival 

25 mucosa, placenta, gastrointestinal tract or other organs. A test sample of DNA from 
fetal cells or tissue can be obtained by appropriate methods, such as by 
amniocentesis or chorionic villus sampling. The DNA, RNA, or cDNA sample is 
then examined to determine whether a polymorphism in PDE4D is present, and/or to 
determine which splicing variant(s) encoded by PDE4D is present. The presence of 

30 the polymorphism or splicing variant(s) can be indicated by hybridization of the 
gene in the genomic DNA, RNA, or cDNA to a nucleic acid probe. A "nucleic acid 
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probe", as used herein, can be a DNA probe or an RNA probe; the nucleic acid 
probe can contain at least one polymorphism in PDE4D or contains a nucleic acid 
encoding a particular splicing variant of PDE4D. The probe can be any of the 
nucleic acid molecules described above (e.g., the gene, a fragment, a vector 

5 comprising the gene, a probe or primer, etc.). 

To diagnose a susceptibility to stroke, a hybridization sample is formed by 
contacting the test sample containing PDE4D, with at least one nucleic acid probe. 
A preferred probe for detecting mRNA or genomic DNA is a labeled nucleic acid 
probe capable of hybridizing to mRNA or genomic DNA sequences described 

10 herein. The nucleic acid probe can be, for example, a full-length nucleic acid 

molecule, or a portion thereof, such as an oligonucleotide of at least 15, 30, 50, 100, 
250 or 500 nucleotides in length and sufficient to specifically hybridize under 
stringent conditions to appropriate mRNA or genomic DNA. For example, the 
nucleic acid probe can be all or a portion of SEQ ID NO: 1 which may optionally 

15 comprise at least one polymorphism shown in Tables 9 and 10 , or the complement 
thereof, or a portion thereof; or can be a nucleic acid encoding a portion of SEQ ID 
NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14. Other suitable probes for use in the diagnostic 
assays of the invention are described above (see e.g., probes and primers discussed 
under the heading, cc Nucleic Acids of the Invention"). 

20 The hybridization sample is maintained under conditions which are sufficient 

to allow specific hybridization of the nucleic acid probe to PDE4D. "Specific 
hybridization", as used herein, indicates exact hybridization (e.g., with no 
mismatches). Specific hybridization can be performed under high stringency 
conditions or moderate stringency conditions, for example, as described above. In a 

25 particularly preferred embodiment, the hybridization conditions for specific 
hybridization are high stringency. 

Specific hybridization, if present, is then detected using standard methods. If 
specific hybridization occurs between the nucleic acid probe and PDE4D in the test 
sample, then PDE4D has the polymorphism, or is the splicing variant, that is present 

30 in the nucleic acid probe. More than one nucleic acid probe can also be used 

concurrently in this method. Specific hybridization of any one of the nucleic acid 
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probes is indicative of a polymorphism in PDE4D, or of the presence of a particular 
splicing variant encoding PDE4D and is therefore diagnostic for a susceptibility to 
stroke. 

In Northern analysis (see Current Protocols in Molecular Biology, Ausubel, 
5 F. et al, eds., John Wiley & Sons, supra) the hybridization methods described above 
are used to identify the presence of a polymorphism or a particular splicing variant, 
associated with a susceptibility to stroke. For Northern analysis, a test sample of 
RNA is obtained from the individual by appropriate means. Specific hybridization 
of a nucleic acid probe, as described above, to RNA from the individual is indicative 

10 of a polymorphism in PDE4D, or of the presence of a particular splicing variant 
encoded by PDE4D, and is therefore diagnostic for a susceptibility to stroke. 

For representative examples of use of nucleic acid probes, see, for example, 
U.S. Patents No. 5,288,611 and 4,851,330. 

Alternatively, a peptide nucleic acid (PNA) probe can be used instead of a 

1 5 nucleic acid probe in the hybridization methods described above. PNA is a DNA 
mimic having a peptide-like, inorganic backbone, such as N-(2-aminoethyl)glycine 
units, with an organic base (A, G, C, T or U) attached to the glycine nitrogen via a 
methylene carbonyl linker (see, for example, Nielsen, P.E. et aL, Bioconjugate 
Chemistry, 1994, 5, American Chemical Society, p. 1 (1994). The PNA probe can 

20 be designed to specifically hybridize to a gene having a polymorphism associated 
with a susceptibility to stroke. Hybridization of the PNA probe to PDE4D is 
diagnostic for a susceptibility to stroke. 

In another method of the invention, mutation analysis by restriction digestion 
can be used to detect a mutant gene, or genes containing a polymorphism(s), if the 

25 mutation or polymorphism in the gene results in the creation or elimination of a 
restriction site. A test sample containing genomic DNA is obtained from the 
individual. Polymerase chain reaction (PCR) can be used to amplify PDE4D (and, if 
necessary, the flanking sequences) in the test sample of genomic DNA from the test 
individual. RFLP analysis is conducted as described (see Current Protocols in 

30 Molecular Biology, supra). The digestion pattern of the relevant DNA fragment 
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indicates the presence or absence of the mutation or polymorphism in PDE4D, and 
therefore indicates the presence or absence of this susceptibility to stroke. 

Sequence analysis can also be used to detect specific polymorphisms in 
PDE4D. A test sample of DNA or RNA is obtained from the test individual. PCR 
5 or other appropriate methods can be used to amplify the gene, and/or its flanking 
sequences, if desired. The sequence of PDE4D, or a fragment of the gene, or cDNA, 
or fragment of the cDNA, or mRNA, or fragment of the mRNA, is determined, using 
standard methods. The sequence of the gene, gene fragment, cDNA, cDNA 
fragment, mRNA, or mRNA fragment is compared with the known nucleic acid 

1 0 sequence of the gene, cDNA (e.g. , SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism shown in Tables 9 and 10, or a nucleic acid sequence 
■ encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or a fragment thereof) or 
mRNA, as appropriate. The presence of a polymorphism in PDE4D indicates that 
the individual has a susceptibility to stroke. 

15 Allele-specific oligonucleotides can also be used to detect the presence of a 

polymorphism in PDE4D, through the use of dot-blot hybridization of amplified 
oligonucleotides with allele-specific oligonucleotide (ASO) probes (see, for 
example, Saiki, R. et aL 9 (1986), Nature (London) 324:163-166). An "allele-specific 
oligonucleotide" (also referred to herein as an "allele-specific oligonucleotide 

20 probe") is an oligonucleotide of approximately 10-50 base pairs, preferably 
approximately 15-30 base pairs, that specifically hybridizes to PDE4D, and that 
contains a polymorphism associated with a susceptibility to stroke. An allele- 
specific oligonucleotide probe that is specific for particular polymorphisms in 
PDE4D can be prepared, using standard methods (see Current Protocols in 

25 Molecular Biology, supra). To identify polymorphisms in the gene that are 

associated with a susceptibility to stroke, a test sample of DNA is obtained from the 
individual. PCR can be used to amplify all or a fragment of PDE4D, and its 
flanking sequences. The DNA containing the amplified PDE4D (or fragment of the 
gene) is dot-blotted, using standard methods (see Current Protocols in Molecular 

30 Biology, supra), and the blot is contacted with the oligonucleotide probe. The 
presence of specific hybridization of the probe to the amplified PDE4D is then 
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detected. Specific hybridization of an allele-specific oligonucleotide probe to DNA 
from the individual is indicative of a polymorphism in PDE4D, and is therefore 
indicative of a susceptibility to stroke. 

In another embodiment, arrays of oligonucleotide probes that are 
5 complementary to target nucleic acid sequence segments from an individual, can be 
used to identify polymorphisms in PDE4D. For example, in one embodiment, an 
oligonucleotide array can be used. Oligonucleotide arrays typically comprise a 
plurality of different oligonucleotide probes that are coupled to a surface of a 
substrate in different known locations. These oligonucleotide arrays, also described 

10 as "Genechips.TM.," have been generally described in the art, for example, U.S. Pat. 
No. 5,143,854 and PCT patent publication Nos. WO 90/15070 and 92/10092. These 
arrays can generally be produced using mechanical synthesis methods or light 
directed synthesis methods which incorporate a combination of photolithographic 
methods and solid phase oligonucleotide synthesis methods. See Fodor et aL, 

15 Science, 257:767-777 (1991), Pirrung et al 9 U.S. Pat. No. 5,143,854 (see also PCT 
Application No. WO 90/15070) and Fodor et aL, PCT Publication No. WO 
92/10092 and U.S. Pat. No. 5,424,186, the entire teachings of each of which are 
incorporated by reference herein. Techniques for the synthesis of these arrays using 
mechanical synthesis methods are described in, e.g., U.S. Pat. Nos. 5,384,261, the 

20 entire teachings of which are incorporated by reference herein. 

Once an oligonucleotide array is prepared, a nucleic acid of interest is 
hybridized with the array and scanned for polymorphisms. Hybridization and 
scanning are generally carried out by methods described herein and also in, e.g., 
Published PCT Application Nos. WO 92/10092 and WO 95/1 1995, and U.S. Pat. 

25 No, 5,424,1 86, the entire teachings of which are incorporated by reference herein. In 
brief, a target nucleic acid sequence which includes one or more previously 
identified polymorphic markers is amplified by well known amplification 
techniques, e.g., PCR. Typically, this involves the use of primer sequences that are 
complementary to the two strands of the target sequence both upstream and 

30 downstream from the polymorphism. Asymmetric PCR techniques may also be 
used. Amplified target, generally incorporating a label, is then hybridized with the 
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array under appropriate conditions. Upon completion of hybridization and washing 
of the array, the array is scanned to determine the position on the array to which the 
target sequence hybridizes. The hybridization data obtained from the scan is 
typically in the form of fluorescence intensities as a function of location on the array. 
5 Although primarily described in terms of a single detection block, e.g., for 

detection of a single polymorphism, arrays can include multiple detection blocks, 
and thus be capable of analyzing multiple, specific polymorphisms. In alternate 
arrangements, it will generally be understood that detection blocks may be grouped 
within a single array or in multiple, separate arrays so that varying, optimal 

10 conditions may be used during the hybridization of the target to the array. For 
example, it may often be desirable to provide for the detection of those 
polymorphisms that fall within G-C rich stretches of a genomic sequence, separately 
from those falling in A-T rich segments. This allows for the separate optimization of 
hybridization conditions for each situation. 

15 Additional description of use of oligonucleotide arrays for detection of 

polymorphisms can be found, for example, in U.S. Patents 5,858,659 and 5,837,832, 
the entire teachings of which are incorporated by reference herein. 

Other methods of nucleic acid analysis can be used to detect polymorphisms 
in PDE4D or splicing variants encoding by PDE4D. Representative methods 

20 include direct manual sequencing (Church and Gilbert, (1988), Proc. Natl Acad. 
Sci. USA 57:1991-1995; Sanger, F. et al (1977) Proc. Natl Acad. Sci. 74:5463- 
5467; Beavis et al. U.S. Pat. No. 5,288,644); automated fluorescent sequencing; 
single-stranded conformation polymorphism assays (SSCP); clamped denaturing gel 
electrophoresis (CDGE); denaturing gradient gel electrophoresis (DGGE) (Sheffield, 

25 V.C. et al. (19891) Proc. Natl Acad. Sci. USA 55:232-236), mobility shift analysis 
(Orita, M. et al. (1989) Proc. Natl Acad. Sci. USA 85:2766-2770), restriction 
enzyme analysis (Flavell et al (1978) Cell 15:25; Geever, et al. (1981) Proc. Natl 
Acad. Sci. USA 78:5081); heteroduplex analysis; chemical mismatch cleavage 
(CMC) (Cotton et al. (1985) Proc. Natl Acad Sci. USA 85:4397-4401); RNase 

30 protection assays (Myers, R.M. et al (1985) Science 230:1242); use of polypeptides 
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which recognize nucleotide mismatches, such as E. coli mutS protein; allele-specific 
PCR, for example. 

In another embodiment of the invention, diagnosis of a susceptibility to 
stroke can also be made by examining expression and/or composition of an PDE4D 
5 polypeptide, by a variety of methods, including enzyme linked immunosorbent 
assays (ELISAs), Western blots, immunoprecipitations and immunofluorescence. A 
test sample from an individual is assessed for the presence of an alteration in the 
expression and/or an alteration in composition of the polypeptide encoded by 
PDE4D, or for the presence of a particular variant encoded by PDE4D. An 

1 0 alteration in expression of a polypeptide encoded by PDE4D can be, for example, an 
alteration in the quantitative polypeptide expression (i.e., the amount of polypeptide 
produced); an alteration in the composition of a polypeptide encoded by PDE4D is 
an alteration in the qualitative polypeptide expression (e.g., expression of a mutant 
PDE4D polypeptide or of a different splicing variant). In a preferred embodiment, 

1 5 diagnosis of a susceptibility to stroke is made by detecting a particular splicing 
variant encoded by PDE4D, or a particular pattern of splicing variants. 

Both such alterations (quantitative and qualitative) can also be present. An 
"alteration" in the polypeptide expression or composition, as used herein, refers to an 
alteration in expression or composition in a test sample, as compared with the 

20 expression or composition of polypeptide by PDE4D in a control sample. A control 
sample is a sample that corresponds to the test sample (e.g., is from the same type of 
cells), and is from an individual who is not affected by stroke. An alteration in the 
expression or composition of the polypeptide in the test sample, as compared with 
the control sample, is indicative of a susceptibility to stroke. Similarly, the presence 

25 of one or more different splicing variants in the test sample, or the presence of 
significantly different amounts of different splicing variants in the test sample, as 
compared with the control sample, is indicative of a susceptibility to stroke. Various 
means of examining expression or composition of the polypeptide encoded by 
PDE4D can be used, including spectroscopy, colorimetry, electrophoresis, 

30 isoelectric focusing, and immunoassays (e.g., David et aL 9 U.S. Pat. No. 4,376,1 10) 
such as immunoblotting (see also Current Protocols in Molecular Biology, 
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particularly chapter 10). For example, in one embodiment, an antibody capable of 
binding to the polypeptide (e.g., as described above), preferably an antibody with a 
detectable label, can be used. Antibodies can be polyclonal, or more preferably, 
monoclonal. An intact antibody, or a fragment thereof (e.g., Fab or F(ab , ) 2 ) can be 
5 used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (z.e., physically 
linking) a detectable substance to the probe or antibody, as well as indirect labeling 
of the probe or antibody by reactivity with another reagent that is directly labeled. 
Examples of indirect labeling include detection of a primary antibody using a 

1 0 fluorescently labeled secondary antibody and end-labeling of a DNA probe with 
biotin such that it can be detected with fluorescently labeled streptavidin. 

Western blotting analysis, using an antibody as described above that 
specifically binds to a polypeptide encoded by a mutant PDE4D, or an antibody that 
specifically binds to a polypeptide encoded by a non-mutant gene, or an antibody 

1 5 that specifically binds to a particular splicing variant encoded by PDE4D, can be 
used to identify the presence in a test sample of a particular splicing variant or of a 
polypeptide encoded by a polymorphic or mutant PDE4D, or the absence in a test 
sample of a particular splicing variant or of a polypeptide encoded by a non- 
polymorphic or non-mutant gene. The presence of a polypeptide encoded by a 

20 polymorphic or mutant gene, or the absence of a polypeptide encoded by a non- 
polymorphic or non-mutant gene, is diagnostic for a susceptibility to stroke, as is the 
presence (or absence) of particular splicing variants encoded by the PDE4D gene. 

In one embodiment of this method, the level or amount of polypeptide 
encoded by PDE4D in a test sample is compared with the level or amount of the 

25 polypeptide encoded by PDE4D in a control sample. A level or amount of the 

polypeptide in the test sample that is higher or lower than the level or amount of the 
polypeptide in the control sample, such that the difference is statistically significant, 
is indicative of an alteration in the expression of the polypeptide encoded by 
PDE4D, and is diagnostic for a susceptibility to stroke. Alternatively, the 

30 composition of the polypeptide encoded by PDE4D in a test sample is compared 
with the composition of the polypeptide encoded by PDE4D in a control sample 
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(e.g., the presence of different splicing variants). A difference in the composition of 
the polypeptide in the test sample, as compared with the composition of the 
polypeptide in the control sample, is diagnostic for a susceptibility to stroke. In 
another embodiment, both the level or amount and the composition of the 
5 polypeptide can be assessed in the test sample and in the control sample. A 

difference in the amount or level of the polypeptide in the test sample, compared to 
the control sample; a difference in composition in the test sample, compared to the 
control sample; or both a difference in the amount or level, and a difference in the 
composition, is indicative of a susceptibility to stroke. 

10 Kits (e.g., reagent kits) useful in the methods of diagnosis comprise 

components useful in any of the methods described herein, including for example, 
hybridization probes or primers as decribed herein (e.g., labeled probes or pnners), 
reagents for detection of labeled molecules, restriction enzymes (e.g., for RFLP 
analysis), allele-specific oligonucleotides, antibodies which bind to mutant or to 

1 5 non-mutant (native) PDE4D polypeptide, means for amplification of nucleic acids 
comprising PDE4D, or means for analyzing the nucleic acid sequence of PDE4D or 
for analyzing the amino acid sequence of an PDE4D polypeptide, etc. 

SCREENING ASSAYS AND AGENTS IDENTIFIED THEREBY 

The invention provides methods (also referred to herein as "screening 

20 assays") for identifying the presence of a nucleotide that hybridizes to a nucleic acid 
of the invention, as well as for identifying the presence of a polypeptide encoded by 
a nucleic acid of the invention, hi one embodiment, the presence (or absence) of a 
nucleic acid molecule of interest (e.g., a nucleic acid that has significant homology 
with a nucleic acid of the invention) in a sample can be assessed by contacting the 

25 sample with a nucleic acid comprising a nucleic acid of the invention (e.g., a nucleic 
acid having the sequence of SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism shown in Tables 9 and 10, or the complement thereof, or a 
nucleic acid encoding an amino acid having the sequence of SEQ ID NO: 2, 3, 4, 5, 
6, 7, 8, 9, 10, 12 or 14, or a fragment or variant of such nucleic acids), under 

30 stringent conditions as described above, and then assessing the sample for the 
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presence (or absence) of hybridization. In a preferred embodiment, high stringency 
conditions are conditions appropriate for selective hybridization. In another 
embodiment, a sample con tainin g the nucleic acid molecule of interest is contacted 
with a nucleic acid containing a contiguous nucleotide sequence (e.g., a primer or a 
5 probe as described above) that is at least partially complementary to a part of the 
nucleic acid molecule of interest (e.g., a PDE4D nucleic acid), and the contacted 
sample is assessed for the presence or absence of hybridization. In a preferred 
embodiment, the nucleic acid containing a contiguous nucleotide sequence is 
completely complementary to a part of the nucleic acid molecule of interest. 

10 In any of these embodiment, all or a portion of the nucleic acid of interest 

can be subjected to amplification prior to performing the hybridization. 

In another embodiment, the presence (or absence) of a polypeptide of 
interest, such as a polypeptide of the invention or a fragment or variant thereof, in a 
sample can be assessed by contacting the sample with an antibody that specifically 

15 hybridizes to the polypeptide of interest (e.g., an antibody such as those described 
above), and then assessing the sample for the presence (or absence) of binding of the 
antibody to the polypeptide of interest. 

In another embodiment, the invention provides methods for identifying 
agents (e.g., fusion proteins, polypeptides, peptidomimetics, prodrugs, receptors, 

20 binding agents, antibodies, small molecules or other drugs, or ribozymes which alter 
(e.g., increase or decrease) the activity of the polypeptides described herein, or 
which otherwise interact with the polypeptides herein. For example, such agents can 
be agents which bind to polypeptides described herein (e.g., PDE4D binding agents); 
which have a stimulatory or inhibitory effect on, for example, activity of 

25 polypeptides of the invention; or which change (e.g., enhance or inhibit) the ability 
of the polypeptides of the invention to interact with PDE4D binding agents (e.g., 
receptors or other binding agents); or which alter posttranslational processing of the 
PDE4D polypeptide (e.g., agents that alter proteolytic processing to direct the 
polypeptide from where it is normally synthesized to another location in the cell, 

30 such as the cell surface; agents that alter proteolytic processing such that more 
polypeptide is released from the cell, etc. 
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In one embodiment, the invention provides assays for screening candidate or 
test agents that bind to or modulate the activity of polypeptides described herein (or 
biologically active portion(s) thereof), as well as agents identifiable by the assays. 
Test agents can be obtained using any of the numerous approaches in combinatorial 
5 library methods known in the art, including: biological libraries; spatially 

addressable parallel solid phase or solution phase libraries; synthetic library methods 
requiring deconvolution; the 'one-bead one-compound 1 library method; and synthetic 
library methods using affinity chromatography selection. The biological library 
approach is limited to polypeptide libraries, while the other four approaches are 

10 applicable to polypeptide, non-peptide oligomer or small molecule libraries of 
compounds (Lam, K.S. (1997) Anticancer Drug Des., 72:145). 

In one embodiment, to identify agents which alter the activity of a PDE4D 
polypeptide, a cell, cell lysate, or solution containing or expressing a PDE4D 
polypeptide (e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or another splicing 

15 variant encoded by PDE4D), or a fragment or derivative thereof (as described 
above), can be contacted with an agent to be tested; alternatively, the polypeptide 
can be contacted directly with the agent to be tested. The level (amount) of PDE4D 
activity is assessed (e.g., the level (amount) of PDE4D activity is measured, either 
directly or indirectly), and is compared with the level of activity in a control (i.e., the 

20 level of activity of the PDE4D polypeptide or active fragment or derivative thereof 
in the absence of the agent to be tested). If the level of the activity in the presence of 
the agent differs, by an amount that is statistically significant, from the level of the 
activity in the absence of the agent, then the agent is an agent that alters the activity 
of PDE4D polypeptide. An increase in the level of PDE4D activity relative to a 

25 control, indicates that the agent is an agent that enhances (is an agonist of) PDE4D 
activity. Similarly, a decrease in the level of PDE4D activity relative to a control, 
indicates that the agent is an agent that inhibits (is an antagonist of) PDE4D activity. 
In another embodiment, the level of activity of a PDE4D polypeptide or derivative 
or fragment thereof in the presence of the agent to be tested, is compared with a 

30 control level that has previously been established. A level of the activity in the 
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presence of the agent that differs from the control level by an amount that is 
statistically significant indicates that the agent alters PDE4D activity. 

The present invention also relates to an assay for identifying agents which 
alter the expression of the PDE4D gene (e.g., antisense nucleic acids, fusion 
5 proteins, polypeptides, peptidomimetics, prodrugs, receptors, binding agents, 

antibodies, small molecules or other drugs, or ribozymes) which alter (e.g., increase 
or decrease) expression (e.g., transcription or translation) of the gene or which 
otherwise interact with the nucleic acids described herein, as well as agents 
identifiable by the assays. For example, a solution containing a nucleic acid 

10 encoding PDE4D polypeptide (e.g., PDE4D gene) can be contacted with an agent to 
be tested. The solution can comprise, for example, cells containing the nucleic acid 
or cell lysate containing the nucleic acid; alternatively, the solution can be another 
solution which comprises elements necessary for transcription/translation of the 
nucleic acid. Cells not suspended in solution can also be employed, if desired. The 

15 level and/or pattern of PDE4D expression (e.g., the level and/or pattern of mRNA or 
of protein expressed, such as the level and/or pattern of different splicing variants) is 
assessed, and is compared with the level and/or pattern of expression in a control 
(i.e., the level and/or pattern of the PDE4D expression in the absence of the agent to 
be tested). If the level and/or pattern in the presence of the agent differs, by an 

20 amount or in a manner that is statistically significant, from the level and/or pattern in 
the absence of the agent, then the agent is an agent that alters the expression of 
PDE4D. Enhancement of PDE4D expression indicates that the agent is an agonist 
of PDE4D activity. Similarly, inhibition of PDE4D expression indicates that the 
agent is an antagonist of PDE4D activity. In another embodiment, the level and/or 

25 pattern of PDE4D polypeptide(s)(e.g., different splicing variants) in the presence of 
the agent to be tested, is compared with a control level and/or pattern that has 
previously been established. A level and/or pattern in the presence of the agent that 
differs from the control level and/or pattern by an amount or in a manner that is 
statistically significant indicates that the agent alters PDE4D expression. 

30 In another embodiment of the invention, agents which alter the expression of 

the PDE4D gene or which otherwise interact with the nucleic acids described herein, 
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can be identified using a cell, cell lysate, or solution containing a nucleic acid 
encoding the promoter region of the PDE4D gene operably linked to a reporter gene. 
After contact with an agent to be tested, the level of expression of the reporter gene 
(e.g., the level of mRNA or of protein expressed) is assessed, and is compared with 
5 the level of expression in a control (i.e., the level of the expression of the reporter 
gene in the absence of the agent to be tested). If the level in the presence of the 
agent differs, by an amount or in a manner that is statistically significant, from the 
level in the absence of the agent, then the agent is an agent that alters the expression 
of PDE4D, as indicated by its ability to alter expression of a gene that is operably 

10 linked to the PDE4D gene promoter. Enhancement of the expression of the reporter 
indicates that the agent is an agonist of PDE4D activity. Similarly, inhibition of the 
expression of the reporter indicates that the agent is an antagonist of PDE4D 
activity. In another embodiment, the level of expression of the reporter in the 
presence of the agent to be tested, is compared with a control level that has 

1 5 previously been established. A level in the presence of the agent that differs from 
the control level by an amount or in a manner that is statistically significant indicates 
that the agent alters PDE4D expression. 

Agents which alter the amounts of different splicing variants encoded by 
PDE4D (e.g., an agent which enhances activity of a first splicing variant, and which 

20 inhibits activity of a second splicing variant), as well as agents which are agonists of 
activity of a first splicing variant and antagonists of activity of a second splicing 
variant, can easily be identified using these methods described above. 

In other embodiments of the invention, assays can be used to assess the 
impact of a test agent on the activity of a polypeptide in relation to a PDE4D binding 

25 agent. For example, a cell that expresses a compound that interacts with PDE4D 
(herein referred to as a 'TDE4D binding agenf which can be a polypeptide or other 
molecule that interacts with PDE4D, such as a receptor) is contacted with PDE4D in 
the presence of a test agent, and the ability of the test agent to alter the interaction 
between PDE4D and the PDE4D binding agent is determined. Alternatively, a cell 

30 lysate or a solution containing the PDE4D binding agent, can be used. An agent 
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which binds to PDE4D or the PDE4D binding agent can alter the interaction by 
interfering with, or enhancing the ability of PDE4D to bind to, associate with, or 
otherwise interact with the PDE4D binding agent. Determining the ability of the 
test agent to bind to PDE4D or an PDE4D binding agent can be accomplished, for 
5 example, by coupling the test agent with a radioisotope or enzymatic label such that 
binding of the test agent to the polypeptide can be determined by detecting the 
. labeled with 125 1, 35 S, 14 C or 3 H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemmission or by scintillation counting. 
Alternatively, test agents can be enzymatically labeled with, for example, 

10 horseradish peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label 
detected by determination of conversion of an appropriate substrate to product. It is 
also within the scope of this invention to determine the ability of a test agent to 
interact with the polypeptide without the labeling of any of the interactants. For 
example, a microphysiometer can be used to detect the interaction of a test agent 

15 with PDE4D or a PDE4D binding agent without the labeling of either the test agent, 
PDE4D, or the PDE4D binding agent. McConnell, H.M. et al (1992) Science, 
257:1906-1912. As used herein, a "microphysiometer" (e.g., Cytosensor™) is an 
analytical instrument that measures the rate at which a cell acidifies its environment 
using a light-addressable potentiometric sensor (LAPS). Changes in this 

20 acidification rate can be used as' an indicator of the interaction between ligand and 
polypeptide. See the Examples Section for a discussion of know PDE4D binding 
partners. Thus, these receptors can be used to screen for compounds that are PDE4D 
receptor agonists for use in treating stroke or PDE4D receptor antagonists for 
studying stroke. The linkage data provided herein, for the first time, provides such 

25 connection to stroke. Drugs could be designed to regulate PDE4D receptor 

activation which in turn can be used to regulate signaling pathways and transcription 
events of genes downstream, such as Cbfal. 

In another embodiment of the invention, assays can be used to identify 
polypeptides that interact with one or more PDE4D polypeptides, as described 

30 herein. For example, a yeast two-hybrid system such as that described by Fields and 
Song (Fields, S. and Song, O., Nature 340:245-246 (1989)) can be used to identify 
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polypeptides that interact with one or more PDE4D polypeptides. In such a yeast 
two-hybrid system, vectors are constructed based on the flexibility of a transcription 
factor which has two functional domains (a DNA binding domain and a transcription 
activation domain). If the two domains are separated but fused to two different 
5 proteins that interact with one another, transcriptional activation can be achieved, 
and transcription of specific markers (e.g., nutritional markers such as His and Ade, 
or color markers such as lacZ) can be used to identify the presence of interaction and 
transcriptional activation. For example, in the methods of the invention, a first 
vector is used which includes a nucleic acid encoding a DNA binding domain and 

10 also an PDE4D polypeptide, splicing variant, or fragment or derivative thereof, and 
a second vector is used which includes a nucleic acid encoding a transcription 
activation domain and also a nucleic acid encoding a polypeptide which potentially 
may interact with the PDE4D polypeptide, splicing variant, or fragment or derivative 
thereof (e.g., a PDE4D polypeptide binding agent or receptor). Incubation of yeast 

15 containing the first vector and the second vector under appropriate conditions (e.g., 
mating conditions such as used in the Matchmaker™ system from Clontech) allows 
identification of colonies which express the markers of interest. These colonies can 
be examined to identify the polypeptide(s) which interact with the PDE4D 
polypeptide or fragment or derivative thereof. Such polypeptides may be useful as 

20 agents which alter the activity of expression of an PDE4D polypeptide, as described 
above. 

In more than one embodiment of the above assay methods of the present 
invention, it maybe desirable to immobilize either PDE4D, the PDE4D binding 
agent, or other components of the assay on a solid support, in order to facilitate 

25 separation of complexed from uncomplexed forms of one or both of the 

polypeptides, as well as to accommodate automation of the assay. Binding of a test 
agent to the polypeptide, or interaction of the polypeptide with a binding agent in the 
presence and absence of a test agent, can be accomplished in any vessel suitable for 
containing the reactants. Examples of such vessels include microtitre plates, test 

30 tubes, and micro-centrifuge tubes. In one embodiment, a fusion protein (e.g., a 
glutathione-S-transferase fusion protein) can be provided which adds a domain that 
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allows PDE4D or a PDE4D binding agent to be bound to a matrix or other solid 
support. 

In another embodiment, modulators of expression of nucleic acid molecules 
of the invention are identified in a method wherein a cell, cell lysate, or solution 
5 containing a nucleic acid encoding PDE4D is contacted with a test agent and the 
expression of appropriate mRNA or polypeptide (e.g., splicing variant(s)) in the cell, 
cell lysate, or solution, is determined. The level of expression of appropriate mRNA 
or polypeptide(s) in the presence of the test agent is compared to the level of 
expression of mRNA or polypeptide(s) in the absence of the test agent. The test 

10 agent can then be identified as a modulator of expression based on this comparison. 
For example, when expression of mRNA or polypeptide is greater (statistically 
significantly greater) in the presence of the test agent than in its absence, the test 
agent is identified as a stimulator or enhancer of the mRNA or polypeptide 
expression. Alternatively, when expression of the mRNA or polypeptide is less 

1 5 (statistically significantly less) in the presence of the test agent than in its absence, 
the test agent is identified as an inhibitor of the mRNA or polypeptide expression. 
The level of mRNA or polypeptide expression in the cells can be determined by 
methods described herein for detecting mRNA or polypeptide. 

This invention further pertains to novel agents identified by the 

20 above-described screening assays. Accordingly, it is within the scope of this 
invention to further use an agent identified as described herein in an appropriate 
animal model. For example, an agent identified as described herein (e.g., a test 
agent that is a modulating agent, an antisense nucleic acid molecule, a specific 
antibody, or a polypeptide-binding agent) can be used in an animal model to 

25 determine the efficacy, toxicity, or side effects of treatment with such an agent. 

Alternatively, an agent identified as described herein can be used in an animal model 
to determine the mechanism of action of such an agent. Furthermore, this invention 
pertains to uses of novel agents identified by the above-described screening assays 
for treatments as described herein. In addition, an agent identified as described 

30 herein can be used to alter activity of a polypeptide encoded by PDE4D, or to alter 
expression of PDE4D, by contacting the polypeptide or the gene (or contacting a cell 
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comprising the polypeptide or the gene) with the agent identified as described 
herein. 

PHARMACEUTICAL COMPOSITIONS 

The present invention also pertains to pharmaceutical compositions 
5 comprising nucleic acids described herein, particularly nucleotides encoding the 
polypeptides described herein; comprising polypeptides described herein (e.g., one 
or more of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14); and/or comprising other 
splicing variants encoded by PDE4D; and/or an agent that alters (e.g., enhances or 
inhibits) PDE4D gene expression or PDE4D polypeptide activity as described 

10 herein. For instance, a polypeptide, protein (e.g., an PDE4D receptor), an agent that 
alters PDE4D gene expression, or a PDE4D binding agent or binding partner, 
fragment, fusion protein or prodrug thereof, or a nucleotide or nucleic acid construct 
(vector) comprising a nucleotide of the present invention, or an agent that alters 
PDE4D polypeptide activity, can be formulated with a physiologically acceptable 

15 carrier or excipient to prepare a pharmaceutical composition. The carrier and 

composition can be sterile. The formulation should suit the mode of admimstration. 

Suitable pharmaceutically acceptable carriers include but are not limited to 
water, salt solutions (e.g., NaCl), saline, buffered saline, alcohols, glycerol, ethanol, 
gum arabic, vegetable oils, benzyl alcohols, polyethylene glycols, gelatin, 

20 carbohydrates such as lactose, amylose or starch, dextrose, magnesium stearate, talc, 
silicic acid, viscous paraffin, perfume oil, fatty acid esters, hydroxymethylcellulose, 
polyvinyl pyrolidone, etc., as well as combinations thereof. The pharmaceutical 
preparations can, if desired, be mixed with auxiliary agents, e.g., lubricants, 
preservatives, stabilizers, wetting agents, emulsifiers, salts for influencing osmotic 

25 pressure, buffers, coloring, flavoring and/or aromatic substances and the like which 
do not deleteriously react with the active agents. 

The composition, if desired, can also contain minor amounts of wetting or 
emulsifying agents, or pH buffering agents. The composition can be a liquid 
solution, suspension, emulsion, tablet, pill, capsule, sustained release formulation, or 

30 powder. The composition can be formulated as a suppository, with traditional 
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binders and carriers such as triglycerides. Oral formulation can include standard 
carriers such as pharmaceutical grades of mannitol, lactose, starch, magnesium 
stearate, polyvinyl pyrollidone, sodium saccharine, cellulose, magnesium carbonate, 
etc. 

5 Methods of introduction of these compositions include, but are not limited 

to, intradermal, intramuscular, intraperitoneal, intraocular, intravenous, 
subcutaneous, topical, oral and intranasal. Other suitable methods of introduction 
can also include gene therapy (as described below), rechargeable or biodegradable 
devices, particle acceleration devises ("gene guns") and slow release polymeric 

10 devices. The pharmaceutical compositions of this invention can also be 
administered as part of a combinatorial therapy with other agents. 

The composition can be formulated in accordance with the routine 
procedures as a pharmaceutical composition adapted for administration to human 
beings. For example, compositions for intravenous administration typically are 

1 5 solutions in sterile isotonic aqueous buffer. Where necessary, the composition may 
also include a solubilizing agent and a local anesthetic to ease pain at the site of the 
injection. Generally, the ingredients are supplied either separately or mixed together 
in unit dosage form, for example, as a dry lyophilized powder or water free 
concentrate in a hermetically sealed container such as an ampule or sachette indicat- 

20 ing the quantity of active agent. Where the composition is to be administered by 
infusion, it can be dispensed with an infusion bottle containing sterile 
pharmaceutical grade water, saline or dextrose/water. Where the composition is 
administered by injection, an ampule of sterile water for injection or saline can be 
provided so that the ingredients may be mixed prior to administration. 

25 For topical application, nonsprayable forms, viscous to semi-solid or solid 

forms comprising a carrier compatible with topical application and having a 
dynamic viscosity preferably greater than water, can be employed. Suitable 
formulations include but are not limited to solutions, suspensions, emulsions, 
creams, ointments, powders, enemas, lotions, sols, liniments, salves, aerosols, etc., 

30 which are, if desired, sterilized or mixed with auxiliary agents, e.g., preservatives, 
stabilizers, wetting agents, buffers or salts for influencing osmotic pressure, etc. The 
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agent may be incorporated into a cosmetic formulation. For topical application, also 
suitable are sprayable aerosol preparations wberein the active ingredient, preferably 
in combination with a solid or liquid inert carrier material, is packaged in a squeeze 
bottle or in admixture with a pressurized volatile, normally gaseous propellant, e.g., 
5 pressurized air. 

Agents described herein can be formulated as neutral or salt forms. 
Pharmaceutically acceptable salts include those formed with free amino groups such 
as those derived from hydrochloric, phosphoric, acetic, oxalic, tartaric acids, etc., 
and those formed with free carboxyl groups such as those derived from sodium, 

10 potassium, ammonium, calcium, ferric hydroxides, isopropylamine, triethylamine, 2- 
ethylamino ethanol, histidine, procaine, etc. 

The agents are administered in a therapeutically effective amount. The 
amount of agents which will be therapeutically effective in the treatment of a 
particular disorder or condition will depend on the nature of the disorder or 

15 condition, and can be determined by standard clinical techniques, hi addition, in 
vitro or in vivo assays may optionally be employed to help identify optimal dosage 
ranges. The precise dose to be employed in the formulation will also depend on the 
route of administration, and the seriousness of the symptoms of stroke, and should 
be decided according to the judgment of a practitioner and each patient's 

20 circumstances. Effective doses may be extrapolated from dose-response curves 
derived from in vitro or animal model test systems. 

The invention also provides a pharmaceutical pack or kit comprising one or 
more containers filled with one or more of the ingredients of the pharmaceutical 
compositions of the invention. Optionally associated with such container(s) can be a 

25 notice in the form prescribed by a governmental agency regulating the manufacture, 
use or sale of pharmaceuticals or biological products, which notice reflects approval 
by the agency of manufacture, use of sale for human administration. The pack or kit 
can be labeled with information regarding mode of administration, sequence of drug 
administration (e.g., separately, sequentially or concurrently), or the like. The pack 

30 or kit may also include means for reminding the patient to take the therapy. The 
pack or kit can be a single unit dosage of the combination therapy or it can be a 
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plurality of unit dosages. In particular, the agents can be separated, mixed together 
in any combination, present in a single vial or tablet. Agents assembled in a blister 
pack or other dispensing means is preferred. For the purpose of this invention, unit 
dosage is intended to mean a dosage that is dependent on the individual 
5 pharmacodynamics of each agent and administered in FDA approved dosages in 
standard time courses. 

METHODS OF THERAPY 

The present invention also pertains to methods of treatment (prophylactic 

10 and/or therapeutic) for stroke, particularly ischemic and TTA, using a PDE4D 
therapeutic agent. A 'TDE4D therapeutic agent" is an agent that alters (e.g., 
enhances or inhibits) PDE4D polypeptide activity and/or PDE4D gene expression, 
as described herein (e.g., a PDE4D agonist or antagonist). PDE4D therapeutic 
agents can alter PDE4D polypeptide activity or gene expression by a variety of 

15 means, such as, for example, by providing additional PDE4D polypeptide or by 
upregulating the transcription or translation of the PDE4D gene; by altering 
posttranslational processing of the PDE4D polypeptide; by altering transcription of 
PDE4D splicing variants; or by interfering with PDE4D polypeptide activity (e.g., 
by binding to a PDE4D polypeptide), or by downregulating the transcription or 

20 translation of the PDE4D gene. Representative PDE4D therapeutic 
agents include the following: 

nucleic acids or fragments or derivatives thereof described herein, 
particularly nucleotides encoding the polypeptides described herein and vectors 
comprising such nucleic acids (e.g., a gene, cDNA, and/or mRNA, such as a nucleic 

25 acid encoding a PDE4D polypeptide or active fragment or derivative thereof, or an 
oligonucleotide; for example, SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism shown in Tables 9 and 10 or a nucleic acid encoding SEQ ED 
NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or fragments or derivatives thereof); 

polypeptides described herein (e.g., one or more of SEQ ID NO: 2, 3, 4, 5, 6, 

30 7, 8, 9, 10, 12 or 14, and/or other splicing variants encoded by PDE4D, or fragments 
or derivatives thereof); 
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other polypeptides (e.g., PDE4D receptors); PDE4D binding agents; 
peptidomimetics; fusion proteins or prodrugs thereof; antibodies (e.g., an antibody to 
a mutant PDE4D polypeptide, or an antibody to a non-mutant PDE4D polypeptide, 
or an antibody to a particular splicing variant encoded by PDE4D, as described 
5 above); ribozymes; other small molecules; 

and other agents that alter (e.g., enhance or inhibit) PDE4D gene expression 
or polypeptide activity, or that regulate transcription of PDE4D splicing variants 
(e.g., agents that affect which splicing variants are expressed, or that affect the 
amount of each splicing variant that is expressed. 

10 More than one PDE4D therapeutic agent can be used concurrently, if desired. 

The PDE4D therapeutic agent that is a nucleic acid is used in the treatment 
of stroke. The term, "treatment" as used herein, refers not only to ameliorating 
symptoms associated with the disease, but also preventing or delaying the onset of 
the disease, and also lessening the severity or frequency of symptoms of the disease. 

15 The therapy is designed to alter (e.g., inhibit or enhance), replace or supplement 
activity of a PDE4D polypeptide in an individual. For example, a PDE4D 
therapeutic agent can be administered in order to upregulate or increase the 
expression or availability of the PDE4D gene or of specific splicing variants of 
PDE4D, or, conversely, to downregulate or decrease the expression or availability of 

20 the PDE4D gene or specific splicing variants of PDE4D. Upregulation or increasing 
expression or availability of a native PDE4D gene or of a particular splicing variant 
could interfere with or compensate for the expression or activity of a defective gene 
or another splicing variant; downregulation or decreasing expression or availability 
of a native PDE4D gene or of a particular splicing variant could minimize the 

25 expression or activity of a defective gene or the particular splicing variant and 

thereby minimize the impact of the defective gene or the particular splicing variant. 

The PDE4D therapeutic agent(s) are administered in a therapeutically 
effective amount (i.e., an amount that is sufficient to treat the disease, such as by 
ameliorating symptoms associated with the disease, preventing or delaying the onset 

30 of the disease, and/or also lessening the severity or frequency of symptoms of the 
disease). The amount which will be therapeutically effective in the treatment of a 
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particular individual's disorder or condition will depend on the symptoms and 
severity of the disease, and can be determined by standard clinical techniques. In 
addition, in vitro or in vivo assays may optionally be employed to help identify 
optimal dosage ranges. The precise dose to be employed in the formulation will also 
5 depend on the route of administration, and the seriousness of the disease or disorder, 
and should be decided according to the judgment of a practitioner and each patient's 
circumstances. Effective doses maybe extrapolated from dose-response curves 
derived from in vitro or animal model test systems. 

In one embodiment, a nucleic acid of the invention (e.g., a nucleic acid 

1 0 encoding a PDE4D polypeptide, such as SEQ ID NO : 1 which may optionally 

comprise at least one polymorphism shown in Tables 9 and 10; or another nucleic 
acid that encodes a PDE4D polypeptide or a splicing variant, derivative or fragment 
thereof, such as a nucleic acid encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 
14) can be used, either alone or in a pharmaceutical composition as described above. 

15 For example, PDE4D or a cDNA encoding the PDE4D polypeptide, either by itself 
or included within a vector, can be introduced into cells (either in vitro or in vivo) 
such that the cells produce native PDE4D polypeptide. If necessary, cells that have 
been transformed with the gene or cDNA or a vector comprising the gene or cDNA 
can be introduced (or re-introduced) into an individual affected with the disease. 

20 Thus, cells which, in nature, lack native PDE4D expression and activity, or have 
mutant PDE4D expression and activity, or have expression of a disease-associated 
PDE4D splicing variant, can be engineered to express PDE4D polypeptide or an 
active fragment of the PDE4D polypeptide (or a different variant of PDE4D 
polypeptide). In a preferred embodiment, nucleic acid encoding the PDE4D 

25 polypeptide, or an active fragment or derivative thereof, can be introduced into an 
expression vector, such as a viral vector, and the vector can be introduced into 
appropriate cells in an animal. Other gene transfer systems, including viral and 
nonviral transfer systems, can be used. Alternatively, nonviral gene transfer 
methods, such as calcium phosphate coprecipitation, mechanical techniques (e.g., 

30 microinjection); membrane fusion-mediated transfer via liposomes; or direct DNA 
uptake, can also be used. 
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Alternatively, in another embodiment of the invention, a nucleic acid of the 
invention; a nucleic acid complementary to a nucleic acid of the invention; or a 
portion of such a nucleic acid (e.g., an oligonucleotide as described below), can be 
used in "antisense" therapy, in which a nucleic acid (e.g., an oligonucleotide) which 
5 specifically hybridizes to the mRNA and/or genomic DNA of PDE4D is 
administered or generated in situ. The antisense nucleic acid that specifically 
hybridizes to the mRNA and/or DNA inhibits expression of the PDE4D polypeptide, 
e.g., by inhibiting translation and/or transcription. Binding of the antisense nucleic 
acid can be by conventional base pair complementarity, or, for example, in the case 
10 of binding to DNA duplexes, through specific interaction in the major groove of the 
double helix. 

An antisense construct of the present invention can be delivered, for 
example, as an expression plasmid as described above. When the plasmid is 
transcribed in the cell, it produces RNA which is complementary to a portion of the 

1 5 mRNA and/or DNA which encodes PDE4D polypeptide. Alternatively, the 

antisense construct can be an oligonucleotide probe which is generated ex vivo and 
introduced into cells; it then inhibits expression by hybridizing with the mRNA 
and/or genomic DNA of PDE4D. In one embodiment, the oligonucleotide probes 
are modified oligonucleotides which are resistant to endogenous nucleases, e.g. 

20 exonucleases and/or endonucleases, thereby rendering them stable in vivo. 
Exemplary nucleic acid molecules for use as antisense oligonucleotides are 
phosphoramidate, phosphothioate and methylphosphonate analogs of DNA (see also 
U.S. Pat. Nos. 5,176,996; 5,264,564; and 5,256,775). Additionally, general 
approaches to constructing oligomers useful in antisense therapy are also described, 

25 for example, by Van der Krol et al. ((1988) Biotechniques 6:958-976); and Stein et 
al. ( (1988) Cancer Res 48:2659-2668). With respect to antisense DNA, 
oligodeoxyribonucleotides derived from the translation initiation site, e.g. between 
the -10 and +10 regions of PDE4D sequence, are preferred. 

To perform antisense therapy, oligonucleotides (mRNA, cDNA or DNA) are 

30 designed that are complementary to mRNA encoding PDE4D. The antisense 
oligonucleotides bind to PDE4D mRNA transcripts and prevent translation. 
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Absolute complementarity, although preferred, is not required a sequence 
"complementary" to a portion of an RNA, as referred to herein, indicates that a 
sequence has sufficient complementarity to be able to hybridize with the RNA, 
forming a stable duplex; in the case of double-stranded antisense nucleic acids, a 

5 single strand of the duplex DNA may thus be tested, or triplex formation may be 
assayed. The ability to hybridize will depend on both the degree of complementarity 
and the length of the antisense nucleic acid, as described in detail above. Generally, 
the longer the hybridizing nucleic acid, the more base mismatches with an RNA it 
may contain and still form a stable duplex (or triplex, as the case may be). One 

10 skilled in the art can ascertain a tolerable degree of mismatch by use of standard 
procedures. 

The oligonucleotides used in antisense therapy can be DNA, RNA, or 
chimeric mixtures or derivatives or modified versions thereof, single-stranded or 
double-stranded. The oligonucleotides can be modified at the base moiety, sugar 

1 5 moiety, or phosphate backbone, for example, to improve stability of the molecule, 
hybridization, etc. The oligonucleotides can include other appended groups such as 
peptides (e.g. for targeting host cell receptors in vivo), or agents facilitating transport 
across the cell membrane (see, e.g., Letsinger et al (1989) Proa Natl Acad. Set 
USA 86:6553-6556; Lemaitre et al, (1987), Proc. Natl Acad Sci. USA 84:648-652; 

20 PCT International Publication No. W088/098 1 0) or the blood-brain barrier (see, e.g., 
PCT International Publication No. W089/10134), or hybridization-triggered 
cleavage agents (see, e.g., Krol et al (1988) BioTechniques 6:958-976) or 
intercalating agents. (See, e.g., Zon, (1988), Pharm. Res. 5:539-549). To this end, 
the oligonucleotide may be conjugated to another molecule (e.g., a peptide, 

25 hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent). 

The antisense molecules are delivered to cells which express PDE4D in vivo. 
A number of methods can be used for delivering antisense DNA or RNA to cells; 
e.g., antisense molecules can be injected directly into the tissue site, or modified 
30 antisense molecules, designed to target the desired cells (e.g., antisense linked to 
peptides or antibodies that specifically bind receptors or antigens expressed on the 
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target cell surface) can be administered systematically. Alternatively, in a preferred 
embodiment, a recombinant DNA construct is utilized in which the antisense 
oligonucleotide is placed under the control of a strong promoter (e.g., pol III or pol 
II). The use of such a construct to transfect target cells in the patient results in the 
5 transcription of sufficient amounts of single stranded RNAs that will form 
complementary base pairs with the endogenous PDE4D transcripts and thereby 
prevent translation of the PDE4D mJRNA. For example, a vector can be introduced 
in vivo such that it is taken up by a cell and directs the transcription of an antisense 
RNA. Such a vector can remain episomal or become chromosomally integrated, as 

10 long as it can be transcribed to produce the desired antisense RNA. Such vectors 
can be constructed by recombinant DNA technology methods standard in the art and 
described above. For example, a plasmid, cosmid, YAC or viral vector can be used 
to prepare the recombinant DNA construct which can be introduced directly into the 
tissue site. Alternatively, viral vectors can be used which selectively infect the 

15 desired tissue, in which case administration may be accomplished by another route 
(e.g., systematically). 

Endogenous PDE4D expression can also be reduced by inactivating or 
"knocking out" PDE4D or its promoter using targeted homologous recombination 
(e.g., see Smithies et al. (1985) Nature 317:230-234; Thomas & Capecchi (1987) 

20 Cell 5 1:503-5 12; Thompson et al (1989) Cell 5:313-321). For example, a mutant, 
non-functional PDE4D (or a completely unrelated DNA sequence) flanked by DNA 
homologous to the endogenous PDE4D (either the coding regions or regulatory 
regions of PDE4D) can be used, with or without a selectable marker and/or a 
negative selectable marker, to transfect cells that express PDE4D in vivo. Insertion 

25 of the DNA construct, via targeted homologous recombination, results in 
inactivation of PDE4D. The recombinant DNA constructs can be directly 
administered or targeted to the required site in vivo using appropriate vectors, as 
described above. Alternatively, expression of non-mutant PDE4D can be increased 
using a similar method: targeted homologous recombination can be used to insert a 

30 DNA construct comprising a non-mutant, functional PDE4D (e.g., a gene having 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism shown in 
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Tables 9 and 10), or a portion thereof, in place of a mutant PDE4D in the cell, as 
described above. la another embodiment, targeted homologous recombination can 
be used to insert a DNA construct comprising a nucleic acid that encodes a PDE4D 
polypeptide variant that differs from that present in the cell. 
5 Alternatively, endogenous PDE4D expression can be reduced by targeting 

deoxyribonucleotide sequences complementary to the regulatory region of PDE4D 
(i.e., the PDE4D promoter and/or enhancers) to foim triple helical structures that 
prevent transcription of PDE4D in target cells in the body. (See generally, Helene, 
C. (1991) Anticancer Drug Des., 6(6):569-84; Helene, C, et al (1992) Ann, N. Y. 

10 Acad Sci. 9 660:27-36; and Maher, L. J. (1992) Bioassays 14(12):807-15). Likewise, 
the antisense constructs described herein, by antagonizing the normal biological 
activity of one of the PDE4D proteins, can be used in the manipulation of tissue, e.g. 
tissue differentiation, both in vivo andjfrr ex vivo tissue cultures. Furthermore, the 
anti-sense techniques (e.g. microinjection of antisense molecules, or transfection 

15 with plasmids whose transcripts are anti-sense with regard to a PDE4D mRNA or 
gene sequence) can be used to investigate role of PDE4D in developmental events, 
as well as the normal cellular function of PDE4D in adult tissue. Such techniques 
can be utilized in cell culture, but can also be used in the creation of transgenic 
animals. 

20 hi yet another embodiment of the invention, other PDE4D therapeutic agents 

as described herein can also be used in the treatment or prevention of stroke. The 
therapeutic agents can be delivered in a composition, as described above, or by 
themselves. They can be administered systemically, or can be targeted to a 
particular tissue. The therapeutic agents can be produced by a variety of means, 

25 including chemical synthesis; recombinant production; in vivo production (e.g., a 
transgenic animal, such as U.S. Pat. No. 4,873,316 to Meade et a/.), for example, 
and can be isolated using standard means such as those described herein. 

A combination of any of the above methods of treatment (e.g., administration 
of non-mutant PDE4D polypeptide in conjunction with antisense therapy targeting 

30 mutant PDE4D mRNA; administration of a first splicing variant encoded by PDE4D 
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in conjunction with antisense therapy targeting a second splicing encoded by 
PDE4D), can also be used. 

The invention will be further described by the following non-limiting 
examples. The teachings of all publications cited herein are incorporated herein by 
5 reference in their entirety. 

EXAMPLES 

EXAMPLE 1 IDENTIFICATION OF THE PDE4D GENE WITH LINKAGE TO 
STROKE 

Icelandic Stroke Patients and Phenotype Characterization 

10 A population-based list containing 2543 Icelandic stroke patients, diagnosed 

from 1993 through 1997, was derived from two major hospitals in Iceland and the 
Icelandic Heart Association (the study was approved by the Icelandic Data 
Protection Commission of Iceland and the National Bioethics Committee). Patients 
with hemorrhagic stroke represented 6% of all patients (patients with the Icelandic 

1 5 type of hereditary cerebral hemorrhage with amyloidosis and patients with 

subarachnoid hemorrhage were excluded). Ischemic stroke accounted for 67% of 
the total patients and TIAs 27%. The distribution of stroke suptypes in this study is 
similar to that reported in other Caucasian populations (Mohr, J.P., et al, Neurology, 
25:754-762 (1978); L. R. Caplan, In Stroke, A Clinical Approach 

20 (Butterworth-Heinemann, Stoneham, MA, ed 3, (1993)). 

The list of approximately 2000 living patients was run through our 
computerized genealogy database. A comprehensive genealogy database that has 
been established at deCODE genetics, Inc. was used to cluster the patients in 
pedigrees. Each version of the computerized genealogy database is reversibly 

25 encrypted by the Data Protection Commission of Iceland before arriving at the 
laboratory (Gulcher, J.R., et al, Eur. J. Hum. Genet. 5:739 (2000)). The database 
uses a patient list, with encrypted personal identifiers, as input, and recursive 
algorithms to find all ancestors in the database who are related to any member on the 
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input list within a given number of generations back (Gulcher, J.R., and Stefansson, 
K., Clin. Chem. Lab. Med. 36:523 (1998)) covering the whole Icelandic nation. The 
cluster function then searches for ancestors who are common to any two or more 
members of the input list. One hundred and seventy-nine families with two or more 
5 living patients were chosen for the study with a total of 476 patients connected 
within 6 meioses (6 meioses connect second cousins). Informed consent was 
obtained from all patients and their relatives whose DNA samples were used in the 
linkage scan. The mean separation between affected pairs is 4.8 meioses. Of the 
patients selected for the study 73% had ischemic strokes, 23% TIAs and 4% 

10 hemorrhagic strokes. 

In the selected families, hemorrhagic stroke patients clustered with ischemic 
stroke and TIA patients, and there were no families with a striking preponderance of 
hemorrhagic stroke or of the subtypes of ischemic stroke. Patients with ischemic 
stroke were reclassified according to the TOAST (Trial of Org 10172 in Acute 

15 Stroke Treatment) sub-classification system for stroke (Adams, H.P., Jr., et al., 
Stroke, 24:34-41 (1993)). This system includes five categories: (1) large-artery 
atherosclerosis, (2) cardioembolism, (3) small-artery occlusion (lacune), (4) stroke 
of other determined etiology and (5) stroke of undetermined etiology. The diagnoses 
were based on clinical features and on data from ancillary diagnostic studies. 

20 Patients defined with large-artery atherosclerosis had clinical and brain imaging 
findings of cerebral cortical dysfunction and either significant (>70%) stenosis (this 
is a stricter criteria than used in TOAST where 50% stenosis is the cut-off) or 
occlusion of a major brain artery or branch cortical artery. Potential sources of 
cardiogenic embolism were excluded. The category cardioembolism included 

25 patients with at least one cardiac source for an embolus and potential large-artery 
sources of thromobosis and embolism was eliminated. Patients with small-artery 
occlusion had one of the traditional clinical lacunar syndromes and no evidence of 
cerebral cortical dysfunction. Potential cardiac source of embolus and stenosis 
>70% in an ipsilateral extracranial artery was excluded. The category, acute stroke 

30 of other determined etiology, included patients with rare causes of stroke and 

patients with two or more potential causes of stroke. If the causes of stroke could 
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not be determined despite extensive evaluation patients were included in the 
category stroke of undetermined etiology. Fig. 1 A and Fig. IB display two 
pedigrees each affected by several of the stroke subtypes, including hemorrhagic 
stroke. Apparently what is inherited in stroke is the broadly defined phenotype. 

5 Genome-wide scan 

A genome-wide scan was performed using a framework map of about 1000 
microsatellite markers. The DNA samples were genotyped using approximately 
1000 fluorescently labelled primers. A microsatellite screening set based in part on 
the ABI Linkage Marker (v2) screening set and the ABI Linkage Marker (v2) 

10 intercalating set in combination with 500 custom-made markers were developed. 
All markers were extensively tested for robustness, ease of scoring, and efficiency in 
4X multiplex PCR reactions. In the framework marker set, the average spacing 
between markers was approximately 4 cM with no gaps larger than 10 cM. Marker 
positions were obtained from the Marshfield map 

15 (http://research.marshfieldclinic.org/genetics) except for a three-marker putative 
inversion on chromosome 8 (Jonsdottir, G.M., et al, Am. J. Hum. Genet., 67 (Suppl 
2):332 (2000); Yu, A., et al, Am. J. Hum. Genet. 67 (Suppl 2J:10 (2000). The PCR 
amplifications were set up, run and pooled on Perkin Elmer/Applied Biosystems 877 
Integrated Catalyst Thermocyclers with a similar protocol for each marker. The 

20 reaction volume used was 5 \i\ and for each PCR reaction 20 ng of genomic DNA 
was amplified in the presence of 2 pmol of each primer, 0.25 U AMPLITAQ GOLD 
(DNA polymerase; trademark of Roche Molecular Systems), 0.2 mM dNTPs and 2.5 
mM MgC12 (buffer was supplied by manufacturer). The PCR conditions used were 
95'C for 10 minutes, then 37 cycles of 15 s at 94°C, 30s at 55°C and 1 min at 72°C. 

25 The PCR products were supplemented with the internal size standard and the pools 
were separated and detected on Applied Biosystems model 377 Sequencer using 
v3.0 GENESCAN (peak calling software; trademark of Applied Biosystems). 
Alleles were called automatically with the TRUEALLELE (computer program for 
alleles identification; trademark of Cybegenetics, Inc.) program (www.cybgen.com), 

30 and the program, DECODE-GT (computer editing program that works downstream 
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of the TRUEALLELE program; trademark of deCODE genetics, Inc.), was used to 
fractionate according to quality and edit the called genotypes (Palsson, B., et ai, 
Genome Res. 9:1002 (1999)). At least 180 Icelandic controls were genotyped to 
derive allelic frequencies. 
5 A total of 476 patients and 438 relatives were genotyped. The data was 

analyzed and the statistical significance determined by applying affecteds-only 
allele-sharing methods (which does not specify any particular inheritance model) 
implemented in the ALLEGRO (computer program for multipoint linkage analysis; 
trademark of deCODE genetics, Inc.) program which calculates lod scores based on 
10 multipoint calculations. Our baseline linkage analysis uses the S paiTS scoring function 
(Kruglyak, L., et at, Am. J. Hum. Genet, 55:1347 (1996)), the exponential 
allele-sharing model (Kong, A. and Cox, N.J., Am. J. Hum. Genet, 57:1179 
(1997)), and a family weighting scheme which is halfway, on the log scale, between 
weighting each affected pair equally and weighting each family equally. In the 
15 analysis we treat all genotyped individuals who are not affected as "unknown 11 . All 
linkage analyses in this paper were performed using multipoint calculation with the 
program ALLEGRO (deCODE genetics, Inc.) (Gudbjartsson, D.F., et al y Nat 
Genet 25:12 (2000)) . 

The allele sharing lod scores for the genome scan using the framework map 
20 showed three regions that achieved a lod score above 1.0. Two of these regions are 
on chromosome 5q. The first peak is at approximately 69 cM with a lod score of 
2.00. The second peak is at 99 cM with a lod score of 1.14. The third region is on 
chromosome 14q at 55 cM with a lod score of 1.24. 

The information for linkage at the 5q locus was increased by genotyping an 
25 additional 45 markers over a 45 cM segment which spanned both peaks. The 
information used here is defined by Nicolae (D. L. Nicolae, Thesis, University of 
Chicago (1999)) and has been demonstrated to be asymptotically equivalent to a 
classical measure of the fraction of missing information (Dempster, A.P., et al, J. R. 
Statist Soc. B, 39:1 (1977)). While the lod score at the second peak dropped slightly 
30 to around 1.05, the lod score at the first peak increased to 3.39. However, close 
inspection of our results suggested that not only does the Marshfield genetic map 
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Qittp://research.marshfielddinic.org/genetics) lack resolution (many markers 
assigned the same map location), but also there may be some errors in their order. 
As a result, the genetic length of the region estimated using our material was 
substantially greater than what is reported. By modifying the ALLEGRO (deCODE 
5 genetics, Inc.) program, we applied the EM algorithm to our data to estimate the 
genetic distances between markers. We found that our estimate of the genetic length 
of the region was substantially longer than that given in the Marshfield map. This 
indicates a problem with marker order because, in general, incorrect marker order 
leads to an increased number of apparent crossovers and increases the apparent 
10 genetic length. 

Physical and genetic mapping 

The marker order and inter-marker distances were improved by constructing 
high density physical and genetic maps over a 20 cM region between markers 
D5S474 and D5S2046. A combination of data from coincident hybridizations of 

1 5 B AC membranes using a high density of STSs and the Fingerprinting Contig 

database was used to build large contigs of BACs from the RPCI -11 library. The 
order of the linkage markers was also confirmed by high-resolution genetic mapping 
using the stroke families supplemented with over 112 other large nuclear families 
(Fig. 3). High resolution genetic mapping was used both to anchor and place in 

20 order contigs found by physical mapping as well as to obtain accurate inter-marker 
distances for the correctly ordered markers. Data from 1 12 Icelandic nuclear 
families (sibships with their parents, containing from two to seven siblings) were 
analyzed together with the nuclear families available within the stroke pedigrees. 
For the purpose of genetic mapping the 1 12 nuclear families alone provide 588 

25 meioses, and the total number of meioses available for mapping was over 2000. By 
comparison, the Marshfield genetic map was constructed based on 182 meioses. 
The large number of meiotic events within our families provides the ability to map 
markers to the resolution of 0.5 to 1.0 cM. Combining this information with the 
physical map resulted in a highly reliable order of markers and inter-marker 

30 distances within this 20 cM region. Linkage markers common to the genetic and 
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physical maps were used to anchor and place in order four of the physically mapped 
contigs. By integrating the genetic and physical maps a most likely order of 30 
polymorphic markers was derived (Fig. 3). 

BAC contigs were generated by a method that combines coincident primer 

5 hybridization with data mining. The RPCI-1 1 human male BAC library segments 1 
& 2 (Pieter de Jong, Children's Hospital Oakland Research Institute) containing 
about 200,000 clones with a 12X coverage, were gridded using a 6x6 double offset 
pattern in 23 cm x 23 cm membranes with a BioGrid robot (Biorobotics Ltd., 
Cambridge, UK). Initially, hybridizations were performed with markers in the 

10 region of interest according to their location in the Weizmann Institute Unified 
Database {http://bioinformatics.weizmann.acAl/udb/). Primer sequences were 
analyzed and discarded according to their content of known repeats, E. coli and 
vector sequences (the analysis was performed using software developed at deCODE 
genetics). One hundred and fifty markers in the region (30 polymorphic markers 

15 used in linkage and 120 generated from STSs) separated by an average of 130 kb 
were used. The selected markers were used to generate two 32 P labelled probes, F 
that contained the pooled forward primers and R that contained the pooled reverse 
primers. Reading of positive signals was performed automatically from digitized 
images of resulting autoradiograms by informatics tools developed at deCODE 

20 genetics. The coincident signals in both hybridizations were selected as positive 
clones. A set of overlapping clones was assembled through a combination of 
hybridization and BAC fingerprint walking. Fingerprints of positive clones were 
analyzed using the FPC database developed at the Sanger Center. Data from FPC 
contigs prebuilt with a cutoff of 3 e- 12 and from sequence datamining was integrated 

25 with the hybridization results. BACs in the region detected by data mining and 

hybridization were re-arrayed using a Multiprobe Ilex robot (Packard, Meriden, CT). 
Small membranes (8 cm x 12 cm) were gridded in 6x6 double offset pattern and 
individually hybridized with the markers of interest. Positive patterns were 
transferred using transparencies to an Excel file containing macros to provide BAC 

30 to marker associations. A visual map was generated by combining the hybridization, 
fingerprinting and sequence data. New markers were generated from BAC end 
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sequences to close the gap. After several rounds of hybridization positive BACs 
were assembled into 7 contigs covering approximately 20 Mb. Thirty of the 
polymorphic markers used in linkage were assigned to four of the contigs (Fig. 3). 
Estimation of contig lengths and distance between markers assigned to them was 
5 based on the FPC program. 

Twenty - seven of our 30 linkage markers mapped to three contigs in the 
October 2000 release from UCSC, the UC Santa Cruz (UCSC) draft assembly 
(http://penomeMcsc.eduA. The marker order within the contigs is in agreement with 
our order with the exception of two markers. Although the UCSC assemblies are 

10 improving, some contigs have incorrect order, orientation, or contig assembly. We 
believe that high resolution genetic mapping and perhaps focused hybridization 
experiments are still necessary to confirm accuracy of sequence assemblies. In 
addition, high resolution genetic mapping provides better estimates of inter-marker 
genetic distances that are also important for linkage analysis (Halpern, J. and 

15 Whittermore, A.S., Hum. Hered. 49:194 (1999); Daw, E.W., et al 9 Genet 
Epidemiol 19:366 (2000)). 

Final linkage results and localization 

Linkage analysis including genotypes from the higher density markers using 
the deCODE marker order resulted in a lod score of 4.40 (P = 3.9 X 10' 6 ) on 

20 chromosome 5ql2 at the marker D5S2080. The reported P value is part of the 
output of the ALLEGRO (deCODE genetics, Inc.) program. It is obtained by 
comparing the observed lod score to the distribution of the lod score calculated 
under the null hypothesis of no linkage and the assumption that the descent 
information is complete. In this case, it agrees very well with the P value that one 

25 would obtain by large sample approximation. The allele sharing lod score is the log, 
base 10, of an one-degree of freedom likelihood ratio. Hence, with a one-sided test, 
a lod score of 4.03 corresponds to a Z score of sqrt(2*iog(10)*4.03) = 4.31. Normal 
approximation gives a P value of 8.2 * 10 -6 . The locus has been designated as 
STRK1 . With the addition of these extra markers, it was possible to narrow down 

30 the region to a segment less than 6 cM, from D5S1474 to D5S398, as defined by one 
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drop in lod. Analyses using the marker orders based on publicly available marker 
maps gave lower lod scores, ranging from 2.78 to 3.94. 

To further investigate the contribution of this susceptibility locus to stroke, a 
range of parametric models were fitted to the data. However, all analyses were still 

5 qffecteds only in the sense that individuals were either classified as affecteds or 
having unknown disease status. A lod score of 4.08 was obtained with a dominant 
model where the allele frequency of the susceptibility gene was assumed to be 5% 
and carriers of the mutation were assumed to have seven-fold the risk of a 
non-carrier. By inspecting the individual families, no obvious correlation was seen 

10 between families which contribute positively to the linkage results with the 
prevalence of hypertension, diabetes or hyperlipidemias. When the data were 
reanalyzed with the hemorrhagic stroke patients removed, the allele sharing lod 
score increased to 4.86 at D5S2080. Although this 0.46 increase in log score 
suggests that STRK1 is involved primarily in ischemic stroke and TlAs, it is not 

15 statistically significant based on simulations (one sided P equals 0.09). In order to 
assess whether such a change in lod score would be likely to occur by chance we 
selected 1000 random sets of 22 patients whose status we then changed to 
"unknown" in an analysis. The P value we present is the fraction of the 1000 
simulations which produce a lod score increase at the peak locus equal to or greater 

20 than that which we observed by changing the affection status of the 22 hemorrhagic 
stroke patients to "unknown". 



Identification of Allelic Association 

All microsatellite markers in the approx. 6 cM interval (Fig. 3, markers from 
D5S398 to D5S1474) were analysed with respect to allelic association. 
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Table 1 . The association of a fixed allele, with the stroke patients compared with 
population controls. 



Marker 


Location 


A 11 „1 ^ 

Allele 


p-value 


Kjsk 


loiai 


iraxienis 


TV\*a1 
lOtal 


V^UH UL KJXO 




(cM) 


(A) 




ratio 


no. of 


with A 


no. of 


with A 












patients 




controls 




AC022125-3 


68.3 


0 


2.83e-03 


1.28 


749 


412 


504 \ 


251 


D5S2000 


68.5 


0 


3.26e-03 


1.27 


717 


302 


555 


196 


D5S2091 


68.6 


0 


5.44e-04 


1.30 


757 


342 


534 


198 


D17-C 


68.8 


0 


1.91e-03 


1.34 


721 


436 


469 


249 


D17-B 


68.9 


0 


1.30e-03 


1.26 


680 


556 


509 


387 


AC008818-1 


72.7 


0 


3.26e-03 


1.42 


739 


379 


619 


259 


D5S1990 


73.9 


20 


3.68e-03 


1.68 


756 


75 


623 


36 



Comment: 

The alleles have conventional values resulting after subtracting the CEPH data. 



Identification of Microsatellite and SNP Haplotypes Within the Gene 

Fig. 5 shows a schematic representation of the genetic map showing 
microsatellite and SNP haplotypes in the region of the stroke gene. Seven 
haplotypes are shown from the association study of Icelandic patients (804 patients). 

5 The haplotypes indicated as SW-1 and SW-2 are from an association study on 
Swedish stroke patients. 

A total number of 804 Icelandic patients were analyzed for microsatellite 
single marker and multimarker association. The number of controls used in the 
analysis was 504. Each patient had 2 or more close relatives genotyped in order to 

10 derive haplotypes. The haplotypes were derived using ALLEGRO based haplotype 
analysis (results shown in Table 2). 
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Table 2 
Icelandic Patient Association 



Markers 


Alleles 


pAllelic 


All 
Fra 
Aff 


All 
Fro 
Ctrl 


pCarrier 


Carr 
Frq 

Air 


Carr 
Frq 
Ctrl 


# 

aff 


# 

Ctrl 


All patients (n=804) 
D5S2000 


0 


1.12E-04 


0.24 


0.18 


5.36E-04 


0.43 


0.33 


744 


429 


D5S2091 


0 




u.zo 


U.Zl 


(\ 10F-04. 

D.luD"U*t 




O 37 

U.J / 


770 


478 


AC022125-3 


0 


5.96E-04 


0.33 


0.27 


3.24E-04 


0.55 


0.45 


774 


489 




o 


9.93E-04 


0.36 


0.29 


0.007 


0.6 


0.52 


756 


395 


AC008833-6 


0 


0.0013 


0.67 


0.61 


0.018 


0.88 


0.84 


781 


472 


AC008818-1 


0 


0.0014 


0.29 


0.24 


7.13E-04 


0.51 


0.41 ; 


773 


482 


AC008829-5 


2 


0.0063 


0.03 


0.015 


0.005 


0.06 


0.03 


645 


474 


(1) D5S2000 
D5S2091 
D17-C D17-B 


0000 


0.0018 


0.17 


0.11 


0.004 


0.3 


0.22 


552 


O 1 c 

325 


(2)D5S2091 D17-C 
D17-B 


000 


9.06E-04 


0.19 


0.13 


0.001 


0.34 


0.25 


597 


380 


(3) AC008829-5 

AC008833-2 

AC008833-3 


20 14 6 


0.0017 


0.01 


0.002 


0.002 


0.029 


0.004 


579 


431 


(4) AC022125-3 
AC008833-6 D5S2000 
D5S2091 D17-C 


00000 


0.00374 


0.17 


0.13 


0.012 


0.32 


0.24 


629 


317 


(5) D5S2071 
AC008879-2 
AC008818-1 
AC008879-3 


-2 00 0 


0.0031 


0.05 


0.02 


0.004 


0.09 


0.044 


489 


362 


(6)AC008879-2 
AC008818-1 
AC008879-3 


000 


9.25E-04 


0.29 


0.23 


5.82E-04 


0.5 


0.4 


621 


443 


(part 7) D5S2107 

AC008829-5 

AC008833-2 


420 


0.0097 


0.007 


0 


0.009 


0.01 


0 


540 


422 
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Swedish patients have also been genotyped and microsatellite single and 
multimarker association has been analyzed using the E-M algorithm. A total 
number of 943 Swedish patients (stroke patients and patients with carotid stenosis) 
and 322 Swedish controls were analyzed (results shown in Table 3). 



Table 3 
Swedish Patient Association 



Markers 


Alleles 


pAllelic 


All Frq 
Aff 


All 
Frq 
Ctrl 


# 

aff 


#ctrl 


Swedish patients (n=943) 














D5S2000 


2 


2.39E-03 






912 


318 


(Sw2)AC022125-3 
AC008833-6 D5S2000 
D5S2091 


0020 


6.0E-03 


0.035 


0.014 


717 


284 


(Sw-1) AC008804-2 D17-H 
D17-G D5S2080 


-2 4-210 


2.8E-03 


0.057 


0.053 


672 


113 


AC008804-2 D17-H D17-G 


-4 0 -2 


3.7E-03 


0.056 


0.033 


700 


123 



SNP haplotypes within the PDE4D gene have been identified. A total of 95 
SNP's typed for approximately 500 patients and 140 controls and E-M algorithm 
was used to analyze the genotype (results shown in Table 4). Selected SNP's found 
in excess in patients (based on the E-M algorithm) were typed for a subset of 
5 relatives in order to derive haplotypes for haplotype analysis (results are shown in 
Table 5). SNP haplotypes 1 and 2 are located upstream of D6 exon, SNP haplotype 
3 is located upstream of D8 exon and stretches over it, SNP haplotype 4 stretches 
over LF1 exon. 
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Table 4 

SNP genotype analysis based E-M algorithm 



All All 

SNP Alleles in Frq Frq 

haplotype Position Haploytpe pAllelic Aff Ctrl #Aff #Ctrl 



SNP-1 1273143- 122303 9.9E-03 0.32 0.25 505 155 
1269965 



SNP-2 1260358- 10323 2.8E-02 0.33 0.26 631 131 

1254849 



SNP-3 1399767- 2313002 8.9E-03 0.26 0.18 759 149 
1318510 



SNP-4 1422008- 111330 3E-02 0.56 0.48 344 128 
1410824 



Table 5A 

SNP haplotype analysis 

All All 

SNP Alleles Frq Frq Carr Carr 

haplo- Position in pAllelic Aff Ctrl Frq Frq # #Ctrl 

type haplo- Aff Ctrl Aff 

type 



SNP-1 1273143- 122303 4.27E-04 0.31 0.18 0.49 0.308 111 149 
1269965 



SNP-2 1260358- 10323 0.0043 0.32 0.2 0.508 0.35 114 128 
1254849 
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Table 5B 

SNPs in the identified SNP haplotypes 
Public name 







if available 

JUL ArdUAI/lC 


PoIvmorDism 


position 


Allele 


SNP-2 


1 


new 


T/C 


1254849 


3 


SNP-2 


2 


new 


A/G 


1257206 


2 


SNP-2 


3 


TSC0538885 


T/C 


1257624 


3 


SNP-2 


4 


new 


A/C 


1259581 


0 


SNP-2 


5 


rs244579 


T/C 


1260358 


1 


OVTD1 

biNr 1 




YS3 J^Of 




1 269965 


3 


SNP1 


2 


rs35283 


A/G 


1270041 


0 


SNP1 


3 


rs35281 


A/G 


1270553 


3 


SNP1 


4 


rs35280 


G/A 


1272125 


2 


SNP1 


5 


new 


A/G 


1272910 


2 


SNP1 


6 


rs35279 


G/C 


1273143 


1 


SNP3 


1 


rs255652 


A/G 


1318510 


2 


CMP** 


9 




G/A 


1371388 


0 


SNP3 


3 


rs26695 


G/A 


1390407 


0 


SNP3 


4 


rs27773 


C/T 


1391020 


3 


SNP3 


5 


rsl471430 


C/G 


1391818 


1 


SNP3 


6 


rs26705 


C/T 


1392198 


3 


SNP3 


7 


rs26701 


G/C 


1399767 


2 


SNP4 


1 


rs464311 


A/G 


1410824 


0 


SNP4 


2 


rs 1867725 


T/C 


1412604 


3 


SNP4 


3 


rsl53966 


T/C 


1 1414091 


3 


SNP4 


4 


new 


C/T 


1414804 


1 



Table 6A and 6B show previously known microsatellite markers and novel 
microsatellites in sequence. Forward and reverse primers are shown. 
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Discussion of Stroke Locus Identification 

Genealogy, a comprehensive population based list of broadly defined stroke 
patients and non-parametric allele sharing methods have been combined to successfully 
map a major gene for one of the most complex diseases known. There was no 
5 correlation between the contribution of the families to the locus and hypertension, 
diabetes or hyperlipidemias and this locus does not match any known gene contributing 
to these risk factors. The types of stroke studied in this work do not reflect a rare or 
Icelandic-specific form of stroke; rather, the diversity of the stroke phenotypes in 
Icelanders as well as risk factors are similar to those of most other Caucasian 

10 populations (Agnarsson, U., et al, Ann. Intern. Med., 730:987 (1999); Eliasson, J.H., et 
al, Lceknabladid, 85:517-25 (1999); Sveinbjornsdottir, S., et al, Systematic registration 
of patients with Stroke and TIA admitted to The National University Hospital, 
Reykjavik, Iceland, in 1997, Xm Meeting of the Icelandic Association in Internal 
Medicine, Akureyri, Iceland (Laeknabladid, 1998); Valdimarsson, E.M., et al 9 

15 Lceknabladid 84:921 (1998)). 

The known genetic factors contributing to common stroke may do so indirectly 
by increasing the risk of some of its risk factors such as diabetes, hyperlipidemias, and 
hypertension. It is possible that there are genetic factors for stroke that do not influence 
susceptibility to the known risk factors, as has been suggested by epidemiologic studies 

20 for myocardial infarction (Friedlander, Y., et al, Br. Heart J., 53:382 (1985); Shea, S., 
et al, J. Am. Coll Cardiol, 4:193 (1984); Myers, R.H., et al, Am. Heart J., 120:963 
(1990)). Epidemiological studies of the common forms of stroke have given conflicting 
results regarding the role of family history. Some studies have shown that parental 
history predicts the risk of stroke independently from conventional risk factors (Liao, 

25 D., et al, Sfroke, 25:1908 (1997); Jousilahti, P., et al, Stroke, 28: 1361 (1997)) whereas 
others have failed to find evidence for such independent factors (Qraffagnino, C, 
Stroke, 25:1599 (1994); Kiely, D.K., et al, Stroke, 24:1366 (1993); Lindenstrom, E., et 
al, Neuroepidemiology, 12:31 (1993). 
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The work described herein is the first reported genome scan searching for genes 
that contribute to stroke as defined as a public health problem. The data reported herein 
suggests that the mapped gene contributes directly to stroke without contributing 
indirectly through its known risk factors. This suggests that there may be other 
5 biological pathways contributing to the pathogenesis of stroke. 



EXAMPLE 2 IDENTIFICATION OF THE PDE4D GENE 



Sequence of the Candidate Region 

We have sequenced approximately 3 Mb of the area defined by one drop in lod 
(Fig. 3, the genetic map of the region). The BAC (bacterial artificial clones) sequenced 

10 in house are shown in Table 7A. We also used for the assembly the following publicly 
available BAC sequences from GenBank listed in Table 7B for the assembly. The BAC 
clones we sequenced are from the RCPI-1 1 Human BAC library (Pieter deJong, 
Roswell Park). The vector used was pBACe3.6. The clones were picked into a 94 well 
microtiter plate containing LB/chloramphenicol (25 [ig/ml)/glycerol (7.5%) and stored 

15 at -80°C after a single colony has been positively identified through sequencing. The 
clones can then be streaked out on a LB agar plate with the appropriate antibiotic, 
chloramphenicol (25 jig/ml)/sucrose (5%). 
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Table 7A 

Sequenced at Decode 



(BAC name) Comment Accession number 

RP11-621C19 1 AC020733 

RP11-113C1 2 

RP11-412M9 2 

RP11-151G2 2 

RP11-151F7 2 

RP11-281M3 2 

RP11-421L6 2 

RP11-68E13 2 

RP11-379P8 2 

RP11-1A7 1 AC008111 

RP11-422K3 2 

RPU-116A3 2 



Key to "Comment" column: 

1= This BAC has a publicly available sequence, 

it was sequenced at Decode to make sure the sequence was correct 
2= Only BAC end-sequence available for this BAC publicly. 
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Table 7B 



Sequences available from 



GenBank (BAC name) 


Accession number 


Status of sequence 


RP11-621C19 


AC020733 


17 unordered pieces 


CTD-2003D5 


AC016591 


complete sequence 


CTD-2210C1 


AC008879 


7 unordered pieces 


CTD-2124H11 


AC008818 


complete sequence 


CTD-2301A11 


AC008934 


complete sequence 


RP11-16B11 


AC011929 


7 unordered pieces 


CTC-261E10 


AC026693 


complete sequence 


CTD-2O27G10 


AC027322 


complete sequence 


RP11-1A7 


AC008111 


8 unordered pieces 


CTD-2122K7 


AC012315 


complete sequence 


CTD-2O85F10 


AC008804 


complete sequence 


CTD-2040J22 


AC008791 


complete sequence 


RP11-235N16 


AC020975 


16 ordered pieces 


CTD-2146016 


AC008833 


complete sequence 


CTD-2084I4 


AC022125 


17 ordered pieces 


CTD-2140K22 


AC008829 


26 ordered pieces 


CTD-2124D11 


AC020924 


7 ordered pieces 


RP11-731H6 


AC026095 


21 unordered pieces 



Gene identification 

The gene, human cAMP specific phosphodiesterase 4D (HPDE4D) was 
identified in the sequenced region (Fig. 3). Twenty-three exons have been identified, 
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eighteen of those have previously been published. See top of Fig. 4. Five new spliced 
exons have been identified (referred to as 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8) in three 
new isoforms (PDE4D6, PDE4D7 and PDE4D8). The genomic sequence is 
approximately 1,691,140 bases in length. 

The exon locations are indicated in Table 8 below. 
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Table 8 



Exon 


Start 


End 


(New) 4D7-1 


142207 


142328 


(New) 4D7-2 


444645 


444775 


(New) 4D7-3 


641649 


641878 


4D4 


736254 


737226 


4D5 


861791 


862202 


4D3 


1044051 


1044190 


(New) 4D6 


1273404 


1273709 


(New) 4D8 


1354347 


1355128 


LF1 


1414511 


1414702 


LF2 


1436943 


1436979 


LF3 


1472965 


1473235 


LF4 


1449835 


1449542 


N3 


1539259 


1539302 


4D1/D2 


1591172 


1591425 


ex3 


1636944 


1637037 


ex4 


1638406 


1638578 


ex5 


1639508 


1639606 


ex6 


1640491 


1640655 


ex7 


1641818 


1641917 


ex8 


1653070 


1653224 


ex9 


1653943 


1654065 


exlO 


1654576 


1654758 


exll 


1655335 


1655747 



The markers showing the highest association are located within the PDE4D 
(Table 1, Fig. 3 and Table 5), as follows: 
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AC022125-3, 21 000 bp upstream of the LF1 exon 

D5S2000, 37 000 bp downstream of PDE4D6 exon 

D5S2091, 30 000 bp downstream of PDE4D6 exon 

D17-C, 21 000 bp upstream of PDE4D6 exon 

D17-B, 31 000 bp upstream of PDE4D6 exon 

AC008833-6, 35 000 bp downstream of PDE4D8 exon 

AC008818-1, 3000 pb upstream of PDE4D7-1 exon 

AC008829-5, 89 000 bp upstream of PDE4D1/D2 exon 

Haplotype (1) and (2) are located upstream of and stretch over the PDE4D6 exon 

Haplotype (3) is located upstream of and stretches over the LF2-LF4 exons 

Haplotype (4) stretches over PDE4D6 and PDE4D8 exons 

Haplotype (5) stretches over PDE4D7-1 to PDE4D7-3 exons 

Haplotype (6) stretches overPDE4D7-l exon 

Haplotype (7) stretches over LF2-exons 11 

A contig for the incomplete genomic sequence of the PDE4D gene was 
submitted in November 2000 (GenBank entry NT_023193 by International Human 
Genome Project collaborators). The size of the contig is 614 481 bp (including gaps) 
whereas our genomic sequence for the whole PDE4D region (i.e., from the first exon for 
PDE4D variant) is close to 1,700,000 bp. The contig NT_023193 comprises only 1 1 
exons of the PDE4D gene (in Fig. 4, exons 4D1/D2 - 1 1) and the 5' differently spliced 
exons are missing in the contig (in Fig. 4, exons 4D4, 4D5, 4D3, 4D6, 4D8, 4D7-1, 4D7- 
2, 4D7-3, LF1, LF2, LF3 and LF4). 

SNPs (single nucleotide polymorphisms) detected in the sequence and mutation analysis 

Publically available and novel SNP's in the PDE4D2 gene from mutation 
screening of all exons are illustrated in Tables 9 and 10. 
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Gene Identification 

The identified gene PDE4D is a member of the cyclic nucleotide 
phosphodiesterases (PDEs). Intracellular levels of cyclic AMP and cyclic GMP are 
mediated by the PDEs. Cyclic nucleotides are important second messengers that 
regulate and mediate a number of cellular responses to extracellular signals, such as 
hormones, light and neurotransmitters. Intracellular levels of cAMP play a key role in 
the function of inflammatory and immune cells. One of the mechanisms that mediate 
relaxation of vascular muscle in cerebral circulation is the production of cAMP. 

PDE4D Structure and Splice Forms 

Phosphodiesterases are the mammalian homolog of the "dunce" gene in 
Drosophila melanogaster, implicated in learning and memory (Davis, R.L. and B. 
Dauwalder, Trends Genet, 7(7j:224-229 (1991)). PDEs are members of a large 
superfamily of isoenzymes subdivided into 9 and possibily 10 distinct families (Conti, 
M. and S.L. Jin, Prog*. Nucleic Acid Res. MoL Biol, 53:1-38 (1999)), with several genes 
in each family and more than one isoform for each gene. The significance of the 
diversity of PDEs is not known but many of the isofonns differ in their biochemical 
properties, phosphorylation, intracellular targeting, protein-protein interactions and 
patterns of expression in tissues, which suggests that each of the various isoforms might 
have distinct functions (Bolger, G.B., Cell Signal 6(8):S5l-&59 (1994); Conti, M., et al, 
Endocr. Rev., 16(3)370-378 (1995)). 

There are four genes that encode the type 5 PDEs (PDE4A, PDE4B, PDE4C and 
PDE4D), which is a group of enzymes characterized by high affinity for cAMP. The 
gene for PDE4D was assigned to human chromosome 5ql2 (Milatovich, A., et al., 
Somat. Cell MoL Genet, 20(2):75-86 (1994); Szpirer, C, et al, Cytogenet Cell Genet, 
69(1~2):22-14 (1995)) and 5 distinct splice variants have been characterized (the short 
forms PDE4D1, PDE4D2 and the long forms PDE4D3, PDE4D4, and PDE4D5) 
(Bolger, G.B., et al, Biochem. 1, 328(Pt.2):539-54% (1997)) (Fig. 4). The sequence of 
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the human PDE4D variants show a high degree of homology to the PDMDs expressed 
in mouse and rat. The pattern of splicing and different promoter usage is highly 
conserved during evolution indicating an important physiological role (Nemoz, G., et al., 
FEBSLett., 384(1):97-102 (1996)). The PDE4D variants are generated at two major 
boundaries present in the gene. The first boundary corresponds to the junction of exon 
2. Differential splicing in this region generates the 2 short variants PDE4D1 (586 a.a.) 
and PDE4D2 (508 a.a.)(Fig. 4). This splicing boundary is conserved in mouse, rat and 
between different human PDE4 genes. The splicing variant PDE4D2 is generated by the 
removal of 256 bp from the PDE4D1 sequence. The initiation codon in the PDE4D2 
variant lies within exon D1/D2. Data demonstrates that the expression of the short 
PDE4D variants is under the control of an internal promoter regulated by cAMP (Vicini, 
E. and M. Conti, Mol Endocrinol, 77^:839-850 (1997)). The second major splicing 
boundary is also conserved during evolution and is identical to that described in the 
Drosophila dunce gene. Splicing occurs at the intron/exon boundary at the LF1 exon 
(Fig. 4). 



PDE function 

The PDEs serve at least four major functions in the cell. They can (1) act as 
effector of signal transduction by interacting with receptors and G-proteins; (2) integrate 
the cyclic nucleotide-dependent pathway with other signal transduction pathways; (3) 
function as homeostatic regulators, playing a role in feedback mechanisms controlling 
cyclic nucleotide levels during hormone and neurotransmitter stimulation; (4) play an 
important role in controlling the diffusion of cyclic nucleotides and in creating 
subcellular domains or channeling cyclic nucleotide signaling (Conti, M. and S.L. Jin, 
Prog. Nucleic Acid Res. Mol Biol, 63:1-38.(1999)). Inhibition of PDE has long been 
recognized as an effective pharmacological strategy to alter intracellular cyclic 
nucleotide levels (Flamm, E.S., et al, Arch. Neurol, 32(8)\569-l\ (1975)). 
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It has been reported that PDE4 is the predominant isozyme regulating vascular 
tone mediated by cAMP hydrolysis in cerebral vessels (Willette, R.N., et al, J. Cereb. 
Blood Flow Metab., 17(2):2\0-9 (1997)). 

A recent study on mice with targeted disruption of PDE4D gene (Hansen, G., et 
al, Proc. Natl. Acad. Set USA, 97(12):615\-6 (2000)) has demonstrated a crucial role 
of PDE4D in the control of smooth muscle contraction and muscarinic cholinergic 
receptor signaling but not in the control of airway inflammation. The lung phenotype of 
the PDE4D7- mice demonstrates that this gene plays a nonredundant role in cAMP 
homeostasis. There is a significant reduction in PDE activity and an increase in resting 
and stimulated cAMP levels in the lung, indicating that other PDE4s (or other PDEs) are 
not up-regulated and cannot compensate for the loss of PDE4D. These findings support 
that PDE4D serves a unique, nonoverlapping functions in cell signalling. 

No clear link between an established inherited disorder and known PDE loci has 
emerged, with the exception of PDE6. Inhibitors of PDEs have been shown to affect 
airway responsiveness and pulmonary allergic inflammation (Schudt, C, et al, Pulm. 
Pharmacol Then, 12(2):l23-9 (1999)). There are reports suggesting that altered PDE4 
function maybe linked to nephrogenic diabetes insipidus (Takeda, S., et al, 
Endocrinology, 129(l):2S7-94 (1991)) or atopic dermatitis (Chan, S.C., et al, J. Allergy 
Clin. Immunol, Pi($:l 179-88 (1993)), however no mutations have been identified. It 
has also been reported that that vasorelaxation modulated by PDE4 (not mentioned 
whether it is A, B, C or D gene family) is compromised in chronic cerebral vasospasm 
associated with subarachnoid hemorrhage (Willette, R.N., et al, J. Cereb. Blood Flow 
Metab., 1 7(2):2l0-9 (1997)). PDE4D itself has not been linked to stroke before. 

PDE4D expression and cellular localization 

PDE4Ds are expressed in human peripheral mononuclear cells (Nemoz, G., et 
al, FEBSLett, 384(1):91AQ2 (1996)), brain (Bolger, G., et al, Mot Cell Biol, 
75(70J:6558-71 (1993)), heart (Kostic, M.M., et al, J. Mol. Cell Cardiol, 
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29(1 ;j:3135-46 (1997)) and vascular smooth muscle cells (Liu, H. andD.H. Maurice, J. 
Biol Chem., 274(15): 10557-65 (1999)). 

Lmuunoblotting of rat brain has shown that the PDE4D3, PDE4D4 and PDE4D5 
proteins are present in brain (Bolger, G.B., et al, Biochem. X, 328(Pt 2;:539-48 (1997)) 
and are expressed in cortex and cerebellum from rat (Iona, S., et al, Mol Pharmacol, 
53(7^:23-32 (1998)). These proteins were recovered mostly or exclusively in the 
particulate fraction suggesting that these forms maybe targeted to insoluble cellular 
structures. In addition a 68 kDa protein was detected which could represent PDE4D1, 
PDE4D2 or both. To verify this RT-PCR was performed on mRNA from rat brain and 
the results showed that transcripts for PDE4D1 and 2 were present. Their data also 
suggests that the N-terminal regions of the PDE4D3-5, derived from alternatively spliced 
regions of their mRNAs, are important in determining their subcellular localization 
activity and differential sensitivity to inhibitors and there are indications that there is a 
propensity for the long PDE4D isoforms to interact with particulate fraction of the cell. 

Newly identified isoforms 

Five new exons have been identified. Exon D6 was identified by deCODE (in 
silico) and verified by RT-PCR. The four other new exons have been identified using 
CAP-RACE amplification from cultured cells with an "long-form l"-specific reverse 
primer. Three of these exons are spliced to one another and together onto LF1 and this 
new isoform was given the name D7. The fourth new 5' exon was spliced by itself onto 
LF1 and given the name D8. These constitute two previously unknown isoforms. 

hi terms of genomic structure, the D7 exons extend the known 5 1 end of PDE4D 
over 590,000 bp and the D8 exon lies between two previously recognized exons. The 
D7 isoform has an open reading frame extending into LF1, resulting in an additional 90 
amino acids at the N-terminus of the predicted protein. The D8 5' exon contains a long 
5 f UTR, followed by an ATG near the end of the exon that extends an ORF into LF1 and 
results in a novel 21 N-terminal amino acids in the predicted protein. 
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Table 1 1 : New Isoforms 



Isoform 



Name 



Cell line 



Exon 



Size 



PDE4D6 
PDE4D7 
PDE4D7 
PDE4D7 
PDE4D8 



D7-1 5' 122 bp SKNAS 

D7-2 Internal 131bp SKNAS 

D7-3 Internal 230 bp SKNAS 

D8 5' 782 bp HeLa 



The sequences are as follows: 



D7-1: 

ATAGTTGGCGTACCCTGAGGCCTGCCAGTTCCTGCCTTAATGCATATGTAGT 
CGTAATTGAGTTCTGACACGGCCTTGGATGTTTCTGTCCTAAATAGCTGACA 
TTGCATCTTCAAGACTGT 

D7-2: 

CATTCCAGTTGGCTTTTGAGTGGATACGTGCAGTGAGATCATTGACACTGGA 
AACACTAGTTCCCATTTTAATrACTTAAAACACCACGATGAAAAGAAATACC 
TGTGATTTGCTTTCTCGGAGCAAAAGT 



GCCTCTGAGGAAACACTACATTCCAGTAATGAAGAGGAAGACCCTTTCCGC 

GGAATGGAACCCTATCTTGTCCGGAGACTTTCATGTCGCAATATTCAGCTTC 

CCCCTCTCGCCTTCAGACAGTTGGAACAAGCTGACTTGAAAAGTGAATCAGA 

GAACATTCAACGACCAACCAGCCTCCCCCTGAAGATTCTGCCGCTGATTGCT 

ATCACTTCTGCAGAATCCAGTGG (SEQ. ID NO.: 11; includes D7-1, D7-2 and D7- 

3) 



D7-3: 



WO 02/074992 



-86- 



PCT/IB02/00565 



New predicted amino-terminal protein sequence from above (PDE4D7): 
MK^SHTCDLLSRS^ 

LEQADLKSESENIQRPTSLPIXILPLIAITSAESS (90 amino acids) (SEQ ID NO.: 12) 
D8: 

TTCTCACTGCCCTGCGGTGTTTTGAACTGCCTTCTTACAGACGTCATACAGCC 

CTTGAGGAATAGTTTCTGCCTGGTGAGATTGAATGATAGTTCTCATTCACAA 

AACCCTGGATTCTAAGCAGGGACACACAGAAATTACTTTCGCAGGTAAATC 

AGCCCACCCAGCCAAAGTGTGGAGAGATTTGTTCCTTGGCTGACTTCTTTGC 

TCCACGGAGAGGAGTGTTTTCCTGTGCTTGCCCTGAAATGGAACTTCCTTGA 

CAGCTCTCCCGTGTTACAGTACCTCCCGGTCATTTTCTTTTTCTCTCTCTCTAC 

CTGCGCTCTTCGAGTGTCAGAAACCTTTAAAGCTGTTACTATGGAATTGCAA 

AAAAGAGATCAAGTGACTCTTTCACTATGCTGGTTTCCCTTGTGACCCAGAT 

GAAGAATCAATTCAGAATTCAGTTCCTCCCTTGGCATTGCAAGACACAGAAG 

AAACTGTCACTTCCTAACAGCCTAGTACTGGAGTAAATTCAGTATGAAGGAA 

GAAAGCGCTCCTGCGTGTTAGAACCTTGCCCATGAGCTGGACCGAGGACAG 

GAGATGGACTCCAGGAAAATTGGATTTCTTCAAGCAGCCTCCCTTGGAAATG 

GAATATCTTTAAAATCTTCTTTGCAGAAAGACAGTTAGAATGTATTAATCAG 

AATAGTTGAAGACTTATTTTCCTTTTTATTTTTT^ 

GAAGCCAAGATCCCGATCTACAAGTTCCCTAAGGACTGCAGAGGCAGTTTG 
(SEQIDNO.:13) 

New predicted amino-teaminal protein sequence from above (PDE4D8): 
MSHMKPRSRSTSSLRTAEAV (21 amino acids) (SEQ ID NO.: 14). 
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Expression analysis 

The tissues below were examined by RT-PCR, cloning and sequencing. The 
presence (Pos.) or absence (-) of the isoforms transcripts is shown in tables below. 

Table 12A Original Cell Lines (SKNAS and HeLa) 
D7 D8 

HeLa - Pos. 

SkNAs Pos. Pos. 
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Table 1 2B Human tissue DNA panels 



cDNA panels D7 D8 

Spleen - Pos. 

Lymph node Pos. Pos. 

Thymus Pos. Pos. 

Tonsil Pos. Pos. 

Leukocytes Pos. Pos. 

Bone marrow Pos. Pos. 

Heart - Pos. 

Brain - Pos. 

Placenta Pos. Pos. 

Lung Pos. Pos. 

Liver - Pos. 

Skel. muscle - Pos. 

Kidney Pos. Pos. 

Pancreas - Pos. 
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Table 12C Human blood cell fractions 

D7 D8 



Spleen 


Pos. 


Pos. 


Lymph node 


Pos. 


Pos. 


Thymus 


Pos. 


Pos. 


Tonsil 


Pos. 


Pos. 


Leukocytes 


Pos. 




Bone marrow 


Pos. 


Pos. 


Fetal liver 


Pos. 


Pos. 


Mononucl. cells 
CD4Pos. resting 


Pos. 


Pos. 
Pos. 


CD8Pos. resting 






CD14Pos. resting 


Pos. 


Pos. 


CD19Pos. resting 


Pos. 


Pos. 


Mononucl. cells 

activated 

CD4Pos. 

activated 

CD8Pos. 

activated 

CD19Pos. 

activated 




Pos. 
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Table 12D Cultured in-house endothelial and smooth muscle cells from patients 



Cell type 


Dl 


D2 


D3 


D5 


D6 


D7 


D8 


Normal aorta smooth muse. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


- 


- 


Diseased aorta smooth muse. 


Pos. 


Pos. 


- 


Pos. 


Pos. 


- 


Pos. 


Diseased aorta smooth muse. 


Pos. 


Pos. 


- 


Pos. 


Pos. 


- 


- 


Diseased femoral smooth muse. 


Pos. 


Pos. 


- 


Pos. 


Pos. 


- 


Pos. 


Normal aortic endothelial cells 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Diseased aortic endothelial cells 


Pos. 


Pos. 




Pos. 


Pos. 






Diseased femoral endothelial cells 


Pos. 


Pos. 




Pos. 


Pos. 


-/? 


-/? 



Isoform specific primers were designed in order to better determine the 
expression of different PDE4D isoforms using RT-PCR on Epstein Barr Virus (EBV) 
transformed B cell lines from stroke patients and controls. The results are outlined in 
Tables 13A and 13B below. There is a significant difference between the expression of 
D3 and D7 in patients compared to controls. 
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Table 13A RT-PCR on EBV transformed B stroke patient cells 



Patient 


PDE4D* 


D3 


D4 


D5 


D6 


D7 


D8 


P-l 


Pos. 


Pos. 


- 


Pos. 


- 


Pos. 


Pos. 


P O 


JrOS, 


JrOS. 




JrOS. 




JrOS. 




P 1 


JrOS. 






P«» 

JrOS. 








P A 


JrOS. 


JrOS. 




JrOS. 




JrOS. 




P ^ 


JrOS. 


irOS. 


JrOS. 


JrOS. 




JrOS. 




P-6 


Pos. 




Pos. 


Pos. 




Pos. 




P-7 


Pos. 


Pos. 




Pos. 


- 


Pos. 


- 


T> O 


JrOS. 










rOS. 




"D O 


JrOS. 






JrOS. 




ros. 






P/-\ei 

JrOS. 






rOS. 


JrOS. 


rOS. 




p_i i 


JTUo. 






IT Ua, 




Pr*c 
ITOo. 




P-12 


Pos. 






Pos. 




Pos. 




P-13 


Pos. 






Pos. 




Pos. 




P-14 


Pos. 






Pos. 




Pos. 




% expr. 


100 


35,7 


14,3 


92,8 


7,1 


92,8 


7,1 



*Primers designed for the common region of PDE4D identical for all isoforms 
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Table 13B RT-PCR on EBV transformed B control cells 
Control PDE4D D3 D4 D5 D6 D7 D8~ 



Cells 



* 



C-l Pos. - - Pos. - - Pos. 

C-2 Pos. - - Pos. 

C-3 Pos. - - Pos. 

C-4 Pos. - - Pos. 

C-5 Pos. - Pos. 

C-6 Pos. ------ 

C-7 - - - Pos. - - Pos. 

C-8 Pos. - _ . . Pos. 

C-8 Pos. Pos. - Pos. - Pos. 

C-9 Pos. - Pos. 

C-10 Pos. - - Pos. - Pos. 

C-ll Pos. - - Pos. - Pos. 

C-l 2 Pos. - - Pos. 

%expr. 92,3 7,7 a 0 69,2 0 46,2 b 15,4 

8 p < 0.09 using Fisher's Exact Test. 
b p = 0.01 using Fisher's Exact Test 

♦Primers designed for the common region of PDE4D identical for all isoforms 



WO 02/074992 PCT/IB02/00565 

-93- 



Table 9 

Publically Available SNPS; SNP ID No. from NCBI Database 



rs286155 


rs40512 


rs251726 


rs2042315 


rsl544791 


rsl355099 


rs286156 


rs35386 


rsl 862589 


rs918590 


rs851284 


rsl396473 


rs2061250 


rs35387 


rs702556 


rs918591 


rsl396476 


rsl369285 


rs286150 


rs27221 


rs702554 


rs918592 


rsl508860 


rsl435071 


rs206789 


rs27653 


rs441391 


rsl 115372 


rsl974850 


rsl435070 


rsl 823062 


rs26955 


rs446883 


rsl345782 


rs21 36203 


rsl435083 


rsl 823063 


rs26956 


rs789615 


rsl363862 


rs2174994 


rs991551 


rsl445852 


rsl53031 


rs401207 


rsl423248 


rsl5,08863 


rsl 154790 


rs766119 


rsl85190 


rs364917 


rsl423246 


rsl 508859 


rsl 154789 


rs956721 


rs37762 


rs404202 


rsl 8626 14 


rsl508864 


rs714291 


rs248910 


rs37761 


rs440607 


rs2194256 


rsl396474 


rs981760 


rs248912 


rsl423471 


rs411255 


rs889305 


rsl543951 


rsl369288 


rsl87481 


rs27224 


rs615429 


rs21 13071 


rs2016324 


rs977418 


rsl53152 


rsl645013 


rs789396 


rs21 13072 


rsl995780 


rs977417 


rs27960 


rsl423472 


rs37684 


rs966220 


rsl508865 


rs977416 


rs27564 


rs27220 


rsl445893 


rs966221 


rs952110 


rsl529843 


rs27565 


rsl423473 


rs37685 


rs719702 


rsl533019 


rsl529842 


rs26948 


rsl49079 


rsl086121 


rs21 13073 


rs21 17552 


rsl435077 


rs40131 


rsl49324 


rs42222 


rs21 13074 


rsl 545069 


rsl369287 


rs26949 


rsl53067 


rs37707 


rs21 13075 


rsl 545070 


rsl017410 


rs26950 


rs40354 


rs37708 


rsl035512 


rs973700 


rsl017409 


rs26954 


rs26951 


rs37709 


rs 1559277 


rsl583434 


rsl435076 


rs26953 


rsl53029 


rs789389 


rsl981848 


rsl 347401 


rsl435075 


rsl52324 


rs27223 


rsl423247 


rsl544788 


rsl949017 


rsl435074 


rs35385 


• rs27222 


rs874768 


rsl544790 


rs723962 


rs978455 
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rsl 827340 

rsl393083 

rs988364 

rsl 017408 

rs2053155 

rsl81923 

rsl 546364 

rsl 73942 

rsl59616 

rsl 59620 

rsl501641 

rsl59619 

rsl59614 

rsl59613 

rsl59612 

rsl59611 

rsl94368 

rs661576 

rs299627 

rsl 59608 

\rsl59609 

rsl59624 

rsl 159470 

rsl59622 

rs256349 

rs256348 

rsl501640 

rs600611 



rsl59621 

rsl59625 

rsl435072 

rsl 73945 

rs256356 

rsl85351 

rs256355 

rs2067024 

rs256354 

rsl73944 

rs256353 

rs986400 

rsl 504981 

rsl 120533 

rs256351 

rsl90458 

rs256352 

rsl71745 

rsl 157709 

rsl910790 

rsl910789 

rsl504985 

rsl 008709 

rsl 027747 

rs869685 

rs869686 

rs924880 

rsl504983 



rsl 504982 

rs877745 

rs877744 

rs2164661 

rs981230 

rsl437124 

rs746477 

rs893191 

rsl992112 

rs298102 

rs298101 

rs2164660 

rs298100 

rs298098 

rs298096 

rs298095 

rs298094 

rs298093 

rsl362942 

rsl362941 

rs298091 

rs298090 

rs298089 

rs298088 

rs298087 

rsl421401 

rs298086 

rs298085 



rs298084 

rs298083 

rs298073 

rs298072 

rs298071 

rsl421400 

rs402874 

rs434368 

rs371011 

rs298063 

rs298062 

rs298061 

rs298060 

rs298057 

rs298056 

rsl370230 

rs297975 

rs297974 

rs379578 

rs920190 

rsl 865962 

rs298018 

rs298021 

rs298022 

rs298023 

rs298024 

rs298025 

rs298026 



rs298027 

rs298028 

rs298029 

rs298030 

rsl69868 

rsl 77077 

rs298032 

rs298033 

rs298034 

rs298035 

rs298042 

rs298044 

rs298045 

rs298046 

rs298048 

rs298049 

rs298050 

rs298051 

rs298052 

rs298053 

rsl90936 

rs298017 

rs298016 

rs298015 

rs298014 

rs2053229 

rs295974 

rs295973 



rs295972 . 

rs295971 

rs295970 

rs295969 

rs295968 

rs295966 

rs726652 

rs295965 

rsl307218 

rsl307217 

rs893190 

rsl 11 1495 

rs295961 

rs295960 

rs295959 

rs295958 

rs296410 

rs295957 

rs295956 

rs295955 

rs295954 

rs295949 

rs295980 

rs295979 

rs295978 

rsl 154587 

rs296406 

rs296405 
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rs295948 


rs294478 


rs37575 


rs295947 


rs953302 


rs37576 


rs295946 


rs294479 


rsl876209 


rs295945 


rs697075 


rsl90486 


rs295944 


rs294481 


rs447261 


rsl395334 


rs294482 


rsl506558 


rs295943 


rs294483 


rsll08916 


rsl 035321 


rs702545 


rs921942 


rs294494 


rs294484 


rs924998 


rs722923 


rs294485 


rsl76705 


rs294495 


rs294486 


rsl 156029 


rs294496 


rs702544 


rsl 156028 


rs294497 


rs702543 


rs931857 


rs294498 


rsl 59194 


rs931856 


rs294499 


rs40215 


rs931855 


rs294500 


rs291118 


rsl 506557 


rs294501 


rsl 506560 


rs462930 


rs294503 


rs37569 


rs458953 


rs295936 


rs291U9 


rsl74039 


rsl395336 


rs37571 


rs2174624 


rsl395337 


rsl870077 


rs2135480 


rs294492 


rsl59195 


rs992726 


rsl59196 


rs37572 


rs294474 


rsl59197 


rs37573 


rs294475 


rsl72362 


rsl67161 


rs988827 


rs37579 


rs37574 


rs988828 


rs721784 


rsl506562 


rsl350297 


rs697076 


rs291122 


rsl457110 
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rsl457111 


rsl71800 


rs403695 


rsl824154 


rsl 87716 


rs403672 


rs21 12911 


rs258110 


rs372309 


rsl 55 1564 


rs258109 


rs424839 


rs2034895 


rs258108 


rs370891 


rs2081092 


rs258107 


rs434183 


rs21 12910 


rs665836 


rs444552 


rs918583 


rs392901 


rs433565 


rsl 840838 


rs3 83444 


rsl445918 


rsl350298 


rs662643 


rs441817 


rsl990985 


rs670169 


rs433161 


rsl379297 


rs525099 


rs428059 


rsl817248 


rs669240 


rs434422 


rs244569 


rs381755 


rs427433 


rs244568 


rs454702 


rs391377 


rs244567 


rs443191 


rs414746 


rs244565 


rs380118 


rsl87368 


rsl85417 


rs2168649 


rs244593 


rs258128 


rs371775 


rs244592 


rs258127 


rs378970 


rs244591 


rs258125 


rs401013 


rs244590 


rsl348710 


rs427748 


rsl81736 


rsl348709 


rs427740 


rsl93447 


rsl971061 


rs378869 


rs2028842 


rsl 541 673 


rsl902609 


rs2028841 


rsl 541672 


rs389324 


rsl823068 


rs258112 


rs387647 


rsl823067 


rs258111 


rs377451 


rsl 823066 
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rsl077978 


rsl353749 


rs2055295 


rs2081106 


rsl391651 


rsl 391 648 


rsl559252 


rsl391650 


rs2055298 


rs2054443 


rsl391649 


rsl472456 


rs922437 


rsl391652 


rsl 553 114 


rs922436 


rs950446 


rsl 542842 


rs922435 


rs950447 


rsl498611 


rs922434 


rsl498599 


rsl532520 


rs716908 


rsl498601 




rsl971940 


rsl498609 




rsl559251 


rsl498608 




rsl 345791 


rsl553113 




rsl345792 


rsl353748 




rsl 345793 


rsl498606 




rsl 105577 


rsl353747 




rsl960 


rsl006431 




rsl 824788 


rsl948651 




rsl 862563 


rsl498605 




rsl551939 


rsl498604 




rsl038080 


rsl498603 




rs997421 


rsl995166 




rsl 0143 17 


rsl498602 




rs2059191 


rsl077183 




rsl551938 


rsl078368 




rsl 186170 


rsl 874857 




rs986067 


rsl874858 




rs954740 


rsl909294 




rsl 363882 


rsl546221 
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Table 10 
New SNP's identified by deCODE 



Position in patent Variation AA Change Exon 


1268007 


A/G 


732790 


G/T 


1268187 


C/T 


735966 


C/A 


1268553 


A/G 


736226 


A/G 


1272669 


G/A 


736516 


C/T 


1272910 


A/G 


850001 


G/A 


1273023 


G/A 


852776 


A/C 


1273220 


A/G 


853079 


G/T 


1273240 


A/G 


853575 


C/A 


1273543 


C/T 


856468 


A/G 


1288439 


G/A 


860845 


A/G 


1289730 


T/A 


870924 


A/G 


1290176 


G/A 


1027267 


T/C 


1293745 


T/C 


1027643* 


T/G 


1344605 


A/G 


1027757 


T/C 


1344864 


G/A 


1028146 


T/A 


1345135 


C/G 


1037657 


A/C 


1345286 


A/G 


1044016 


G/A 


1346112 


C/T 


1044045 


C/T 


1352976 


A/T 


1254737 


T/C 


1354291 


T/C 


1254849 


T/C 


1354377 


C/T 


1255763 


G/T 


1354554 


C/A 


1257206 


A/G 


1354675 


T/C 


1258161 


T/C 


1355114 


T/C 
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1355693 


A/G 


1575634 


A/T 


1357081 


A/G 


1580088 


G/A 


1362985 


T/G 


1581078 


G/A 


1363021 


C/T 


1582418 


T/A 


1363827 


C/T 


1584580 


A/C 


1363911 


G/A 


1585955 


G/T 


1364061 


C/T 


1590608 


T/C 


1364066 


T/A 


1590672 


A/G 


1367904 


A/G 


1590673 


G/T 


1368193 


T/C 


1590837 


G/A 


1368217 


G/C 


1590936 


C/A 


1373349 


C/T 


1591011 


G/A 


1373384 


A/G 


1591047 


C/T 


1373415 


T/C 


1591306 
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While this invention has been particularly shown and described with reference 
to preferred embodiments thereof, it will be understood by those skilled in the art that 
various changes in form and details may be made therein without departing from the 
spirit and scope of the invention as defined by the appended claims. 
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CLAIMS 

What is claimed is: 

1 . An isolated nucleic acid molecule comprising a phosphodiesterase 4D gene, or a 
fragment or variant thereof. 

5 2. The isolated nucleic acid molecule of Claim 1 , wherein the phosphodiesterase 
4D gene has the nucleotide sequence of SEQ ID NO:l which may optionally 
comprise at least one polymorphism as shown in Table 9, 10 or combination 
thereof. 

3 . A nucleic acid encoding a polypeptide having an amino acid sequence selected 
10 from the group consisting of SEQ ID NOs: 2-10, 12 or 14. 

4. An isolated nucleic acid molecule comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism as shown in Table 9, 10 or combination thereof, and the 
complement thereof. 

15 5 . An isolated nucleic acid molecule which hybridizes under high stringency 

conditions to a nucleotide sequence selected from the group consisting of SEQ 
ID NO: 1 which may optionally comprise at least one polymorphism as shown 
in Table 9, 10 or combination thereof, and the complement thereof. 
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6. An isolated nucleic acid molecule which hybridizes under high stringency 
conditions to a nucleotide sequence encoding an amino acid sequence selected 
from the group consisting of: SEQ ID NOs: 2-10, 12 or 14. 

7. A method for assaying the presence of a first nucleic acid molecule in a sample, 
5 comprising contacting said sample with a second nucleic acid molecule 

comprising a nucleotide sequence selected from the group consisting of SEQ ID 
NO: 1 which may optionally comprise at least one polymorphism as shown in 
Table 9, 10 or combination thereof, and the complement thereof, under high 
stringency conditions. 



10 8. A vector comprising an isolated nucleic acid molecule selected from the group 
consisting of: SEQ ID NO: 1, the complement of SEQ ID NO: 1 SEQ ID NOs: 
2-10, 12 or 14, operatively linked to a regulatory sequence; wherein the nucleic 
acid molecule may optionally comprise at least one polymorphism as shown in 
Table 9, 10 or combination thereof. 



15 9. A recombinant host cell comprising the vector of Claim 8 . 



10. A method for producing a polypeptide encoded by an isolated nucleic acid 
molecule, comprising culturing the recombinant host cell of Claim 9 under 
conditions suitable for expression of said nucleic acid molecule. 

20 11. An isolated polypeptide encoded by a phosphodiesterase 4D gene, or a fragment 
or variant of said polypeptide. 

12. The isolated polypeptide of Claim 1 1 , wherein the phosphodiesterase 4D gene 
has the sequence of SEQ ID NO: 1 which may optionally comprise at least one 
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polymorphism as shown in Table 9, 10 or combination thereof; or the 
complement thereof. 

13. The isolated polypeptide of Claim 11, wherein the polypeptide has an amino 
acid sequence selected from the group consisting of SEQ ID NOs: 2-10, 12 or 

5 14. 

14. An isolated polypeptide comprising an amino acid sequence which is greater 
than about 90 percent identical to an amino acid sequence selected from the 
group consisting of SEQ ID NOs: 2-10, 12 or 14. 

15. A fusion protein comprising an isolated polypeptide of Claim 11. 

10 16. An antibody, or an antigen-binding fragment thereof, which selectively binds to 
a polypeptide of Claim 1 1 . 

17. An antibody, or an antigen-binding fragment thereof, which selectively binds to 
an amino acid sequence selected from the group consisting of SEQ ID NOs: 2- 
10, 12 or 14, or to a fragment or variant of said amino acid sequence. 

15 18. A method for assaying the presence of a polypeptide encoded by an isolated 

nucleic acid molecule according to Claim 1 in a sample, comprising contacting 
said sample with an antibody which specifically binds to the encoded 
polypeptide. 



19. A method of diagnosing a susceptibility to stroke in an individual, comprising 
detecting a polymorphism in phosphodiesterase 4D gene, wherein the presence 
of the polymorphism in the gene is indicative of a susceptibility to stroke. 
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20. A method of diagnosing a susceptibility to stroke, comprising detecting an 
alteration in the expression or composition of a polypeptide encoded by 
phosphodiesterase 4D gene in a test sample, in comparison with the expression 
or composition of a polypeptide encoded by phosphodiesterase 4D gene in a 
5 control sample, wherein the presence of an alteration in expression or 

composition of the polypeptide in the test sample is indicative of a susceptibility 
to stroke. 



2 1 . The method of Claim 20, wherein the alteration in the expression or 
composition of a polypeptide encoded by phosphodiesterase 4D gene comprises 

10 expression of a splicing variant polypeptide in a test sample that differs from a 

splicing variant polypeptide expressed in a control sample. 

22. A method of identifying an agent which alters activity of a polypeptide of Claim 
11, comprising: 



a) contacting the polypeptide or a derivative or fragment 
15 thereof, with an agent to be tested; 

b) assessing the level of activity of the polypeptide or derivative or 
fragment thereof; and 

c) comparing the level of activity with a level of activity of the 
polypeptide or active derivative or fragment thereof in the absence 

20 of the agent, 



wherein if the level of activity of the polypeptide or derivative or fragment 
thereof in the presence of the agent differs, by an amount that is statistically 
significant, from the level in the absence of the agent, then the agent is an agent 
that alters activity of the polypeptide. 
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23. An agent which alters activity of a polypeptide encoded by phosphodiesterase 
4D gene, identifiable according to the method of Claim 22. 

24. An agent which alters activity of a polypeptide encoded by phosphodiesterase 
4D gene, wherein the agent is selected from the group consisting of: a 

5 phosphodiesterase 4D gene receptor; a phosphodiesterase 4D gene binding 

agent; a peptidomimetic; a fusion protein; a prodrug; an antibody; and a 
ribozyme. 

25 . A method of altering activity of a polypeptide encoded by phosphodiesterase 4D 
gene, comprising contacting the polypeptide with an agent of Claim 24. 

10 26. A method of identifying an agent which alters interaction of the polypeptide of 
Claim 1 1 with a phosphodiesterase 4D gene binding agent, comprising: 

a) contacting the polypeptide or a derivative or fragment 
thereof, the binding agent and with an agent to be tested; 

b) assessing the interaction of the polypeptide or derivative or 
1 5 fragment thereof with the binding agent; and 

c) comparing the level of interaction with a level of interaction of the 
polypeptide or derivative or fragment thereof with the binding 
agent in the absence of the agent, 

wherein if the level of interaction of the polypeptide or derivative or fragment 
20 thereof in the presence of the agent differs, by an amount that is statistically 

significant, from the level of interaction in the absence of the agent, then the 
agent is an agent that alters interaction of the polypeptide with the binding 
agent 

27. An agent which alters interaction of a phosphodiesterase 4D gene polypeptide 
25 with a phosphodiesterase 4D gene binding agent, identifiable according to the 

method of Claim 26. 
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28. An agent which alters interaction of a phosphodiesterase 4D gene polypeptide 
with a first phosphodiesterase 4D gene binding agent, selected from the group 
consisting of: a phosphodiesterase 4D gene receptor; a second 
phosphodiesterase 4D gene binding agent; a peptidonaimetic; a fusion protein; a 

5 prodrug; an antibody; and a ribozyme. 

29. A method of altering interaction of a phosphodiesterase 4D gene polypeptide 
with a phosphodiesterase 4D gene binding agent, comprising contacting the 
phosphodiesterase 4D gene polypeptide and/or the phosphodiesterase 4D gene 
binding agent with an agent of Claim 28. 

10 30. A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 

a) contacting a solution containing a nucleic acid of Claim 1 

or a derivative or fragment thereof with an agent to be 
tested; 

15 b) assessing the level of expression of the nucleic acid, derivative or 

fragment; and 

c) comparing the level of expression with a level of expression of the 

nucleic acid, derivative or fragment in the absence of the agent, 
wherein if the level of expression of the nucleotide, derivative or fragment in the 
20 presence of the agent differs, by an amount that is statistically significant, from 

the expression in the absence of the agent, then the agent is an agent that alters 
expression of phosphodiesterase 4D gene. 

31. An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 30. 



25 32. 



A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 
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a) contacting a solution containing a nucleic acid comprising 
the promoter region of phosphodiesterase 4D gene operably 
linked to a reporter gene, with an agent to be tested; 

b) assessing the level of expression of the reporter gene; and 

5 c) comparing the level of expression with a level of expression of the 

reporter gene in the absence of the agent, 
wherein if the level of expression of the reporter gene in the presence of the 
agent differs, by an amount that is statistically significant, from the level of 
expression in the absence of the agent, then the agent is an agent that alters 
10 expression of phosphodiesterase 4D gene. 

33 . An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 32. 

34. A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 

15 a) contacting a solution containing a nucleic acid of Claim 1 

or a derivative or fragment thereof with an agent to be 
tested; 

b) assessing expression of the nucleic acid, derivative or fragment; 

and 

20 c) comparing expression with expression of the nucleic acid, 

derivative or fragment in the absence of the agent, 
wherein if expression of the nucleotide, derivative or fragment in the presence 
of the agent differs, by an amount that is statistically significant, from the 
expression in the absence of the agent, then the agent is an agent that alters 

25 expression of phosphodiesterase 4D gene. 



35. The method of Claim 34, wherein the expression of the nucleotide, derivative or 
fragment in the presence of the agent comprises expression of one or more 
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splicing variant(s) that differ in kind or in quantity from the expression of one or 
more splicing variant(s) the absence of the agent. 

36. An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 34. 

5 37. An agent which alters expression of phosphodiesterase 4D gene, selected from 
the group consisting of: antisense nucleic acid to phosphodiesterase 4D gene; a 
phosphodiesterase 4D gene polypeptide; a phosphodiesterase 4D gene receptor; 
a phosphodiesterase 4D gene binding agent; a peptidomimetic; a fusion protein; 
a prodrug thereof; an antibody; and a ribozyme. 

10 38. A method of altering expression of phosphodiesterase 4D gene, comprising 

contacting a cell containing phosphodiesterase 4D gene with an agent of Claim 
37. 

39. A method of identifying a polypeptide which interacts with a phosphodiesterase 
4D gene polypeptide, comprising employing a two yeast hybrid system using a 

1 5 first vector which comprises a nucleic acid encoding a DNA binding domain 

and a phosphodiesterase 4D gene polypeptide, splicing variant, or fragment or 
derivative thereof, and a second vector which comprises a nucleic acid encoding 
a transcription activation domain and a nucleic acid encoding a test polypeptide, 
wherein if transcriptional activation occurs in the two yeast hybrid system, the 

20 test polypeptide is a polypeptide which interacts with a phosphodiesterase 4D 

polypeptide. 

40. A phosphodiesterase 4D gene therapeutic agent selected from the group 
consisting of: a phosphodiesterase 4D gene or fragment or derivative thereof; a 
polypeptide encoded by phosphodiesterase 4D gene; a phosphodiesterase 4D 

25 gene receptor; a phosphodiesterase 4D gene binding agent; a peptidomimetic; a 
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fusion protein; a prodrug; an antibody; an agent that alters phosphodiesterase 4D 
gene expression; an agent that alters activity of a polypeptide encoded by 
phosphodiesterase 4D gene; an agent that alters posttranscriptional processing of 
a polypeptide encoded by phosphodiesterase 4D gene; an agent that alters 
5 interaction of a phosphodiesterase 4D gene with a phosphodiesterase 4D gene 

binding agent; an agent that alters transcription of splicing variants encoded by 
phosphodiesterase 4D gene; and aribozyme. 

41 . A pharmaceutical composition comprising a phosphodiesterase 4D gene 
therapeutic agent of Claim 40. 

1 0 42. The pharmaceutical composition of Claim 41 , wherein the phosphodiesterase 
4D gene therapeutic agent is an isolated nucleic acid molecule comprising a 
phosphodiesterase 4D gene or fragment or derivative thereof. 

43. The pharmaceutical composition of Claim 41, wherein the phosphodiesterase 
4D gene therapeutic agent is a polypeptide encoded by the phosphodiesterase 

15 4D gene. 

44. A method of treating stroke in an individual, comprising administering a 
phosphodiesterase 4D gene therapeutic agent to the individual, in a 
therapeutically effective amount. 

45. The method of Claim 44, wherein the phosphodiesterase 4D gene therapeutic 
20 agent is a phosphodiesterase 4D gene agonist. 



46. 



The method of Claim 45 wherein the phosphodiesterase 4D gene therapeutic 
agent is a phosphodiesterase 4D gene antagonist. 



WO 02/074992 



-110- 



PCTYIB02/00565 



47. A transgenic animal comprising a nucleic acid selected from the group 
consisting of: an exogenous phosphodiesterase 4D gene and a nucleic acid 
encoding a phosphodiesterase 4D gene polypeptide. 

48. A method for assaying a sample for the presence of a phosphodiesterase 4D 
5 gene nucleic acid, comprising: 

a) contacting said sample with a nucleic acid comprising a contiguous 

nucleotide sequence which is at least partially complementary to a 
part of the sequence of said phosphodiesterase 4D gene nucleic 
acid under conditions appropriate for hybridization, and 
10 b) assessing whether hybridization has occurred between a 

phosphodiesterase 4D gene nucleic acid and said nucleic acid 
comprising a contiguous nucleotide sequence which is at least 
partially complementary to a part of the sequence of said 
phosphodiesterase 4D gene nucleic acid. 

1 5 49. The method of Claim 48, wherein said nucleic acid comprising a contiguous 
nucleotide sequence is completely complementary to a part of the sequence of 
said phosphodiesterase 4D gene nucleic acid. 

50. The method of Claim 48, comprising amplification of at least part of said 
phosphodiesterase 4D gene nucleic acid. 

20 51. The method of Claim 48, wherein said contiguous nucleotide sequence is 1 00 or 
fewer nucleotides in length and is either: a) at least 80% identical to a 
contiguous sequence of nucleotides in SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism as shown in Table 9, 10 or combination 
thereof; b) at least 80% identical to the complement of a contiguous sequence of 

25 nucleotides in SEQ ID NO: 1 which may optionally comprise at least one 
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polymorphism as shown in Table 9, 10 or combination thereof; or c) capable of 
selectively hybridizing to said phosphodiesterase 4D gene nucleic acid 



52. A reagent for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, said reagent comprising a nucleic acid comprising a 
contiguous nucleotide sequence which is at least partially complementary to a 
part of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 

53. The reagent of Claim 52, wherein the nucleic acid comprises a contiguous 
nucleotide sequence which is completely complementary to a part of the 
nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 

54. A reagent kit for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, comprising in separate containers: 

a) one or more labeled nucleic acids comprising a contiguous 
nucleotide sequence which is at least partially complementary to a 
part of the nucleotide sequence of said phosphodiesterase 4D gene 
nucleic acid, and 

b) reagents for detection of said label. 

55. The reagent kit of Claim 54, wherein the labeled nucleic acid comprises a 
contiguous nucleotide sequences which is completely complementary to a part 
of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 

56. A reagent kit for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, comprising one or more nucleic acids comprising a 
contiguous nucleotide sequence which is at least partially complementary to a 
part of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid, 
and which is capable of acting as a primer for said phosphodiesterase 4D gene 
nucleic acid when maintained under conditions for primer extension. 
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57. The use of a nucleic acid which is 1 00 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism as 
shown in Table 9, 10 or combination thereof; b) at least 80% identical to the 
5 * complement of a contiguous sequence of nucleotides in SEQ ID NO: 1 which 
may optionally comprise at least one polymorphism as shown in Table 9, 10 or 
combination thereof; or c) capable of selectively hybridizing to said 
phosphodiesterase 4D gene nucleic acid, for assaying a sample for the presence 
of a phosphodiesterase 4D gene nucleic acid. 

The use of a nucleic acid which is 100 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1; b) at least 80% identical to the complement of a contiguous 
sequence of nucleotides in SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism as shown in Table 9, 10 or combination thereof; or c) 
capable of selectively hybridizing to said phosphodiesterase 4D gene nucleic 
acid, for assaying a sample for the presence of a phosphodiesterase 4D gene 
nucleic acid that has at least one nucleotide difference from SEQ ID NO: 1 
which may optionally comprise at least one polymorphism as shown in Table 9, 
10 or combination thereof. 

20 59. The use of a nucleic acid which is 100 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism as 
shown in Table 9, 10 or combination thereof; b) at least 80% identical to the 
complement of a contiguous sequence of nucleotides in SEQ ID NO: 1 which 

25 may optionally comprise at least one polymorphism as shown in Table 9, 10 or 

combination thereof; or c) capable of selectively hybridizing to said 
phosphodiesterase 4D gene nucleic acid, for diagnosing a susceptibility to 
stroke. 



10 58. 



15 



WO 02/074992 



PCT/IB02/00565 



1/375 



Ha 
4 



Ha 



r-O 

•-si 



U 3 
E O 



^a 



llS 

O = 
•C O 
O XI 

2 s 

o 
o 



111 



■28 

0 



4 



Ha 



h4 



■ais 

^ o 

i2£ 



1 



Ha 
4 



i-Os! 



Hs 



E 



4 



I 1 

4 



II s 

J2 g 



Hi 



Ha 



la 



| E 3 



(A O 



-a 



WO 02/074992 



PCTYIB02/00565 



Genetic map 



2/375 

Combined map - cM 



Physical map - Mb 



D5S1968 
D5S474 



D5S491 
D5S2102 



D5S1715 

D5S2028 
D5S2107 

D5S2091 
D5S2080 • 
D5S624 - 



D5S1990- 
D5S1474 - 

D5S427 - 

D5S668 
D5S2858 

D5S2072 
D5S2089 



D5S647 - 
D5S2D48. 

D5S2046 - 



**D5S1968 



D5S474 - 

*D5S664 
*D5S633 
*D5S461 
*D5S407 

D5S491 - 

D5S2102 



D5S1715 • 
*D5S398 

D5S2028 . 

D5S2107 
*VSS46S 
D5S2091, *D5S2000 - 

D5S2080 v 
*05S2O18 
*D5S207I 
D5S624 - 

D5S1990 
D5S1474^ 

D5S427 ^ 
*D5S1956 J- 

D5S66& ' 
D5S2858 . 

D5S2072, D5S2089 _ 

D5S647 - 
D5S2048, *D5S2121 - 
DSS2046 - 



2.26 



1.97 



1.47 



0.93 

0.576 
0.85 

0.77 

0.59 

1.15 

0.4 
0.2 

1.49 

0.58 
042 
~049 



D5S474 
D5S664 



D5S633 
D5S461 
D5S407 

D5S491 
D5S2102 



s D5S1715 
-D5S398 

D5S2028 
\D5S2107 
D5S468 




D5S2091, D5S2000 



D5S2080-O 
D5S2Q18 



D5S2071 



D5S624 



Fig. 2A 



♦Markers only assigned in physical map 
**Marker in blue - only assigned in genetic map 



Fig. 2B 



. D5S1990 
D5S1474 



,D5S427 



-D5S1956 

- D5S668 
-D5S2858 



0.46 

0.1 

0.8 

0.1 
0.1 
0.4 
0.4 
0.2 



0.6 
0.1 
0.5 
0.2 

0.6 

0.1 
0.4 
0.07 
0.08 

1.5 
0.2 

0.4 
0.3 



D5S2072, D5S2089- 
D5S647 



D5S2048,D5S2121 _ 
• D5S2046 



0.5 

0.1 
? 

0.2 



appr. 
1.6 



0.2 
0.5 
0.5 



1.2 



Fig. 2C 



WO 02/074992 



PCT/IB02/00565 



3/375 



Exons 1-11 



Q.5 Mb 



D5S398 



0.2 Mb 



D5S2028 
D5S2107 




Intron4: 141 000 bp-^ 



New 5' exon" 



650 000 bp 

AC008833-2 



D5S468 

20 000 bp 

AC0022125-3* 



80 000 bp 



8000 bp 



D5S2000' 



saooobT^ D5S2091* 
D17C* 



Intron3: 229 000 bp ^ 



4D3 



4 23 000 bp 

t— D5S2500 

193 000 bp 



Intron2: 182 000 bp -< 



4D5 



Intnml: 125 000 bp ^ 
4D4 < 



82 000 bp 



D17H 
D17G 



— bp D5S2080 



140 000 bp 



D5S2018 



i^- bp AC027322-5 



22 000 bp 



■ 



D5S2071 



-1.5 Mb 



— D5S624 

~1 Mb 



D5S1990* 



-0.3 



D5S1474 



Fig. 3 



WO 02/074992 



PCT/IB02/00565 



4/375 




WO 02/074992 



PCT/IB02/00565 



CO 
CD 
CL 

>> 
o 

CD 
0 



CD 



CD 
CO 

2 
o 



0 

c 

0 
C 

■ MM 



CO 

0 

o 
ol 

CD 

TD 
0 

t> 
0 

0 
CO 



CO 

o 



CO 



o 

cs 

T— I 

vo 



CN 
O 



O 

o 



CN 
O 



O 
O 

o 
o 
o 



o 
o 
o 
o 



i 



CM 



CM 
i 



o 
o 



CO 



o 
o 



5/375 

S-6Z8800OV 

z-ee8800Dv 

e-££8800DV 
89fSSQ 

i-szizzoov 

9-CE8800OV 



ooozssa 
i6ozssa 



o 
o 



0-L\Q 

a-na 



CM ooszssa 



a-ua 



l-tt)8800OV 
3-W8800DV 

z-msooov 
H-aa 



080ZSSCI 



8-£ZEZZ0DV - 

8103SSCI 

i-ZZUZODV _ 

S-ZZtLZOOV- — ~~ 

XL0ZS9Q " 




Z"6£8800DV , 

1-818800DV 
e-6Z.8800DV 



I 

■ti. 
P 



CO 

0 

CL 
& 

o 

CL 
CD 

CL 
CO 



in 



WO 02/074992 



PCT/IB02/00565 



6/375 

>Contig_2 (1, 169114 0) 

CATTTTTTGAAAGAACATCTGAAAGACAAAATGGGGAATGGCGAGTCTC 
TTCATATAAAGAAGTATAAAGAGGACTGTTATGTTGCAC^ 

CTTAATATCAGAAATGATGAAACTTTTAAAAGAAAACATAGGGTGAATGTATGTTTAGGGAAACTCAAATTTATGTTCA 
CAGGTTGCAAAAAGAAAAATATGAGAAAAACATAGAGGAAAATGATTCTGCCAATAAAGTGAGTTGGAAATAATTTTTC 
TGTTTTCACAAAAATCATTGCTAACAAAAGCAAAAACAAGTGTGGGACTATAGAAA^ 

AGAAAAGAATGAACCAATACAGAAGGCATCCAGTAGATTGGGACAAAATTATGGGGGATTATATATCTGAAAGGGTTGT 

TATCTAACATGTATAAGAAATTACCACTACTAAGTAGGA 

GGGCAAAGAACCTGAATAGATGTTTCTGAATAGAAGACATGAATTTC 

CCTAATCATCAAGAAAATGTACATTAAAACTCACTGA 

AAACAAATTTTTTACAATGAAATGATCAGTGTGGAG 

GAATTTAAGTCAGTATACACACTATGAAAAATAGTTGGAGTTTGCTCAAAAAATAAAATACAACTATCATTTGCTGTAG 

TAATCCCAGCACTGAATATACATTTTAAGAAAATGAAATCAGTATATTGAAGAGATACGTGAAATCCTAC^TTTCTTG^ 

CACATTATTCACAGCACTCAAGATGTGGAATCAACCTACCTGTCCAGGAACAGATGAAGAGATAAAGAAAATGCAGTGT 

GTATACACAGTGGAATGCTCTTCACCATAAAAAATTCACGGAATCATGTCATTGCAGCAACATGGTGGACAATGTAAGA 

AAAGCTC C CCGGAGAAGCTGTACAGAAGCTGCCTCCTCAGC AGTCAGGG CCAGGGACCGGAGCTGTTTTTAC CCCAGGA 

CAGGGCCGGCCCCAAGTCATCCCAGAGCTGCCATGGCACCCCCTCAGTCGGGTCCTGAGGAATCCTACACAAGCTACTT 

ATATCAGTGATCACTAGGATAATCCATAGAACTTTTGGGAAAGAAGTTTAAGACCTTTCTCCCACCATTTCAG(^GGAT 

AAATTCCAACTGGATTAGAAAATGAAATGTTAATAATGCAAATAAGTACATATTTATATCTGTATATAAAATACAGTTG 
ATATTTGCCTGGTGTTTAGGTGTCTAAAGG^ 

TTGAGACTCTATGCAGGAAAGGGCATCATCACGTGCATGGATGAATCTGTATCTAATTTTAAACAATTTCCAATGGTGC 
CTGTTTCCTTTTCTTTGAAAATCTCTGGAGAAATAGTTCCTCTTGCTGTGTCTTTCTTTAGGCAAGAATTTTTACTAAT 
TGATGTGTAGTCTGAATCCTGGCTAAGTATAAACCTTTTATTTTTTATACCTGTTCTTAGTGAAAATGAAACTGTGACT 
TTTTTTTTAATTCCTTTTGTTGGTCAAAAACTACAATTAACTCTTCTGAGTTTCTTCTCTGGCTGAACAAACAATGGTC 
CCATTGGCCTTTCAGGGAACTCCAGGCCGTCTCAAAAACCTTCATGTTTCATTTCTTTTCAGAGCTCCCAAAAAGAATA 
GCTTGCTCTTGACGTTGTACATGTTAGTGGAATGATCAGGACTACTTTGCAAAGATGAAAAATTTGTGTTTCTAGTGAT 
TTGAAAATAGAAATCTGATGTAACTATTAGATATTGGGAAAGAAGGTGACGAAGGTAGGTATCACCGAAAGCACTTAAC 
AATTCTGAATAATTCTGTACTTGATTGCATTTATGTGTATCATAGGAACAGTTGGGTTTCCTTGAGTGTTAl^ATTATTT 
ATTCACTTATTCCACTTCAAGCCAGCTAAATGATTGTTTCCCTGATGGCAAAAGTCTCAGATTGATTGCACAGTTTATT 
TGGTTGGATTGTTTATGCTCTTTTTATTATTTATTCTTATTTCACCAATGAAAATATCACTAAGTTCTTTGGTl'TGTTG 
ACCTGATTGTACCTACTTTGACAAATCACTGCCTTTCTGGACCCAGTTTTCTCATTAAGTGGCAGTGATAACCTGTCAT 
ACTTACAGATATAAAAACATGAAAGTTAAAGTATTGGGTAATACTTTCCTCCTATCTTTTTTTTATTTTGAAAAAGATA 
AAAAATTGGCATAATGTATTAGTTAAGATGGAATAAT'CATATGTTGATATCCAGCCATTTCTTCTCTCAAATGATAGGA 
AGATTTTTATGTGAAACTACTTGTGAGAGATCTTAACAATTTGTAGTTAGAGAAAGCACTATTATATCATTTGGAAATG 
CAAGAAACAAGTTACCTTTGGGGCAACAGAGGCCCTTGTCATTTTCTCAAAAGAAGGAAGCATCAGCATTTTGATGATG 
ATGTTGAGATTGTAGAAATGATGAAGGTGAAAAAGTTATTCTAGCTTATGTTTAGCAAAATGAAATGAACCCAAATAAT 
AAAACAGTTACAACATTGAATCTCTTTGGGAGAAAAAAAAAAGATAGAATGCTAATGTCCTTCAGAACTTCTTAAACCA 
GAACCTTAAAAAAAAGAGAAGCTTTTAAAAAATCATAATAGTTTATGATCTTGAAGGGTTTAAAAGTATTTGATGAAGA 

GTCAGTAACCTCTTAGTGATGAAATAAAAAAGATTAGGTAATCATCCAGCAATGGGGAAGAAGTTAAGGAACAAAGAGC 

TCAGATTAAACTAGTTTTTAGAATCTAAGCATTTCTGCATGAATTTGAATCATGGAAAACAAAATGTAGCACTCCAACA 

TTTGATGCAAAACTAAAAGTGGAATACTGCTTTGATATTTGAATGAATTGAAAAATAATTAACATCCTTGGAACTGTAT 

GTAAAGAAGGACTTC ACAAGTATTATAGATAC CC CCAAC CTCAG C CCTTTTC C C ATGTATCTCTTTGATCAC ATC CCTA 

C CTCATAGATCACCCATGTG CTGAAGACTTTCAGTTCTGTATCTTCATTCTAGATCTC C TGAACTCAAGATCAGAATAT 

CTTTCTGACTTCTGACTGTGTATTTCTGGATGTTATACAAGAACCTCAGCTCAAACTCAGTATTCCCTAAACCATTGTT 

T1TGAAACTTTATGTTGGATGTGAAATCTGTATTGTAGAATAACATTAAAAAAAGAAAGAATAGTATGCA 

AGTGCATTGTATGTAGCAAGAGTAGGTATTTTCGTAAACTTTTTGTTTTAATTAAACACATATATATTTATTATTGCAG 

TGTAAAATGTATTTCTTAATTTGGATAAGTGTTAGTGAGGATGTGGATAAATTGGAACTCTTGTACATTACTGGTGGGA 

CTATAAAATGGCACTGCCGTTTGGTAAAACAGTTTGGCAGTTCCTCAAAAAGTTAAACATACAGTTAACATGTGATATA 

GAAATTTCACTTTTAGATGTACACCCAAAAGAATTGAGAACATATGTTCACA(^GCAACTTGTACACAAATGTTCATAG 

CAGCATTACTCAGAAGAGCCAAAAAGTGGAAACAACTGAAATCT^ 

CGTACAATGAAATATTCAGCCATAAAAAGGAATGCAATGTTGTTGCATGCTACAACAACTTGGATGAATCTTGGAAACA 
TTATTCTAAGTAAAAGATTCCATTTTTATGAAATGTCCAGAATAGGCAAATCTATAGAGACAAAGATAAGTGGTTTCCA 
GGGGTTGTGGGGAGGAGAGAATGGGAAGGTGACAAAATGTTCTGGATTAGATAATAGGGATGGGTATAACTTAGTGACT 
ATACAAAAAAAATCACTAGAATCATATACTTTAAAAAAGATATTCCCATAAAAAAAAGAAC^ 

AAATTTGACTTTAGGAGTTAAAAAGAATATAGTATCTCAAATGAAAATTTTGCTGGATAGGATTAGGGGTAGATTAGAC 
ACTCCAGAAGTTAAAGATCAGTGAGCTTGAATACACACAATAGAAGCTAGTCTAAACAAAGCACAGAGAGAAAAAAGAA 
CAAAACAAACCTCCCACAACAAAACAAAACAAAAGCCAACCAAAAATACAGCCTCA 

AGTCTAATATACATGTAATTGGAATCCCTGAAGGAGGAGGGGGGTAGAATGTATCTTTTTTTGTCCCCTATGACTGCTG 
TTAAGATTTTATTATTGATTTTTAGGAATTGCATTATATCTTGGTGTGGTTGTTTAAACAGAGGTATAGCTTATCAACC 
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AATGGTGGAGCTAAAATAGAATACTTGAAAGTACTTA^ 
CTTGTACCCTTGAGTATATGTGGGACCTGTTACOT 

TAAAAAGTCAGGAAACAACGGATGCTGGAGAGGATGTGGAAAAATAGGAACGCTTTTACACT^ 

TTAGCTCAGCCATTGTGGAAGACAGTGGCAATT^ 

TTACTGGGTATATAACCAGAGGATTATAAATCATTC 

TCAG^TAGGAAAGACTCGGAACGAACCCAAATGTCC^ 

CAGGGAATACTATGCAGCTATAAAAAATGACGAGTTC 

CTCAGCAAACTATCACAAGAACAGAAAACCAAACACCACATCTTCTCACTCATAAG 

ATGKSACACAAGGCAGGGAACATCACACACCGGGGC^ 

AATACCTAATGTAGTTGACATTACTTTGGTTT^ 

TACCTGTGTTACAAACCTGCACGTTCTGTACATGTACCCCAGAACTTAAAGTATAATAATAATAAAATAACATGT^ 

C^GGGTGACATGTAATTAAGCAAAGCTCAGTAAATTTAAAATGATTGAAATTGTACTAAGTTTTCTGACCAC 

ATTAAGCTAGAACTCCAGGTCCAGATGGCTTACTG^ 

GAAAGTCCTTTCAGAAAATAGAAGATGAGGGAATATTTCCTGAA^ 

AACCAACAAATACATTACACAAAAAAATTGTAGCACATGATATCCCTGATAAAACC^ 

GCAAATTGAATGCAGCAGTAGATAAAAAGGACAATAATA^ 

GGTTTAACATCTAAAATCAATCAGTATAATOC^ 

GATTGCAGAAAATGTATGTGACAATATTCAACACCC^ 

TCCTCAGCCTTATCAAGGGTACCTGTGAGAAAATTATGGATAACATTTTTCTTAATGGTGGTAGACTGAATGCTTTCCC 

. ctatggtcagaaaaagacaaaactcatcactgctatacaacatttcatgagaggtcagcagtgctttcatgc 
gcatgaaaatgaaataagtgatttaagattggaaagaagaact 

tctgcccccaaaaagcacttatgaattaataattaaacttaacaaggaagc7vggatataagaccactgtataaaaatca 

ATTGGAAAACTAAAACAAAACCCCAAAAAACCCAACCTAATAATCTGTTTCCAATAACACCAAAAAACATGGAAT 

AGGGATGAATTATAAGTAGGGATAAACAAGGTGTGTGCAAGACCTGACAATGAAAACTATTAAATGTTGTTGAGAGGAA 

CTAAGGATGACTTAAATAACTGGAGAGACATACTATGTTCATGGACTGAAAGATATGCAATATTGATAAGATGTCAATT 

CTTCCAAAATTGATACATGGATTATTTAGCT 

AATTTATTTGGAAATACAAATAATCTGAATAGCCAAAACM 

CCTGTTTTTAAGACTTACTATAAAATCTTACTTTCAGGTGTGGTATTGGTATCTTACTGTAAAGTCTTCCTGTAAAGTA 
TATTGATATTTAGTGTGGTGTTGGCATAAGGATAGATATTTAGGCCTATGGAATAGAATAGAGGGTCCAATAGTAGATT 
CATGTATCTGTAGTCAAGTGATTTTCAGCAAAGAAGCCAAGGGAAGGGATCATCTTTTCAGGGTAGTGTTGGAACAACT 
GGATATCTATTATGGAAAAAGTGAACCTTTATACTGTATACTGTATGCACTCAAATTTTACTTTGGACTGGATCACAGA 
TTCAAATATAATAGAGATATCTAAAAACCTTCCAAAAGAAAGTATAGGAGAAAAATTCTTGCAATTTTGCATAGACAAA 
GATATCTTAGTTCCTAGAAAA<^TAACCATAAAA 

TCTTTGAAATATACTGTTAAGAAAATGAAAAGACAAGAAAATTCCCATTACATAGCTCAC^^ 
TATGTAGAGAACACTTCAATACTAAGACAATGCAATAAAAAAA^ 

ACTCATAAGCACATGAAAAGATTATTAACATCATTAATCATACAGGAAATGCAGATTAAAACCACAACGAGATACTACC 
ATGTACACACTAAAATGGCTAAAGCCAAAGACACTGACATAAATTTTTGGTGAGTGTGGGGCTCCTGGAGCCCTCAGAC 
ATTGCTGATAGGACTGTGAAATGACACAGCCACTTTGGAAAATGAGTTCATCATTTCTAACTAAGTTAAACATACACAT 
ACCTTAATTTCATTCCTAGGTATTTATCTAAGGGAT^ 

CTTTATTCATAATATCAAAACATTGGAAACAATCTACATGTCTATCAGCAAGTGAATGGAAAAATATTTTGTAGTATAT 

CCATGCAATGAAATATTACCCAGCAATAAAAATAAACTAT 

CGAGTGATAAAAGCCATTCTGGTTCCATTTACA^ 

AGGTTGCTTTGGTCTAGGGGATCGAGAGGCCTTACTGCCAAACAGCACCAGTAGATTCTTTGGGGGGGCGGAAGAGTTT 
TATATTTTCATTGTTGTGCTGTTTACATGGGGATATGCATTTGTCAAAACTCACTGAGCTCTACATTTAAAATGGGTAC 
ATTTOTGTAGTATTTTAATTATAAATCAAAATTGAACAAAAAAGTAACACATGTTATTTGAGGACTTTTTTTTTT 
CATCATGTTTTATTTTTATTTTTTGC^ 

GGTAATAAAGAAGTCAAAAGCACTATTTGTGAAAATCAGTATATCATATGACGGTAAGCATAGTTGCTATTCACCAAAA 

ACGTTCAGAAAACATTTGAATTCATTGTCTGAAAGAGCTTAGGCTCAAGACTTGAATTACTAAGAAAAGAAAGTAGTAT 

ATAATTATACAAAGATGAGTAATAACCAAAAACTGTTCT 

TTTTTCTTTTAATACTTTAAGTTCTAGGGT^ 

ATGTATACATGAGCCATGTTGGTGTGCTGCACCCATTAAGTCGACATTTACATTAGGTGTGTCTCCTAATGCTATCCCT 

CCCCACTCCCCCTACCCCAGGACAGGCCCCGGTGTGTTATATTCCCCTTTCTGTGTTCAAGTGTTCTCATTGTTCAATG 

AGTGAGAATATGAGGTGTTTGGTTTTTTGTC^ 

CTACAAAGGACATGAACTCATCCTTTTTTATGGCTGC^^ 

TTTATTATTTTTATTTTTAAAATTTTATTATTATACTTTAAGTTAGTGTACATGTGCACAAC^TGCAG 
ATGTATATATGTGCCATGT^GGTGTGCTGGACCCAOT 

TCCCCCTACCCCGACCCCACAACAGTCCCCGGTGTGTGATGTTCCCCTTCCTGTGTCAATGTGTTCTCATTGTTCAATT 
CCCACCTATGAGTGGCAACATGTGGTGTTTGGTTTTTTGTCCTTGAGATAGTTTGCTGAGAATGATGGTTTCCAGTTTC 
ATCCATGTCCCTACAAAGCACATGAACTCATTATTTTTCATGGCTGCATAGTATTCCGTGGTGTATAGTGC 
CTTAATCCAGTCTATCACTGATGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCTC^TAAAC^TA 
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CGTGTGCATGTGTCTTTATAGCAGCATGATTTATAATCCTTTGTGTATATACCCAGTAATGGGATGGCTGGGTCAAATG 
GTATTTCTAGTTCTAGATCCTTGAGGAATCGCCACACTGTCTTCCACAATGGTTGAACCAGTTTACAGTCCCACCAACA 
GTGTAAAAGCATTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATCGCCATTCTAACT 
GGTGTGAGATGGTATCTCATTGTGGTTTTGATTTGC^ 

TTTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTCGCCTACTTGTTGATGGGGTTGTTTGTTTT 

TTTCTTGTAAATTTGTTCGAGTTCATTGTAGATTCTGGATATTAGCCCTTTGTCAGATGAATAGATTGTGAAAATTTTC 

TCCCATCCTGTAGGTTGCTTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCT 

GTTTGTCAATTTTGGCTTTTGTTGCCTTGCTTTTGGTGTTTTAGACATGAAGTCCTTGCCCATGCCTATGTCCTGAATG 

GTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAGCATTTAAGTCTTTAATCCATCTTGAAT 

TTGTATAAGGTGTAAGGAAGGGATCTAGTTTCAGCTTTCTACATATGGCTAGCCAGTTTTCCCAGCACCATTTATTAAA 

GAGGGCTCTGTTCTGTTCCATTGGTCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTGACTGTAGCCTTGT 

AGTATAGTTTGAAGTCAGGTACCGTGATGCCTCCAGCTTTGTTCTTTTGGCTTAGGATTGATTTGGTAATGCGGGCTCT 

TGTTTGGTTCCATATGAACTTTAAAGTAGTTTTTTCCAATTCTGTAAAGAAAGTCATTGGTAGCTTGATGGGGATGGCA 

TTGAATCTATAAATTACCTTGGGCAGTATGGCCATTTTCACAATATTGATTCTTCCTACCCATGAGCATGGAATGTT 

TCCATTTGTTTGTATCCTCTTTTATTTCCTTGAGCAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTTGT 

AAGTTGGATTCCTAGGTATTTTATTCTGTTTGAAGCAACTGTGAATGGGAGTTCACTCGTGATTTGGCTCTCTGTTTGT 

CTGTTATTGGTGTATAAGAATGCTTGTGATTTTTGCACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATGA 

GCTTAAGGAGATTTTGGGCTGAGACGATGGGGTTTTCTAGATATACAATCATGTCATCTGCAAACAGGGACAATTTGAC 

TTCCTCTTTTCCTAATCGAATACCCTTTATTTCCTTCTCCTTCCTGATTGCCTTGGCAAGAACTTCCAACACTATGTTG 

AATAGGAGTGGTGAGAGAGGACATCCCTGTCTTGTGCCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGCCCATTCAGTA 

TGATATTGGCTGTGGGTTTGTCATAAATAGCTCTTATTATTTGGAGATACATCCCATGAATACCTAATTTATTGAGAGT 

TTTTAGCATGAAGGGCTGTTGAAATTTGTCAAAGGCCTTTTCTGCATGTATTGAGATAATCATGTGGTTTTTGTCTTTG 

GTTCTGTTTATATG CTGGATTACGTTTATTGATTTTCATATGTTGAACCAGCCTTGCATCC CAGGGATGAAGCC CACTT 

GATTATGGTGGATCAGCTTTTTGATGTGCTGCTGGATTCGGTTTGCCAGTACTTTATTGAGGATTTGTTCATTGATGTA 

CATCAGGGATATTAGTGTAAAATTCTCTTTTTTTGTTGTGTCTCTGCCAGGCTTTGGTATCAGGATGATGCTGGCCTCA 

TCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATGGTACCAGCTCCTCCTTGT 

ACCTGTGGTAGAATTTGGCTGTGAATCCGTCTGGTCCTGGACTTTTATTGGTTGGTAAGCTATTAATTATTGCCTCAAT 

TTCAGAGCCTGTTATTGGTCTATTCAGAGATTCAACTTCTTCCTGGTTTAGTTTTGGGAGAGTGTATGTATCGAGGAAT 

TTATCCATTTCTTCCAGATTTTCTAGTTCATTTTCATAGAGGTGTTTATAGTATTCTCTGATGGTAGTTTGTATTTCTG 

TGGGATAGGTGGTGATATCCCCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTCTTCTTTATTAGTCT 

TGCTAGCAGTCTATCAATTTTGTTGATCTTTTCAAGAAACCAGCTCCTGGATTCATTGATTTTTTGAAGGGTTTTTTGT 

GTCTCTATTTCCTTCAGTTCTGCTCTGATCTTAGTTATTTCTTGCCTTCTGTTGGCTTTTGAATGTGTTTGCTCTTGCT 

TCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGACATTCAGTGCAAT 

AAATTTCCCACTACAAACTACTTTGAATGTGTCCCAGAGATTCTGGTATGTTTTGTCTTTGTTCTCATTGGTTTCAAAG 

AATATCTTTATTTCTGCCTTCATTTTGTTATGTACCCAGTAGTCATTTAGGAGCAGGTTGTTCAATTTCCATGTAGTCG 

AGCGGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAGTTTGATTGCACTGTGGTCTAAGAGACAGTTTGTCATAATTTC 

TGTTCTTTTACATTTGCTGAGGAGTGCTTTACTTCCAACTATGTGGTCAGTTTTGGAATAGGAGTGGTGTGGTGCTGAG 

AAGAATGTATATTCTGTTGCTTTGGGGTGGAGAGTTCTGTAGATGTCTATTAGGTCCACTTGGTGCAGAGCTGAGTTCA 

GTTCCTGGATATCCTTGTTAACTTTCTGTCATGTGGATCTGTCTAATGTTGACAGTGGGGTGTTGAAGTCTCCCATTAT 

TATTGTGTGGGAGTCTACGTCTCTTAGTAGGTCTCTAAGGACTTGCTTTATGAATCTGGCTGCTCCTGTATTGGGTGCA 

TATATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTATCATTATGTAATGGCCTTCTTTGTCTCTTTTGA 

CCTTTGTTGGTTTAAAGTCTGTTTTATCAGAGACTAGGATTGCAACCCCTGCCTTATTTTGTTTTCCATTTGCTTCGCA 

GATCTTCCTCCATCCCTTTAATTTGAGCCTATGTGTGTCTCTGCATGTGAGATGGGTTTCCTGAATACAGCACACTGAT 

GAGTCTTGACT CTTTATCC AATTTGC CAGTTTGGGTCTTTTAATTGGAGCATTTAG C CCATTTAC ATTTAAGGTTAATA 

TTGTTACGTGTGAATTTGATCCTGTCATTATGATGTTAGCTGGTTAATTTGCCTGTTAGTTGATGCAGTTTCTTCCTAG 

CCTCGATGGTCTTTACAATTTGGCATGATTTTGCAGTGGCTGGTACCGTATGTTCCTTTCCATGTTTAGTGCTTCCTTC 

AGGAGCTCTTTTAGGGCAGGCCTGGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTT 

CACTTATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGGTTGAAAATTCTTTCCTTC^GGAATGTTGAATATTGGTCC 

CCACTCTCTTCCGGCTTGTAGGGTTTCTGCCGAGAGATCAGCTGTTAGTCTAATGGGCTTCCCTTTGTGGGTAACCTGA 

CCTTTCTCTCTGGCTGCCCTTAACATTTT^ 

CTCTTCTTGAGGAGTATCTTTGTGGCGTTCTCTGTATTTCCTGAATTTGAATGTTGGCCTGCCTTGCTAGATTGGAGAA 
GTTCTCCTGGATAATATCCTGAAGAGTTTTTTCCAACTTGGTTCCATTCTCCCCGTCACTTTCAGGTACACCAATCAGA 
TATAGATTTGGTCTTTTCACATAGTCCCATATTTCTTGGAGGCTTTGTTCGTTTCTTTTTATTCTTTTTTCTGTAAACT 
TCTCGCTTCATTTCATTCATTTGATCTTCCATCACTGATACCCTTCCTTCCATTTGATCGAATCAGCAACTGAGGCTTG 
TGCATTCATCATGTAGTTCTTGTGCTGTGGTTTTCAGCTTCATCTGGTCCTTTAAGGACTTCTCTGCATTGGTTATTCT 
AGTTAGCCGTTCGTCTGATTTTTTTTCAAGGTTTTTAACTTCTTTGCCATGGGTTCGAACTTCCTCCTTTACCTCAGAG 
TAGTTTGATCATCTGAAGCCTTCTGCTCTCAACTCGTCAAAGTCATTCTCCATCCAGCTTTGTTCTGTTGCTGCTGAGG 
AGCTGCGTTCCTTTGGAGGAGGAGAGGTGCTCTGATTTTTAGAGTTTCCAGTTTTTCTGCTCTGTTTTTCCCCCATCTT 
TGTGGTTTTATTTACCTTTGGTCTTTGATGATGGTGACGTACAGATGGGGTTTTGGTGTGGATGTCCTTTCTGTTTGTT 
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AGTTTTCCTTCTAACAGTTAG^ 

CTGGGTATCAGGAGCAGAGGCTGCAGAACAGCAGATATTGGTC 
GTTTTTTCTC^GAGGAGTACCCGGCCATGTGAGGTC 

GGGAGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCATTCTCAGATCTCAAGCTGCATGCTGG 

TTCAAGGCTGTCAGACAGTGACATTTAAGTCTGCAGAGGTTATTGCTCCCTTTTGTTTGGCTATC 

GTGGAGTCTAC^GAGKSCAGGCAGGCCTCCTTGAGCTC 

ACTCAAGCCTGGGCAATGGCGGGCGCCCCTCCCCCA 

GCAATGAGCAAGGCTCCGTGGGCATAGGACCCTCCGAGC 

ACTGTTGGAAAAGTGC^GTATTAGGGTGAGAGTGACCCGATTTTCCAGGTGCCGTCTGTCACCCCTTTCTTTGACTAGG 

AAAGGGAATTCCCTGACCCCTTGTGCTTCCCAGGTGAGGC^ 

ACCCACTGTCCTGCACCCACTGTCCGACACTCCC 

CGTCTTCTGCGTTGCTCACGCTGGGCACTGTAGACTGGAGCTGTTCCTATTTGGCCATCTTGGTTCCATCCCCCCTACT 

TTTGAGATTTTAAACTTGGGATGCCTTTGATTCA^ 

AAGTATTAGCTGCAGTGGTGGTTTTGTTCTTCAT^ 

ATTTTTGAGACAGGGTCTTGCTCTGTCACCCAGGCTGTAGTGCAGTGACATGATCTTGGCTGACA.GC 
CCAGGTTGAAGTGATTCTCCTGTCTCTGCCTC 

TTGTATTTTTAGTAGAGACAGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCGC 
CTTGGCTGCCCAAAGTGCTGGGATTACAGGCAT^^ 

ATTTCATATTTTGATAAATAAATGCAGTACTCATATCCAGTTGAAAGGGAAATAC^ 

ATCTAAATATTAAAAAATTCCTATCATATGATAAATTAAAAAAAAGAGAAGAGATTAAGCAGGGGCTTAGAAACAT2\AA 
CAAATATAAACAAACTTTACAAAACTGAATGGAT^ CTTGTAGTTC CATCTC CTTGGAA 

GGCTGAAGCAGAAGGATCCCTTGAACCTAGCCCAGGCT^ 
ACAAAACAGAGACAATTGGAGGAAGACAGAAACTAGAAAGAAAGTGTAAA 
ATTAAAGTGATTTTTAAAAGTTGGGTTGTTTAT 

CAAGGCTCAGATGGGGAAACGCATGGTGCTGCTTTTAGAACCATGCTCAGAAAGATTTGGTGGAGTTTAAACAAACAAG 

TTCAGACTTCTGTTGCCCTCTTTTATAGGAGTGAAAGAGAAAGGAAGGAAAGATTTACAAAGGTGTAAATCCCTTTCAT 

CCCCTGGACCACAGAGGTGTAGCAGAGAATGGTTCCTGTAAGACTTGAAAACTGAAAGTACAACATAGGTGCAATTTGT 

GACTAAGTATCACTGGTACAAAGAACTTAACTGATTGAAATATATCAATAAGTAATCTCTTGGGTGGTCATAC^ 

GCTTAAAACCTCAGACCCAATTAATGGCAAAACAATGACCCTACATCTGTTTTTTATGTATACACACACACACACACAC 

ACACAGACACACACACACACACACACAAAT^ 

GAGGAAATAGTTGTTGAATGACTTCTGTGTGTTTCTGTGACATTGTATTAAGTATTCAAATACAGACTTAAAAAAGTAA 
CTTCCTCTTATGGCTATTATATTTTTmTATTCCTGAGGCAGATCATTATCGATTACCTGTCAGTCTCCTTGGGGTTTCC 
ATGATATCCCCTTGA(^CATCTCTATTGTTGTCTTCCAC^TTGCTTTGTGATGGCTTCTGTTCGTTCATCTTCTTCTCC 
AGACTGTGAGCTTCTTGATAACAAGATCTTTGTCTCACTGTTTTGGGATTCTCAGATCTTAGCACAGTCCTAGAACATT 
TTATGCTCTTTTCAAACCTTCGTTGAATGAATACATTAATGATTCTCAAGTATATATTTCAAGTGTTGACCTGTCCCCT 
AAATTCCAGAGCTGCTATCATCATCTTCCTGTTGAATATTTCCATGAGTCTACTATCTTTCACAAACCCAAACTGCTTC 
TCTTCCGTGACAAATCAGCAGCCCCTTCTGGCTCCACTGTTTTTGAAGTAGGCCCCCTTAAAGCTGAAGATTCACAGTT 
TATTTGTCCATAGTTGCCCTATCTTAGCACCCTATTTTAAAATGTGTTTTTGTTATGCAGACTTTGTAAGGGTCAAATC 
ATGGCCTTCAAATCGATTTAGAGAAATTGAAATCTCGCAATGAATATCTCATGAGAAGAGAAGCATAATGAAGACTACA 
AAAAAGC^TGCATTTAAAAAGTAGCATGTTGCTCCTGTGTGTGTATAGCACAAGAGAAGCTTAGAAGAGTGACGATAT 
CTCCCAGCTGTCAGACTTTTATTTTATATCC 

CCTTAGAGTATTCATAACACTATTCTTAGCTCGCATGTGACCTTGCATTCCCTCAGACCTTTCACCATTTCTCTTTTAA 
ACAiUVTTTTTAAATTTTC 

TTTCTGAACCATTTGAAAGTAAATTGCTAATCAAATC 

TAGGTCACTTCCCTGCAGGACCCTCAGACAAGC^TAAA^TCAGGAAAGTAACACTGATTACTTACTATTACTTACTAT 
TCTTTTTTTTTTTTTTTTTTTTGA 

GAACACAGGTAGAATAGATGTAGCATAATTCTATTTTTTTTTTTTTTTTTAGGTGGAGTCTTGTGCTGTTGCCCAGGCT 

GGAGTGCAGCGGCACAATCTTGGCTCATTGCAACCTCCACTTCCTGGGCTCAAGCAATTCTCCTGCCTCAGCCT 

ATAGCTGGGACGACAGGCACATGCCACCATGCCTGGCTAA 

GCC^GGCTGGACTTGAGCTCCAGACCTCAGGTGATCCACTCACCTCAGCCTCCCAAAGTGCTAGGATTACAGGCATAAG 

cc^cTGCACccAGcc^GATGTAGCATAArTC 

TTCAAGTCACCAGCTGTATTAGCCCCTAACAAGAGAGCCAGGCTGTCCTTTCAAGCTTTGAAGCCAAATATCGACTTCT 

CCCTTCTAGTTACAAATGTCCTAGATGGC^TCT^ 

AATGTAGCCACTTTCATTATGATCTTAGCTAGATO 

CACCTTGCACTTTTATGTTATGAAGACAGCCTCTTTCCTCA^CCTCATAAACCAGCCTCTGCTAGATTCCAGGTTTTC 

TTCTGTAGTTTCCCCACCTCCCTCAGCCT 

AGAAATGTTGTGATTGGTTGGATCTTCTATCTAGGCC^^ 

TTTATCATTTGTGTGCTCACTGGAGTGGCACTTO 

GGCAC(^GAGGCCTAGCTTGTGACTTCTCTCAGCTTTTGACCTGCCACCCTTACTAAGGTCAATAGTTTCTTTTGATTT 
AAGGTGACAGATGTGTGACTCTTCTTTCACTTGAACAC^ 
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ATTGTTGTGTCTGAGGGAATAGAGAGGCCCAAAGGGAGGGAGAGAGACAGGGGAACCACCTGTTGGTGGAGCAGTCAGA 
ACACACACATTGGTTGATTAAGTTCACAGTCT 

AAAGATTACTTATTGATCATAGGTCATAATAATAGATAAAATAATAATTAAAAAATTGAAATATTCTGAATTACCAAAA 

TGTGATACAGAGACATGGTGTGAGCCGATGTTGTTGGA 

AAACTTCAATTTGTAAAAAACATAATACCTC 

TAATAGGTGACTCCAATAAAGACTTCGGTAATC 

CTCACTGAAGCTAACAAAAACATCTACAAACTTTCAG CTGAAAAATCAAAAAAGTTTGAGTTGTATAGGACATTC TAAC 

ACCAGGGAATGAGACATATCl'TTTTGTATGTAATAATAATGCAAGCCTGAAAGTCTTCCAGTGACTCACAGAGTAATAA 

CTGTGACAGAGGCTTTCTGAATTACACATGGTGAAT 

ATCTTCTTCCATACTATGTAATGTGGTTCTAG 

TTATTGAATAATATGCTTGTGTTGGGACA 

TTATCTATTAGTGCACAATATATTTCTTAACC^ 

TCTTCCTCCTGATGTTAGTTTTAATGCTTTAAGATAGTAGTAGCTATGATTGATGCCACTGAAACTTTTAGTTCACTTG 

ACTCCTCTATATAGCCCATGGATACCCAGTGTAGTACATTGATTTGGTTTTATGACTATTGACACCATTTTCTGATTTA 

TGAAGGTTGACTTGTCCTVCAATCGGTGAGAGCTGGGATT^^ 

TCATTCTTATCCTTCATTCATGTATO 

CTATGATGTACCAGGTATTTTTCTAGCCATGGGAGGCATATCAACAAATGAAAATGATAAGAACCCCTACCCTGTGGA 
CTTAGATTCCAGTAGGGCAGAGGGGAAACAATGGCAGAT^ 

ATGTATACTTGGAAAAAAGTAAGCAGGTAAATGGAATTGGGCATACCAATTTTATACCTCTTTGGAGGGAGATATGAAT 

TAATTTTTCAATTTTATCTCATAAATTATGTCAAAATAATAGGTTTTGTCCCAAGCCTTTCCAAGCAGGTAGCCTGGAA 

CAAGTGTTCTGCTCTTCTCCTCTCTCCCCACTACTCAGAACATTGCTATAAAAGATAGCTAAATTACAAGATCAACTTA 

CAGAGTCCTACTTAATTCATTATGTAGCTCAACTGTGGTTCAAATCTAGTAGTGTTATAGACCTAACCAGTCCTTACAG 

TGGGTTTTCTCCCCAGTCTGGTAAACTGTATTCCATGCTCCAGCTGCAGGTGACAGGAACCTCATCCTTTCATGCTGCT 

CTTTTAGCTTTGGGAGTAAGCAACTCCCTCTCCTTCCACATTATC CAATATTGTG CGGC AGAGACTTGCTTC CATTAAA 

GATACTGATAGTGGCTCCTCCACTGCTAGAAGCAGGAGGATGATCTTGGGGAATGATTATGGATTTAAAGGAGGAAGAG 

ATAGTAGCATAGGCTTCTGTTTTCACAGGAAATAGGAAGGTTGACAGTTGGAAGAAATCGTAGAGGAGTCCCAGCTGGG 

ATCAGTGACAGGAGGGAGGAAAAGGGAGGCCCTGGTCTCACAGGAAGGTTGAGTTATTGGGATGTTTATGAGTCAAGGA 

TGGTCGCTTATCACCCAGTATGTAGGTTTCTGTAGATAAATTCCTGAGATGAATTTACCTATGCCTTCTTGCTTGATTT 

CTTTTTTGCTTTTTCTTTCTTTCTCCCTTTCCCTTTCCTTTTCCTTTCCCAGGGTATTGCTCTTTTGCCCAGGCTGGAG 

TGCAGTGTGCAATTATAGCTCACTGCAGACTCAAACTCATAGGCTCAAGTGATCCTCTTGCCTCAGTCTTCTGAGTAGC 

TAGGACCACAAGCATGCACCACTATGCCTATCTAATTTTTTAATGTTTTTGTAGGGATGGGATTTTGCTATGTTGTCCA 

GGCTGGTCTTAAGCTCCTGGCCTCAGGTGATCCTTCCATCTTGGCCTCCCAAAATGCTGAGATTATAGGTGTAAGCCAC 

CATGCCTAGCCTCATTTAATTTTCATAAAGTCTGAAATTATTATCTACTCTAAGTTTGGCAAGCAACTGGTTGTTTAGA 

GTTTAGTAATAATTTTTTGAAAAGATATAATGGATATAATTTTTACATATTTGTTTAATAGCATCCTCACAAAGAAATT 

TTTAAATTTCTTTTATAGAATTCTGATTATTTTACAGCCCTGAGGTACTCTTAATTTTAAAATATATTTCTTTTTTAAT 

ACATTATTTTTCATAAAGGCTTTATAATCAGCATGCTTTTATTTTTTAAAAATATTGTACTACTAATATTGTTGCATAA 

CTTCAAAAATTATCATTTAGTAGCCATATAATACTGGCTAATAATTAACATAATATAATATAATAAATATAATATAATA 

TAATATATAGTCTATTGATAAATAGGTATTTGAGTGTTTATCTGTTTGCCTTGTATTATACTAGGAAATGTGGCTTGCC 

AAAATAAATGCATTATGCTTTCGGTTAGCTTGTAGTCTCATTCATAAAGCAATGTAGATACAATGCAGTAAGGATAAGG 

TGAAATCTGCCTTTGCAAAGGGATTTTTAATTTGGAAAAAGAAGGGATTTGTGGGACAATGAGATAGAAGGCTTTACAG 

AAAAACTAGATGGCTTTGTGGAGAAAGAGAATTTAACTAGTTATTACCAGTTCAACCGCTACATCCCCATTCAGACCAT 

CAGCATACTGTGTGTCTTCCTTTTTCCCTGCTTTCCCCTTGCAATCTATTTGCTATACAGGTGCCACAGTAAAAAGCAA 

TTCAGATCAAGTGACTCCTCTGTTCAGAACCCACCAGTGGTTTCTCAGGTCATTTATAATGAACCCCTCAGTCTTTAAT 

GATATAGCCTACAAAGTTCTGCATGATCTGCCCCCTTGGCTGCCTCTCTAACCTGATTTCTGACTTGTGTTTTCCTTAC 

ACACACTGTCTCTTGATGCTGGACGCATTCCTGTACGTCACACACTCCCAGCATGCTCTCACATTACAATGTTTGTAAT 

TGCCATTCCCTCCACCTTGAAAGTTTGTCTCTGCAGTATTTCCCTGGCTTGCTCTCATTTCCTTTGGATCTCTGCTCAC 

ATGTTACCTCCTTAGAGAGGGCCTTCCTGAAAATGATAGAAGTGTTTTTTTTGGAGCACATCCCCTCACTCCCCAGCTC 

CTCTCCAGTGTATTTTTCTCCATAGCATC 

AAACAAGCTCCATGAGATCACA.CAGGGATTTTGCTTTATTCCTCACTGCATGTCCCCTCCTAATACAGTTCCTGGAATA 
CAGGTGGGGGTTCATAAATATTTGTTGGGTAAATC^ 

GATTTGATGATGTGGAATTGAAAACAGGTCTACATAGATGATAGTGATATAATCAACAGCATTCCTGAGTACGTCTAGG 
ATC^GCACTTGGTCTAGAAAAGATCTGTCTTCTGCCCTCCTTTCCCGTCCATGC^CATCCACTGCCTTTGGGATCAAAC 
CCAATCTCCTTCCTCTGGCAGTCAGGGCCTTCTGAGACCTCATCTCTGTTGATCTTTCTAGCTTTACTTCTACCAAGTC 
ATTCCCCTCATAACTGCATGTCATACTGAGTGGCTTATAGTTCCCCTCCTGTGGCCCTTGCAGATATTTCTTGCATTGC 
TTTTCATTTGTCACTTATTTGTTTATGGGTTTCTCCTCACAGTGCATAAGCTCTTCAAAGGAAGAGGCCTGGTATATCT 
TTGTATTTCTGGGATCTAGCGCAGTTCTTGTATATTGTAGATGGTCAGTAAATACTTATTCAATGTAAAAGATGTTTTT 
TGCCTTCCAAAGACTAGTGGTAACTTGAAATGGTTGGATATAGGACAGATAAACTGATAGAAGCAGTTTTACCTCATTA 
GAGGGCXTGGATATAAGTATGTCCAGGGACAAATATAGTAAAAAAGAGAGCAATATTATAATATCCTTTAAAAAAAAAA 
AAAGAGACAGGTCTTGCTGTGTTGCCCAGGCTGGTGCCATTATGGCTCACTGTAACCTCAAACTCCTGGGCTCAAACAG 
TTCTCCTCCTTCAGCTTCCTGAATAGCTAGGACTACTGGTGTGTGCCACCATGGCGGCTAATTAAATTTTTTTTTTTTT 
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TTTTTTTTTTTTTTTTTGTAGAAATGGGTTCTCACTATGTTGCCCAGGCTCGTCTCAAA 
TCCCATCTCAGCATCTCAAAGTGCTGAGATTATAGGCGTGAG 

AATCATACCTGAGATGAGGAAGGATGGCATATAA.CATGATTGAATCAGCACACTTAACTAAGAAA.GATAGCCTAAGT^ 

AAAGAAGGGTTATTTG7\AAGGCATTATTTAGAAAGAAGGGGAGCCATTTGGCAGTGGACTG^ 

CTTTATTTAOTCACTGAJ^^ 

GGAGTGATGACACGTTCACGTTCTTGCTATTTTGGACTTATTAACAACGTGAGTGTTGAGGGTTATGATAGTGTTAGCC 

tggctgctcctggttcgggaaagagtgctatgaaaattgagatatatctgtctagtgtatgggaggagaaaatggcSt 

ATTTGGTTCTATATATTTGTCArGCCTGGTTGATGGTTTGTATTTTCTATAGTGATTTC 

TTCAATTGACCCAGTATAGTTGAATATGTGAAAATATTTTATOTAATTTTACTAATATATATTTTC 

ATATAGAATCTACTAGGCTATAGGTGTTGAAAGATAACATTTTTTTTTTTCTAAATCA 

TGATGGCAAGGATTTGCTTAAACAAAGAGATGCCACCCCTGTGTGATGGCTTTGGTACCCGAACACTGGTAGGTTGATT 
TTTAACATCAGGTATGACTTTTTGGAATGAAAGTCGACTGAGTAAGGTCTATTAGTTTGGGTGATCAGAGGGAAGTACA 
AAGCAGACTTGCTTAAAAGAGCCA.CAGTCAGTGTCCACCCAGACTTGTGTCGTGCTTTTGTTCTAAGTGTCTTAAAGAA 
CATAATGAGAAATGGAGACTTGAGTAGGGGCAGACTCTGTAGAGAGATCTGCTACATCCTGTTCTCCCACTTAAAATTA 
ITraAAATTTATTCTTAATTGACAACTAATAATTGCATATGTGATGTTTTAATTCATGTA^ 

AGCTAATTAAC^GATTCATTACCATACCAACTTATCATTTTTTTGTAATGAGATC^TTAAAAATCTATT 

TTTTGAAATATACAATATATTATTATAATTGTCGTGA.CCGTGCTGTGCACTAGAGCATTAAGACTTGATCCTC 

CACTGGATCTTTGTACCCTTTGACGAA.CATCTATTTCCATGTCCCTGTATCCCCGAGCCTGTGGTACCTACCATCTAA 

CTCTGCTTCTATTGGCATATGTTTTTAAAGAGAGTTTATTTTAGAATTTACTTACTAGGftAAA.TCTCTTGATT^ 
AAAAAATGTCTTTGAGC^AAACTGGTGCTTCAGTGGAATC^ 

CTGGGGATTCACTGGCCCAGTTTTAGAAGTAATAG^ 

TCTATAT1TTTTTGGAGTGAGTGGATGGTTAGAGAGGCTAATAGACCTTTTTGAAAAGCTGAAGAAAACTTTATATCTA 

TTCTGCATATAAAATAC^CATGCAAAACTTTGCATGCAGTTTCAAGGCGATCACAGAGTCCCTGGGGTCCATGGTCTCC 

AGGCAAAAAATTCTCTGCCTGTGTGTCTCTCTGTACATGTAAATGTAAGTGAAGATCATTTGCAGTGTGTTAATGAAGT 

GTTACTAAGCAGAATTACATGATTTTTTGCTTAAAGATTTTGAAGGAAGATTGTCAGCAATAAAAGTAGTAGGAAAAAA 

CAAAACAAAACAAAAGCCAGTCCAAAGAACAGTATTAAGAATGGAGTAGTTAGGCTGGGCGTGGTGGCTCACTCC^ 

ATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCTAGACCAGCCTGACCAACATGGTGAA 

ACCCCGTCTCTATTAAAATTACAAAAATTAGCTGGGCATGGTGGCAGGCGCCTGTAATCCCAGCTACTCGGGAGGCTGG 

GGCAGGAGAATTGCTTGAACCTGGGAGGTGGAGGTTACAGTGAGCCAAGATCACACCATTGCACTCCAGCATAGGTTAC 

AGAGCGAGACTCCGTAAAAAAAAAAAAAAAAAAAAAGAATAGTTAATTTCAATTCTATGGAAATTAOT^ 

ATAATATATTTTGCATTTCTGCTTGCCTCAAAGAGAGTCTCATCACTTAATGTACTTCTTGAAAAGTCCCATGGCTTTr 

TTCAAAGATGATTGTCAAATATACATCGAAAATCCTAGAGA2\AATAAGCTAACTAGGAAAAGATGTAATGGTTGAGGCA 

TGTGGACTGTGTTAGCGGTTTAAAACAAATCAATAATGAAATTAGGATAAATAATAATTGACTAAftLTGGCTATAAAGTG 
CTTTGAACTTAGTAGTGCTACATGATTCAAGTCATGGTGATAATC^^ 

TGTATGTGTGTGTATATATATATATATATATATATATATATATATGTATATTTAAAATCGTGTAAAAGGAGGTTTAAAA 

ArTGCTCAGATAAGCATCTCTCTGCAGTCTCTTAACAGGAAGATGCACATTTTGTTTGTTCTGGTTGTTGAGACCGT^ 

ACCCATCTGAGATGGCTGGGTACTCTTGGTAGAATATGCACCCTGTGCCTTAGACCATTTCTCATATTTGCCTTTTGCft 

AATTAGATTGCACTCAGTTCAGAAAAATACTCATCTGCGTTTACCCCCCACCCCGCTCtTTTTTTAGATGGTTCAGACA 

TTTTCCCGTTGCATCTTGTGTTCCAAGGATGAAGTGGACTTGGATGAGTTATTAGCTGCTAGATTGGTAACGTTTCTGA 

TGGACAATTACCAGGAAATTCTGAAAGTCCCTTTGGCCTTGCAGACCTCTATAGAGGAGCGTGTGGCTCATCTACGAAG 

AGTCCAGGTAAAGGAGAGGATATTATCAGTTCTATGAAATTGGCAATATAAAGTCACGTAAGCTTGCTAGGCTTCTTrr 

GGCATTTTATTATGAGGATTAAGTGAATTAATGTTTATAAAGTACTTACAACAGGTCTTGGCACATAGTAATCCCCTrr 

ATGTGTTTGTATTATCATTGAAAAGTTTACAGAATGCACATTTGGTTTTGTGTATCAATCCATGTGGCATATTTTTTAT 

TGCTAATTCCTTGAATGAGTTTGTTTAGAATCTACATACACCTACTGATGGAAATGATTTTATGTGCAGTAAGTGTCTT 

GATTCATAATTGCCCTGTGACCTAGTTTAATATTCCCACTTTTTGCATGAAAAAGCTAAGGCACAAAGAACT^ 

CTTCGCTTAAGGCCACAGAGCCAGAATTCTGACTGTTGCAGTCAGCCTCTGTAATCAGTGCTCTAAACTATCATTCCAT 

ATTGCCTGTCTAAAAATCATAGTACAGTAGAAGAACACTGGCATGAGAGCCATGAATCCCTGGCCAAATTCCTAGCTGT 

ATCCTTTCTGTCGTGTGACTCTGGGCAAGTCCCTTAACCGCTTTGGATTTTACTTTCTTTCCTCAGGCGTTAAAATGGG 

CTATTCTTTCTTTATAAAGTTGTGAAGATTAGAACACTGTACTTTACAATTCCTAGGATGAATTTCTGACATATGTCAG 

GTATTCTTTGAAAGGTAGCTGCTGCTGTTGTCATGGTGGTTATATAAAAACAATGCAAAAGAAATATAATATA^ 

TCGTGTGGACCCCAAAGTGGGGTTTGTATGTCAGCCTGTGGGAGCAGAAACCTGGTAAAGGCAGGCAGAAGGTCCACTT 

GACTCCTTCTGACTGATTGGACCTCTTCTCATTTGAGATCTTTTTGAGGCACCACAATCAAGGACCAGTGAACTGCCTC 

CTTCT(^GGTATTACAAAAATAATTAATTGTCCAGCTGTTTCTAGAAGGCAATTTTAA^ 

TTTGCAATTATCAACCTAACACATTGAAGAAACTTGGGAAATATAGAAAAAACACACCAA^ 

AAAATGTTCATAGTCAGTAATATAGTCTTTCAGATTTTTTTTTCTGTGTCTGTCTGCTGTCTATGTCCATGCCTACCTT 
ACTTTCTTCCCTCTCTCTTCCCTCCCCACCCTCCCTTCCTTCCTTCCCTCCTTCCCGCCTTCCCTGCTTCCTTCTTGCC 
TGCCTCCCTTCCTGCCTGCCTCCCTTCCTGCCACTTACATTCTGTTAACAATGAGAAAAAAATTCCCCCATCATTAAAT 
ATTGTTGATTGGCATGAGAATGGCCAAGAGCACAGACTCAGGAGCCTTTGAATTCATGACATGCCTTTTGTTAGCTGTG 
TCACCTTAGGCAAATTATATAACATGTCTGTGCTTCAACATCTGTCCCAACATTTCTTTTTCTCATCTGTAAAATGGGA 
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ataAtagtagttaatatttacct 

CATGTGAAATGCTCACAATAATGTTTATCACATTGT^ 

ATTGTTATATTATTCCATAATAATATTATTGGCAA 

TMTTTTTGGTTGGTATTTAGATTGTTTO 

TAGATTTTTTTTGGCTAATCTGTGATT^^ 

ACATATTTTAAGTATCTATAGCATATTGCCAAAT 

AGTGTTCATTTCTTTGCCCCTTTGCCTACTTTGGATATTATCATTAACACTTGTATATATCTTTGCCACTTGCATGGGT 
GAAAAGTGTAATTTTAACTGCTGTTTTAGTTTAATTTTTTCCTCTGATATTTTTATGAGCCAACCCTAAAGAAAATAAA 
AATGAAGAGAAATACTTCACCAAGTOTCTGCAAGGAAATGTO 

AGACATACCCAAGACTGGGTAATTTGTAAAGGAAAGAGGTTTCATTGACTCAGAGTTCAGCATGGCTGGGGAGGCCCCA 
GGAAACTTACAATCATGGCAGAAGGGGAAGCAAACACATCCTTCA^ 

GGAGAAAAGCCCCTC^TAAAACCATCAGATCTCATGAGAACTC^CTCACTATC^TAAGAACAGCATGGGGGGAACCAC^ 
CTGTGATTCAGTTACCTCCCATCTCCCACAGCAAGGGGATTATGGGAACTACATTTCAAGATGAGATTTGGGTGAGGAC 
ACAGCCAAACAATATCAAGCAATAACTGTGTTGCCCTGTATACOT 

ATATATTGTAGTAACTTAGCCTTGTGAGCCCTTTGCTATTACTTGAAGTTCAGAAGGCTGAGCTATGGTGATTAATTTA 

ACTGCAGGTAAACATGATCTTGTTAAGAGACACTGCAGTGTGCTCTGAATAAAATCAGTAGTGATTCATTTGTGCAGTT 

A'CCTTTTCTCTCTTGCAAGTACATATTAGAATTGCCAAGCACCTGTTCCATTCAGCCCTCAGAACCTATAGATCTTTGT 

TCTTTTGATTAGGCTCCTAAGCCTCTACACTGTATCACATTTAGGGGAGTGCTTCTCTGAAAATGCAGTGTTGCTTGGA 

TTATTCCAGTGATTGTTTTAGGACAGTTTCAGGGCTGACCCTGGGATACATTATTAGGTAGGCAATGTTTTTGACACAA 

GCCTTCTATGATCCTCATCTGCAACCTTCTATTTCAAAGGACTCCAGGCTCTGAAATTAAATATTTTTAATGTATGTTC 

ATTTATTCACAGGCCTTGGTTTCCTTTTTCCTCTTATTTCTCTCTTCTCCCTTATCCCTTCTGCAATGTCTGCACCTTT 

GTTGTTTTACTTGATTCTCATGGGTAAGATGTTAGGAAATGATTGTAGTACCCCTCTCTTCCTAAAAGCTTAGCTAAAT 

GOTTGCCACTACCATCCCCAAGGCATTGAGAATCAC^CTCTTC^GATGTGGGAATGCGCCTGGATAGTTCCAGTGGA 

TCCAACATTATCAATGTTTTGAATCANTTTAGTCAATGTGTTTAATTTATGCTTGAATTTCAGATCTTGTTAAAAGAGG 

GAATGCCGAGACCAGCTCGGTCGTGGAGACCCTAACCCAGTGGCCCTAGAGGAATTAAAGACACACACACACACACACA 

CAAATATAGAATGTGGAGTGGGAAATCAGGGGTCTTACAGCCTTCAGAGCTGAGAGCTTTGAACAGAGATTTACCCACA 

TATTTATTGACAGCAAGCCAGTCATAAGATTTACTT^AAAGTATTCCTTATGGGAAATAAAGGGGTGGGTGAAATAAAGG 

GAAGAGCTCTGGCTAGTTATCTGCAGCATGAACATGTCTTTAAGGCACAGATCGCTCATGCTATNGTTTGTGGTTTAAG 

AATGCCTTAAGCGGTTTTCCGCCCTGGGTGGGCCAGGTGTTCCTTGCCCTCATTCCTGTAAACGGACAACCTTCCAGCA 

TGGGCATCAAGGCCATCACGAGCATGTCACAGTGCTGCAGAGATTTNGTTTATGGCCAGTTTTGGGGCCTGTTCCCAAC 

GAGGGCAGAAGCTTTTTTTGTTATTGAAATGGCTCTTGGGTTTACAAAGGTAAAAATCCAATTTAAAACCGTGGCTTTA 

AATAATAATATTTTGAAGTTATGGAAATACTTTTACTTTTGAATATAGAGTTTCCCCCAATCAAATT 

ATGGCATTGCTACGGTACAAGGAGATATCCTGTATTTGATCTAAACTAATTCTTATAATTTATTTGAAAATATGCTATA 

TTCTTTCACTACTAATCCTTTTGCCTCAGATAAAATACCCAGGAGCTGATATGGATATCACTTTATCTGCTCCATCATT 

TTGCCGTCAAATTAGTCCAGAGGAATTTGAATATCAAAGATCATATGGCTCTCAGGAACCTCTGGCAGCCTTGTTGGAG 

GAAGTCATAACAGATGCCAAACTCTCCAACAAAGAGAAAAAGAAGAAACTGAAGCAGGTAAAAGGATATTCTTTATAAG 

CCATTTTTTCTCCTCCCTACTGTTTTTA^ 

ATAGCAGTTTTCTAAGTATATTAGTTCATAG^^ 

CTTTATTCTTCAGTGTAAATCTGTTACCATTGCCAAACTCTTCATTTTTGGAGCTATTCTCTAATATTTGTCCTTTGTT 
TTGGTATGTGGCATGATGTGAATTAGCAGAGCATCTGCTTTAATCTCAGAGAAGCTATCAGTGAGGGTGGATTTCTTTT 
CATGTTTTCAAAAGGCAAATCAGATGGAATTCACAGGTGTAAAATGTTTAGAGTTTAAAAGCCGTTGGTTTTAGATAGC 
CACTATC^ATTAGTTTCTTGCCTCAGGTAT 

TTCCAGCGAATCGTTTTTAACTCACAATATGTTACTTTTGACTATTCATAAAGGTTGATCCATGATCAGGTGAGTGGTT 
TTTGTTTTTAAAGACTGAACTCTACATAGTTGGATTCAGGGAACACCGTACATGTGGGATTACACACAGAGCACCAGAG 
TTCTGGGCTTCTGATCATATTATTCTCAGAGTAATTTTGGAGGAGAGTTTAGTGGTAAAGATCAACAGAAAGTATACTG 
CCTCTCTTTTAAGCTTTTCACAAAGTAATATACACCAGAATATTCCCTCTTCCATTTGAGCAGAAGCTGGTGGGGCTGA 
GTTGGAGAAACAGAGAAATGATGAAATGTAATTGGGCCAAAATTTTATTTAACTGTGTAGAACAGAAGTTATTTTGAAG 
TCAGAGTTACTTGTGAATATATAAAAAGTGAGGTCTATTTATAGTTGGCAGTGGGGGGAATTTTCAGAAACATGATTAA 
AAGGGGAACTTATTTGAAGCTTAGATCAAAGGAAAGATGGATTAGCTCTATAGAAATTGGAATGAAATGTTTTAACAAA 
AATAAACAAAAACAGGAAAATACAGGCTCAGAAACTCTTAAAA^ 

TTTTTACTCTTCTTGGACCATTCATTTTTTTAGTTTCAGAAATCCTATCCTGAAGTCTATCAAGAACGATTTCCTACAC 
CAGAAAGTGCAGCACTTCTGTTTCCTGAAAAACCCAAACCGAAACCACAGCTGCTAATGTGGGCACTAAAGAAGCCTTT 
CCAACCATTTCAAAGAACTAGAAGTTTTCGAATGTAATAATACTTCCACAGCAACAGGTGCTAGAGACCACTGTTGTTG 
TTTTGAGTGAATGGTGGTTAGGAGAAAGACTTTGGTGGTGGAAGAAAGAAAAGCATAAAACAAAGACTACTGAAATATA 
GATAAAGATTGCCTTAGTTTTTAAAAATGTT^ 

AATTGGTTAAAATTTATGAGTCAAATATATAGTGATAATGTTAACATGTTTGTAATTGCTACAGAATTTAAGGGTATTT 
TTATCTCTGTGCTTTCTTTTTCATGGTGTTTATTAAATAATTGTGTATATACATCCTAGCTACTGATATCTTTATTATA 
GCCTTAAGACTTAATTTTAAGTCTTAAAAATAGCGTGTATACTTGAATAAGAAAGACACTGGGTACTGTTACTGTGATG 
CTATTGACTTAGTAGCCAATTATCATTTCTCCTGT^ 

TATATTGTGATAGCTATGTCTTTTATTGCAGATTTATTGGATGTTATGACAGATTTTACTAAAGCTAGTGTTTTTATAA 
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CATATATATTAGTTGATGTTTACCTATAAGTGGAGT^ 

AAAATGGAAAGTTGAACTGGATAAATTCTTTGGGTACCCTTAGACCTCTGATTC 

AAAATGAGACTACTTCCTTTATAAATATATTTTCATCCTTTTGAAAGTAAGTGAAA 

AAAATGCCATACCTCGTGTTTCTTTTTTC 

TCTTCATGAX3TCATTTATTTCT 

CTTTGCCS^TTTTTTAGCATTGCTT^ 

CTCTGAGCGCAATTACCCAGAAAGCTGAGAGCAACACCCACTAATTC 
GCACTTAAGATTTGCTCCTGTTCTCTTGTAGCAAAAT^ 
AAAGTATTCCTATTGGTTTGGGTACCACCTTACAT^ 
• <^TTCTCAGACTTTGGCATTCTGTTTAGAGCCAAGAA^ 
ATTTTTCAGAATCTCTTTTCCTGTTGCTTGTCT 
CTTTTTTAAAAAAATATAACATATTTAT^ 

TAATAGCAGTTATCCAAAGTGGTTGTCCCAATTAACGCTCCCATTAACAGTGTATGAGAACTC 

TCACCGAAACTTGCTATCGTCAGAGTTTGAAATGTTGTCAATGT^ 

TTGCATTTCCATGATTATTAATATGGCTGAA(^TTTTTTTCCATTTTTTTGA 

TTGATTGTATTATATGTATAAATCAATTTC 

TTACCTTTCCATTTTATTTGAAATAAATGAGAAAAAAAGTTGCTTTTTTCTGTGAAGATTTACA^ 

TTGTTCCCAAGTATTTGATACTTTAAAAAAAGTATCAAAATTTTCAAAGACTGTAGTACCCATTTCCTG 

TACTCAGCTGATCAATGTTGACGTTTAATTCTTTTGTAAATGCTGGTGTTGTAAATTTCCTTATAGTGTTTGTTGCTTC 

TGTATGGTATAAAACTGATTTTTCCTGAGTTTTGTTTACAGTGAACCTTGCTAGACTTGTTAATTCTAAACATTTAGTA 

TGATTCTTTGGCATTGTCTACNTATTAGG 

TCCTCAGTGATCCTTGCCTCCTGGTATTTAATGCCTTGTGTAATTTCCTGTCCTTGAGTGTGGGTGGAGCTAAAATGAC 
ACATTTCTAAATAATAGAATATATCATCAGTGATGGGGT^ 

TTGCTTGTCTTCCTTCTTATTCTCTCCCTGGCTTGCTCTGAGGAAAGCCAGCTGTCATGTTGTGAGCTGCCCTTTCAGA 
GGCCCACCAGGCAAGGAACTGATGTCTCTGGCCAACAGCCAGCGTGGACATGAAGCCTGCCAACAGCTTTACGAGTGAT 
CTTGGAAGTGGATCTTCCCTTGGTCAAACCTTGAGGTGACTCTACCCTAGCTGACACCTTGATTGGAGACTTTTGAGAA 
ACTCTAAGCCAGAGGACTTAGC^^GCTGTGCCTGGATTCCTTATTCAC^GAAACTGTGATATAATAAATGTTTATTGT 
TTTAACCGACTTAGTTGAAGAATAACTTGTTATA^ 

TCCCTTCCCTTCCGTCCCTTCCCTCCCTTCTCTCCCTTCCCTTCCCTTCCTTTCCTCCCTTCCCTCCCTTCCCTCCCTT 
CACTTTCCTTCTTTTCTTTCCTTTCCTTCCTTTCCTTCCTTCCTTTCCCTGGCTCCCTCCATCCTTTCCTTCTTTTTTG 
TCTCAGGACACTGGAGATCTTCAGTACAGCAGTTCCCTGGTTCCCATTTATCTGCTGTTTCACTTTGTACAGTTTCAGT 
AAGCCACGCTCAACCACAGTCAGAAAATATTAAATGGAAATATTCCAGAAATAAACAAGTTTTAAATNGTGTGCTGTTC 
TTATAGCATGATGAAATCTTGGACTGTCCTGCTTTGTCGACTCTGAAAATGACTTATCCCTTTGTTTCATGGATCCATG 
CCTGGTAGACCAGGTACATTGTNAATGAGCAGTAATAT^ 

GCAGATCTCAATAGTGGGCTTAAAATATTGAGTAAACTATGCTGTAAACAGATGTACTGTTATCCAGGCTTTGCAGAGC 

ACAGGC AGAGT AGATATAGTGTATTTTTTAAGGGC C CAAGGATTTTTTGAATGATAGATGAG C ATTAGCTTCAGCTTC A 

GGTCACCAGCTGCTAACAGGAGAGTCAGCTTGTCCTTTGAAGTTTTGAAGCCAGGCATTGGCTTCTTTATAGCTATGAA 

AGTCCTAGATGACATCTTCTGCCAATAGAACGCTGTTTTATCTACAGTGAAAAGCTATTGTTTAGTGCAACCACCTTCA 

TCATTGATCTTAGCTAGATTTTCTGGATAACTTGCTGCAGCTTCTCCAGCCTTTGTTGCTTCACCTTGCACTTTTCAGT 

TAATGGAGATGGCTTCTTTCCTTAAACCTCATGAACCAGGCTTTGCTTGCTTTCAACTTTTCTTCTGGAG 

CTCTCTCAGTCTTTATAGAATTGAGGAGTTAGGGCCTTGCTCTATAGTAGGCTTTGGCTTAAGGGAATATTGTCGCTGG 

TTTTATCTTCTGTCCTGACCACTCAAATGTTCTCG^^ 

CTGGAGTGGTGCTTTTAATTTCCTTCAAGAACTATTCCTTTCCACTCACAACTTGACTAACTGTTTGGCACAAGAGACC 

TAAACTTTCCTTCTATCTTGGCTTTCAACATACCTTTCTCATTAAGCTCAATCATTTATAGCTTT 

AGGCGTGGAACTCTGTTTCACCTGAAC&GAGGCCATTGT^ 

TGGGAATAGTGAAGCCCAAGGAGAGGGAGAGTGATGGGGGAATGGCTGGTGGGTAGAGCAGTCAGAACACACAACATTT 
ATNGATTAAGTTCTCAGCCTTATATGGGCATGGATTGTC^ 

ATCACAGATCACCGTAACAGATGTAATAATAATGAAAAACCTTTGAGTATTGTGAGAATTACCAAAATGTGACT 
ACATGAAGTGAGCACATTACTGTTGGAAAAATGGCACCAAGAGACT^ 

TGTAAAATATGCAGTGATCTGGATACAATATACAATATAATCTGTGAAGTGCAATGAAACCAGATATGCCTGTGTATAT 
AGTGTTCAATACTATATGGTTTCAGGGCCAGGCATGGTGGCTCATGCCTGTAATCCTAACACTTTGGGAGGCCAAGGCA 

ggcagactgcttgaagccaggagtttgagaccagcctggcc^cctggtga^^ 

TTAGCCAGGTGTGGTGGCGGGCGCTTCTAGTCCCAGCTACTCTGGAGGCTGAGGCACGAGAATCACTTGAACCTGGGAG 
GCAGAGGTTGCAGTGAGCCCAGATCACACCACTGCACTCCA 

AAACAAAACTATATGGTTTCAGGCACCTATGGAGGTCTGACATATCCCTAGCAGATAAGGGGGAGTTACTGTTTAATGT 

GGAATAGAGTGGGGATCGCAGCAGCATCATCTTGCTCCTAAT^ 

ATACCCTTTTATAATTTTAAAAGAAGTTATTTTCTATTTCTATTCTATTGT 

ATAAGTTGATGTTGAATCTTAATCAACTACCTTTCCTACATTTGAGGATTTTATAAGTTCTATCTO 
GGGGTTATATTACATTAATTGATTACTAATATTAAGCC^CTTTGC^TTCTAGGAGTGGCATAAATCTAATTATGATGTA 
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TTATCATTTGAATATATATATCTAGATTCTGTTGCTAATATTTAGTTTATAGTTCTTGTATCTATGTTCATGAGTAAAA 
TTGGCCTGAAAATTTCCTTCTCTTACTATCTTTGTTGACTTTCTGATCAAGGTTATAAATTAAGCTGAAAATTACTCTC 
TTTTTCTATATATGGTTGGAATTATTTCTTTCTTGAATCTTGGGTGA7UICTTAGTTAACTTTTAAAAAATAAATAATGT 
AATTACACCGAAGTCAGAAAAATGGTTTGTATAATTTCAAGTCTTTGAAATTTGTTGAGAC 

TATGGTCAATTTTTGTTAATATTCTGTACACATGAAAAGAATATGAATTTTGCATTGATTACAGTTTTTTTCTCTCTCT 

ATAAAATCTTGTTTAAATTTCCTAC^TTTTACTGATTTATTTTGCCTGCATATATATGTGTGTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTATGTTTTTTTCCCCCTTTTCTTTTTAGAGACAGGGTTTCACTCTGTTGCCTAAG 

CTGGAGTGCAGTGGTGCAGTCATAGCTCACAGCAGCCTTGGCCTCCTGGGCTCAAGTGATGCTCCTGTCTCAGCCTCCC 

AAGTAGCTAGGACTAATTATGCTCAGCTAATTTTATTCAAATTTTTTAGAGATTTTGTCTTGCTGTGCTTGTTACCCAG 

ACTGGTCCCAAACTCCTAGTCCTAAGTGATCTTCCCACCTTGGCTGCATTTATATTTATTATTGAGAGAATTATTATAG 

ATTTCTGATTAAATTCATTTTGAATTTTCATATTTATCTGGTGGACTGACCTTTTTATTTATCATTATAAAATGTCATT 

CTTTATCATTAGTAATGTGTTTGTCTGTAGTCTTTCTGTATTATATTTTAGGTGTATCTCTTATAAACAGCATGTAGTT 

TATGTTTTAAGAAGCCAGCTTCACAGTCTTTATTTTTAATTGTAGCATTTAGACAGTTTATATTTAATACGAT 

TU^TTTTGGGTATAAATCTACTCTAATTTTGGGTAAAAGCACCTTTACTGATGCTTTCTAACATTATCTTCACTTTCTTG 

CCTTTGTTTGGATTTTGGAAATAATTTCATGGTTTCTCCTGCTAATTTTGAAACTTATGCACTGTTTCCAGTCTTCTTG 

TTGGATTCCCTAGGAATTATGTCTTTTATACTAACATATCAAA.GTTTAAAGTTAGTCAGTATCTTTTCCCTCATCCCAG 

ACTATTTAGGGACCTTAATGCAGTAAGAACACCCTTCCAATTAGATATTATTATAATGTATTATGCTTTATTGCTTTTT 

AAACTTCATAATATATTGTTGTTATTTTATATAGTCTTTGTTTACTAGACTTACCCATGCATTTTACCACTTTTTTTCT 

TCTTAAAGTAAATTCTTTAGAATTTATCTGCAGTAAGGGATTGCTTTGTTTTTGTCTGAAAACTTTTTAAATTTTGCCC 

TTATTCTTTTTAACAGCTTTATTGAGATATAAGTCACATAACCATACAATTCACCCACTTACAATGTATAATTCAGTGA 

TTTGGGGTATGTTACTTTTTTTTTAAGTTGTGGTAAAATATATATGGCAGAAAATTTGTGTTTTAGCCATTCAGTGTAC 

AATTTAGTGTAAAGAATGCCATCATTGTTTAAAGATAGTTTAACTGTAAGTTATGGACTAAATATTTGTCTCCCCAGAA 

AACTCATGTGTTGAAATCCTAACC CCCAAAGTGATGGTATTAGGAGATGAGGC CTTTGGGAGGTGATTAGGC CAAGAGA 

GTAGAC CATGAATAGAATGAGTGCC CTTATAAAAGAGAAC CCACAGAGCTCTCTTGCCCTCTTTCTATCGTGTGGGGAT 

ACAATAAGAAGTCAGTAGTCTACAACATGGAAGAG 

TTCCAGCCTCCAGGATTATGAGAAATAAATTTCTATTTATAAGCCACCCAGTGTATGGTACTTGTTATAGCAGCCTGAA 

CTGACTAATACACTGTGTATAGAATTCTAGGTTGATAGCTATTTTATTTCCATATACTGCAGTTATGCCTTTGTTAGCT 

GGCTTCCATTACTGCTGTTTAAAAGTCAGCTGCCACTCTAGATATCACTTCTTTATCAATAATGTGCCCCTTTCTTGGC 

AGGCTGCTTTTCTCTCTGTCTTTCGTGGTCTTTCATTGATGTTGCTATATCTTGGTGTGTACTTTTTAAATAATTATCC 

TGCTTGGGATTTCTTGAGCTTCTTGAATCAGAAGTTTGAGGTCTTTTGTCAGTTTAAATATTGCCTTTGTCACAATCTC 

TCCTCTGCTTTTGAATCTTTAATTAAATATATGTTAGCTCTCACTCTGTCTCTTAATCTCAATGTATGTCTGTATTTTN 

GTGTTTCTATGCTGCTTTCTGGATAATTTCTTCAGAATGTTCTTATATTTCAGCACTTCTAGTCTCCTGTTCAATTCAT 

ATATCCACTATTATGGATTTTACATTCATTTTACTGTCCATTTTACAGCTCAGGAAACTGAGGCTCAGTCAGGTTGTGT 

AATATNCCTAAG ATTACTCAGC TTGCAAGTAAAATAGATGGCAGTCAAAACAAGCACTGTCTAACTGC AAAC C C CAGGC 

TCCTGACTAATGTGTTTCCAGTGAGCAATGTTTTATGGTTTTTAGCACATTTACTTTGGATACTTATGTATAAGCTCAT 

TTGTCATTTTTCAACCTATACTTTAAAAAATTTAAGATCTG?VAATTTCTTTTTGATTTGCAGCATTTTCATTGTCTT^ 

CCAGCTTTGCCAAATTCATTTCCAATTTCTTTTGGTCTCTTTCTACAAATATATGCTAAAGATTTTTCATCGAATTTTC 

(^CAAATTCCCACAAAAGATACTGCAACAGTGATGAAfiACAAAGTCTTTCTTTGATGCTCTATAGACATAAGC^ 

TTGTTTTATTTTTAGGTATGATTTTTATAGTATTTTTCATTTTTATGTATAATTGCTTTTATTTTTAGGTATGATAAGT 

CAAAAATGTCATAGGGAGTATCATTGCCCTAAGAGACTCTGGT^ 

TTTGAAAGAGTACTACAGCAAATTTTCAAGGTTGAAGACACTCTGTATGAGCAGGGTGATGGAATTCAGCCATTTCTCA 
TTTTTATTTCTCACACGTCTTTGTGTTCCTGCATCTGCCTTCAGGGAAGTCGTGTCTGGGAGTCTAGCAAATTTAATAG 
ACATATGGGTCACGACTTAGCACTTATGTTATCCAAGAGTTTGGTTTTGATTCCCACATATAGAAGAGTTTCTGCACAT 
TGTTATAGGAAATATAACTTTTAAAAAGCTGATGTTTGTGAGCTGCTTGTGTACAGGAAGAAGAAACTAAAAATGTCTT 
ATGTTTGGAAAGTCACACAAATCTTAAATCATGATTAAAAGAGGAATCAGTTAAAATGGTCCCTAGTTATATGGGTGTG 
GCTGTGGTAAATCATTACTTTTACCCTCAAGAACAAAACCCTATATATGTCAAAGACCTAGGGAAAAGTAAGAGTTTTA 
TTACCTATCAAAAATCAGTATTTAGGAGAGATTCAACTGTATTTATATTCATCATCATAGTATTTTGAAGTACTCACTT 
CAGCATGAAACATAGGAAATTCCAATTTTACAGCATTTGCGATCGTGCGTTTTCTTGCTTAAGACAATATAACCTGCAG 
AGTGTAATACCTTGACATCACTGGGTCTTCCAAACAAGTTGCCGTAAAACATAAACTATGATTATTGAGTCTTAAAGAA 
ATTATTTGCTCATGGGTACTCAAGTGATTTGAAAGTTGGGATCTAAGACCACGTTAATGAACAGAATTTGCTACTTTGT 
ATCAACTTGGAAATATATTTCTTATTTAATTTTGTAGAACAAATATACTTCCTGGGATAAGTGGAGGATATATTAAGTA 
CCCTCTGATGAATTTTTTCAGTGTCTAGTTAACTTAACGTTTAAATTTTCAATTTGAAGAAATAAACTGGGAACAGTAA 
TGGGACAACAGGGTGCTAACCCAATAAAAAAAGTCACTTTCAGT^ 

ATAATTAAGTAGTGAATCTAAGTTAAAATTCTGTTTACAGTTTTTGCAAATTTCACCTTGGAGAATTGTTGAGTGAATT 
GTTTGCTTCATTTGAGGATGTAGAATAAATTATATTTTCCATAA2^TGTCACCAACAGTGCTTATTTCCAAACAAAAAA 
TAATTATGTATGTGGCTAGGTCTACTCACTTTGTAATACCTCTTTTGGGGCTCTTCTGTCAGAACTGAGGACACTTACA 
GTATCTAGAGCCTTTTCTAGGGAATATAACAAAAGCTTTTCTCCCTCTTCTAGCCCCCACAAATTTTACATCTTGCTGC 
CAGCGTATCTTTCAAAATAATAACAAGGTAGTCTTCTTGAGTAGTTTATAATGGATTTCTTTCTATGTTTAATAAAGCA 
AATGAAACTTAATTTTTAAAAAAACTAGAGGACTAAAAATTATTTTCATGAGAACTAAGTAAAATATAATTGATATTTG 
T ATTAGT C C ATTCT CATGGTAC TATGAAG AAATAC CTGAGACTGGG AGAT T C ATAAAG AGAAG AGGTTTAACTG AC T C A 



Fig. 6.9 



WO 02/074992 



PCT/IB02/00565 



15/375 

GA.GTTCTGCATGGCTGGGGAGGCC 

GCGAGAGGAGAAGAAGCGCCGAGCAAAGGGGGAAAAGCCCCTTAT^ 
GAGAACAGCATGGGGATAACTGCCCCCATGATT^ 
GAACTACAACTCAAGATGAGATTTGGGTGGGGACACAGCCAACCACA 
ATTAGTGTAGACTAATACAACATGCGAATGTAGAGGCCT^ 

GGTCCTGACAACAGACATTTCAGTGATAATTTACCAAGATAGCAGAACTGTTTGTTGCTAAAAATA 
AAATGCAATCTATAATTTTATGAGAACCTGTGM 

TTTTTTAATCAGGTGTGTTTTGGACTCAGAAGTTATTAAAAATTCAGTCAAATGATGG 

AATCATGTAGCTGATTCACATGCGTTATT^ 

TTGCCTACTGATTCTGCATAATTTTAAAAAOT 

CTTTTGAAAGCGTTTTGATACTTAGAAAAAA^^ 

TGGATAATAATGCATCAGTGOTCTAAGTTAATA 

TTCTGAATTTTTTTCTACTTTCTACTTA^ 

TTTTGATTTCAGAAAGTTCATCACTCTTACCT^ 

CTGATTTAGCATATTTGACTATTTTCACAAGTCACAATCCATCTAACAAGGACAGATGTTCCCAG 

GTGTTGATAGTTATTGTATCATAAAGGAAAAACTAGGGATTTTATGTTTAAGTCCAGTATATTTGATATAGGTAGTAAG 

CCATTAATTGTGGAAGAAAGAAACTTAAAGATTGGTCATCTTTATTGTAACAAAAATTACTGTGGGTAATATTTTGGGT 

CCTTTATTACCATATGTTTTCCTCAAAACCCCAGAAAGCTTAACTGCTTGCTAAATACTCCCTAAAAGGAACTTACCA^ 

TGGTAGAAATGAACAATTATCTAAACGTAGCAACAGATAATTTGGGATAAATGTCAGATTATTGGATTTGAAACTGAAA 

ATATTTCTTGCAAATTTCAGTTTGAGAAGAGAAACACAGAGGTA^ 

TCTTCTCTGCAATATGGGGACAACTGTGCTTGTTC 

TTGGTCTATAAACCGAGAATTTTATAATAAATGCGGAGATGGCAATCGGAGATAAAGCATATGTTTACAAGTAATGCCT 
TTGGAGTTGTTGATGCGAAAATACAATAAGCAGTCAAAC 

TAAATGACTTTACTGCAGGTAGATGGTGTGATGGAAAGAGCAGTGTGTTAGCAGCAGTGGTTCTGCCACCAGATAGCTT 
GAGGAGGCTTTAATTTCCCACACCTTAAATAAACATAATTAAGTAAACTGTGTTTGCTATGCAAATACAGTCTAAAAGC 
AAGACTCCTAGTTCCTTCTTTCGAACTAAATTATTACCC^CGGTCCTTCCTATTAGAATTTGTAGCACCAATATTAGT 
TAGAAATCAGAATATTTGGATTTTAACTTGTGGCACTGCCAGTTGGGCAAGTGACCTTGAGCAAGTCACAACCTCTCTG 
AGATTTGTCTTTTTCTCAGTAAAGTGAAGGGATTGGATATGGAAG 

ATTAGAAGTTGCTGAGAATGGAGGGGTCAGTGGAGAAATGGAGTGTGCAGACCTTACAATAAGGTATCTGATAGAAACA 
AAGTGTTGAATGCTCTATGTTGGCCAAACTTATGCTTTATGTAGAGGTGGGCAGACAGATGCAGGTAAGAAAACTGGGA 
GAGAGGTGCCCAGTTACAAATGCAAAACTTCAACTCTGGTCTTCTGTCCGATGATCTGGAGTTCTTCCCACTTCGCCAC 
ACTAAGTCTTGTCGCTGACAGGAGTGTGTGGGCTTGATCTAAGCAAATCTCTGAAAGAGAGGGCTTATATTTGGTTCCC 
TTTATCCTCCATCTATGCCCCTTCTTTATTTTTTGGGTCCCTTTCTCTTTATCCACTACATCCTTAGTTGTGCTCAGGT' 
GTTTCCTGAGCATGAGCTTTGTAGGCGACACATTTCAGGAGCTGAAACAGCCCAGACCCCACCTCTCTTTTCAGGCTCC 
CCACTATGATGTTGACATTTGCCCTCCACAGAGCTTATACCAGGCTGCATTATGTTTCTTCATGAAGACTAGTTAGCTA 
AGCAAGTACTTAGAGCCCTTTC^TTCATTCAGTTTATTGTAGAGCCTTAATACTGCAGATGCTAGGCTGGGCAATGATG 
AAGGGAGAAAGACGGCTTTAACTCTGAAGGAGCCTCAGCCCAATGAGGAAAGCAATATGTCTACGTGTAACTCTAGATG 
ATGAAATCAGACCCCTGTAGTGTGCAGGGTACACAGAGGAGAGATAATTTTTCCAGGGCAGTGGAGGGATATGCAAGGT 
GTTACTGAGGAGCTAATATTCAAGCTGAACCCTGAAGAATGTGTCCACTAGTGAGGAAGGCAGGGCAGAGGCATTTTCT 
CAGAGGAAATAGCATGAAATAGGATCTGGTGACAACTAGAAATGACTTACCATTCCATGTGGTCCAGGTAATGCTAATA 
CTTCAATATAAAGTCTGACATGGCTCTCTGTAAAGGACTGAGTAATAAGGGGATTTCATGAACTGTGGCCAGGCAGGCA 
GCGGACTTATTTTTAAGTAAGGAGTTTTTTGGC^ 

GTCAGTTGATCCAGATCTCAATGCTCTTTGCAATTTTTGGATTCTTAGTAGGTTGCTGCTACACCATGGTTTCTCTTTC 

CACATTTTCACAGGGCATTCCTGCATTAGTCTGTACTGATGAGTTTACAATGGTTGCAATAATTGTTGGTGTTGATGAA 

CCTTCCTTGCACTTTATGTAAAAGAGTGATC CTTTTATTGCCAGTTTCTATTTTTC CATCAACAGC CTGATATTC CATG 

CCTCTGGGTCCATACTGTTCCATTTCATAACATTTAATGAATGTTAGAAGTGGCTCTGCAAATGCATTGCCTTAATC 

GTTGCCTGCAGTGAGATGCTTTTAATATTTTCTCCACATGTGAACT^GTGTTTTCCTTTAGGTTTTCTTTAATTTCCA 

TGTGGTTAATGTCACTACTGCAGGGAGCCTGGATATTTAT^ 

TGCATTCAGTGAAC^CATCGATCACAATAAATGGTC^ 

CCTTTTTATAGTATTATCAATGTTCATC 

AAGTTTTCAAATGACTCATGTCATGATGCCTGGTTTGAAGCTTTATCATTAAGTCAAGACCAAAGTTATA 

TTCCTTAATTGCCTCAATATAAAATGAGAGTATTAAATAAGCATCTCTAAATTATTCCCAATTTCATTAAAATGTTCTT 

GATTTGATAGCCCTTTTGTGCACTGAAAGATGTAAAATATTCCAATTACATTGTTGACTATT 

TATAAACTTGTATAGCTCCTAGTAGAAATAAACAGGGAACTGAGTTATATACAGTTCATATTGATCATTCTTAGATGCT 

ATTGCTTTCTGATAGCTCAATTTATTTTAACAG 

TATATTCTTTTAATATAAGTTAATTT^^ 

TGGCAGGACTTGTATTGCTGTTCTTTAGGCAAAAGCAAACTGGTCAACCTAATC^ 

CTCTCAGAAAATATCTTTCAGAAGTAGCTCTGTGTGCTCAGACCCCTGGAACCAGTCATTCTGCTGCAACAGAGGCCTG 

TGCTTTCCTATTGCCACCCATTTTCACTGCT 

ATGCTTTTTTGTTTCTTACCTATGCCACCT 
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CATCTTTGTGGTATTTTTCTATAGTAACTTGTGGTTGTTAGAAATGCTGAAAATAAATGGTGCTGGGATAACTGGGTAG 

TTAAATGTGGAACATTGAAACTGGACCCCTTTCTTTCACCATATAGCAAAATCAACTCAAGATGGATTAAGGATTTAAA 

TATAAAACCTAAAACTATAAGAATCCTAGAAGAAACCCAGGAAATACCCTTCTGGACATCAGACCTGGCAAA 

TGATGAAGATTCTAAAAGCAATTGCACCAAAACCACAAATTC 

AGCAAAAGAAACTCTAAACAGAATAAACAGACAACCAACAGAATAGGAGAAAATA 

GGTCAAATATCCAGAATCTATAAGTAACTTA^^ 

ATGAACACTCAT(^AAAGAAGAGAGATGAATGGATGAATGGCCAATAAGCATATAAAAATGCTCCACATCACT^TCA^ 

TAGAGAAGTTTAAATTAAAACCACAGTGAGATACCGCTCATACCAGTCAGAATGACTATTCTTAAATAAAAGTAAAAAA 

ATAACATGCTGGTCAGGTTGCAGAGAAAAGGGAATGCTTATACAACTGCTGGTGGGAGGTAAATTAGTTCAGCCACAGT 

GGAAAGCAGTTTGGCTATTTCTCAAAGAACTTAAAACAGAACTACCA^ 

CCCAAAGGAATAGAAATTGTTCTACCATATAGAC^ 

ACATGGACTCAACTTAGATGACCGTCAGTGATGGACTAGATAAAGGAAATGTGGTTCATATATACCACAGAATACTATG 

CAGCCATAAAAAAGAATGAGAGATCATGTCCTCTGCTGGAAGATAGATGGAGCTGGAGGCCATTAACCTAAGCAAATTA 
ATATGGGAGCAGAAAACCAAATACCACATGTTCTCATAAGTGGA^ 

GAACAAGAGACACTGAGACCTAGTTGAGGGTGGAGGGTGGGAGGAGGGTGAGGATTGAAAACTACCTATGGAGTACTAT 

GCTCATTTTCTGGGTGATGAAGTAATCTGTACCCCAAACTCCTATGACATGCAGTTTACCCATAAAACAAACCTGCACA 
TGTACCCCCCGAACCTAAAATAAAAGTTGGAATGGCAAA 

AGCTCTTACAGTAATTTTTTTATCTGTGTGGCTTTTTTGGGGGGTATATCTCCAGTATAATTTAAAATAATCAGTTAAT 
v TTTTGTTTTCTGGATTCAGTCATCTTTACTACCATATTAAATTATTTCGAAGACATATTTTTTTTCTCCACATTTTAGC 
ATCTCTGAAACTAGAATGC^TCTTTCAATTAAGGATGTATCACAGTTTAATTGGAAGCATTTTTTTTGTAGTGGTAG^ 
AAATTAGTTGTGTCCTAGATTTAATAAAATGTGGCATTTTATTTTTATTTTCCAAGGACAGATAATGGAAGGTGGTTCA 
TTTGTTTATGCTTTGAGTAAGCATTCCTGAGTATTCTCTGAGCTTCTTTTCTGTCCCAATCTTTTCTATGCAAGTCTAT 
CTTCTATCTTGTTCATTTATTTATTCATTCTCTGCAATTAGTAGAAGTATTTAACAGAAGGTAAAAACATTTGAAATTT 
TTTTACTCTNCTCTCCTAAATTTCTATGCATATGACTTTATACCTGGTCAGGCCAAAGAATTTTTGTGTAGCAGGGGAT 
GGGAGAAGGAGAAATTATGGGAATAGTGGTGGGATTAGGACTTTTATAACAAGAATGCAAAGAAGAACCAGTGTTCAGC 
TTTTAATTACTGTAGGATGTTTCTAATAATGCTGGCAATGAGGAAAGCTTGACTTTGTCAGGAGAAGGAAGGATTTTCT 
AAATTTCTTTAAAGCTCAGATATGTAGTAAAAGAAAAATTTCTAGAATTTCTTCCAGAGTCTCAAGGTACTGGTTTATC 
TAGAAAGAATGATTTGGATTAGAGCAAGTAGATGCCCTCCCCTTTTGGTCTCATGGAATAAGAGTCCCTGTTTTTTCCT 
TAAGGTCCTTGCTTTTCCC CTTCTTAGGACTGTGTC TCAAATGGGGTGAATGTAGAAACATCAGGAAAGG CATGG AGGA 

GTCTGAGAACATTTGAGCTAGTGGTCTGCTCCTCTGTCAAAGCATGAGGGAGCACACAGACATTAGTTGGCTCCACTTC 

AGGCTTCAGGTCTGGGACACAATCAATAGTGAGAGAGCAATGACATGGAGGTAACCTTGGAGACAGCTAGAAGGATTGA 

GACTGAGGATGTGCTCCTGGCTCTCCAGGGCCTGCGCTTGGTGTGCAGGGTATTGTGTGGGTTTCCATGCCTGGAGCTT 

TTCTACTGCCTCAGGGACCTCTGAGGCCAACAGATCAGAAAAGGCTGTATCAGAGTGAAGAGACTGTAATAGAAGGAGC 

CTTTAAGACTAGAGGCCAGGATCAGTTTCTAGTAGTGTTTGTCAGCATTTTCCACCCCAAACCAAGTGTGAACAGTTTT 

ACTCATTGTAACTGGTCCAGGGAGCTGAGCAACTTACCTACCTGCAGTAGAATACAGTGGAGATTCAGAGAACATCTCT 

TGAATCTGAGGTCTGCCTCTCTCTGTCTCTGTCTCTCTCTCTCTCTGTCTCTCCCTTACTCTGTCTCTGTGTCCTTCCA 

AAAAGAATAAAGTAAATGTCTTCACATACCTAGATGCCATCTTTGGGAGGAGAAGAGGGTAGGGACAGAACTCTGAAAT 

GCAAGTGTATCTGTTTGGGTTCAATCAGAAGATAGAGAACATACAGTAATCTGAACAGGGGAATTTTAATATAAAGATA 

ACTATTAATATAAATATAATTACTAAACAAAAATAAAAGAGTAGCTATAAGATGTAAGAAAACACATTATTGTACCCTG 

TGACTGAATGAGAGTAGTCAGGAAAGACAAACTCGGAAGGAGAGCCCTCTTCTTGAGGCTGGAGTTCAGACCTCACTGG 

AGAACACGAGATGCAGATCTCTGGATGTTAGAGGAGTTTCCCTGGTTTGCCCATGCCAGAGCTGGTCTGTAGTCACTGG 

GCAAGCAGAAGTAATCCTCTGGAGTGCAGGTGGGGCACAGGTGAGCTGCAGCTGGTGGCTGGGTGGGTACGCATGTAGA 

GAGAATGGGGATGCTGGTGGCAACCCTCTGGGGAGTGGCAGTTTTCAGTTACCCATGGCTGTGTAAGAGGAGTGTGCTG 

AGGGTTTGGGGGTACCAGTGTAGGCAAGAGGCCTAGAGTGTGCAGTATGCAGATTGTGAGGGTGTGGGAAGGTGATCAG 

GAGTCCTGGCCTACGCTGTAAGGTGGCCAAGGGACTGCACCTTCTGGACTAATGGCTGAGGCAGAACACCACTGGAGTC 

CTCACACCCACACCGCTGGCCCACTGTGCAGCAGCAAGAAACAGCAGAAGAGTCATTTCCTCCGGCATTGCCCCTCCAG 
CACCTTTAACTGTGAGAGTTTAGTATGATACACACTATA 

GCATGTATTGAATGGTGAATTTGGAACTGAAAGGTGGTAAGTTGATAACTGGCACAATAAATCTTTATTCAGAAGAGAC 
TAAATCATCCAAAAGAAATTCTAACAGCTGGCACTCT^ 

GCATTCTGTATCCTCCATAAAATTGTATATAGATTCATGTCCACTGTGTGGTGTTGACTCATAGCCAGTTGGCTGTGCT 

CTAGTATACCATTGTACCTATGTTTCCATACCATTTGGGAGCTGTGTTTATTCTCCATATGTTTATACTAGTTGTATTA 

AGTATCTATTTATTCCAAGTCTATTTATAGTAGTTGTATTAGTTTTCTATTTTCTAACATATTTTTATTTCTATTTTAT 

AACAGATAATCTGAAAACTTAGTGACTTAAAACAACAATAACAACAGTGGACATTTAGTCTGCCACAGTTTCTGCAAAT 

CTTGAATTCTGTTTTGCATAATCTGGGTAGTTCTGACTTGGGGGTTTCTCAGATGTTGCATTCGAGTTACTGGATGGGC 

CTGCAGTCATCTGAAGACTTGACTGCAGTTGTAGGAAGGAATTCCAAAATGGCTCACTCATGTGGTTGACAAGCTGATG 

AGGGCTGTTGCCAGGAGCGTCAGTTTGTTGCCATGGAGATATCTCCACTAACTGAGTACCCTCATGACATGACAGTTGG 

CTTACCCCAAGTTGGGTGATCTTAAAGATAGTGAGGGAGAAGCCACAATGCCTTTTATAACAGTCTCAAGAAGT 

AGTGTCATTTCTGCAATATCCTGTTGGTTACACAGCTCACCCTTTTTAATGTAGAAGAGGACCACACAAAAGTGTTAAT 

ACCAGGAGAGGCCACTGGAAGCTGTCTTGGCTACTGGCTACCACACTAATATCTGTTATTGTAATCACAAAATTTAATT 

AAATACCATAAAAACAATTGAAATATGAATATAAAAGTATTTTTTTATAAAAACTAAGTGCTTTCAAAAAACTTCTTAA 
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AGTATAAAAAAATCTGTTGTATAAAATGAGGCTAAGACAACTAAGAAATTGAGGATATTTTGTAAAAATCTGGATGGAT 
TCTGCTCCCAAGTAACTTTGCAAGTGACATGAACTTTTO 

TTTGGAGTAATAAATGGCTTGAATGTTAAGGGAAAAAAATACCCAACCCAGCATGATACCCATATACT^ 

GGGAGAAATTATCTTGCTGTTCTAAAGAGTAATGAAGTTAATGTCAATTCTTGA 

GTCTACAATACC^CATCATAAGCT^^ 

^ACAAC^TCAGTAATATTTGCAGCAATGCAACTAGAGTAAAA^ 

TTAGAAATAAAAAATATATTATTAATCTAACTACAGTACGAAAAATAAATTTGGAAGAA.TACTGAAGTT 
ATGACAGTAGAGATTAAAAAAAAATCAAAAAACAACCACCCAAGCCATGGTGCCTATATCAGTTTTC^ 
ACCA AAATCACCCTAAAATTTAGTAGTTTAAATAAATGGTT^ 

GAGTCAGGAATTCAGACAGAGTACAGTAGGGATGATGGGTTATTTTCCCACTGTGTATAGAGCCTCATCTAGGAAGACT 

TGTAGGCTGGGAATGACTCAACAGTTGGGGGTCTGGAATCATCTGGTGGAATCTACATTCACTTGTATTGCAGTTGATT 

CTGCTTATCATTTGGAATTCCAGCTGGTCTTGCTAAAGCACATACACATGGCTCTTCCATGTGACCTCTGTGTTTGTTT 

GGGCTTCCTTACAGCAGGGTGGGTGCCTTACAAGAATAAACATCACTGAGAAAACCAGAAGAAAGCTGTATTGCCATTT 

AGGACCTTGCCTTTGGAAGTCTCACAGCTTTACTCCCTOTGTAGGCTCCATCTTGCTCAGATTCAGGTGGAGGGACCAT 

ATACACCACATCTTGATAGGAGGGTGGGTATCAAAGTCACACTGTAAGATGGTCATGCAGGATGGGAAATACTATTGTG 

GCAGTCTTGGAAACTGCAATCTGTGCACATACACAC^CACACACACTGGGAACAATCTTACTTCCTAACTG 

TTAAGGATGAAGATATGTAAAGGCCATATTTTTACCACTGAATATCATGAGAAAGTGTTTTAGTTCCATTTTGAAAAGA 

TGGAATATGAGAAGATGAGTTTATAGAATTGATAAAATTCCTCGTTGATATGGTTTGGCTCTGTGTGCCCATCCAAATC 

TCATGTTGAATTGTGATCCTGAGTGTTGGAGGAGGGGCTTGGTGGGAGGTGATTAGATCATGGAGGCAGATTTCCCCCT 

TGCTGTTCTCATGATAGTGAGTTCTCATGAGACCTGGTTGTTTAAAAGTGTGGCACTTCCCCATTCTCTCACTCTCTGT 

CTCCTGCTCCACCATGGTAAGTCATGCTTGCTTCCCCTTCGCCTTCTATCATGACTGTAAGTTTCCTGAGGCCTCCCAG 

CCATGCTTCCTGTGCAGCCTGAAGAACTATGAGTCAATGAAACCTCTTTTCTTCATAAATTACCAAGTTTCAGGTG^ 

CTTTTTAGTTTAGTTGAGAACTAATACAGAAAGTTGGTACCAGAGAAGTGGGGCATTGCTATAAAGATACCTGAAAATG 

TGGAAGTGACTTTGGAACTGGGTAATGGGCAGAGGTTAGAAGAGTTTGGAAGGCTCAGAAGAAGACAGGAAGATGGGAA 

AGTTTGGAACTTCCTGGGGACTTGGTGAATGGTTATGACCAAAATGCTGATAGTGATATGGACAGTGAAGTCCAGGCTG 

AGGTGGTCTCAGATGGAGATGAACTTGTTGGGAACTGGAATAAAGGTCACTCTTGCAATGCTTCAGCAAAGAGACTGGr 

AGCATTGTGCCCCTGCTCTAAAGATCAGTGGAGCGGCTGGAGCCAAGATGGCAGAATAGGAACAGCTCCGGTCTACAGC 

TCCCAGTGTGAGCGATGCAGAAGACAGGTGATTTCTGCATTTCCATCTGAGGTACTGGGTTCATCTCACTAGGGAGTGC 

CAGACAGTGGGCGCAGGTCAGTGGGTGCAGCACACCGTGTGCGAGCTGAAGCAGGGTGAGGCATTGCCTTACTTGGGAfl 

GTGGAAGGGGTCAGGGAGTTCCCTTTCCTAGTCAAAGAAAGGGGTGACAGATGGCACCTGGAAAAGCGGGTCACTTCCA 

CCCCAATACAGTGCTTTTCAGATGGGCTTAAAAAATGGCACACCAGGAGATTATATCCCGCACCTGGCTCGGAGGGTCC 

TACGCCCATGGAGTCTCACTGAATGCTAGCACAGCAGTCTGAGATCAAACGGCAAGGTGGCAGTGAGGCTGGGGGAGGG 

GAGCCCGCCATTGCCCAGGCTTGCTTAGGTAAACAAAGCAGCCAGGAAGCTCGAACTGGGTGGAGCCCACCACAGCTCa 

AGGAGGCCTGCCTGCCTCTGTAGGCTCCACCTCTGGGGGCAGGGCACAGACAAACAAAAAGACAGCAGTAACTCTGCAG 

ACTTAAATGTCCCTGTCTGACAGCTTTGAAGAGAGCAGTGGTTCTCCCAGCACGCAGCTGGAGATCTGAGAACGGGCAG 

ACTGCCTCCTCAAGTGGGTCCCTGACCCCTGACCCCCGAGCAGCCTAACTGGGAGGTACTCCCCAGCAGGGGCAGACTG 

ACACTTCACACGGCCGGGTACTCCTCTGAGACAAAACTTCCAGAGGAACGATCAGACAGCAGCATTCGCAGTTCACAAA 

AATCCGCTGTTCTGCAGCCACCACTGCTGGTACCCAGGNAAACAGGGTCTGGAGTGGACCTCTAGCAGACTCCAACAGA 

CCTGCAACTGAGGGTCCTGTCTGTTAGAAGGAAAACTAACAAACAGAAAGGACATCCACACCAAAAACCCATCTGTACA 

TCACCATCATCAAAGACCAAAAGTAGATAAAACCACAAAGATGGGGAAAAAACAGAGCAGAAAAACAGGAAACTCTAAA 

AAGCAGAGCGCCTCTCCTCCTCCAAAGGAACACAGCTCCTCACCAGCAACGGAACAAAGCTGTATGGAGAATGACTTTG 

ACGAGTTGAGAGAAGAAGGCTTCAGACGATCAAACTACTCTGAGCTACAGGAGGAAATTCAAACCAAAGGCAAAGAAGT 

TGAAAACTTTGAAAAAAATTTAGACGAATGTATAACTAGAATAACO^TACAGAGAAGTGCTTAAAGGAGCTGATGGAG 

CTGAAAGCCAAGGCTCGAGAACTACGTGAAGAATGCAGAAGCCTCAGGAGCCTATGCTATCAACTGGAAGAAAGGGTAT 

CAGTGATGGAAGATGAAATAATGAAATGAAGTGAGAAGGGAAGTTTGGAGAAAAAAGAATAAAAAGAAATGAACAAAGC 

CTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTACGTCTGATTGGTGTACCTGAAAGTGACAGGGAGAATGGAA 
CCAAGTTGGAAAACATTCTGCAGGATATTATCC^GGAGAACTO^ 

GGAAATGCAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTC^ 

AATGAAGGAG7^AAATGTTAACGGCAGCCAGAGAGAAAGGTTGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGC^ 

GATCTCTCGGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGACAAATATTCAACATTCTTAAAGAAAAG^ 

CCAGAATTTCATATCCAGCCAAACTAAGCTTCATAAGTGAAG^ 

AGATTTCATCACCACCAGGCCTGCCCTAAAAGAGCTCCTGAAGGAAGCACTAAACATGGAGAGAAACAACCGGTACCAG 

CCACTGCAAAATCATGCCAAATTGTAAAGACCATCAAGGCTAGGAAGAAACTGCATCAACTAACAAGC^^ 

CTAACATCATAATGACAGGATCGAATTCACACATAACAATATTAACCTTAAATGGAAATGGACTAAATGCTCCAATTAA 

AAGACACAGACTGGCAAATTGGATAAAGAGTCAAGACTCATCAGTGTGCTGTATTCAGGAGACCCATCTCATCTGCAAA 
GACA^CGTAGGCTCSVAAATAAAGGGATGGAGGAAGATCTACCAAGCAA^ 

TCCTAGTCTCTGATAAAACAGACTTTAAACCAACAAAGATC^GAAGAGACAAAGAAGGCCATTACATAATC^ 
ATCAATTCTACCAGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCAGCCAGATTCATAAAGCAAGTC 
CTGAGTGACCTACAAAGAGACTTAGACTCCCACACAATAATAATGGGAGACT1TAACACCCCACTGTCAACATTAGACA 
GATCCATGAGACAGAAAATTAACAAGGATGTCCAGGAATTGAACTCAGCTCTGCACCAAGCGGACCCAATAGACATCTA 

Fig. 6.12 



WO 02/074992 



PCT7TB02/00565 



18/375 

ATAGTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGATCAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAA 
TCAAACTAGAACTCAGGATTAAGAAACTCACTCAAAACTGCTCAACTACATGGAAACTGAGCAACCTGCTCCTGAATGA 
CTACTGGGTACATAACGAAATGAAAGCAGAAATAAAGATGTTATO^ 

AATCTCTGTGACACATTCAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGAT 
C CAAAATTTACAC CCTAACATCACAATTAAAAGAACT^ 

AGAAATAACTAAGATCAGAGCAGACCTGAAGGAAATAGAGACACAAAAAACCCTTCAAA 

TGGTTTTTTGAAGAGATCAACAAAATTGATAGACCGCTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGTATCAAATAG 
ATGC AAT AAAAAATGATAAAGGGGATATC AC C AC CAAT CC C ACATAAATACAAATTACCATCAGAGGATAC TACAAAC A 
CCTCTACACAAATAAACTAGAAAATCTAGAAGAAATGGATAAATTCCTGGACACATACACCCTCCCAAGACTAAACCAG 
GAAGAAGTTGACTCTCTGAATAGACCAATAACAGGATCTGAAATTGTGGCGATAATCAATAGCTTACCAACCAAAAAAA 
GTCCAGGACCAGATGAATTCACAGCCGAATTCTACCAGAGGTACAAGGAGGAACTGGTACCATTCCTTCTGAAACTATT 
CCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTGATGAGGCCAGCATCATCCTGATACCAAAGCCTGGCAGA 
GACACAACCAAAAAGAGAATTTTAGACCAATATCCTTGATGAACATTGATGCAAAAATCCTCAATAAAGTACTGGCAAA 
CCAAATCCAGCAGCACATCAAAAAGCTTATCC^CCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAAT 
ATATGCAAATCAATAAATGTAATCCAGCATATAAACAGAACCAAAGACAAAAACCACATGATTATCTCAATAGATGCAG 
AAAAGGCCTTTGATAGAATTCAACAACCCTTCATGCTAAAAACTCTCAATAAATTAGGTATTGATGGGACGTATCTCAA 
AATAATAAGAGCTATCTATGACAAACCCACAGCCAATAT 

ACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTAGTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATTAGGC 
AGGAGAAGGAAATAAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATA 
TCTAGAAAACCCCATNGTCTCAGCCCAAAATCTCCTTAAGCTCAT^^ 

AATGTACAAAAGTCACAAGCATTCTTATACACAAATAACAGACAAACAGAGAGCCAAATCATGAGTGAACTCCCATTCA 

CAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGACGTGAAGGACCTCTTCAAGGAGAACTATAA 

ACCl^TGCTCAATGAAATAAAAGAGGATACAAACAAATGGAGGAACATTCCATGCTCATGGGTAGGAAGAATCAATATC 

ATGAAAATGGCTATACTGCCCAAGGTAATTTATAGATTCAGTGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAG 

AATTGGAAAAAACTACTTTAAAGTTCATGTGGAACCAAAAAAGAGCCCGCATTGCCAAGTCAATCCTAAGCCAAAAGAA 

CAAAGCTGGAGGCATCACGGTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTAC 

CAAAACAGAGATATAGATC^TGGAACAGAACAGAGCCCTCAGAAATAATGCCACATATCTACAAGTATCTGATCTTTG 

AC AAACCTGAGAAAAACAAG CAATGGGGAAAGGATTCC CTATTTAATAAATGGTGCTGGGAAAACTGGCTAACC ATATG 

TAGAAAGCTGAAACTGGATCC C TTC CTTACAGCTTATACAAAAATTAATTCAAGATGGATTAAAGACTTAAATGCTAGA 

CCTAAAACCATAAAAATCCTAGAAGAAAACCTAGGCATTACCATTCAGGACATAGGCATGGGCAAGGACTTCATGTCTA 

AAACACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCT 

AGAAACTACCATCAGAGTCAACAGGCAACCTACAAAATGGGAGAAAATTTTTGCAACCTACTCATCTGACAAAGGGCTA 

ATATCCAGAATCTACAATGAACTCAAACAAATTT^ 

GACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTCAACAGGCAACCTACAA 
AATGGGAGAAAATTTTTGCAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATGAACTCAAACAAATTTA 
CAAGAAAAAAACAAGCGAC C CCATCAAAAACAAAAG CCAAAATTGACAAATGGG ATCTAATTAAACTAAAGAG CTTC TG 
CACAGCAAAAGAAACTACCATCAGAGTCAACAGGCAACCTACAAAATGGGAGAAAATTTTTGCAACCTACTCATCTGAC 
AAAGGGCTAATATCCAGTATCTACAATGAACTCAAAGAAATT^ 

TGAAGGACATGAACAGACACTTCTCAAAAGAAGACATTTATGCAGCCAAAAAACACATGAAAAAATGCTCACCATCACT 

GGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCAC^CC^GTTAGAATGGCGATCATTAAAAAGTCA 

GGAAACAACAGGTGCTGGGGAGGATGTGGAGAAATAGGAAAAGTTTTATACTGTTGGTGGCACTGTAAACTAGTTCAAC 

CATTGTGGAAGTCAGTGTGGCGATTCTTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATTACTGGG 

TATATACCCAAAGGATTATAAATCATGCTGCTATAAAGACACATGCACATGTATGTTTATTGCAGCACTATTCA 

GCAAAGACTTGGAACCAACCGAAATGTCCAACAATGATAG 

ACTATGCAGCCACAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGAAATCATCATTCTCAGTAA 
ACTATCA(^^GAACGAAAAACCAAACACCG(^TATTCTAACTCATAGGTGGGAATTGAACAATGAGAACACATGAACAC 
AGAAAGGGG7^ACATCACACTCTGGGGACTGTTGTGGGGTGGAGGGATGGGGGAGGGATAGCTTTAGGAGATATACCTAA 
TGCTAAATGATGAGTTAATAGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCACATTATGCAC 
ATGTACCCTAAAACTTAAAGTATAATAATAAAGTAAAAT^ 

TGTAAAGATCTGTAGAATTTTGAACTTGAGAGAGATAATTTAGGGTATCTGGTGGAAGAAATTTCTAAGCAGCAAAGCA 
TTCAAGAGATGGCCTGACTGCCTCTAAAAGCCTAATTCATTTGCATAAACAAAGAAATGACCTGAAACTAGAACTTGTA 
TTTAAAAGGGAAGCAGAGGATAAAAGTTTGGAAAATTT^ 

GGAGGAATTCAGGGCTGC^GAAATAAGCATAAGTAACAAGGAGTCGAATGTTAATAGCAAAAACAATGGGGAAAATGCC 
TCC AAGG CATTTCAGAGGCCTTTGTGG CAGCCC CTCCAATCATAGTCCTGGAGGTCTAGCAGGGAAAAATGGTTTCATG 
GACCAGGCCCAAGACCCCGCTGCTCTCTGCAGCCTTGGGACATGGTGCCCTGCATCGCAGCTGCTCCAGTTCCAGCTGT 
GGCTAAAAGGGGCCAAGGTATAGCTTGGGCTGTTTCTTCAGAGAGTGCAAGCTCCAAGCCTTGGTGGCTTCCAAGTGTA 
TTGGGCCTGTGAGTGTGCAAAAGGTAAGCGTTGAGGTTTGGGAACCTTTGCCTAGATTTCAGAGGATGTATGGAAACTC 
CTGGATGTCCAGGCAGAAGTGTGCTGCAGGGGTGGAGCCCTCATGGAGACCCTCTTCTAGGGCAGTGCAGAGGGGAAAT 
GGGAAATGTGGGGTTGGAGCCCCCACACAGAGTCCCTCCTGGGGCACTGCCTAATGGAGCTGTGAGAACGGGGCCACCA 
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TACTTGAGACCTCAGAATGGCAGATCCACTGACAGCCT 
CTGTGAAAGCAGCGATGGGGGCTGTATTATGCAGAGCC^ 
ATCAGTATAACCTGGATGTGAGACATGAAGTCAAAGGAGATAA 
GTTTTGGACTTACATGGAGCCTGTAGCCCCTTTGOT 
CCTGTACTCTCATTGTATCTTGGAAGTAACT^ 
TCTCTTCAAAGAGTCTCATCTTTGTCT 

GTTAAGACTGTTGGGAAGGCATAATTGTGTTTTGAAATATAAGAAGGATATGTGATTTGGGAGGGGCCAGGACAGAATT 
ATATGGTTTGGCTTTGTGTCCCCACCCAAATCTCATC 

GGTAATTAGATCATGGGGGCTGATTTCCCCCTTGCCATTCTCATGAGACCTGGTTGTTTAAAAGTATGTAGCACTTCCC 

CCTTTGCTCACTCTCCTGCTCCACTATGGTAAGACATGCTTGCTTCCCCTTTACCTCTGCCATGATTATAAGTTTCCTG 

AGGCCTCCCAGCCATGCTTCCTGTACAGCCTGCAGGACTGTGAGTCAATTAAAACTTTCTTCTTATACCATTTGATC^ 

GC^^TCTCATTACTGGGTATATACCCAAAGGATT^ 

CAAC^CTATTTACAATAGCAGAGACATGGAACCAACC 

CACATACACCATGGAATACTATGCAGCCATAAA^ 

GGCATAATCCTCACCAAACTAACACAGGAACAGAAAACCA^ 

TGAGAACACATGGACACAGAGAGCGGAAAAACACACATCCAGGCCTGTTGGGATGTGGGGGGTGAGGGGAGGGAACTTA 
GAGGATAGGTCAATAGGTGCAGCAAACCACCATGGCACATGTGTACCTATGTAAGGAACCTGGACATTCTGCACATGTA 
TCCCATTTTTTAGAAGAAATGAAACAAACAAAG^^ 

ATAGTAATGTAAGAAAAGACTAACATCAAAGGTCACTATTCACAGTGCAGTACTGGAGTGAAATGTGTTAAGAAAAAGA 

TTTCCTAAACTTGGAAATAGCCATATTGGAGAAATGTGCAACAGATCCATCATTGATGATTTAATTATTTAAGGCTGTT 

AACTTTGATTTAACGCTATTGATTGGGATATTTACAACTCTATGCATAGATGGTGACTTATGAAAACTGAGAGTGGTGC 

AAATAAATTCTTCCCAGTAGAAAAGAACACTCCAGGGGATATAGTTAATGCAAGACATTAACCAGTTTTATATCTCTTT 

TAGC^TTTTTTATTCAGTCATCTTTTTTC^ATAACTATAAATACTTCTGCTTCTGCTGTATTCTTTTTTCTCACCTTTT 

CTATTTTATTGGTTCCCATAATAATGAGTTAAATAAATCTTTGATACATGCTTACTTTATTTTATATGAGAGTCAGGTT 

TTTAAAATTATACTTTGACAAATGAAAGTCCTCAGTGAACATGTACTACATCTTGAAAAAAGGGATGGCCTGGGGCTGA 

TAATACTATAAAACAAGAGTTGACAGACTATGGCCCCATGGGTCAAATGCACTTGTAAGAACGTTTTATTGGAACATAG 

ACACACTCATTGATTATGTCTTGTCTATGGGTTTTGTTCTGCTATAGCAGAATTGAGTAGTTGCAACTATGATCATATG 

GCCCATAAGGCCTAAAATATTTATTATCTGGCCTTTTACAGAAAAATTTTGCTAAATTCTGTTATAGGAAATCCTGAAT 

TTTAAGACTAATCATGAACATAATTTGTTAATCGTTCTCAGAAAATTGACAGCACTAATGATTTATAA 

ATAGAATATTTAATTTGATTTACTAGAAAATTATGAATAATGCAGAATAATATATACTCTGAATTAAACTTATTGATCT 

C^^TTTGGAAAACAGAAAACAATGAAGAGATATAATCAAATCTAGAGCCAAAAGTGGCCAATAACTACCTAAATATTAC 

catatattaaac^tc^gatggaatcaactgtc 

atcatcttaagaacttgaactcatttttattaaatgtatatacatttagtttaaatgaaaatatag 

tactttatttctcactttgactttttaattaaatatgtcttgatttcatcagataagaaggcatctggtgtattaagtt 
ttgttaattgaaaaatctcaacttttttattc^ 

ctagctttttttttttttttttgtctttccttctcttttctctcctgccaccttaatgtagggtgaatgaatttgccac 
ctcaaagctatctacaatgggtcaggcaaaataaccacaatatgggtttgtacataatttgggaaggagttcttctcct 
gtcccttcttcctttggcaatgcctcttaaatcacagttgtgttggttgaacagctctatgaatatatgaaaagccact 
gaattgtgcacttaattgggtgagttgcatggtatgtaaaatacatcttaataaagctgacaccccaagaaaatcacag 
gagaaaaaaaatcgtaccgagttaatggtatataatgaaaaagaaaaattgatgttcagtgcctactgtgtactagaaa* 
cttacaaatggacagatatatgagtatcaaaatcaaaagtgcacagcaacctaaaacagctctgtcacccaggctgtag 
tgcaatggcctgatcatggcctattgcagcctttgccaaaggagctcaagggctcctcccaccccagccttcggagtag 
ctgggactacagg(^tgcaccaccatgcctgggctaatttttttttttttttttttgtagagatggagttttatcatgt 
tgtccaggctggccttgcactccttgactcaagcca^ 

agccaccatgtctagcatagagttgtattttctaggtttaaagtaattaaattatggatctgcaagcccaaataatttt 
tataagttataatttttcttattt^attataaagtattcccagggactctgtgaagtcctgttatgtctgggctcacgta 

TGAGGCACACAAGG(^GGCAGTAATGAGACTGCTTTTAATCTGTAAATATATAAGTAAACATTCAAATTAATT 
TTTTAAAGAGTGAGATTAAGAAATGTTAAAATGCACTCATTTTAACAATGTTTCCATTGTGCAAAACATTTTTGGCATT 
ATTTGTCTTTTTCAGGCAGGAAAACCAGTGTCAAAACTTTATAATCATGTCTTATTTCTGTGTGTATGTGT 
AGTATTAATTAGCATCATTGCTTGTTTCCAAATC 

AAATTCACACAATTGAGAATATTCCAAAGAATGGGCCTAATGGGGATCACAGAACTGATTGGAAGACTGAGACTGAAGA 
TCTAGGCTCAGAAATTTGGCATGAATCTTGGCAGTAGGTGACACAGTTCAGGTCACACCACAAAGCAATCTGGTGTAGC 
ATGTCTC31CTGGC7VTGGCCACCATTAGACTTTATC 

AGATGCAGTCATCCCAGGTGGGAGTGTTCGTGCAAGCCAAGCTTATGTGCCATGCACCAGATGTCAGTGGATGGGGGTG 
TGTGAATCTGTTAGGTAGCAGAGCACAGTTTGCCACCAAAAT^ 

AAATCTTTTACATTAAGGATTACTGACATTATAGAAGTGTCTTTGGATTCTTTTATTAGTTAAGGTGAGCATATATTAC 
GTTTGTAATTTTAAGTCGAGTACATAATAATTATAAAAGAGAGATTTTTATTCTTTCAAGTTT(^ 

CTCTTTGCTTCGATATAGGGTACACTAGAGAGGGrTGTACACCTCAGTTCATTGCTCCACACTCTCCCAGCAGGGAGCA 

TAGAACCTTGACCTTTAGAACATTCCACTTAATGG 

AAGAAGAGGAAAGAAATGGCCATAAAATGCCCACACATOT^ 
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CTCCATTGGGCACTCTTTACCTC 

GAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCACTGGTGCGATCTCGGCTCACTGCATCCTCCCTCCCAGGTTC 
AAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGCCCGCCACCACACCCGGTTAATTTTTGTATTT 
TTAGTAGAGACGGGATTTCACCATGTTGGCCAGGATGGTCACGAACTCCTGACCTAAGGTGATCTGCCCTCCTTGGCCT 
CCCAAAGTACTGGGATTACAGGCGTGAGCCTVCCGCGCCCATCCAAAC 

GAAACAAAAGTTGGGAAGGCAAGTGTTCTGTTCCATTTCATTAGGAGGCTGACTCTCTAGGAACCTCTCCTGGTCGCTG 

GGACCATTGTTACAAGGTTGAGAACTGTGAGTGTACGGAAACCCAGGGGAAACATTTTTCCTCATTTACTTCTCAAAAT 

AGAGGTAGGAATAAGGCATGGAAAAATATAAATGAGTAAATATAATCCTTGTTACCTTGGAATAATTGGTGATAAAGTG 
CAGGTGCATCTTATTTTCATTCTATCAAGTCGTTTTCT 

TTCACTCCTATTTTCTTGCTACTATCCTGTTTTGGGGGCAGGGCAACTCTACCCTGGGGAACGATCAAATGTTTAGGCA 

AATATATCCTGGTGTTATAAGCTCATTAAATTTCTTGTCATTTCTTGCAGTGTGCTGGGAAGTGCTGTTTGTGGCCCGT 

TTTTGC7VATGTAGAACCTCTCTTTTGTGAGAGCCATGGAAGTTCCTTATTTGATAATTAGTCTCTTGCTTTAGGCAGTG 

CCATTAAGAACTCCATATAAGCTGCCAACACTTTGTGGATGTGCAGAACCCCGTAAGCTTCCTATAGCTACTATTGCAA 

GTAAAATTTTCAGATGCTTCTGAAGTCTTACCCACTTATCTTGGCGTAGAGGTTCTCAAGCTTCAGCACTGGAGGATCA 

CCTGGAATTGCTCGTTAAGACACACATTGCTGGGATCCACCTCCAGGGTGTCAGAGTCAAGTCTGGGGTGAAGCCTGAG 

AATGTGCATGTCTAACCAGTTCCCAGGTGATGCTGATGTTGCTGGTTTTGAGACTATATTTTGAGATTAAGAACTGCCT 

TGGATTAAGAGCTGACCTGCGATCTACAGCTCAAATAGTGAAGTAAACATCCTAAAGAAAATGGAAAAACCAGTGCAGT 

GAGTGATTGAATTACTATTTGTTCAATATCACAGAGAGCATAGTATTACATAAGGGCTTTGGGGAATATTTTAGGTAAG 

TATATATAACTCTTGCCACCTAGGATGTTCATAGTAACTATAAGACAGTATTTTTGTTTTCCAAGTAATTTTAATGATC 

CTGTAGATCCTCTTCCTTTTTGTATATAATATCAATCTAATAGTTTCTTGTTTAATATAAAAATGAAATCTTATTT 
ACAAGCAGCAAGCAGCTATTTTTTCAGATTTTCCCCC 

GCTTCAAAAAAAGCTTTGCAAATATGTTGCAATAATACGAATGATTTCAGTGTTGAAATCCATTTGTGAAAGCAGGCTT 

TGCTTATATTTTGGGTCCTGCCTTCTATAAAATGCTCAGATTTGCTTTTATTAAGATCATACACTCAGTGACCTGAGGA 

CCAGATGGAGGTTATAAGCAGCTCTTTAAGGCTTCAGAGCTTAGCCTAGAGAGTCAAACAGCTCTTTGAACTGGCGTCT 

CAGCTCTGTCATTTAGGCAAATTGTTTATTTTCTGCAAAGAACCAGCCTTAGGCTTTGTTGATCTACGTATGTATATTT 

GTTTTTTATTTATTTGCATTATTTCATTCATTCTGTTTTCTTTGACTTTAATTTGCTAGTTTTCTTTGAAGCTTGTGAG 

ATAAATGCTTAGATCATTGATTATCAAAATTGTGTCTATTCTAATATATATATAATATATATATGATAAGGCTATACAT 

TTTCCCCTTAGCACAGCTTTAGTAGCCTCCAACAAATTTTGATGTGCTGTGTTTTTATTATAAATCAGTTTGAAATATA 

TATTCTAATTTTATTATGATTTCTTGAGCCTATGGATTATATAGAAATATATTTCTTAAATTGTAAACATATGGGGATT 

ATTTGATGTCTCTAAGCCGCAGATTTCCTATTTTATTTTATTTATTTATTTTTTATTATTATACTTTAAGTTTTAGGGT 

ACATGTGCACAATGTGCAGGTTTGTTACATATGTATACATGTGCCATGATGGTGTGCTGCACCCATTAACTCGTCATTT 

AGCATTAGGTATATCTCCTAATGCTATCCCTCCTCTCTCCCCCTACGCCACAACACTCCCTGGTGTGTGATGTTCCCCT 

TCCTGTGTCCATGTGTTCTCATTGTTCAGTTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTTTTGTCCTTGCAA 

TAGTTTGCTGAGAATGATGGTTTCCAGCTTCATCCATGTCCCTACAAAGGACATGAACTCATCATTTTTTATGGCTGTA 

TAGTATTCCATGGTGTATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATCACTTTTGGACATTT 

GGCTTGGTTCGAAGTCTTTGCTATTGTGAATAGTGCTGCAATAAACATATGTGTGCATGTGTCTTTATAGCAGCATGAT 

TTATAATCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGCATTTCTAGTTCTAGATCCTTAAGGAATC 

GCCACACTGATTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTGAAAGTGTTTCTATTTCTCCACATCC 

TCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATTGCCATTCTAACTGGTGTGAGATGGTATCTCATTGTGGTTTTG 

ATTTGCATTTCTCTGATGGCCAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGCTGCATAAATGTCTTCTTTTGAGA 

AGTGTCTGTTCATGTCCTTCGCCCACTTTCTGATGGGGTTGTTTGTTTTTTTCTTGTAAATTTGTTTGAGTTCATTGTA 

GATTGTGGATATTAGCCCTTTGTCAGATGAGTGGGTTGCAAAAATTTTCTCCCATTCAGTAGGTTGCCTGTTGACTCTG 

ATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAATTAGATCTCATTTGTCTATTTTGGCTTTTGTTGCCATTGCTCTT 

GGTGTTTTAGACATGACGTCCTTGCCCATGCCTATGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGGCTTTTATGG 

TTTTAGGTCTAGCATTTAAGTCTTTAATCCATCTTGAATTAATTTATGTGTAAGGTGTAAGGAAGGCATCCAGTTTCAG 

CTTTCTACATATGGCTAGCCCGTTTTCCCAGCACCATTTATTAAATAGGGAATCCTTTCCCCATTTCTTGTTTTTCTCA 

GGTTTGTCAAAGATCAGAAAGTTGTAGATATGCAGCATTATTTCTGAGGGCTCTGTTCTGTTCCATTGGTCTATATCTC 

TGTTTTGGTACCAATACCATGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCATGATGCCTCC 

AGCTTTGTTCTTTTGGCTTAGGATTGACTTGGTGATGCAGGCTCTTTTTTGGTTCCATATGAACTTTA 

TCCATTTCTGTGAGGAAAGTCATTGGTAGCTCGATGGGGATGGCATTGAATCTATAAATTACCTTCGGCAGTGTGGCCG 

TTTTCACGATATCGATTCTTCCCACCCATGAGCATGGAATGTTCTTCCATTTGTTTGTATCCTCTTTTATTTCATTGAG 

CAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTTGTCAGTTGAATTCCTAGGTATTTTATTCTCTTTGAA 

GCAATTGTGAATGGGAGTTCACTGATGATTTGGCTCTCCGTTTGTTATTGGTGTATAAGAATGCCTGTGATTTTTGCAC 

ATTGATTTTGTATCCTGAGACTTTTCTGAAGTTGTTTATGAGCTTAAGGAGATTTTGGTCTGAGACGATGGGGTTTTCT 

AGATATACAATCATGTCATCTGCTAACAGGGACAATTTGACTTCCTCTTTTCCTAATTGAATGCCCTTTATTTCCTTCT 

CCTGCCTGATTGCCATGGCTAGAACTTCCAACACTATGTTGAATAGGAGTGGTGAGAGAGGGCATCCCTCTGTCTTGTG 

CCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGTCCATTCGGTATGATATTGGCTGTGGGTTTGTCATACATAGCTCTTA 

TTATTTTGAGATACGTCCCATCAATACCTAATTTATTGAGAGTTTTTAGCATGAAGGGTTGTTGAATTCTGTCAAAGGC 

CTTTTCTGCATCTATTGAGATAATCATGTGGXTTTTGTCTTTGATTCTGTTTATATGCTGGATTACGTTTATTGATTTT 

CATATGTTGAACGAGCCTTGCATCCCAGGGATGAAGCCCACTTGATCATGGTGGATAAGCTTTTTGATGTGCTGCTTGA 
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TTCGGTTTGCCAGCATTTTATTG 

TGTGTCTCTGCCAGGCTTTGGTATCAGGATGATGCTGGCCT^ 

GATTGGAATATTTTCAGAAGGAATGGTACCAGCTCCTCCTTGTACCTCTGGTAGAATTCGGCTG 
CTGGACTTTTTTTGGTTGGTAAGCTATTATT^ 

TCTTCCTGATTTAGTCTTGGGAGGGTGTATGTGTCCAGGAATT^ 
TAGAGGTGTTTATAGTATTCTCTGATGG^ 

TTGCATCTATTTGATTCTTCTCTCTTTTCTTCTTTATTAGTCTTGCTAGCGGTCT 
AACCAGCCTCTGGATTCATTGATTTTTTG^ 

TTTCTTGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTCTCTAGTTCTTTTAATTGTGAT 
TTTAGATCTTTCCTGCTTTCTCTTGTGGGCATTT^ 

AGATTCTGGTATGTTGTGTCTTTGTTCTTATTGGTTTCAAAGAACATCTTTATTTCT^ 
AGTAGTCATTC71GGAGCAGGTTGTTGAGTTTCC&^ 

TTTGATTGCACTGCGGTCTGAGAGACAGTTTGTCATAATTTCTGTTCTTTTACATTTGCTGAGGAGAGCTTTACTTCCA 
ACTATGTGGTGAATTTTGGAATAGGTGTGATGT^ 

TGTAGATGTCTATTAGGTCTGCTTGGTGCAGAGCTGAGTTCACTTCCTGGGTATCCTTGTTAACTTTCTGTCTCATGGA 

TCTGTCTAATGTTGACAGTGGGGTGTTAAAGTCTCCC^TTATTATTGTGTGGGAGTCTTAGTCTGTTTGTAGGTCTCTA 

AGGACTTGTTrTATGAATCTGGGTGCTCCTGTATTGGGTGCATATATATTTAGGATAGTTAGCTTTTCTTGTTGAATTG 
ATCCCTTTACGATTATGTAATGGCCTTCOT 

GGTTGCAACCTGTGACTGTTTTTGTTTTCCATGTGCTTGGTAGATCTTCCTCCATCCCTTATTTTGAGCC 
CTCTGCACATGAGATGGGTCTCCTGAATACAGCACACTG 
TTTAATTGGAGCACTTAGCCCATTTACATTTAAGG^ 
CCTGGTTATTTTGCTCGTTAGTTGATGCAGT^ 

GCTGGTACCGGTTGTTCCTTTCGATGTTTAGTGCTTCCTTCAGGAGCTCTTTTAGGGCAGGACTGGTGGTGACAAAATC 

TCTCAGCATTTGCTTATATGTAAAGTATTTTATTTCTCCTTCACTTATGAAGCTTAGTTTGGCTGGATATGAAATTCTG' 
GGTTGAAAATCCTTTTCTTTAAGAATGTTCAATATO 

CCGCTATTAGTCTGATGGGCTTCCCTTTGTGGGTAACCCGATGTTTGTCTCTGGCTACCCTTAACATTTTTTCCTTCAT 

TTCAACTTTGGTGAATCTGACAACTATGTGTCTTGGAGTTGCTCTTCTCGAGGAGTATCTTTGTGGCATTCTCTGTATT 

TCCTGAATTTGAATGTTGGCCTGCCTTGCTAGATTGGGGAAGTTCTCCTGGATAATATTCTGCAGAGTGCTTTCCAACT 

TGGTTCCATTCTCCCCGTCACTTTCAGGTACACCAATGAGACGTAGATTTGGTCTTTTCACATAGTCTCATATTTCTTG 

GAGGCTTTGTTCATTTCCTTTTACTCTTTTTTCTCTAAACTTCTCAATTCATTTCATTCATTTCATCTTCCATTA 
TACCCTTTCTTCGAGTTGATCGAATCGGCTACTGAAGCTO 

TCCATCAGTTCATTTAAGGACTTTTCTACACTGGTTATTCTAGTTAGCCATTCGTCTAATCTGTTTTCAAGGTTTTTAG 

CTTCTTTGCGATGTGTTCGAACTTCCTTCTTTAGCTTGGAGAAGTTTGATCATGTGAAGCCTTCTTCTCTCAACTTGTC 

AAAGTCAATCTCCATCCAGCTTTGTTCTATTGCTGGTGAGGAGCTGCATTCCTTTGCAGGGGGAGAGGTGCTGTGATTT 
TTAGAATTTTCAGCTTTTCTGCTCTGTTTTCT 

GTACAGATGGGGGTTTTGTTGTGGATGTCCTTTCTGTTTGTTAGTTTTCCTTTTAACAGTGAGGACCCTCAGCGGCAGG 

TCTGTTGGAGTTTGCTGGAGGTCCACTCTGGACCCTGTTTGCCTGATATTACCAGCAGAGGCTGCAGAACAGCGAATAT 

TGCTGAACAGCGAATATTCCTGAACAGGAAATATTGCTGTCTGGTAG07TCCTCTGGAAGCCTCATCTCAGGTGGGTACC 

TGGCCATGTGAGGTGTCAGTCTGTCCCTACTTGGGGGTGCCTCCCAGTTAGGCTACTTGGGTGTCAGGGACCCACTTGA 

GGATGCAGTCTGTCCGTTCTCAGATCTCAGACTCCTTGCTGGGAGAACCACTACTCTCTTCAAAGCTGTCAGACAGGGA 

CATTTAAGTCTGCAGAGGTTTCTGCTGCCTTTTGTTTGGCTATGCCCTGCCCCCAGAGTTGGAGTCTATAGACGCAGGC 

AGGCCTCCTTGAGCTGAGATGGGCTCCACCCAGTTCGAGCTTCCCAGCCACTTTGTTTACCTACTCAAGCCTCAGCAAT 

GGTGGGGCGCCCCTCCCCCAACCTTGCTGCTGCCTTGCAGTTCGATCTCAGACTGCTGTGCTAGCAATGAGCGAGGCTC 

CGTGGGCGTGGGACTCTCCGAGCCAGGCNCGGGATATAATCTCCTGATATGCCGTTTGCTAAGACCATTGGAAAAGTGC 

AGTATTAGAGTCGGAGTGACCTGATTTTCCAGGTGCCGTCTGTCACAGCTTCGCTTGGCTAGGAAAGGGAATTCCCTGA 

CCCCTTGTGCTTCGCAGGTGAGGCGATGCCTCACCCTGCTTCAGCTCACACTCGGTGCACTGCACCCACTGTCCTGCAC 
CCTGC^GTGTAGCAAAGTTTGAAATGTAGATAGCCAGAAGTCAGTC 

AAATTGTTTTCATTGATTTCTACTCAAATTTGAAATTCTTTCCTGTCGTCAACATGTTTGATGATGCCTAATATGAGCT 
ACAAATTCACTATACCATTTTTTTCTTTTTTC 

GAAAGATGCTGTCATAATAGAAACAATATGCCT^ 

TCATATGTTTTATGCTTTCCTATATATCAGATTATGTTTTAGCATTTCAGAGGCACTGTGTCCTGCTAAAATCCTGTGT 
TTCCAGATGAAATGGCAAACATTATTTCCAGCAATGTGATAAA^ 

AAATTCACCAATAAGTCAATATATGCAGTAAAATAGTTATTACAAGAGTAGCTAAGAGTAATTAATATGAGTAAGTCTG 
TAGCTTAACACAGTAAAGTATCACTTTTAAATGCA 

ACCAAATCCAGCCTACTGTTTTATTTGTAAAAAATTA^ 

CACTGCTTTTGTTCTAGAAAAGCAGAGTTGAGTAGTTGAAAAAAAGACTGTGGCCAGGCACAATGTCTCATACCATAAT 
CCCAGCACTTTGGGAGGCCAAGGTGGATCACTAACTGGTCACTAACTCTTGGGCTCAAGTGGGTGGATTACTTTAGCCC 
AGGTGTTAGTGACCAGCCTGGGCCACATGGTGAAACCCTGTTTCTACAAAAAGTACAAAAATTAGCCGGGAGTGGTGGT 
GTGAACCTGTAGTCCCAGCTACTGGGGAGGCTGAGGTGGGAGGATGACCTGAGCCTGGGAGGTCAAGTAAGGCTGCAGT 
GAACTGAGATCATGCCACTGCACTCCAGCCTGAGTGACAAAGTGAGATCCTATCTCCAAAAAAAAGAAAAAA 
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CTGTAATATAAGACCCCC^TGTCAAAAATATTTACTATOTGATCCTTTACAAAAGCGTTTGCTAACTCCTGTCCTTGT 

GTATGCTTTGATTTCATATTAATTATATCTTATGTTATTTATGATACATATATGANATACACATATATATCTAATATGT 
TATATATTTAAGAATTATTCACTATGCCAO^^ 

TGGAAAGAAAGAAGGCTAGCAGAAGCTTCAAAATATCAAAAACTCTCTTACTGTGTGGCAATATAAACTAAAAACTGAT 
GCTCAAAATCATGAAGATAGGAAAAAGAATCAAGACS^CCAAAAAATATC 

AGATGTTTATGAGAACCaGGGTCCTTTCAAACAGGGGGTGAAAAAGGAGTGAGAAGATGTGCATGGCAGTGAAGAAGAA 
CTTAATTTGCACACAGTCAACGGGGGGGTGGGCAGGAGGGCCAACAC^GCTGCATTTCTACC^CATTATTTATTTTGGT 
AAGTACTGTCATCTTTTGTTATGAGCCATATTTCATTCAACAGTGTTTAATGACTTTTTTCCAAATCATTACTCCATAA 
TATTTACTGAGAATCAAACAGAACTTACAATAGAAAAAAGAGATACTTC 

TCGTGTGACAAGAGAACCAAAGAGTAGTCAGCTAAACCTATAGAAATGAAGTATTCTAAAAATGTGTCAGAC^ 

TAACACAATA1TTTATTTTTCTAAA.GATCTTGCAGTGTTTGTCATCTTTATCACCTTTTAAAAGTTTGCATTTTATTGT 

CACTTTTAAAATTTTTAAATAAATGTCCATTTTGTATCTATCATTCTGTGTCTTTATGTAATAGTATCTAATATTCTAT 

ATCTGTATCAAATATTCTGTATGTACTTCATATTCATTTTATCTTATTTTATTTATTTATTTATTTATTTATTTATTTA 

TTTATTTTAGACAGAGTCTTACTCTGTCTTCCAGGCTGGAGTGCAGTAGCACAATCTTGGCTCACCACAACCTCCACCT 

CCCGGGTTCAAGCAATTACCCTGCCTCAGCCTCCTGAGTAGCTGGGGTTACAGGCACACGCTACCATGTCCAGGTAATT 

TTTGTATTTTTAGTAGAGATGGGTTTTGCCATGTTGACCAGGCTGGTCTCAAACTCCTGACCTCAAGTGATCTGCCCCC 

CTTGGCTTCCCAAAGTGCTGGAATTACAGATATGAGCCACCACATCCAGCCCCATTTTACCTTAATTTGTAAGAATATA 

TAATTATATTTATAATTTTATTCATTTTATATTAATTTTTCTATTTCTTAAAGGCTAAATCTCTAGTTTCCTTTTTATT 

TTTCAGGTAGAGGATTTTAATTCACTGAGTACCTGATCATTTTACATACCTAGTCAAATAAATATGAAATTTGAAGAAC 

TAAGATTAAGTTTTAAAAATTCTTAAGTGCATACAATCCATTGAAGAAAACAAAAATTGCTTAAGCAGTTTTTAAAACC 

TTGATAAGAGGTCATCAACATGATTTAAATGTGAAATTAGCTAATGTAAGTAGCAGTTAGAATGAGATTTAGCTTATAT 

ATTTGGAGGTATAATGGAAAACTCTGGTGAGGACTCTTTTATTGCACACCAAGAGAAACATGAGAAAGAAAAATGAGTT 

GCATTTTTCTGC^TTTTTCCAGAAGTGAAATGCTTTGC^CATCCTCAGAAAGAAAGAGAATACATGAGTAATATGAAA 

GAAAACTATATAAAGGATTTAATTATTTCCAAATTGCCTGGGTGTTTTTTTAGTGCCTGCTTTTTTTTTCAAGCAGGAA 

TAACTGTAGAAACTTTTATTTATTTATTTTTAAAGGAATGGTTACTATTCTTAGGAAAAGTGGCAGTAAATATAGTTAA 

TAACGGTAATTATAATTTTATAAACTCATTCAAAAGTCTTGATTTTAAAGGCGATAGTAAAAAAAATATATATCTATTT 

ATCTTGTTCCCTGAAAAATGGTAGCACTCCTGACCACTGAGAGACTGTTCTCCTCGGCATAATTGATGGCCTTCAAAGC 

CATCATACTTCAGTATTCAATGTCAAAGATTTATTTCCATTTGCAAAATTTGCTTAGAACTCACCT 

CTCTTATGACTTATAAGATAATATTAACATCTACATAACAGAATCTCACTCACAGAATGTTTGAGCCACGAAGGTGCTC 

TGAGACCCTCTGCCTCAACAGCCTCATTCATAGATGAGAGAAGCCCAGAGAGGTGAGGACGCCTTCCAAAGCTCTAGCA 
CTTGTTTCTAGACATGGAACCAGGACAGCCCTTGGCATTTCCC^ 

TCTTTAACACTGAATTAGAATTATTGCACATTACATTGCATTCATCAAGGCCTACCCTTCAGGCAGTCTGATGTAACAG 

TCTATTATAAGACATCCGAGAAAAACCATCCACTATCCTTTC^GATGTTCTCAAAACAATTTGTATTAAGAGCTAATAA 

AATGAAACAGAAAATGCCAGGTAAACTTTTTAAAATAAAGATTTTGTGATTCATTGGGTTTAATTATTGGTTTTATTTT 

AGCATTACTTTGATACATTTCATGAAGTATACAGACAGAACTAAAGCCACATTTAAAAGGCAATTAATAAAACCCAGAC 

ATTATGATATAATTTACATACATTTAGATATATTTAAAGTGTACAGTTCATTTATTTAGTATAACCACAGAGTTGTGCA 

AACATCACCACCATCTAATTCTAGAACATGTTAGAACCCCAAAAGAAACTTCATATTCATTAGCATGTTGCATTCCTGG 

CAGCTCCCTCTTGCCACCCTGTACCCTCAGTCCTAGGCAACCACTAAACAACTTTCTGTCCTCATAGACTTGTCTATTC 

TAGACATTTCCTATAAATGGCATCATACGATATGTGGTATTTTGTGACTGGCTCTGGCTTCTTTCACTTAGTATAATGC 

TTTCACATTTATCATGTAGCATTTGTAAGTGTCTTTCCCTTTTATAGCTGAGTAATATTCCATTGTATGTGTATTCCAC 

ATCTTTATTTATCCATTCATCACTTGATGAATATTTGGATGGTTTTCACTTTTTGGCTACTATGAACAATGCTGCCATG 

AACATTTGTGAACAAGTTTTAGTGTGGCATTATGTTTCCATTTCTTTTGGGTACATATCTAGAAATAGAATTACTGGGT 

CATAGGGTGACTCTATGTTTAATATTTTGAGGAATTCCCAGACTGTTTGCAAAGTGACTGCATCATCTTACAATCTCAC 

CAGTAAGTATGGCATGAGGATTCCAATTTCTTCACAGCCTTGTAAAAAGGAAAATTTTACAATTATAATTATTTGGCAA 
AAATTCAATGAATTTTTTGAGCATCTATTTTGTGAAAG 

TTGTGGAAAAAATTAGAACTTTTCTAAAGGACATTATTTTTAAAGTTTATTACTTATTATTTATTAATTTTTATTAATA 

CATAATATTGCTATGTATCAGGTACATGTGATAGTTTGATACATGCATACAGTATATAATGATCAAATCAGCATATTTA 
GAAAATCCATTACCTCAAGCATTTATTTCTTTGTGTTTC 

CAATATATTTTTTGTTAACTATAGACACTCTATTGTGCTATTAAACACTAGAACTTATTTCTTCCACATAACTGTATGT 

TTGTACCCATTAACCAATCTGTCCTCATCCCCCCAGCCCTTTCCCAGCCTCTGGTATCTATCATTCTATTCCCTACCTC 

CATGAGGTCAACTTTTTAGCTCCCACATATGAGTGGGAACATGTGATACTTGTTTTTCTGTGCCTGGTTTATTTCACTA 

AACATAATGACTTGCAATTCCATCCCTGTTGCCGCATATGATGAGATTTC^ITTTTAATGGCTGAATAGTATTTTGTTG 
TGTATATATACC^TArTTTCTTTATO 

TAGAGCAGCAATAAATATGGGGGTACAGTTGTCCCTTTGATTTATTGATTTCCTTTCCTTTGGACAGAGAGACAGTAGT 

GGGATTGCTGGGTCAGATGGTAGTTCTATTTTTAGTTTTTAAAGACACTTTCATACTGTTTTCCATAGTCGTTGTACTA 

ATCTACATTCCCAACAATGC^TAAAGAGTTCCCTTTTCTCCACATAATCACC^GCATGTGTTATTTTTTGACOT 

ATAACCATTCTAACTGGGGTGAGATGGTATCTCATTGTGGTTTTGATCTGTATTTTCCTGATGATCCGTGATGTTGAGC 

AGTTTTTCCTAAACCTGTTAGCCATTTGTCTTTTTAGAAATGTCTATTCATGTCCTTTGCTCACTTTTTAGTGAGATTA 

TTTGATTCTTTGCTGTCGAATTGTTTTGAGTTCTATGTATATTCTGGATATTAGTCCCTTGTTGGATGAATAGTTAGCA 

ATTTTTTCTCCATTGTTCATGTTATCTCTTCACTCTGTTGATTGTTTCCTTTCCTGCGCAGAAGCTTTTTAGTTTAATG 
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TCGTTCCATTTGTCTATTTTTGTTTTGGTTC 
CTTGA AGCA TTTCCTCTATGTTTTCTTTTAGTAGTT^ 

ATTGATTTTTATACATTGTGAGAGATAGAGGTCTAGTTTCATTCTTCTGCATGTG 
TTATTGAAAAGAATGTCCTTTCCTCAGTGTATGTTC 

TTATTTCTGGATTCTCTGTTCTGTTCCACTGGTCTGTGTATCTGTTTTTATACCAATAG 
AGCTTTGTAGTATATTCTGAAATGTGTTAGTGT^ 

GGCTCTTCTATGGTTCTATGTGAATTCTAGGATTGTTTTTT 

ATTGCATTAAATCTATAGCTTACCTTGGGTAGTATAGTC^ 

ATGTCTTTCTATTTTTGGTATCCTCTTCAATT^ 

CATAGAAATCTTTCACCTCCTTGGCTAAATTTATC 

TCTTTTTCAGATAGTTGGTTATTGGTGTATAAA 

GAATTTGTAAAATCATGTCATCTGAAGTAGAGACAAT^ 

CTGTCATCCAGGCTGGAGTGCTCTGGTGTGATCTTGACTCACTGCATCCTCTATTTCCCAGGCTCAAGTGATCCTCCCA 
CCTCAGCCTCCTGAGTAGTTGGGACTACAGGTGTGTGCC&C 

GTTTCATC^VTGTTGTCTAGTCTGGATTTGAACTCCTGGGTTCAAGCAATCTGCCCACCTCAGCCTCCCGAAGTGCTGGG 
ATTACAGGCTTGAGCCACCACAACTGGCTGGCATCCTGTTTTCCAGTTTGGATGCCTTTCATTTCTTTCTCTTTCCGGA 
AAGAGAAAGTCTGGCTAGGACTTC CAGTATAATG CCGAATAAGAGTGCTTAGAGTAGGTGTCCTTGTC TTATTCTAGTT 

CTTAGAGGAAAGGCTTTCAGTTATTCCCCATTCAGTATGATGTTAGCTGTGGGCTCGTCATATATGGCCTTTATTATGT 
CAAGGTATGTTCCTGCTATACCTAATTTGT^ 

GAGGTTGTGTCACTCAGTGTCTGATGAGGATATAGAAGTCAGTGTTTGGTGAGAGATAGTAATTTGAAGAGGGAACATT 
TACTATAAAGAATTATTAACTGGCAAAATGTGAT^^ 

CAAACATAGGGAAGAGCTGCTACTTCTAGGACTGAGGGAGGATACCCAAGAAAAGAA.CAAACATGGAAG 

ACCTNAAGGCTGAGATTCAGACCTTGTTGGAGAGGGTGGTGCTGTGGCCCGCAGGATAGAAAAGTTCTTTGAGGTGCCA 

CAGGCCAGGCCTGGTGAGTAGGGTACTGGCTGTTGGGTGCCAGTGGATCAGCACTGTGGTCAAAAAAGTGCCTTCTAGG 

GTGCTGGAAAAACCCACTGGAAGGTGGTCACCATTGGGTCTCCTGCATACTGCTGGCAAGGAAATTGCCTGCTCGGGTG 

ACAATAAAA.CTCAGTAGGAAGCCCTCACTAGGTGCTGGTGGAACTCACTGTAGGGTGACTCTCCCATACACCACTGGTG 

GCGGCCACAGGTAACAAGAACCAGGAAGAATCAAGAAGGAATGCTCCTTTATTTGCTATACCTTGTTTTATTTTATTTT 

ATTTATTTATTTTTTTGAGACAGAGTTTTGCCTTTTTTCCCTGGCTGGAGTGCAATGATGCGATCTTGGCTCACTGCAA 

CCTCCACCTCCCAGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCGTGCTAATTTTGT 

ATTTTCAGTAGAGATGGGGTTTTACCATGTTGTCCAGGCTGGTCTCAAACTCCTGGCCTCAGGTGATCCTCCTGCCTCT 

GCCTCCCAAAGGGCTGTGATTACAGGCATGAGACACCGCATCTGACCCCTTTACTATACCTTGTAGTGTCTCCCCTACA 

CTCTACGAGCAACAGATGACATTGCACTGGCTGACCGAGGAGCCAGATTAGTATCGTGGAACAGGGCA?VAGAAGGGTGG 

ATTTGGAGCGGAGAGGCAATATATTGATAACTGTCTTGGTGAACTCCTTTGGCTTCTTAGCTTCCACATGCACCATTTT 

ATATATATATTTGAACTCTGTATAACACAAAGTCAACTCTGTTCTTCAGAGAAATGCAGAGTTCTCACCCCTTTCCCCA 

^TGAGGAGACACACAGTTCCAACAGTTATCGTAGTCTCATCTGGC 

GAATATTCT CTTAC C TAAAG G C TAAATTG TAGAGTTTATATTC AACAACTTTC ATAAAATAATGAAGAGAGAAAAAGG A 
AAATGGTTAATATATACAAATACACACATATAC 

TTGTAATTGATTGAGAGGCCATAGTTGGTATCTATGGCTTCGTTCTTCTACTGCCTATTCTGTATTTCCATTGCCCTTA 

AATGGTCAAGGTTCTTTATCTGGGGAGTGATCCAAACTTTCATTTCTCAACAGCCTGAATCCTCAATAATCCTGCCCCC 

TCCTTTTGACTCCTGCGGTTTCCCATTAACCTTTATTTCACACCTTGAGTCCAGGTTCCAGGGAGTTAGCTAATATTGG 

AGATGACGCATCTGGTCGTAGGCAGGTGTCTGGTGAGATGGCTGTTTTTCCCTTTGGTCCTGGTCCTTGGACCTCATAC 

ATTGCTGTTGAGCCATTGCTTGTTTCTGTCTACATGGCATATTTACCTCAGGAGGCTCTTTCCACTATCTTCATGTGAT 

ACTTGAGGGAGCTGCATCATCACAGTTTCTTGCTTCTCCAAAACGCTGGGGTGGAGGGGGAAGGGCAGTGGGGTGGGGG 

AAGAGGGATCCAGAATCCCTGCACGGACTCCTCTGGCTGGATGCCAGATGCAGCCACTCTCTTCCCCATCTCTGTGCTC 

CTTTTCTGGGTGGTGGTAGGGTGAGGTGGGAAATTACTTTCTTGTTGGTCTTGGATACTTTGCAAAGACATCAGTACAT 

TTTGTTAGCTTTAAAGGTTTAGTTCTTAGCACTTTGCCATCCTGGGAAATCAATGCCAGCAAATCCCATAGAACTTGTC 

TGCTTTTTGCTTGAATTTACCCGTCCCTGAAGACAATT^AACAAAGAGATGGCATTCTGCTTATAA 

AAAAAATGAAGAAAATATATCTCACAACTCATTTCCCATCOTT^ 

AAAATGATGCCTATTTGAAAATTTACTAAGTAATTACATTCTAGCAGTTATACATGAGATATTTATTATATATCACATG 

TACTATAAATCTAATTATCTGTGGTATAAATAGACATTCCTAATCACTTCCTTTTAAGCATTTTCTCTTGAA 

CATTTGAATTGGATTCAGAAC^CGGAACAAGCACAACTCTTAAAAGTGTCAGACATGCTAGATTTCTTTCTCGCTCCCA 

TGGAAAAAGTAAACACAGCATAAAACACTCATCAATTTTTAGAAGTTAAGAATGTGCTTTATGTAGTTTATCCTAGAAA 
AATCCTCAAGTTATATAAACTTTTAGATTATGAATGAGT^ 

CAAGAATTTATACACAAAGGTGAAAGGCTTTTTGAAAC^^ 

TCTGAGAAATTGTGAGATGACATGCAGGAGGACTTTCAAAATCATCCCAGTGTCCCTCAATCAATCTGGTTCAAATATG 
CAGAATTGGAGGACAGGTCAAGAAAGCAGACGCTGAAAC^GGAGGAAATGAAGTCGGCTTATTGTG 

CCCATCTAAAAAAAGATGATAGTTTACATTGTTTTGAGAATTGTGGAGTGGGAGAAGCAGACCAACCTTTCATACTGCT 
GAAATATAATTTTCCTGGCCACAC^TCTTCCT^ 

CATTTTTTTCTATTATAAAATAATTTCATAGTTGTATTTACCAAATGTTTAAGCATGAATGTGGTAACTGGTGAAAA^ 
GCTTAATCTGTGGTGGCATGAAATGATGAAAAAATAAATATATTTTCTCTTTTTTTTTTCTGTTTO 
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CATCAACTGAAGGGTAGCTAGATQGTTTTGTGCAGAAGTCTGAGTQTCCCTTGTGCCAGGAGATGCTTTTGTTACCTAG 

ATCTGTGCTTCTGGAGCTACTTCACTGGATTGATGTTTAGGGAGGACTAGAAAGTTGAAGGGGAGAAGTTGAATCATGG 

AGGATGTTGGAGTGCTAAGATCCCTGAATGTGGTACCTGTAGATAAATACAGTGACTTTGAGACGCAGAGCAAAGACTC 

CAGTGGAGTCTGTTATTCAGTGAGCAACAGCGTCACCCACCATGGAATAAATCAGGTTGGGGTGGACAATGTAT^ 

GGTTCTGTGATTAAAGATTGTGGGACACACCAGCGGCCCTTCCATAAATAGATTTCACAAGCCTCAGCCTTCTTATGTT 

GGTGGGTGGGGTAGATGGTGGCCAGAGAATGACTGAGATTGGGTTTTCTGTCAACTCGAATGGGAGAGGCTCCTTCAGT 

TGGAATTAGATATGTAAAAGGTAAAGAAATGTGTTATTTCATGTACCTGTGGATTGTGAAACAAATTCATGCTCACTAC 

ATTTGTTTCAAAAGCATAAATAGGCCCTGCCTTCTGCCTTTATCTACTCTACACGTATAGTATGGAACAGTATGATTAA 

GCCAGTATGATTTGAGCCAGAAGATTAAGTTCCATAAAAAGTGAAGAA^ 

CGACTAACTATTCTATGCCAGGTCTGGGAGTATGAGGAAATAAATGTGACATATCCCTTGAGAAAGCAGAAATAATCCA 

AAGAATTCATACATATACAAATTATTAATTACATCAGTAAAAATCTTTATGATGGGTGTGGCCAGGTCTGGGGCTGGAA 

GGCCC^CCTC^GCATrGCAAAAGAATTAGTCTTCAGTCCTGAAGCTCACAGAATTTGCTAACCTATTACTTAGGGGGAA 

TATACCCCTGAATATCATTACTTGAAGAAftAAATACACATTTCCTTTGGAAGAAAGTAAAATCAGAAATCTTGAGGGTT 

CTCTCGAAGAAAATCAGACCTGTAGTTCTAACCAGTCAACTGACCTTAGTTGAGAATaTTAATGTGCCAGAGAAACAAA 

TGAATGCTCACCTTTCCGAGGAAGACAGTAGAAAATAACCCGCTTGACTATCTTCAGCTGGAAAAAAGAACTCTTTTTT 

TTTTTTTTTCTGTGACGGAGTTTCACTCTTGTTGCCCAGCCTGGAGTGCAATGGCACAATCTCAGCTCACTGCAACCTC 

TGCCTCCCGGGTTCAGGCAATTCTCCTGCCTCAGCCTCCCGAGTGGCTGGGATTACAGGCGTGCACCACCACGCCCGGC 

TAATTTTTGCATTTTTCAGTAGAGACAGGCTTTCACCATGTTAGTCAGGCTGGTCTCGAACTCCTGACCTCAGATGATC 

CACCC^CCGCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACCGTGCCCATTCGAAAAAAGAACTCTTTAA.TCC 

ACTATACCTAACCTTTTACTCTCTCCTTTAGATTTAAATGATTAACTTCTGATAATGCTGCAGACATTTTTTTTTCTGA 

AAGATTTGTTAATGAATGGATTCCTTTTGAAAGAAGTCCAGGCAAGAGCACAGAAAAACAGAGAGTTCCAATGATGACC 

AACTGTGAAACATACTATGCTATATAAGAATCCTCTAGAGATGTAACTGTAACACCAAGATCAAAGCACAGGGGACTGT 

ATCAATGCATTTCCCTGCAGAAGATAGGACTCTATAAAGTGAAGGGCAAGTAGCATGTGGAAGAGGAAGGACACTGGGA 

AGAGCCCTAACTGCTGACGGGAGAGCCTAGTCCAGCTCTGGTCCTTCACTGGTCACTGTGAGATCTTAGGCAAATCACT 

TGCTTTTCTGGGCCTTCATTTTCTCATCTGGAACTGAGGTAATCGAATTAGACCCTTCTTTAAGTCCTAAGATTCCAAA 

ATCTCCAATGCAGGCACATATTAATATTGTACCAGGTAGCCTTTGTCCTACATTGAATTGTAGGTATAGTTTGTGCATA 

TTTGTCTCCC^TCCAAAAGTCTGCAGATTCACTAAGGAAGTCAGTTAAGGGCCAATCGGGGGATTTGAAGGATTCAGAG 

CTACAGGAGCTATTCTTTATTCCTGGGTAACTCTAAGCCAGAAGATGGAGAAGCTCACCTAAAAGCTCTGCCATCAGGT 

GTGTGGGTGGTGTTGTACTATGGTGTGGAGAGAGGAGAATGTCTCAGGAGACCAGGTAAGGGTTCCTATGATTGCAGAA 

CCAACCAAAGAGCCTTGGAGGCACCAATGATGATGATTTTCTCTAGTTCTTCAAAAGCCAGGAACTGGGCCATATTGTT 

TTCTTTGAAAGAAAAGAAAAATAAGTGAAAATGCTTCACAGAATATTTTATAGCAACACACTTCTCTGGATTAATTAAT 

AGTTTTAGAAGATGGAGGTAAAGAGCTCATCTGTATAAAGGTCTGAAGATGCACATATCATCTTGGAAAAAAAGAGGCT 

GTTATTCCATCATTTCCACATACACGGTTTTGTTACAAATATAATTGAAAATTI^GTCTTTCAAAAATAGAATACATG 

GGTACTGGAGATTAGGTCACACATAATCAAATTCTAAATTTCTTTTCCAGCAAAGTCGTCCCTACTGAGGTCAGAGTAC 

AAAGAAGAGGGGATGGTAGGCTAAACGCCAAATGAATGAAAAGGGAAGATTTTTCAGGCAGGGAGTCATTAGTCTTGTC 

ACATGCTGCTGATATGAAAGGACTGACCACTGGATTGAGCAACATGAAGGCATGTGACCTCAATACAAGCTTTTTCTGT 

GGTTGGAATGAGATAAAAGAGAACAGGGAGAGAAGTGGAGTCACCAAGTGAGGACAACTCTTTGAAGGAGGTTTGTGGA 

CCATTTGTTGTTATACAGAGGGAAATGCACAGGGGATTTTATGATGAGGGAACAGCTCTGTTTAAGAACTGGGTGTAAT 

TGCTTTTGAGTCCACAGAGAGTCAAGGTTCTCTGTGATTTAATTATTCAGGAAAGAGGCTTCCTAGAAAGTTTACACTT 

TCTTCAAAGAAAGTCAGTTTCTCTCATTTGCATGTCTCTCATTTCTAAGTGACTTAATGAAAATTCCTTTCCCCACTAA 

CTTGAGTTTTATATACCTTGTATGGAGTAGACATAAGAAGTGCTGGTTGGCCTGNTTTGGTGCAGGACAGGATCCCACA 

AAAAGAAATTTCAGCCTTNTAACCTTTCTTCCTTTGACTTTCTGTGATTAGTTTCCTTAGTGTCTGGTAACAGCTCTGG 

TTCCTTTGCTGTAGTGTGGTGAGCCTCATCTCTTCAAACAAATTGGTTCACAGGCTGGGGGATGGTGGGCGGGAGGGAT 

GAAATCATTGTTTTGCTTCAATGTCGGTTCTCCCCTGAGAGGTCTTTCACAGCAAGGGAGTCTGTATTTTTAGAATTAG 

CATGTTCTGTTTCAATGTTGTGAACATTCATTTTAAACCTACTATATTTAGCAGAGGTTTAATTACCCAAATTGGGAAA 

CTAGTTTTAAACCGTCACCTTCTACTTGGTTAATCAAAACAGTCCCTACCACCAGCAGGGGAGACTGGCAATTTCAGTC 

ATACAGCCACACCTGGTGAGGGCAACTGACAAAAGCAATTCCATTGCCTGAGTTCAGCATCTTCAGCACCCATCCAGCC 

CTGTTGTAGCCCCTCTTTCTTTCAGTAAGACTTTCCTGCAATATACCCTCTGTGGACTAGGGCTGGGGGGATGTGTCTG 

CTCTGATGTCTGTGGGGAGTGTCTTTTCTTCCCACAC^AAATCGTGATTATATTTTCCAAAATAGCA^ 

ATCTCTCTGTGGCATTTACAGATATGTGAGATGTTGAGGAACTGCGGTCTGAATGATGAAATTTCTTGGATTTTTCAGC 
AATGTCATTTTTTCCTTCATTTACTCACTCACTTCTGGAAGGGCCAGTCTGAGAGCTGGGCTGAGGAGTCCAAGGCTGA 
TGCAGTCATGGATGAGTCTGAGGCAGGGAGACCACTAGCAGGAGAATGGGCAGTGCCAACTGGCTTTAAAAATACTCAG 
ATACAAAT^TGAATTTTGCACATCCATTTAGTCATTTGGCAAATATTTATTGATTGGTTGTGGGATAAGCCATAGAGCC 
TGACACTAGTTTAGTGAGAGAGATAC^CAGGAATAGGAAAAAAATTATCATAATAAATGCACAGCTACAGAGCGAGAGC 
TCTGAAGGATCATTTTATGAGTATGCGTAACAGGAACCTGATGTGATTGATCAGTGAAGCAAATTGGTGCTTGAACTGA 
GATCC^CAGTGGTGCTTCCCAAATTTTATGTGCATATGAATATCTGGGGATCTTGTTAAATGCAGATTCCTGTGCTGCT 
TCTGGGGCTTGGGGAGGAGCCTAAAATTCTGCATCTCTAATAAGCTCCCATGTGATGCTGATGCTGCTGGTACCAAAGA 
TTCTAAAGGACAAACATAACGGAAAGCAGGGGTTGGGGGAAATAAGTTTCACAGGGAGGGAACAGTTATACACAGCAAG 
AACATAGTCTGCATGGTGCTCTTCTGGTCCCTAACCACTGAAGCAAAGGTCAAGTAATTGTTCTACCTTCTTCCATGAC 
TAATTGGCAGGATATATGTTCCCCTGATAGGACATTTCCCAACTTTAAGGCTGCTCTTTATGTTTACTTCAAAATTCCT 
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TTTACCTCTTGTAAATATTGGGATTTCCATOT 
GCCAGAAAACAGGGACAGAAATATGAATTTCATATTTGATA^ 

AGGCTCTCAATGC^GTGAAGATCAAATATGGGTGCACAAAGGCTCCTGGAGGGAGTGCTTGGGA^ 
AAAGCTGGCAGGAAACTGTTTTGTTAAGTAGATGGCACTT^ 

AAAGGCAGG TACATG GAGGGTAGGGTTGGAG CATCC CTTTACCG CATTTGACCTCACAGGAAAGTGGAGCAAGCAGAAC 

TGCAGAAAATGTGCAGAAATGCTGCAATC7VGTCTGTGTCCTAGTGAGGCAGGGTGGAGGAGAGAGGCTGAATTC 
TGCTCTGTAGCTGCCAATGCCTGTTGGCTGGAGAGAGGTAAAAATTCAAACAACCCGCA^ 
AGTOTGTCCCTGAACCAGGGAGAATTCTTGCTAGCCTGG 
CAACATCAGGAAGAACACACTTCATTTAAAGATGAGTAACA^ 

AAGACAAAAGGAGGAAGAGGACAGGGGAACATAAAGAATCCTCACCAATAACAAGTTGCCATT 

CAAAATAAATGTCTATGAACAATGAATTTAATG AAACAATGAAGAGG C TGGAAG CAGAGCAATTGAG AGAT C AGG GG AA 
ATACTAGCACCACCACAGGAGGAAATGAAACAAGAACTTCTGAAGGTC 

C CATGGAAATG CAAGCATACTGTAATAAACACTAAGAAGAAACACTGCTGACAT CACAGTGAGGAATAGGAGGGCAACA 

TTAAGACACATAAACAAAAGATATAAGCAAAATAACCAGAAATGAACAAAGTTAGAGTG 

ATACAGAAAACAAAAGAATTGCAACATATGCATTAT^ 

CTCTTTAGAAATAAAATAAGACTTGAATCTACAAATGGAAAGGGCATACTGTAGCTCAGAAAA^ 
TCAACATTGAGAGGTATCCAAGTAAACTVTACTGGCCCTCAAGGCCAATGA^ 

AATAAGAGTGAAAAATTAAGTTGGCATGATAACAAAATAGACTATGTAGTGGAATATCAAAAGTAAGAGAAAGGAATCC 
TAACATAAATGAGAGTACAACATTTCAACATATTACC^^ 

TACAAAAAAGGGAAATCAAATTATTTGTAATATGTG 

AAAAATTAGGCAAAGACATGCAAAGCAAATGCAAAAAAAAAAAAGAGCAGCTGTCATAACTATGG 

AAAAACATGAAATAAGACAAAAGGGGAACTTGATAATAATAAAGGATGTAACTC7VCAATGCAGTTCAATATGATAAATA 
AATTGGCATGGAAAACATGGTGTCAAAGCTACAGAAAATAGGAATAGGCAGAAATCCTTTAGCAGTAGAAAACTTTA 

GCTTATCTTTTAACTATGGAGAAATCATATGGAAAAAAAGCAAGGATAGTTTTAATAGCTTTACAACAAACTATATACT 
ATGAAGACAGATTACACTTTCCTTTCAAGTATTAATC 

ACTGCAATGCAGTCGATCACATAGAAATAGTACAGACATTATGTCATGCCAACGCAAAACTTCAAATGT^ 

AAAAAiU^TAACTTTACCTCCTGGAAATTAAAGAACACTCTCTATATAATTTTTCAGTCTCATAGAGAAAGTCATCGCT 

AAAAATGCAGAATATTTGGAibVGCAACACGAATTAAAACACTATAOT 

AGAGGAAAGTTCATAACTTTAiuVTACrTGTAAC 

GTAAAATAAAGACAAGGCAGAATAGAAATTAGTAAAGATAAAAAC^^ 

CAAAATAAAGTCTATGAGTTGTGTTTGAAAAATTTTTAAGTAAAAATGTGTGCTATGCTCTTTTTTTGAAATGATAACT 
TTTTAATTGTGGTTAAAAATATAAACCTAAA^ 

TATGCAAATGTTGTAC7VATCATCACCAGTACTGATTTCTGAACTTTTTCATCACCCCAGCAACTCTGTGTCCTCTAAGC 

AGTAACTCCCCATTCTCCCTACCCCCTAGCCCCTGGTAACCTTCAGTCTACATTTTGTGTCTATGAAGCCTATTCTAGA 

TGTTTCATATAAGTGGAATAATATAATATTTGTCATTTTTTGTTTGGCTTATTTCACTTAGCATGTATCAGAACTTCAT 
TCCTTTTTATGTATGAATAATATTCTGTTGTAC^ 

TTGGATGGTTCTACCTTTTAGCTATTGTGAATAATGGTGCAACACCCATCTTTTTTTTAAAGGGAAAAAGCAGAAATAG 
ATGATATAAGAAAACAAGAATTGAGAAATAATTATAGATAGAGAAAATTAAAGGAGATTATAGGACTTATATGTACCAT 
AAGCAAATAAATGTAAAAACCTGGATAAAATATGTAATTTCTAGAAACGATAAAGTTCTAAGGCTGGCCCCAGAAGAGT 
TCGAAAATCTAAAGAGACCAATTACAATAGAAAAAACAGGAAAGTCAGGCTATCCGTCTTCCAAACTACCAGGCACAGA 
TATTTTTACAGGTGAGCTCTTCATAACCTTAATGACTCAATCACTCTAAAGCTTTTAAAATTCTTCTAGT^AGAAAAGAC 
TCTAGTTACTTTTTATAAAGTGGAGGTTACACTGGTGTCAGTATGCCACAGAACAACAAAAATAATAAAAAGAAAGTCT 
AATGTCTCTTGTGACTATCAATACAAACATCTTCAATAGAAT^ 

TTCCTTTCAGGAAAGGAAGGATAGTTTAATATTAGGAAATCTATTGATATTGTTTAACATCCTAGTATATGTAAAAAAC 

agtaaaaccatatgcccgcactc^tggttgctgaaaatgt^ 

cacctcatcaaatagaactaaatttatcacattagtaaaatatatttgtcttacctcaaaagcc71g 

AGCAAACCATACACTCACATTAAATTGGGACAAAGATGCCATTACCACAACATTATTGAACATTGGTCTTGAGGTGCT^ 
ACAAACTTTTAGATAAGATAAAGAAGAGTGGTATGTACAAGTTGGAAAGGAGGAGGTAAGATAATCATATTTGCAAATA 
ATGTAACTCTGTGCCTTGAAAACCCAAGAAAATTAACTGAAAGA 
GAGAATTGAGTAGTGTGGCTAGAATAGTCTTTACACAC^ 

ATGCCCAGAGAAGCTAATTCTACAGATTATATGGAAAAATGAAAAAAGCAAGAATAGCTAGGAAACATCTT^ 

ATAGTAATGAGAAGCATGAATGCTCTGATGAACACATATTATAGAGTTATAATCGTTACAGCACTATGGTAGTGGTGCA 

GAGATAGCTACATCAATGGAACAGAGGAGAAAATTCATTTTTTTTTGC^ 

CTTTCCTATGTATGTCATATGTAAATTTT^ 

GAAGTATATTCAAGAAATGTAAC^GTTGTTGGGTGATGGGGTAGGAAGTAGTGTTATGTTTCACTATA 
CCTTTGAATTTTGCACTATTTGTGGTATO^ 

GAATATTAACAAAGTAGATAATACATAGGATGGATATGGAATGATTTGCTTGGATCACTCC7UVGCAAGGCATCTGAACT 

ATTCACATGGTTGTGTTTGGAAGCTCCCAGGGTCTAAACACTGTAAGATTTCGGAGATTTATACCAGAT 

AACATTTGATTTTCCTCATTTTTCAAGAOT 

CAGGGGATGGCTTGGATTTAGGGGCTTAACCACCTCCATCTT 
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TOAAAAGATCCCAGGAGCTTCCCAATACATATG 
GCCTCCTACAGCAAGTATATAAAAAGGTGCTCA&TATCACT 

ACACCTGTGAGAATGACTATrATAAAAAACACAAGAGATAACAAGTGTTAGCCAGAATATGCATAAAAGGGAACCTTGT 

ATACTGTTGGTGGGAATACAGAGGCCA.TTGTGGAAAATAATATGGAGGTTCTACAAAAAATTAAAAATAAAATTCTTAT 

ATGAGCCAGCAATCCTGTTTCTTAGTGTAGATCCAAAGAAAATGAAATCACCTCATAGAGATATCTGTGCCCCGA.TGTT 

TCAAAGCATTATTCACAATAGCCAAGATATGGAAACAACCTTTGGCTGTCAATAGATGAATGGATAAAGAAATTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGTACACACATACACAATGGAATATTATTCAGTCTTAAAAAAGGACATCCTGCCA 

TTTGTGTCAACATGAATGGACCAAGAGGAAAATTATAATATGTGAAATAAGCCAGACACAGAAAGAAAAATACTACATG 

GTCTCACTTATATGCGAAATTAAAAAAAAAAAGAAACAAAATTCAAAGATGTAGAAACAGAGTAAAAAGGTGGTTACCA 

GGGGTAGGAAAAGTGGGGGAGTGGGGAGATGGAGGTCAAAGGGTATAAAGTTTCATTTATGTAGAATAAATAAGCCTAG 

AGATCTAATGTATAGCATGAAGACTGTAGTTAATAATATTTTATTTCATAAGGGAATTTGCTAACAGAGTGGiATTTTAG 
GTAATTCTACTACACACACACAC^CGCACACAGAAAAGGT^^ 

GGTAATCATGTCATTATGCATATTGTTAAATAAAATTTATGGAAGCTCTCATTCTAGATCCCAACAAACCAAAGCAAAA 
TGGAGTCCCACACGCTAAGTGCC^CATGATTAAACTGA^ 

TTTTGAAAACAGAAG ATTCACAGAAAC CAATTAGAAAGGGCC CAGTCAGCCTAAGTCAGTATAATAAGGAAATCTC CAC 

AGTTTTAACCCTTATAAGAAAAGTAACCTGAAGTAATCTGATGTTAACCGATCTGCCTTTTTCTATTATTCTGTTTCCT 

TGTTCCCACTTTACAAAAACCAATTGTTCTGCCATGCCCAGTGGAGCATTCATTCTATTTATAGAATACAATACTGCTG 

AATTCTAGAATCACAAATAGAAGCCAATTAGATCTTAAAACTAAATTTGTTATAGTTTTGCCTTTTGACAATATGTATA 

TCAAAACATCGTGTTAGGTATTGTCTTAGTCTGTTTTCTGTTGCTATAACAGAATACCACAAACGGCAATTTATACAGA 

AAGAAGTTTATTTGGCTTACAGTTCTGGAGGCTGGGAAGTCCGAGAGCATGGTGCCACCATCTGGTGAGGGTCCTTCAT 

AGTGAAAGGGTGGAAGGTGGAAGTGAACACTAGAAACAGAGAGCAAATGGAGGCTGAACTTATCCTTTTATCAGGAACC 

CACTCATGGGGCTCTGCCCTCGTGATCTAATCACCTCTTAAAGGGCCCACCTCCCAATACCATTAC^TTAGCAArS 

TTTCCACATGAGTTTTGAAGGGGGCATTCAAATCATATCAAGAAAAAAAAAAGTCAAGTCCCCTAGGCTTCTCTTCT^ 

GTAGATTCCTGCTTCAGTCCCTTCCTATATAGAAACTCTGGAGTTTCCCCTACCTCATACTATTGCCTGTTTTCCATGG 

CTCCAAGAGAAAAGGAATATTCTCTTTTCTTCTGAAAAAGCACTACAGTTTATTGGTCAGCACCAAGTGTGTTTAACTT 

CAGTTTCAGATGGCAACTCACACATAGATGTGTTTATGTTGCCCTTTATCAGTATTATCATTGGCAAAGCCTTTGGTAA 

GCAACAGAAGTGGCTAAACAGAATAATTCCAGGCTTGAAGTTCCTTTTTCATCTGGTTCCCTCTGGGAAAAGGCTATGA 

AAGCTAAGGGTGGTGGCCAAGTCCCAAAGGCCAAGGTCACCATCAAACATTTTCTGAGAATCTACCAAAAACACAGGTC 

TGTATTAGGTCAATATGCACACAGTTGTGCTGGGAAGGAATGAAGCTTTCAAATATGAGAACTGTACCTGAAAAATCTT 

TGCCATCAGTTCTTTGAAATGAAACTCTAAGCTGGGAAGAACTCTCTGCTTAGGGGAAGTAGGACTAAAACTTGACTTT 

TGATTTGGAGAACATTCAAAAGACTCTAAGCTCATGAGTGCTCAACTTGTAATTTTTTGCCCTTGAAAAAACTATAGGC 

GGGTGCAGTTACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACTTGAGCCCAGGAATTCAAGATCA 

GCCTGGGCAACATGGCGAAACCCCGTCTCCACTAAAAATACAAAAATTAGCCAGGTGTGGTGATGCATTCCTGCATGCC 

AGCTACTCGGGAGGCTCAGGTGAGGGGATTGATTGAGGCTGGGAGATTGAGGCTACAGTGATCCGTGATGGCACCACTG 

TACTCCAACCTGGACAACACAAAGACCCTATCTCAGAAACAACAACAACAACAAAGAAGCAACAAAAGGGAATTTGTAC 

TTTTAGCCATAGAGCCTTCAAGTTTGTTATAACC71CTGGGGAGAAAACCCTTCATTTCTACTTCATTCCTAAAATGGGT 
TAATCACTGATTATACATAGAAAATTTACTCAAATGA^ 

GGTATTATTTTAGGTTCTGGTAGCAAAAGGTGCAGAGATAAGGACATGGGTTAATGACATGGGTTATTTATTGCACTCT 
GCATACAGCAGCAAGAATGCTTTTCCTAAAAATTCTTTTTGCTGAAGTCCCTTTTTTGCTTATGTCTCTTTTCCTAAAA 
AATCTTTTTGCTTAAGTCCCTTTGTTGCTGCCCACATCATTTGATTTCCCACAGCAAATTATTATAAGCCTGCATTATC 
CTCTTTCTCCTCCTCCTCTGAATCTTCCTCTCCATCAGCACGATTTCTGTTTTCTTTCTTTGCCAACTAGCTGTGTGrr 
TAAGAGTAAGTCACTGGAGTCTCACTGTCCCTTTGTCTGTAAAACTATGGTTTTGGAATAAGAAGGGTCCTGGCCTGCT 
ATGGGGTGTATCAGAGTCAGGGTGAAAGGGTCTTAAGGTATTTGAAAATAAAGCAGCAGATAAGCTTGACATGGAGAGT 
AGCCTACCTCTGGCTCTGTTTTCTCCATTTCCTTAGGAGTGAAAAGCTGGCCGTCAGCAAGCAGATTCAGTGCTCACAT 
TGTAGCCACATAATCAAAGGAAGAAATACATATCTTTTTTTTTTTGAGATGGAGTCTCACACTGTCACCCAGGCTGGAG 
TGCAATGGCACAATCTCGGCTTATTGCAAGCTCCGCCTCCTGGGTTCATGCTATTCTCCTGCCTCAGCCTCCCGAGTAG 



ACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCGTCATCTGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTAH/P 

GCGTGAGCCACCATGCCTGGCTGAAATACGTATCTTTTAAGATCTAAAGAAAATCGTTTTAAAGTTACTGTTGTGTCCA 

TCTTG1TTTCTTGTTACTGAACTTATTTCAAAAATTTAAATAACATTAAAGGAAGGTATAAGATTTTTATGGCTATCCA 

AAAGCTGCATTAAAAAAAAAGTAACTTAAGGATTTCCAAGTCAATTTCCGGCTGTGAAAATCACACTGTGTCCTGAGTT 

GGTGGGTTCTTGGTCTTACTGATTTCAAGAATGAAGCCGCAGACCCTCTCAGTGAATGTTACAGTTCTTAAAGCCAGCG 

TGTCTGGAGTTTGTTCCTTCTGATGTTTGGATGTGTTCGGAGTTTCTTTCTTCTGGTGGGTTCACGGTCTCGCTGGCTC 

AGGAATGAAGCTGCAAACCTTCGCAGTGAGTGTTACAGCTCTTAAGGCCACATGTCGGGAGTTGTTCGTTCCTCCCGGC 

GGGTTCGCGGTTTTGCTAGCTTCAGGGGTGAAGCTGCAGACCTTCATNGTGAGTGTTACAGCTCATAAAGGCAGTGTGG 
ACCCAAAGAGTGAGCAACAACAAGATTTATTGCAAAGAGTGAA^^ 

CAGGTTCCCACTGCTGGCTTGGGCAGCCTGCTTTTATTCTCTTATCTGGCCCCACCCACGTCCTGCTGATTGGTCCATT 
TTAAAGAGAGCCGATTGGTCTGTTTTACAGAGAGCTGATTGGTCTGTTTTGACAGGGTGCTGATTGGTGCGTTTACAAT 
CCCCGAGCTAGACACAAAAGTTCTCTACCTCCCCACCAGATTAGCTAGATAACAGCATCCATTGGTGTATTTACAAACC 
CTGAGCTAGACACAGAGTGCTGATTGGTATGTTTACAAACCTTGAGCTAGATACAGAGTGCTGATTGGTGTATTTAraA 
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TCCCTTAGCTAGACATAAAGATTCTCC^ 
CGGGGGCCGCAGGTGGAGCTGCCTGCCAGTCCTGCGCT 

GGGCGCCATGTAGCAGGGAGTGGCGCTCCTCGTGGAGGCTCCGGCGCGCAGGAGCCC^TGGCAGGGGCGGGCGGGCG^ 

GGTGGGAGGAGGGGAGGCTCAGGCTVTGGCAGGCTGC^GGTCCCGAGCCCTGCCCTGCGGGGAGGCAGCTAAGGCCTGG^ 
GAGAAATTK3AGCACAGCAGCTGCTGGCCCAGGTC 

CCACGCCCACCC^GAACTCATGCCC^GCCCAGAACTC^ 

CCAGCGCCTCTCCCTCCACACCTCCCTGC^^ 

CAGTGCAGTGGCGGGCTGAAGGGCTCCTCAAGCACGGCCA 

AGGGCTGCAAGGGCTGCCAGCACGCTGTCACCTCTCAATACGATCTGTGAACATGTGCCCTT^ 
ATTTAGAGC&AATGTACTTATTTACTT^ 

AATGCTTTTCCCTGCCATTTTTGACAGACCCTGAGCCTCCTGGCCTCCCTGCCTGAGACGCATTATAGTCTCTCTGACC 
TGGACCACTGGATGCAGCTTGGGAGCCTCCC 

GGAGTAGTAGTAATAGC&GTACAAACAAGAATAATAAT 

TGTGCCAAGCATTTTATGTTTATTATCTTACCACCCTTGACAAGGACCTTATGAGGTGGGTAC 
CAGAAGGGGAAACTGAGGCTTATAAAGAATATACAACTTGCTCC^ 

GCTCTTCAACATCCCATAACCTATGCATTTAGTTGCTGTTCATAAATAGTCACCTGCATATGTTCATCTTGCTTTTACC 
TGTGTTCATCCCATCTTTTTTGTG^^ 

GCTGTAACAATACATGCTCAGAAAACATTTC 

ATAAATTACACTGAGGAAGAGCAAATCCTTTCATAT^ 

GC^GCTGTAACTGAGCTGGTTACCAAAATCA^ 

TGAGGTCTATTTTAAGGATTTTGTTCAAGTTCCTCCTTCTTGTTTCCTGGCC^CACTGCCCAGCACTTC^TTGGCTAA 

TAGGGATTCTGAATAAGAAAGATAGAGGCAGCTCACTTGGAAGTTACGTTAAGGACTAATAAAGATCTTGGAGTGATTT 
TCAACAAGATAAGATCAGCATCCTGGTATTGAGTTATO 

GCCTCCTGCTTAAATGTCAATTGAGGC7UVCAGATTAATTCCCCTTAAATAGTGGCCTGTCATGTCTTC 

TGGGTTTTATAAAGTAAGAACTAAGATGGATATTTATCAATCGAGCAGATTTCTGTGTTGTGTCCTCTAAAGCCCTTGG 

GGTCAGTGTCTCACTGTAGCATCACTAACACCTTTTATGGAATCAAGTGATTAATAAATGTGTCCTCATGAGACTGTGA 
TGCTTCTGGGTGTTCATTTTAGATACCT^ 

TCATGTCAGGGAAACAATCAAGAAGAAACTATTT^^ 

C(^GTTTACCCACTCCTTACTGTCTGAGTCAGGAAGAAGGTGGAACATCCTATTCCTTCTTCACCTCTATTACCTCATT 

TAGAAAATTTTGACTATTTCTTCTTTTAGCTCCCTTTTTACGGTCCACCATTTTTGGAAGATGACTTTCTCCCTGTCTT 

CTTAGAATAAAAGGTCCAAAGGAAGAAAAGAACAAGATATGCTCAGGAGTTACCTGTGATGACTTCCTCTCCCTTGCCT 

CGGGCACTGGCCCACCACTCCTTTTTCTATTCTCAG1TCTTTATCTATTTACTTTTCTATTCCCTGCTCCTTTCCTATT 

GTCCTGACTTGCATGACACTGGCAAGCTACAAAATGGGAACAATAGCAACTGCCTTAGAAGGCTGACAGGATTCACG 

AAGCACCCTGAGCAGAGTCTAATTCCTAATGAGTGGTCCTTACATATTAGGATCATTTTCTTTCCTTTTGAGCTTCTGG 

TTTCTTGGCCTCTGGCCTTAGCCTCTTTCAACATATTCTACATAGGTAATCAGATTCACCTTCAAACAATGCTGTTTTG 

ATCTTGTCATCTGGTGAAGAAAAAATAAAACCTTCAGTGGCTTTCTAAGACGATGAAATCAAATTCAAAGTCTCATCGT 

GGTATTCAAGGTCTTCTGTAATCTCCCCTCAGCCTGTGGCTCTTACTGATGCCCCATTCTTCTATTGjCTCAGGGTGCTT 

TGGGCTGTAGCCACTAGGTTGACGAGCATCCTCTTGACGAGCATCCTGATGATGCTGATAAAAGTGCTCAAGGACATTT 

TGGGAATTTTTTCTTTAGTGTTATCTAGGATAGTACTGTATACAATGCATATTTTTATGTATAAATCTTATTTCTG 

ATGTTAGTTGCCTTGAAAC^AAAACTGGGCCTTTGTATCTGTGCAGGCTACAAAGGCTTGACACTGCTACCCTTAGAAA 

GGCCTGCTTGCCAGGTTAGCCTTTGGTTGGTAACTGGGAACTGAGCCCTTGGAGGGCTCTCAGTCAACAGTCAATTGAT 

AAGTGTGGTTCACTGTGCCTAGACTTTTGTGCAAACAACACAGTTTATGCTTGAACACCTGCTCCCCTGTTTGGAGTCT 

GGAATATTTTGATGTGCTAGGCAGAGGGTGCCTATGTGATCAGCTCCATGAAAAACCTTGGGCACCGAGTTTCTAZ^AAA 

GAAGCTTCTGTGGGCTGAAACGTCATATACAAGTTGCTACATTTTCCTTGCTGTACTCTATGTGATCTCCCGTGGTAGG 

CAGAAGCATAAGGAAATCTGCACGTA7^ATCATTCAGACNCTGCCTGTGGCTCTCCCTTATGATCTGGCTGTGTATCCT 

TATTACATCACTAGAATAAATCTTAGCTTTAAGTACTGCCATACACTGAGTCCCATGGGTCCTTCTAGTGATGTCCAA 

TGTAGGGGGCAGGGGTCTTGGGTACCCCTGACACAGTATCTCTTTCAAAACAAATTCTTAGAGTAGGTTCTTAATAAAT 

ATTTTGTGATTGAGCATCTCAAATCTCCCAAACATTGTAGATGCTTAAAACATTTAAACACTTTT 

TTTTTGATTTTTTGGGCACCTTTAAGTTTC 

TGTTGTTTTACTGCCTACAAAGAATTGTTCT^ 

TAGATCTTGCCAGAGCAGTTCTTTTGGGCTTTTGTGATAGAGAATCACTGGAAAAGGTA 

TTTGAGGACTAGGTCTGGGAGATCAGTTTTGGTGGGAGGGTATGAAGGAGAGAGGCGCATGACAGGGCTTGTGTGATGT 
GACGTGACCACATGAAAGGAAGGGGCTTTGTGAATTGTT^ 

A<^GAAAGAGAATTTGTTATTTTGAAATGACTTCCTGGCGGCTGAGTTGTTTTCATTTGATAACGACCCCTCTCT 
CCAAGTCATGGTTTGCAGTTTACGTCrTAGGGTT^ 

ATTTAGCATGTGAAATTCCCAGTAAATTCTTGGTGACAAT^ 

CTGTGTGCCAAGCATCGTGTGTAGAGGATACAGAGATGAGCAAAAATAGGTCCCTACTCACATCATAGAGGGGAGGCCG 
ACTCACATGCACAGAITTCCAATCAGAT^ 

CCACTGGGACCTTGCTTCCTACGAGGCTTGTCCTGCA^ 
CTGATAAATCACTTATAATTAGTTTTT^^ 
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CTGCCTACATAATTTCCTTAGAATTAAAGCATCAA^ 

CATCCATCAGCAAAGGAGGCCATTAGCTU^ 

TTAGCTCACAGTGTGATTTTCCCACGGTCJVCA 

TGCATGTATCTCATTTTATTTGTATTCTGTGCCAATCTCTCTGATATTGAATGTAAG 
GTTTTTATTTTTGTGTCCCTAGTGCCCAACATATNGTCTAGGGAGGAAAATACTTGTTAGA 

ATTAGGATTCTGTAGAGAAACAAAACCAATAGGAAATATATAGATACATAAGAGGAGATATATTGTGGAAATTGGCTCA 

TGCAATTATGGAGGTTGAAAAGTCTGA.CAATATGTCATCTTGAAGCTGGAGAACCAGGAAAGCCAGTGGTAT 

TCTGAGTCCAAAGGTCTGAGAACCAGGGGAGCC^IATGGCATAACTTCCAGTCTGATGCCAAAAGGCCTGAGAAACTTCA 

GGGGAGAATCTGAAGTCCCAAGAACTAGNAACTCCAATGTCAGAGCAGGAGAAGATGGATGTCCCAGCTCAAGGAAAGA 

GAGTTCACCTTCTTCTGCCTTATTGTTGTATCTAAACTGTCAATAAATTGGATGATGCTGGCTCAC^TTTGTGAGGGCA 
GATTTTCTTTATTTAGTCTACTOAOT 

TTTACCAGCTATCTGAGCATCCCTAAGCCCAACCAA 

GAAAAAACTTGGATTTCTGCTTTTTGGTCTTCA^^ 

TATATCACATGGATATATTTTCGACTTCGATATAGTAGAAAATATGCATGGAAAAATGCATCTATTA 

ATATTATACTTGAGGCACTCTGCTAGGCACTGTATTGAACAAAGATGATTAAGACAGTGTACCTTTCCTAAGGCACAGA 

AACCATAAGATAAATATACAAATGACTGTAGTGCAAGGTAGAATATACAAATGCACAACTAAGCAAATCTGAGAATGGG 

GCTTTCACACATTGTGGGAGAATGAGAGAAAGCTTCATGGAGGAGGTAACTTTTGACCTAAACCTTGGAGCAGGAGCAC 

CTGAGTTCCAGAGGTTAATTAAAAAAATGAAGGCAGAGGGAGAGAGGGCAGGGTGGGCAAAGGGAAAAACAGGAAATAT 

AAATGTGAGTCATTTTTGGAAAACTGTGGGAAGTCTCTTTTAGGTGTGGTGTATGAAGTGTGTGTATGTTGGGGGAATA 
GAGCAAAGTAAGGATTAAAAGTCAGGTTTCCAGGCTATGTTGCCT 

CATTGATATGTTTTTTGTTTTGTTTTGTTTTTTTGACAGCGTCTCGCTCCGTCACCAGTCTGGAGTGCAGTAGTGCAAT 
CTCGGCTCACTGCAACCTCTGCCTCCGGGTTCAAGCAATTCTCCTGCCTCAGCCTGCCAAGTAGCTGGGACTACAGGTG 
TGTGCCACCCCGCCCAGCTAATTTTTGTATTTTTAGTAGAGGCTGGGCTTCACCACGTTGGCCAGGATGGTCTCGATCT 
CTTGACCTTGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCTCCCGGCAGCACTT 
ATGGGTTTTAAATATGAGAGTGACAACATCAGGTTATTGGGCAGCAGGAGGTGGGCCAGTTTTGAAAGGCAGGTGAATG 
AGGGAGTGAGATAAGTTGGGAGGGGCTGCAATAGTTCAGAAACA^^ 

GATGAAGAGGAAGAGGCAGTGTGACAGCTCTGTTGCATGACACAACATGGGAAACGCAGGATTGAGAAGAGCCAGAGGT 

GATGATGCCATTAGCAGCGTGCATTTAGTACTTATCACAACCTATTTACATTTTCTATATAAACATT 

CTGTGATCTCCTAGAGGAACAAGTCCCATGTCATTCTCATTGACAAAATGAACATGGCAGATACTTGGTAAATGTTTGC 

TAGTAAGTGAATGGAAGTCAGGCGAGTTGGCTTGGTGATGGCAGCTGGGGTGTTGATGGAAATACCGTGCTTCTTTTTG 
GAGATGATGGAATTTGGGGATGTGGTCTATTTGTTAGATGC^ 

ATGACAAACTTATGTGTATGTGAGGGCAAGATAAAGAGTAGAGAGATGGTATAGTTGGGTATGGAGAGAATGCTGTAAC 

TGAACTGCTCCCTTCAAGATGTCAGGTAAGATTGGAGAGAAAATGCAGGATAGCATTTGTCACAGGTAGTTGGAATGTG 

GAGGGAAGACTGGAAGGATGAGAAGGACTGAGGTGGACCTGTGGGCTGTGTTAGCCGGTGAAAGTTGGAGGGAAAGGGA 

AATGGGAGGCAGTAGAGCATGGAGTTACATATGCAGGCACTGGAGTCAGGCTGTTGGAGTTCAAAGGCTAGCTCTTCTG 

TGGATTTGTTATGTGACTTTACACGCTCTCTCTTGCCTCAAGTTCCTCTTCTGCAAAATGAGGTTAATAATAATACCTG 

CATAAACACATGCACAGCACACAGAACAGAAGCTGGAATGTGATAAGCACTTCATAAGCATTAATTCTTCTTACTGA^ 

CTCACTAGGGTCACTTTGTGCATATTATCCTATTTAATCCTTAGTAACTGTATAGGTAGGTGTTATTATCTTCATTCTG 
CAAATGAGAAAACTGAAGTGCAAAGAAGTTTCATAATT^ 

ACCTAAGC TAGAGTCTTAC CTGATCCATCTGGTGCC CGGGCTAGTGCACTTTCTCCTATAACACTCAG CCTAAGCTAGG 

TAGATATGGCAAGACCACTGGCTGAGGCAACTCAGATGTGATCAATAGGTAGTAGGGAACTGTGGCTGACTTGGGGGCA 

GGGGAAGCAGCATGCTGGAAAGATTCATCTGGTATGTTTATAGAAGAGAGCAGGCAGCAGGCATGGGGGGCTGATGATT 

CAGACCAGAAATGGCTGAGGAAATGGTGAGGTCTGGCAAATGTCAGAGGAGCTGTGATAGAAGAATGAGCAGAATTTAT 

GACTGATGCAAATAAGGTAGATATGATGGTACGTGACAGAAACTGACTAAGAAGTCTGTATGCAGTGGGTGCAGCTTAG 

AGTTTCAACTTGAAAGTTTCAAACCTGGGACTCTAAGAAAATAGTCTGAATGGTAATGAGAAAGTTGTCACTTTAGTAT 

CTGCTTCCCTTGAAGAAAAGCACCTTTAGAGGAACCAACTTGGAGAATAGTGTCGCATCAAAGTGGGACACTTC 

TTTTAGTGGCAGC7VTGGTTCTGATGAGCACACCGTCGGTAACCTTTACTTCACTGTCAGTCCAGCTCTGTCAATCCTCC 

TTTATTAAGGAAGGAAGCTGATGGATCTTTCCTTTCTTTCTTTCTTTCTTTCTTCCCTGGAGTAGGATGTTTTCTGTAC 

ACAGTTAGCATGTGAACTTCTTTTTAAAAAGAAGTTTACATTTTACTCTAATTCTCATCCATAACGGAGTGTGGTGATT 
TGCATTTGGGCAGTTAGGAAAATCAGTTCTGCT^ 

AGTGGGACCAAGAAGAGGATACAAAGCTGAAATGTTCTCCAGAAGT 

CTGAGGTGTTTGTCTCCCCTTGCCCCCGAAGCTTGCCCTTTAGTTGCTCTTGTTTTTAAACTACAGGGAATGAACTGAG 
GGAAGCATTTTTTTTTTTTTTTTCCTGCAGGTC^ 

AAACATGCTGCTTAGGCTGAGCTCTTGGCCAGATTTGGAGATTCCAATGTCTTCTCCCTTTGACAGTTCCTAAGAATAT 

TTTATTTGGATCCTTTTCTTTAGGTTTTTCTGTCTAAACATTTTATTTTACCTAGTGTGAAGGGGTGAGGGAGGGCAGA 

TTGTTTCCTTTCTTCCTCCTCTCCCCTTCCCCCTCCCCTCTCCCTTATTCTCTGTTTATAATTTAAAAGGATGCTCACT 

TTCATTTTCTCATTTGCTTCCTTCACAGCACCCTGTGAAGCTGATATTGTTATCCCCCTTTGACAGAAGGGGAAACTGC 

AGTTTCAGTGAATTTCAGTGACTTAGTCAAGTCACTCAGTTAACAGTGCTGAGAGTGAAGCCCTAGTGTTCTGCCTTTA 

GATCTCTTTTTCCCAGTACCATACTGCTTTTCTGGTGGAGGTTGTAGTATATAGGATGATGTCAGAAAGGAGAGGCTGG 
GAAGCCTGAAACGATC^CATCGACAATTGAATTGTCTC^ 
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CATGK^AATTCTTCAAGCATA 

TTTACTATATGCAAGGAGAATAGCTGAAAAGTCAGGGTAGGCCAGCAGTATTTC^ 
TTTTTCTGTTGK5AGGTTCAGCAGAG 

AAGTGGGTGGGGGAATCGGTTGTGAGTAGGTGTTAATGACGAGTGTCTGGACCTTGACGTCTTCT(^ 
GGAAAAAGGAACAGAATTAGTGCTGTTTAGAAGAAGCT^ 

GGGGCAGTGAGGGAGGCCCACAGAGACTCTGGCTGCCTGTCTTTCCTGGCATGTCTGTGGAATGACCITGCTC 
GACTCTGGGAGGAAGCCTTTGATTTT^ 

AAGGGGGCCTCCTGGGCCAGGGCCGTGGGCC&GCAGGTGTCTTCCT^ 
GTGCCTTCTTTTCCTGAATCAAGCCCTTTCCTCCTCAGTC 

TGGCCCGGGGCCACAAGCCATGGGCCACTACCCATATTGCTGTGAGATCCTGACCTTTCTCTTTTCTGGAC 

TAAAGAGAGTGAATGAGGAGGAAAATCAAATATTGTGGCAGGGAGGGGCTGACAAACACAGGCATGG 

TCCCACCAAAGTGAGGAGCTGAGAGAAGGATTTGGGGAGGGAATGTCAGAAGTC 

AAGGAAAATCCGACTCTGGCTTGAATATGGTCCAGGTGTGGGGTTAGTAGTCCATGTTACTGTCTGACATGGGAGAGCA 

TTCC^CTGTGATGGAAATGGGGTGGGTTGGGGTACAGGAGGAACCATAGAGGTAGAAGAGAAAGGAGGTGAGAAGGAAC 

ATAGTCTGGCAGTTGACCAGAGTGTATCTGGCTGTATGGTGTAGTCCCCATAACAGGGCACCTATGTCTGTACATTGCA 

CAAAAACAACGATCCAGTGTGTTCTTAAAAGTCCTGTGAAGGTACATTGTAATTTGAACTATATTTTGAAGATATCAG 

GGATCCTATCATTTAGAAGAATCTCATGGGAATTACTTTTTAAAAAGAAAATAATCATTTTAGGGAATAG 

CAACGATTGGTTTTGAATCTCTGGGTTTTAAATCCATTTACTCCAAGTAGGATTCAGTATTTCACTCT 
TGGATTGTTTTTTCTCCTAC^^ 

ACCTTTGACGTATTAAAAGTTGGAGGAAACTATTTCATTTAAGA.GAATTTAAACAAAATG 

GGTATTCTGCTGTGCTTTTTCAAGGAAAAGCCTCCTCCAAAGGCACTTTTGGAGACAGTTACCAAAGGAAAATCCCACC 
CACCAACAGAGACACTCAGCCTCTAAGTTTGGCTTT^ 

GAGATCAGTCATGTACACTATGAAAATAATTGGTGTGCATTAGTACACCTTGTGCCAGATTTCATGCTTGTTGAAAGGT 
GATTGGATTCAAACCAGCACATTTAAAGGTCAACTGGTTGTTC 

GGATTTTAACCAAATGG CCATTTTAGGAAGGAGAGAGACTG CATACTGTGTTTTAACTTTCTGAC CTTTTTGTTCTTAA 

ATTTTTTGTAAAGTTCTCAGGGATTTCCTATGGATGGAAAGGGTCTGAGAAATCAGTTCTCAGCTGGCATTTGGAAAAG 

GGTGGAAGTAGAAACTGAGTTCTTTTTAAACTGCTAAATTTAGGTCAGGGCTTTAATACGACTGTGCACATCACATAAG 

CAATGTCTAAATGTCAGGCTGAATGTTCTCTCTCTTTTAAATAAGTACTTCAAGTTCGTTAGTAATAGCTAGCCCTCTG 

TCTCTTTCTTGCTTCTCCTCTCACCTTTGAGCAACTTTTTAAGTTCCTTTAACAGCTCTGTGGAGAAACCACCATGTAA 

TGATCAATATTTAACCCAGNTGGTTGACGTTAGCCCCGTTTCTGGAATGGGTATTTCACTGGGCTTTGGGGTTTTGATG 

ACGTTTTCTCCCCAGTGACTGTGGATGCATGGATTAAATTTGTTGGTCTGCAAAATACCATCTGTCTACCAGCCATTTT 

GCTGTATTTCCCAAAATAAGGTAGGAGACTGATGTGTCTCAAATAAGCAGGGTGAAATTTAGTCATCTGATGATAGTTT 
CTTGGGTTGTGCATTAGTGTCCTGATGAGCCCCTAGCAACTO 

AGTATCTTTCTTGAAGAAAAAAAAATAACACCAGGCATTTCCACAAATACCATACACAAGTGGTCAGGT 

GGAGTTCACGCATCTGTTTACCTTGAGTGTGTGTATGAACTCTTGTAGTTCTAACTAAAGGCAAATGGAAACTGTATAG 
AGTCCCATTTTGTGAAGCTGACAATTCAGTATCCTCTTC^ 

TCTATATTTCCTACAATTTTTAGCTGTGAGGCTGTGTATTCGTTGCTT71AAAATTCTGTGCCTCATCTGCTTCACTTGC 

AAAATGGGGAAAATGTCACAGGATCCTTGGGGTGTTGCTTTGCGAGCCAGAAACCTTTGTGGCTAATGGTGCCTTTGCC 

TGAGTTTTGCTCGGGCCCACTGGGCTGGTTCTGCCCACTCAGCCTGGGCAGGCTGTGCTGGGCTCACGCTACTGGCCCA 

GATCTTATGCCTGCCAAGGGTGAGCCAGGCACAAAAAGGCAAGGGGTATGTGAACAAGGGAGCTGCCCATTGTGCACAG 

CCAGTCATGCCAGCTGNAGCAGGGCAGGCAGCTCCAGATGCCGACACAAGTGCTAGCTCCCTGTGAGGCTGTGGCTGGA 

CCAGGTGTACCACAGATGGCTTCCACTGCTGGCACCCGGGAATGTGGTGGTGCCTGGAAGCTTGGAGACGCCAGGAACT 

ACAGAGCCCCAAAGAGGGTGTCACATCCCTGGCTTGGGGAGCTCCCAGGTCTGGGCTCCCTGAAGGGCTGCAGTTCCTC 
TCTTCTTCTCTCTTCTCTCCCTCTTCTCAC^ 

CTCTTTCAGTCCC^CCATTTAGTGGGTCCCAA 

GGTGAGCAAGGCAGAGAGGAACTTTATTGAGCGACGGTACAGCTCCCAGGAGACCTGAAGTGGGTAGCTCCTCTCTGCA 
GGCAGGTTGTCCTGTCAAGCCTGCAGCTCTCAAGAGAGAGGAGACCCACAGTGGGTAGCTCCTCTCTGCAGGCAGGTCA 
TCCCTTCAAATGTGCAGCTCTCAGGAGAGAGAAGACCTACAGTGGGTAGCTC 

CTGCCCAGTCTGGCTGAGTCCAGGGAGTTTTATGGGCTTCAGAGAAGGGGAAGTGAGTGCTAATTGGTCTATGGACAGC 
TGTGGGC^GCGTAAGTTCTCACTCC^GTCTGTGGAACTAGCAGCCTGGCCCCCAGGCTTCAGGCdATCCCAGGCCTAAC 
GGTGGGGCTTCACGGAAACTGCCCCTTTCTGTCCAGGAGTCCGTCTGCCTGCCGCTGCCATCAACCTGCTGCACTGGCA 
CCCAGGCTGTTCATGCCAAGGGGCACCTGCAGCCCATACTGAGCCACTCTCAGCTCCCCCTTGGCCCCCCTCCCATGCT 
CCTTGGTGCACAGAGTCTGGAGGGGGCCGAGGGAA£AGGGGGCTGG^^ 

AGCTGGGTCGTGACAGTGCCCCAGCTTGCACTTAACTTTGCTCTGAAATTGGAGTGGGAGCTAGGAGTGGGGAGAGGCT 

GGGCAGTGGGAGCAGGCATTTCTGAGCCTGTGGGGGTAGGGGGGTTTCCTGGGCTTCTGAGAGTACAGGGATGCCTGGG 

TCTGCACCCACAGCTGGGTGGCTGCAGCTGTGCCCAGGAGGGCAGGACTCCCACCCCTCACACTCAGAAGTGGGTGGGG 

CTTCTGCCTGTTCCCAGCTCCCAACAGCTCCATGGAATGTGCAGCCCTGGCTGCGCCTTGCCTGCTGCAGCTGGCGTCT 
TCTCAGCAGCCACTCCAGATGGGCCACCACTGTCATCAATTA^ 

GTTAATCCATGTAAAATGCTGGGAACAATGTCTGGC^TAACATAGAAGCTCAATAAATATTAATTCTCATTATTGTTG^ 
TATCATTTTTGCTATAATTTGAATCTTTTACATATTGTTGTGACATATGGAGGTTTTTGACCTACAGGGTTTCTTCTGA 
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GTGGCATAGCTCAGGGTA^GTGGCTCTCCTC^CCTCTCAATACCCTACTGTCTTTTGCCTAAATTCCAGTTAAGGATG 

GCTAGAGACATCATATGGGAAAGGGTGGTCCTGAAC(^GAGAGATGGGAGAG(^ATTGCTAAGGTGGTTCTTGAGGGT 

AGGGATGGAGAGCCAGACAGAGACAGGTGTCCTCCAGACAGCTGTCCTTTATCATTCACTCACTGCCTCTGCAGCTCCT 

GCTGCCTCCTTCAGAAAGCGAATGTATGTTGCCTCTAATGCCCTTCCTGAGCTAAAGCCCAGTAGTTCTCAAACATCCT 

CTTTCAAAGACACTGAGCCCTGGTAACCTTCATTAC^TTGTTGTTCTC^TATTTTTCTCAAGTTAACTCACTCATAACC 

TACAGTTTCTTATTACATTGATATATTGATTATGAATCTTTCACCATTAACTTTTGTTCATTTCTATTCCATCGCAAAC 

TTAATATTCACAAAACAGGCTTAATCTGAGCACAA 

GGTGTTATAACATGATGACACTTAGAATTTATAGA^^ 

GAGATAGATTTGACATC^CAGTCTATACAGATGT^ 

GTCATGAAACAATGTTCAACCTATTGCACACAATGTACTTTCATGATTTGTATTCTCTTCTTTTTTATTGAAAATGAGT 
CTGGTTTGTAACCCAGTAAACACATAACCTACAGTTTGAAAAACCCTGATCTAGAGGAACATCCAGTGGGTGCCTCTTG 
AGTTCTTACGGACTATCCACATATCATCCGTATC 

CCTCTTCTCATCCTGACAGAAAAAAAAAAAAAAAAAAGAAAAAGAAAAGGAAAGAAAGCTCAGATCA 
TTATCTTAAAACATATAATCTCTCCTTTACCTTATGCTCTTTCCTAATAACTATTCTTTTTCGATTGTCCAAAAGAAAC 
CAGTCTAATAACTTATAACACCATGTATTAGAAATTTAGAAACCATTTTTGAAAGACAGTAAAGATGTAAATTAATGGG 
GGGACTAAATTATGCATGGATAGAAAGACTATTTATT^ 

AAAAGGGTC^CAGTCTTTATTTTATAATGGAGACTCACAATCTTATTCCAAAATTTATATGGAAATGCAAGTAGCC^ 

GAAGAGGCAATATAGCCCTAAAGTAAAAGAACACGGAGGAAAAACTTAAAACTATCTGATATCAATACTTACTATAAAG 

TACAATACTTAAGTGTGGTACTGACACAAAGAAAAATGGTTCACTGCAGTGATCATATACATCTTTTGTTAGATGTATT 

TGTATGTATTTGATATTTTTGATGCTGTTGCAAATTTTATTGTTTTGTAATTTTTACCCTGTTGCAAGTATCAGAAATA 

CAGTTGATTTTTCTATCCAGCAAACTTGCTAAACTTTGTGGTTAATGGAAACACTTCAGCTATAGATTCTTTTCAATAA 

C ACAATCAC ATTGTC TAAGAATATTTTTATTTTGCTTATTCTTTTTCAATCCTATGCCTTTTCTTGTTTTCC C CC C CTT 

GCTTTATTGCTTTGGCTGAGATTTCCAGTGTCAAATAGAAATGTTGATGGTAAGCATTTTTTTCTCATTCCTGATTTCA 

GAAGAAAAGCTTGTAGCATTTCAATATTGAGTTATTTTTTTTGTGGTGTTAACAATTTTTTTTGTAAACACCTTTTATT 

ACATTTAAAGAGTTTTCTTCTGTTTCTAGTTTGCTAAGAGTTTTCTTGTTAGACGTTAAATTTTATCAAATGGCATTTC 

TGAATCTGTTGATATAATAGAAATTTCTCCCTCATTCTGTTAATCTGGTTAACTATATT7VAATTGATATTTTGAATGTT 

AAACCAACTGTATTAGTCTCCAACCTTGTAGTAACTAAACTGAATTTAGTTACACTGTGTTTCATTACTGGATTCAGGT 

GGTTAACATTTAAGATTTTGCACTGTCACATGTAAGAGAGTTCTGGCTTGACTTTTCTTTTCTTTTAATAACTTTGTTG 

GGTTTTGGTGTAAAGGATATGCTGACTTCATAATACAAGTTGGGAGTGGTTCCTGTTTTTCTCTTCTCTGTAGAGTTTA 

TGTAAGATTACTGTTAATTCTTCCTTATCTGTTTGGCAGAATTCAACAGTGAATCGTC(^TTTCATATAAACAAGTTTA 

TTTGCTTAAGGTTACTCAGAATATAATTTTAATATATCTGAAGGATCTTCAGTTAATGTCCCTTTTTCATTTCAGATAT 

TGGATATTTGTACCTTTTGTTATTTCCTCCTTTATCAGTCAGTCTCACTAGGGGCTTATCAGTTTTATTAGTCATTTCA 

AAGAACCATCTGTTGGCTTTTTATTGATATTCTTTATTGTATGTTTTTAAAATTTTCATTGATTTCTATTCTTATATTA 

TCATTTCATTTCTTCTTTTTCTTTGGACTTAATTTGCTGTTCTTATATAATTATAATTATATAATTTATTGAAATATAT 

GTTAAGATAATTGATTTTTAGGCTTTATTCTCACTTAATATTTACATTTAAGACTATACATCTCCCTCAAAGGCTGGAT 

TTAGCTATATGGCACAAATTTTCTACTGTAGGATTTTCACTTTTATTCAGTTCAAAATGTTTTCCAATATCTGTTTTGA 

TTTCTTCTTTGAGCTACATGTTCTTTATAAATATATTACCTAATTTCTAAATATATGGGGATTTTCCAGTTGTCTTTTT 

GTTATTGATATCTAGTTTAATTCCACTTTGGTCACTTTAAGAGAATTTGAATTCTGCCATTACTAGGGCTGTGTTCTAT 

ATATGTTGAAGTTTTAAAATCATGTTGTTCCCATTTTCTCTATAACTGGTGACTATTTTCCCACTTATTAGTCTGTTAC 

AAGAGGTGTGTTAAAATGTCTTATGATTTGTGGGATTATCAGTTTTTGTAATTCTGTTCATTTTTGCTTTAAATAATTT 

AAGCCTCTGTTATTAGGAGCATATACTTTTAAAATTATTATATCTTCCTAGTAAATTCAGCCATGTATTTCCTCCTCTT 

TATCTATTAATGTTTTGTCTTAAAATCTACTTTGTATGGTGTGAACATGGCTACTTCAGCTTTATTCTGGGGTAGTGCC 

TGCATAGCGACCTCTTTCTATTCTTTTCACCTTCAATCTTATATATTTAAGAAATGTCTCTTGTAAGAAACATATAGCT 

TTGTTTAATACAGCCTGGCAAATTTCGTCTTTTGAATAAAATCTTAATGTTTGTGATTTATGTAATTATTATATTTGTG 

TTTTGTTTAAATCTATCATTATTATTTGCTCTCCATTTGTCTCATCTTTTGTTTCCCCTTTTTTAAAATCTTTTTTACT 

TTCTTTGTCTTGAGGTTTAGAAAATTTATTATTATTTTCCACTTTTCCTGCTCTGTTG ACTTC CAC CAC TC CCAACTTA 

TACACTTCTGTTTATGTGTTTTCATTTGGCATCAATATTAACCCCCTCAGGACATTATTATCAAAGACAGTCAATATCT 

ATTTAGATATACCCACATAGTTAGCCCCCTTTTTGACTCCTCGTTTTTTCTGTATCTCAGTTTCCCAGCTGCGATCATT 

TCTGTCTGCCTGAAGAGTACCTGCAGTGCTTCCTTGAGTACGTGAAAGCTGCTGAGGAATCTCTCAGCTTTTATTTTTC 

TGAAAATGTCTTTATTTTAGCTTTGTTTCTGAAATACATTTTCACTTGGTATAGAATTCTAGGTTGAATTTCCTTTTCC 

TTAGGCATTTGAAGATGTTTCATTGTTTTCTGCTTCCATTGCCATCCAAAGTCTTCTAAAACTTCCCTAGGTAGGTAGG 

TAGATATTTAGTATAAAGTATTTTTACATCTGCAGATTGAATGCAGATGATCAAAGGAATCAAGTATTTGATGATTCAA 
AATAGAGACCTTTGTTTTACATATAGACTAAGGGTTGGTCCAGGACTATCAAAACAATTCTAGGAAGTATTTTTCTAAC 
TCTTGAAGAGAGAGAGAGGGAGCATAAAATGTACATAAACCTAAGTTAAAAGAAGTATGTAAAAGTATGTTAAAAATAA 
TGCAAAAAGCATATATGCATATATTTTGCTTGAACTTGATTTCCACTGACTTGGAGTAGTTCATTCTCTAAGAATCTCA 
TGTCATATTATTTTATATCTTTCTCATTTGTGAAGTCATTCAAGAGATCCTGCCTTGTATGTGTTTTCCAGATAATTTA 
CACTTTTATTTTTACATAGATGTTGATTAGCTGTGTTTCATTGAATATTCTCAGTTTTGGGTATCAGTTTTCAGCAAAA 
CAACTAAATGTGACACCTTCCTACTGAGCATATTGGGTCTATACGTGTGCATTTGACTTACGACTTATATTTTCACCTA 
AAAAATATTTTGGATACAATATTAAATTCTTTTAGCATTAATAGAGTGCTTGAAATATGAACTTAGTGCTTTTACTTTT 
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AAAATATTTTAAAATTTTGATAT 

TGTQACAATTATGAATATGGATTTTAGATTAAGACAAACCTGGGCTGGAATAGTAGCTCTGTTCCTTACTAGTTGTGTA 
TCCTTGGAAAAACAACTCCAACTTTCTAAGCATTAGTT^ 

TGCTGTTTTAAGAATAAACGAAGTGGGAAATGAGTTAGTATCATATTCATATATG 

ATTATTA1TATTAAATTTCTATAGTATGTTAOT 

TAGGAGAATTATTCTTATAAAATAAATTA^ 

AACATGGGAGTCAACAGCNTATAATAAATTCTG TATTCTTAATTTAACAAGCATTTATTGAGT CTCTAACAACAAG CTT 

AGCAGTGTTTAAAACACCATGGCAGGGCTGGGCATGGTGGCTTATC 

GAGGATCACTTGAGGTCAGGAGTTCGAGACCAGTGTGGTCAACAT^ 

TATCTCGGCATGGTGGCAAGCACCTATAATCCGAGCTACTTGGGAGGTTGAGGCAGGAGAATTGCTTGGATCAGGGAGG 
TGGAGGTTGCAGTAAGAACTCGCCACTGCACTCCACTC 

CAAAACAAAACAAAACAAAAAAACTACCACGGCAGGAGK5AATTTCAA^ 

CCTCCATCACAGGTGTCTGCCTCTCCCCATCTCTGCTGTCAGTGCTGGAACCCACACAGTATCACTTGTCTGGGTTTTC 
ACAGTAGCTGC CTTACCACTTAACTCC CATTTATTGTCTCTCCAATCC^TCCTTTATACTTTTTC CAGAAATTATCTTT 
CTAAAACAAAATCATGCCATCATCATTGACACATTCATAGACAGCTGTTGTCTGTC 

ATGTAAGGCCCTCCGTACTCTTGCCCTTCCAGCTGTATCACCTCCTGTTTCCTTTCCTGCAGCCTATACTCCGGCCATA 

GGACTAATTGCAAATCTCCATTAGTACCGTGTCCTTCCCAGCTGTTATTTTAGCTAGACATGTTTTTTTAGCCATTTCT 

TGCCTCTCAAAATTGTACTC^TTCTTTAAGATATAAGAGAAAGACCATCTTATCTATAGTCTCCCTAGATGTAGAGGAT 

GAATTCGAGTGTTAAAAGCAAGAGGTGGGCGTTGTAGTGTTCTAAGGTAGGGAGACTAGGTATAGAAAGAAACCTTGAG 

ATGGAAACCAAGGACAGAGAAACTTTTGCAGAATGCTGTCTCTGTGGGCTGCCTGCCCTGTCTTTCAGCTGGAAGTGGT 

TCTTCCTTTCTGTGTTCTCTTTCTCTGATGGGCTGCTGAGAATTATTGCATGTAGGAAGCCAGAGAATGTCTCACTGTT 

CTCCCAGCAGCTGGTGCTTAGGGCTCTCTTACTCCACTCTTTTTTGATTCCCTGGTCTCCTGCAGAGCCATTTATTGTC 

TGGACCTTCCCTATACGTTGTCTTCCCCTTAGCTCAAGGCCTGGCCTCTCCTTATCTCTCCTCAGAGTTTGACTTCTGA 

TGGGATCTGTTGTGCTGGAACTAGCTGTGATGTTTCTCTTCTTCCTGCTTCACCTATGGGTTGGTTCCTCAGCCCTTAT 

ACTGGTCCCACTGGCACCAGCCCTGACCCGATTAATTCCCTTTCATCGTCCTCCATACCCAAAGGTCCTGTCTTGGACC 

AGGGAGGCTCACTGGGCCAAGTATTCATCACAAATGTTAATAAATATAACCTAATTTTAAAAGAAATATCTCCAAAGAG 

TGTAGCCTTCTAGGAGACTGAGTACAAAAAAAAGAAAGGGGTGGAGCAGGACAGAGTATGAAAGAAGACTGCAAGAAAA 

GGTCAGGTACAACTGGGAGAGAAAAATGCAGAAGCTGTGGGCATGCAAGGCCAGAAGTGTAGCCAAGAAGCAGNAGGTG 

AAGTCAAAGGTGGATGAAGGGAAAGAAAGATGAAATGAGAGAAAAAATCCTAGGAGTCTTAGCATTGGAGGGGGAACTC 

AGGTGCGAGAAATGATCTAATAATAGTTGAATGGAGAGAAAATCAATGTATGGTCAATCTTCATTATCACAGATTATGT 

GTTTGCAAATCCACCTACTTGCTAAAATTTATCTGTAATCCCAAAAGCAATCCTTGCGGCGCTTCTGCAGTCATTTGTG 

GACGAGCGTGAAGCAGTGAAAAATTTAAGCAGTGCCACATGTGTATTTCCAGCTGAGGGTGAACAAGGGATGCTCAGCC 

ATCGTGTTTCAGCCCTCATGCTGTAAGCGAGGGTCCTTTCCATGATACGTTTAATGCTGTGTTTTTGAATTCTTGTGTT 

TTTCACTGGTGATTTTGTCATGTGAAATGGCTTCCAAGCATAGTGCTGAAGTGCTCTCCAGTGCTCCTAAGC 

GGCTGTAATAAGAAGAAATCTGGCCAGGTGCCCTGGTGCATGA 

CTAAAAACATAAAAATCAGCTGGGCCTGGTGGTGTGCACCTGTAATCCTAGCTACTCGGGAGGCTGAGGCATGAGAATA 

GCTTGAACCCGAGAGGCGGAGGTTGCAGTGAACCGAGATCATGCCACTGCACTCCAGCCTGGATGACAGAGCAAGACTG 
TGTCTCAAAATAAATAAATAAATAAATAAATAAAAGA^ 

AACTTTGTTCAAACATGAGTTATAGAGCTGCTGGCAGGGTGTTTAGTC 

CTATCTTTAAATAGAAACACACAAAAAACAAAGTTATGTATTGATTAGGTGATGAAAATATTGTGACCAGAACTTGCAG 
AAACCTGATCTTACATTTCCCCTGGGAGCAATGGTTCAGT^ 

AACTGCCACAAATAACAAGAATCAACTCTGTAAACATTTTTGTTGGTCAATGGATATGCATGTTTAGACATTTTGTAGA 

ATTATAGTCAACCCAAGTGAAATGGAACTCCTTTTATTTGACTTGGGAAGTTGCTCTATTCTCTTCTGTTTCAAACAAA 

ACTCTAAATAAAATCCTCTTTTGTTCTGGTTTATTTTAGCAGATGTTTACTGGTGTTTACTGGCAAATGTGTTGAGTAA 

GTTAGGTAAAGTTGACCTAGACACAGTTTTTGCTCCCAAGGAATTCTCAATTGATCATGGAAGACAGGAGATGTGTGTA 

ATCAAC^GTATTGACATTAATTTGTATTCCTGGAACAGGTATCGACTAGAGTCAAAGAAGGTTTTGGCTC 

AACAAGGAACCCAACGTAGGTTCACAAAATAACCAC21TATTGTCCA 

TGACATTATCTTAGAGCTTCGGGGATTTATAGATGGAAGGGATCCTACAGGCCCAGTATGTGACAAGGACCTGAGCATG 

TTTAGATGTAGAGCTAGAACTGAAAACC^GCCTC^TGGCTGAAACTGAATCCTTTCCCACTAAACCATACAGGCTCTA 

TGCGCTCGAACTAGTTATTGGAGTCCCGGCTTAAAATGAGCTCATGTTCCAGAAATTCCACTTAGGTCAGATGTTTATA 

AGTCAGTCTGAGGTTGTTCCAGGATGAGCTCCAAGGGGTCTGTTTTGCTGTATATGAATATTTTTATAGAAGGAAGCTC 

ATAAATTTTGATGTGATTCTCAAAGGAGTTCATGATTCCAAAAAGTCTAAGAACTTCTGTGCTTATTCTGAGGTTAACT 
GTGCACGACT^AATACTAAATTCTATTTGGGGTGGTGTCT^ 

TTTTTTTTTTAAATAAAGAAAATGCTCACTCTTGGCTAGGATGTGGTGAAACAAAACTTCCTA 
ATAAATTGGTATGAATTTTCTAAAAAGACATC^ 

CTAAGAAAGCAATAAGAAAAAGGAAGTAATTAGAAATTATGTATAAAGATATTTATAGCATTTTTC^ 
AACTAGGAATGAAAGTGTCTAAGAATTACAGTTOTAA^ 

CAGCACTTTGGAAGGCTGAGGCAGGTGGATCGCCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAAAACCC 
TGTCTCTACTAAAAATACAAAAATCAGCTAGGC7VTAGTGGCGGGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCA 
GGAGAATAGCTTCAACATGGGAGGCAGAGGTTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGGCGACAGGGTGA^ 
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CTCCATGTAAAAAAAAAAAATCACTTAATATTATGAAA^ 

TATATAGCATAATCACAATTTGTTTATGTGTGAACAGAATAACATGTTAACAGAGGTTATCTTTTGCTAATNGGACTAG 
A6GT0TTTCTTTTCCTTTTTATTTTTTCTTTTTGTATTTTO 

GAAATATTGCAACCATATTTTGTCCCANTTGAACTATGATTTACTTACGGGAAGTCCTATCCTTGTTTCTTAGTTTCTA 

CATTTTAAAATGTCTCATCATTCATTTTGGCTGAAAGTTAAAATGCAATCTCAGTTATTTCACGTTAATTCAATTACAA 

GCCCTTCTCTTCCCACAGTATCATTTCATCTTAAACCTTCATACTCAGCCTCCTTTGCAACTCTGGCCTCTCTTGCTTT 

CCATTCCTTTTTGTTCTTTCTCTGATTAAAAAAAAATACTAAATTCTGTCTGCTTTTCTTTGACAGCATTAGCCTTTTT 

TCTCCTCTGCTGAGAATATAATTTTTGCTATTCAGTTTTTCAAATATTTACCACTGTTCCCTTTGTTTCTTTATCCTGG 

TTTTTAATTTTGTAAGGTAGAGGAAGCATTCATGGAATAdTCTGTTCCAAACCTCAGAGCCTCAGTAGTGCTTTTGCAT 

TAATTAAAAAGTATGTATTCTTTTTGGGATTTCCCAAAGTATTTTCCCATTATATCAGGAACACATGTGTATATGTGCA 

TACATAGGGTATGCATGAGAATGAGTGTATTCACGTGTGCATGTATGCATTCATGTTTGTGTGCATGTTGGTGCATACA 

TGTGCAAGTTGGTGTGCACTTGTGAGTGAATACATGTTCCAGTTCTTCCAGAACAGGAACTGTGTCCTTTCCTATATGC 

CCTACGCAAGTAGACACTGCAATGATGCTGACTGCCTGTTTGCCTGTCTCTGTATAGCCACCTTTCAGAGCTTGCCATC 

TGGATCTCAGACAGTATGCAGAGGAGAGGAATGTTCTAATCOVCCCTGGTACC^CAGGCTGGCATCTGTACTTTGAAA 

GCTTTGATGAAGAAGATGCAAATTGTGTTGGCTGTGTGGGCTTTTCAGCTGCTTCCTGACTGGGCTAGAGACAGGCAGC 

ATAACTTTTAATCTCTCCAAAAGCCTGCCAACTGGCAAAGAGATACATGTATTAGATAAGATGGTGGATCTCGATTTAT 

ATATGTATGAATGCAGACTGAATTAAAATGGCACCCTAAGGGAGAAGCCAAGGACCAAATCAGGAGACCCTCTAACTGA 

GTGAGAAATCAAGGCCAGGATTTATAGGATGAACATTTTTAAGTGTACATTAGAATGTAAAGTAGGTATTTGTAATTGA 

AGTACTATGCTTATTTTATTTCCATAAACCTAAGGTCTGGCTTCGAAGTGGCCTCAGGGTATATCCGTCAGCACTGAGC 

CTTGTAAATTTGCCTGCTAAATGAAACCTATGATGAARAGAACCAGGCAAATAACACTGTCTTGCAGTGTGCAAGTCCC 

GTGGCTGTATTATAGAGTGCTCAGCTCAGTGTTTCACAGTGGAGAAGAACGTACGTTGATATGCTTTCTGGGTTTGAGA 

GCTCTTCCTTCTTCATCC^GAAGACAGAGCTGGGTAGAGAAAAGGATAACCAGCAAGACAAAGGCTTTATCCCAATATT 

ATATGTTTAAAACTCAAAGAGATATGGTGAAAATGGGACTTTATTAAATTTGCCTGATTGGAAACAAACATGCAAATTG 

TACAAGATTCCTAAATGTGCCAAAATGGCAAGGAGAGAGCCCTGACGAGCATGGAGAATAGTGAGTAATGCTTATGTCC 

TAACAGTGCCCCTTGCCTTCATTGACCTTTGGAAATATTGTGAAAAAGTCAACCTTTTCTATTCTGTCTGTATAGTCTT 

ACAGTGTTTCCTCTCTTTTTCTCCCTCTAGGGAGTTATCCAAAGCCCCCTTCACAAGAAATGCTAGCTTTCAGGAATAA 

TCAATCAAGCACACCTTTGAGCAAATGTAAGATTTATGTTCATTCTATTTAGATATTTGATTTTGACATTGTATCCTTT 

ATTTTGGAANAAAATGAATGTCACCTACATGCAGAC^GATGAGGCATTTTATGCTTTTGTTGGGGGAGGATAGGTTTAG 

GGGAGCTCTCCCATTTGCAACCCGGCTTTAAACCCCACGTGGCATGAAGAAATCAATTAAACAGACAGAAACTCTTCTG 

GGATTGGGAATCTGGCTTCTCATTTAAAAGAATATCCCCATTTTTCTAACCATAATAAATTTTAATTTTCAAGTAAAAG 

CCATTACGTCAATTTTAATGTCAAATACATTTTAAAAAGAAGATGCAGACTGTTGAAAAGATGGTGGAAATGATTACAA 

CCTAAGCTTGGAGCTTACTGAAGTCAATCAACTTCAACCTGGAGCTTGCTGCAGTTCCGACTGCACTTAGATGGTTTTG 

CTTTAGTTTCCCCATTTTAGTGTAGCAGAGGCTGTTTTGTTACCTGATCTTTTTTTGTAGAGAGAATGAAACTGCCTGA 

GGGACAATACAGTGCACTGGAGAGGGATGAAATAAAGTCTCAAGAGCTGCTTGTACTATACCACCTACCTCAAACAGCA 

GATGTTACAGAACTGCTTTTAAAAAAATGTTGCCTTTCACATGTCATGCTAAAAATATATACCTAAAAAGACCTAAAAA 

AAAAAACCTTAAAAGAACTAGAGAAGCAGGCTGTAGTTATACAAAAGCTATATGCAAGATCATGGAAGCAAAAAAAAAA 

TGCATAAAGACATATTAGAGCTTTCTTAAGTTCCAAGGGAGCTTTTGATAATACATTCAAAACATAAATGGGAAAGTCA 

TCAGAGAATTGCATAGTCCCCAGGAGACTGCAGAAGGCTTTGAAATGGATTTAATAACATTGATGGGTCGGATAGGAAG 

CCCTTATTCCCTTTGACTTATCATCTTTCTTTTCTTTTTAAAATTCACTTTCAGGAAATAGTTACATGATCAACTCTAC 

CTGGCTGACTCAAATTTGGTTCTCGGTTTGAACTCTAGTTATCTGTATATCTTACAGCTGTCCCCTTCAGTTGCTTATC 

ATGTGACTTGTCATTCTGACTGGGTTTGAAGCTTACAAAGGTCAAGAAACACATCTTTCATATCTTTGGAATTTCCTCT 

GTAATTTTGATACCCTGATTGTGTTTGCAGATGGTGTTTAACAAATGTTGCCTGGCTCACTGGATACTTCCAGATTTTA 

AAAAAAGTTAACAGAATGATCTTCAACTCTGCTTCCATTGTTAATATTTATGTGCTATATTCTGATAAACCCGTAGAAG 

ACCAGATAAGAOUVAAGCAGGAGAAACAAGTTGTAGATACAATAGTGAGCGTGTAAAAGGC^TTTAATAATGCCTTGAC 

ATGAATAATAAACATACCAGTAATAAAGATACAACAACCTTACGTTTCCATAGATTCTTGATTCCTCTAAAAGCACTTT 

CATATAATAAAGGACAGAGGGATAAAGGGAGGAGTAAATATAAATGCAAGGAATACCAAAGGAATGTAGACATGAAAAA 

GCAAGAGGACCAAAGCAAGACAAAGAAAATAATAGCCAAGAATAAAGAAATTGAGGGAGAACTTACTAATAACTTGGAA 

CAGTTGTTGGCTAAACAGCACACATAGCAGAGTATCAAATAAATATTGACAATGTTGGTGTTCTTGTAGTGAGTAGAAT 

ATCCTATAGACAGAATACTCTAGGATATTCTATAGACAGAGTATTCTGTCTATAGGGTATTCTGCCCTGTTTATGTTTT 

GTCTTGTTTTCTGCTGAGTTATTAGGGAAAGGAGTATCGTGGATTCCCTCACTTTCTTTCTCTTCCATTTTTATTCGTG 

ATGGTTAATATTGATACTAGTATGGCTATCTTTACTCCAGATAGTCAATCCACATCATCAAAAAGATATGGACGTTTGA 

GTGATACTCAACtTCAGTAGCTTAGTTCAGTGATTTCACAAAAGCTCAGTTAGGCTTGCTGCTGAGAGCATAAGTGAAT 

TTTGCCCTTGTTGTAAGGTTCTAAAAATTTCCTAACCTTAGGAGGCAGGTCTAAAATTATTGTCTATAATGCTGAATAT 

AGTAACTTATTATAAAGAAATTCTAAGAAAATAAGACATATCAACTATGTTATAGAACTGATATTAAATCTAGAACTGA 

AAAAAATACAGATAGAAAAGTTCTGCCTGTCATGTGCTAGAGGCTACAAGAGATCCCTAAAACACTTTTATTACTGCTT 

TGAAGGGATAAGCTCCCTCCAAAAGCATGGATCAACTATTTTAGAGATTTAGAGATTGACACTGCTGTTTTGGCAATAA 

TTCTACCTTCATACTTTCAGTTCTGGATCAGCACAGAAAACTCTCTCCTTTGTCAGATTGAAAACCTGTAGCAGGGGGA 

CAGCCAAGATGGCCGAATAGGAACAGCTCTGGTCTACAGCTTCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGA 

AAAAACTACTTTAAAGTTCATATGGCACCAARAAAGATCCCGCATTGCCAAGTCAATCCTAAGCCAAAAGAACAAAGCT 

GGAGGCATCACACTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGCTACCAAAACA 
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GAGATATAGATCAATGGAAGkGAACAGAGCCCTCA^ 

TGAGAAAAACAAGCAATGGGGAAAGGATT C C CTANTTAATAAATGGTC CTGGGAAAACTGGCTAGC CATATGT AG AAAG 
CTGAAAC TGGATC C CTTC CTTACACCTTATACAAAAATTAATTCAAGATG GATTAAA.GACTTAAACG TTAGAC CTAAAA 
CCATAAAA&CCCTAGAAGAAAACCTAGGCATTACCAOT 
AAAA.GCAATGG CAAC CAAAGC CAAAATTGACAAATGGG ATCT AATTAAA 

- AC CAT CAG AGTGAAC AAGCAAC CTACAGGATGG GAGAAAATTTTCACAAT CTATTCATCTGACAAAGGGC TAATATCCA 
GAATCTACAATGAACTCNAACAAATTTACAAGAAAAAAACAAACAACCCC^ 
ACACTTCTCAAAAGAAGACATTTATGCCACCAAAAAAACA^ 
GCAAATCAAAACCACAATGAGATACCATCTCAGACG^ 
TGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGT 
TGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATC^ 
CTATAAAT<^TGCTGCTATAAAgACA(^TC 
CAACCCAAATGTCCAACAATGATAGACTGGATTAAGAAAATG^^ 
AACATGATGAGTTCATGTCCTTTGTAGGGACATGGATGA 
AAAAACCAAACACCTC^TATTCTTACTCATAGGTGGGAAT^ 

acactctggggactgttgtggggtgggggaagcggggagggatagtattaggagatatacctaatgctaaatgatgagt 
taatgggtGcagcac^ccagcatggc^catgt^^ 

TAAAGTTTAATAATAATAAAATTAAATTAAAAAAAAAAAGAAAACCTGTAGCTCTGGTATCATAGTGGCTGTAG^ 
GGTTGAATGATTTAATCTATTTCAGCCTC^GOT^ 

CATAGCAATAATTCCCATTTCCAAATGCCTGCGATC 
CTCATCAACTCTGCAAGGAAGGAACAATTGTCATTCAC^ 
AGCTGCCTGAAGTCATGCAGCTAAGTGGCAAAGCCAGGATATAAACTT^ 
CCTCCATGGAATTTTTAGAGTTATTTAA^^ 

TGTTATTATTATCATACTGATGAATATAAATTACTTAACATCTATTTACCAAGTTCCTTATAGATATTTAGCACTGAGT 

CAGTTTTGATTTTGGACAATCTATGGAATTAGTTATTTCTCTAATGTAGTATTACATAAGATGCATTATAAATAAATCT 

TAAATATTTTCAAGTGGAAATTTCTTCC^TCCTTGGGACCAGGTTCTTCCTTCTTCTCCTTCTTCTTCTTTTTTATTTT 

TATTTTTTTGAGACTGGGTCTCTGTCACC CAGTCTGGGATGCAGTGGCACAATCATGGATGGCTCACTG CAG CCTCGAC 

CTTTTGGGTTCAAGTGATCCTTTCTCCTCAGCCTCTCCAGTAGCTGGGACCACAGGTATGGCCACCACACCCAGCTAAT 
TTTTTTATTTTTCTAGAGATGGTGTCTC^ 

CAATCTCCCTAAGTGCTGGGATTAGAGGTATGAGCCACCACACCC^GCCTGGGTTTTAGTTTCTTTTTGATC^TATTTG 
GAGAAAAAAAGAAAAGAAGCAAATTTGCTAATCAAAATTGAGTC 

CAACCTTGAGAATCAGCAAGTAAAAACCTCTGAAGCCAAGAGGGCTAACA(^ 
CCATAAGCATTTTCAAACCTCTGCTTCAAATT 

CGCTCTTTGTTGTTTATTTTTTGGAGTCTTTAATGACCAATCGGGTTGCTGAAATTTACTTGAAGAGTTTATTCTTGAT 
TCTGAGGTATAAGATTTTCTGTGTGAAGATGGCTGGGAATCCACACAACTCTCCTAAAATAAGCACCAAGTTTTGGAAA 
GAATTTTCTCTTGTGGAAAACATCCATTTCCAAAGAGAGCCATCAGCATGAGATTGCT^ 

CCAACCCAAGGAGAAAGCTGAGGGGAGTCAGTCTGTGAAGCAGCCAGGAATCAACTTTCATGACAGTTTTA 
GGCAGACTTTTCCCTTGGTCTTTTGGAAGAACTGCTGAAATC 

TGAGTCTAGAAATAAGCTGTTCCTTATTGTTTC CTCTGTTTC CTTATATATAAAGAGTGGGTAAAAAGAAGCAC CTTGG 
AAAGTCATTGTGAGATTAAATGGCATAATGCATGCACATCTCCTGGCA.CAAACTAATCACCACTGTTGTGTTCTAAGCC 
AGTTTCCTAAATACACAGATCCAGTTGTTTTTTAAGTCTCAGTGTGAACTGTTTATTCTGTTTGGCCCATGTGGATATC 
TAAAGGGTTCACAAAAATGCTTTCAAATTGATAAAATATGGAGGAAG CCGCTTTT CTAGTC TTC ATCAAGGATCTGCGT 
TGGGTGGAATAGAATCTTTGTTTGGGTTTGGTAAGAGTTTCATGATGCAGGATTTTATAGAGAGGGAGCTAATGCCATT 

GGGTGGCTGATCACCTAGGTGGAATGAATGTGGGGCCACT(^TC(^TGC^TTTTTCTGCAGGTGAGATGGGATAGGTAG 
CCCTTGTACAGTTCTTCTGTCAGAGATCTTGGTC^^ 

ATAGGACGACTACCTGGCCAGGCTTGGTTTTCTTTAGCTCAGAGCCTGGAATTGGCTAAATTTGAAC 

AAAAAACAAGCTGATTATACAAGTGATATTGTAAAGAAAAAGCTAGATACCATAAGAGCTGGATACCAGCC 

CTGTTTGGATTTGATGATACTCTCTTGAGTACAGGAACAAGAGGGCAGCCTAACATTGTCCCTGAAGCCCTCTGCCCAC 

AGCCAGTCAGATCCATGTCCAACCTTAGCAGCTAGGATGCTGG 

TGGGACTGGGGTGAAGGTATTCTTGTTATA^^ 

TACACTCTGGGGANTCAACTTGTGCTCGGATTCACCTTTGGCAAGGGTCCTTTAGTGGAATGGACTCTGCCCAGGGAGT 

CAGTGGACTGCTGTTTGCTGGTTGATTTTAGACAAGTTACTTTATGTTTGTGGGCCTCATO 

TCTCTAACCTGAGTCACAGC^CAATCTTTGTGG 

GTGTGTGTGTGTGTGCATGTGTGTGTCTCCAGTCACTGGTTCTGGGGATGTTCCTCCAAACTGTTCTTGCCTTCTTTCT 
GTTATCCAAACTTTTCTGTGCAGAAGAAG^GATCT 

GATAGTCAGAGGATGACCTATTTCTGAAGCAGACGACCAAGGA 

TGTTCCTTCTTGGAACATATGTTATGGAACTTGACT 

TCAAAGTCTGTAATATACCAGCACATCAG CTl^GCAGAGCTCAGACAATGAGAAAACAGGTAGGGGTGGGAGAAAG CAC 
TTGCAATTAATTTTGGAGTCAGATTTTGATAGAAAAGT^ 

GTGGCTGGTGTGCCC(^TGACTCACACTGTAATCTAAATACTTTGGGAGGCCAAGGTGGGAGGGTCTCATGAGGCCAGG 
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GGTTTGAGATC^GCCTGGGGAACATAGTC^GACCCT 

GTGCCTATGATCCCAGCTGCTTGGGAGGTTGAGGTGGGAGGATCACTTGCAACTGGGAGGTTGAGGCTGCAGTGAACCG 

TGTTCACACCACTGCACTCCAGCCTGGACAACAGAGCAAGATCCTGCCTCS^^ 

AAGAGAAAAAAGAATTGCAAGCGGCCAATAGATAAGAGAAGATC 

TAAAGATAACAATGCTATCATTTCCCC^C^TCATTTTGGCAGAAATGTGAATGGATGGTTAAACTCGGTGTGCCTGTGA 

GTTTGATGAAATGGATGTGCTCATACAACTACCTGATACAACCTTTTGGAGGGCAGGTGGCTGATACTTACTGAAATGT 

GAAATGTATAATCTTCTTGCCCAGAAATTCTG^ 

ATTTATGTAGTATGTTTGCSU^GCATATTCATGGG 

ATAGTAAATTATGATAAATACCTACTGTGAAATCCTGC^TAGTG^TAAAATGATGGTGTAAAGCTTCATATATTAATG 
TGAAAAATTATTTAATGGTACAAAACAGGTTATGA^ 

GGGAAGTTGTTAATTTAAATCTGAACAGTTAGAATTTCAGGCTACCTTTACTTCCTTTGCTATTTAACTGTTTCCTCTC 
C CACCTATCAACTCTATGTCCTTAGGGAAACTTATTTAAC CTTTCTCACTCTTGGTGAAAATGGAGATAATAC CAAACT 
CTTAGAGGTTGTTGTGAGAATCAAGCAATAAAATACATGTCAAGCACCTAGTAAAAAATGTATTOT 
CATACACAGTTTCCTTTTTTTCTTT 

CTAAGTGGGCTTTTGAATAACTTCCACTTATTTTAATGCAGGGAAAGCTCTAGTTCCAAATATGTGGAACAGTATTTTC 

CTTUVGGCTGCAATGTGTCAGAAAAAGACCATATTGAGTCATTGTTTTCTGAAGCCAAGACAGGAGATTGAGAGACGGAT 

GCTGATGGGCAGCCTAAAATAATATTTCATTCTTGTCATCCTTAGGCAGTTTAAGACCAAGTCATTTTGGATAGATCTA 

CAGTTTCCCTCTCGGTTTGGAAGAACAAAGCTTTTGTTATTTATGTTCTTAAACAACAGCGCTTTGTCCTATACT 

AGCGTGCAAAGCAAACAGAAGATTTCCTGAACGGCCATCCCATTTATGGTGAGGAGTCAGTCCAAGAGGTAAGTAGACA 

TACTCAGCTGCAACCATCTGCAGAGGGCCCACATTGGCAGCAAAAGGAAATAGCCAAGACTCACAGGAGCACAACAGCC 

AGTC^GGTTTGGGATTCACTTCTCTGATACTGTGCCAAAGTTGGTGGACTCAGCCATTCTGAAACTCACTGTTCACTTG 

GGGCCTGCTTTGCACAACAAAACAAATAGCCCTGTTTTGCTTTCGATGTCTGAGGCAGAAAAATAAAAATGGCAATATT 

TTGAGTGTTTTTACATTGGGAATTTCTGGTCCATAGATAATTATTTCAGATACCCCTGTGTAATCTTTTCAGAGCTGTT 

GAAAACTGTGGAATAGGGGATAATTAGGGCTCAAGAGATTTCATTAATGGTTAAAGGATCATTAGAAGGACACGTACTG 

TATCCCTCTTCTTATTTCTCTTCCTGCACTAAAACAACTCCTGGCTTGCTACCATACTTCCGCACCCATGTGCAATTTT 

CACTTAGCAAAAGGTCAAGTCTAAGTAGAATCTATGAAGTTGGGATTGATTCTGATTGGTAATAATGCTAGCTAGCAAG 

CATTGAAAATTTGTACCAGGTTTTCTGTTAAGTAGTCTGCATGCACTATCTCAATGATTCTTAAGGAGTGGTCCATAGA 

TCACTGGCTTTACAAACATTGACGCATGGTGGTGGGTGTGGGCAATGAAAAGGCAGATTCCTAGATTCTACTCTAGATC 

CATGGGATCAGCATCCTGTAGTGGGAGCCAGGGATCTACCATTTTAGCAGGTGCCTTGGGTCATCATCCTTATGCACAT 

GACATTCGAGAGCCACTGTGTTATTTCCTAGTGCAACTGTGACTCAGTGTAATCTGCTTTCTTTCCACTCCTCTGATTT 

CTGTGTGTAAATTTTCATGACAAAAGTTAGACAAAATACCATGGACTGAAGTTAGATATAGAGCAACTCATGTCTCTTT 

TAGTTGCTGGTGATTGCAAATNTATCTCCATGGCCAAATTGCTTTTGAGGCACTATATGTGATATTTATCTGTATTGTG 

GGAAGGTTAAAGAAGTGAGAACTCTTTCCTTGCTTAGTGGTGGCCTGTGCTCTGGAGGTAGAGAGGAAGACACAGGGGC 

CATGGAGGTGGGACTTACAGGTGTGGTACAGGTTGTATAATCATGATGGTGACCCTGCATGGAGAAGGGAAAGCTTGAC 

CTTTTCCTTGGCTCAGGGCTATGCAAATAGGGCTGGCCCATTTCTGAGAGGGGAAGGTAGCTGATATGCAGGTGTGATT 

CCCTAGGGCCCAGAAAGACCTGCCTGCCTTCTGCCTTTGTTGTCATGCTTCATGAGGCCTGAAATGTTCACTGGTGGTT 

ATTTCTCTGGTTCTCAGCTTTAGCTCTAGAAAGCCCCTATTGAAATGACATGCCACTTGGAAGATAGCAGGACCATTTA 

CTTATATTTTCACAGACTGCTTTAATCTGCTACTCTGGGGATGGCACACAAAAAGATTTAGTTGATGGGAGGGAGGTTA 

GGCCCCTTTGTGGGCCACAAAGAAGAATCTGGGGAGCCCAGGGAGACTATTCTGGGGGTAGAAGTGAGGAGGAAAGGCT 

CTAAAGACAAACTGGACCTATGTCACAGTTCCGAGGGCTGTCCTCCAGAATACATTGTTTTCCTGAAATTCTCCAGCCC 

CTTCCATCATTTTCCTCTCAGTGAATGTCCAGTGCTGAATAACTGCCCCCTTAGTCACAGGACTGGACTGCAGCAGTGC 

TGCAGGTGGTGAGGCTCAGTGGCACAAGTGGCTCTGGGAGGGAATCTTGATGTCGGATTCTGTAGCTGCACCAGCAGAG 

GGGGAAGAGGGAGATAATTACCCAC CTCTGAGTCTGAGATCC CCCTACCCCCAGTG CATTCTTCTGC CAGGAGCAGGAT 

CATTAGAATAAGTGAGACTTAGCTTAGCTCATTCAACTC^ 

ACGATCATTTCTAGAGACTATGTTGGGATCCCCTGCATTTCTTTATCCATTTGTTGAGAAGGACCAGAGATGATGCCTA 
ACTTTAGCCAAGAGTTTGTCTGTGGGTCCGATAAGCCTCACATTTGATTTTATTGGAATTTTAATCTTGCAGAAAGTAC 
CCTATGTTTCAATTTTAAAGCATTTTTTTTGTTAAACTGAAAACATCCCTCAATTTTTCCAATGT 

GTGCTAATTTATGTGGTAAGTGGTACTGGTTCATTAATTTACTCAGGAGGGTGTAACCACCTTTCATGGAGAAGGGGTG 
GCTAGGAAGGGGTTTCTAGTGAAGGAATTCATTTTTCTTGGTCTTCATGGTGGGTGCTGGGGAAGGGTGTGCAGTCAGA 
GGGGCTGI^TTTGCAGAAACATGGCTCTGTGTGTGAGCCTGGGTTCTCAGGAATAGGAAGCAGGTAGGTGCAGTGGGTG 
GGTATTCATGTGACAGTGGAGGAAGATAAGGACAAAGATCATGCATGAGTAGTGAATGAATGAATGAATGAATGAATGA 
ATGAATGAATGAATGATTGTGTATAGAAGTCCATACTCCTTCTCTGGGGTGGCTATTCCTTCACCAAGCAGACTCTGTT 
CTTTCTTCTGCTGCTTCTTAGTGAGCACGTCTAAGTCTCAGTTGATATTCTCTTGCTCTGAGAAATTTCTCATCAATGG 
GAGGAGAAAATATAATTCGCTTCAACATAGCTCATATTTAAGCTGAGAATTCAGCATGAATTCCAGACATGGTTCATGT 
ATTTTGGATAATCAGCATAGCTGTTCATGATCGGTAACCCTCTTTTTTCTCCTCCTTCAAATCGTTTTTGGTTAGGTTA 
CCATGACTGAAGATTAATGACTTCCATTATTTTTTTTCCCTCATGCAGGAATGTTTAAACTAGTCTAAACTTTGTACCA 
ACTATCATATGAATCATGTCTACTACTGTTACCCCTTGTGTGTCATGTCCTGGGTTAGTGTCCTTGCATGACACAGCAA 
AATACAGGGCAGGGTTAAAAGTGTCAATTGAGAACCAGGCAAAAAACTGA 

TGCTGTTATCTTAGAGGCCTTAAGGCAAAATCTTACTTACAAATATTAGTTGAAATGCAATATGTGATGTTAGTAGACA 
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ATACTTTAAGTACTAGGGTACATGTGCACAATGTGCAGAOT 

ACCCATCAACTCGTCATTTATATTAGGTAT^ 

CGTGTGTGATGTTCCCTGCCCTGTGTCCAAGTGTTC 

GGTTTTCTGTCCTTGTGATAGTTTGCTGAG^ 

TCCTTTTTTATGGCTGCATAGTATTC(^T^ 

ATCCTAATAAAAACAATTTTATTTCTATTTATTT^ 

TGAGGCTGGAGTGCAATAGCACAACCATAGCTCACTGCAGCCTCCAACTCCTGGACTTAAGTGATCCTCCCACCTTGGC 
CTCCCAAGTAGCTGGGACTACAGGTGTGTGCTACCATGC^ 

GGGTCTTGCTGTGTTGCTCAGGGTGGTCTCAAACTCCTGGATTCAAGTGATCCTTGGCCTTCTAAAGGGCTGGGATTA 

TAAAGGGGCGAGCCACCATTTCTAGCTGACAATTTTCOT^ 

TGTGCACATTGTGCAGGTTAGTTACATATGTAT^ 

ATTAGGTATATCTCCCAATGCTATCCCTCCNG 

AGCATGTATTTGCCCATTTAATCTTCACAC(^GCCTAGGAGGTAGTTACTGTGTGTGGC^CCCTTTTATATAGGAGGAA 
ACTGAGGCATAATGCTGTTAAGTAGCTTGCTCAGGGTCTAACAATTAAGAGTCAGAGCTGGGATGTGAACCCAGGTGGC 
CTGACTCCAGAGTTTCTACCAACCACCATGTTATACTGCTTO 

ATTAAGAATGCACTCCCCACATTTTTCTTATTAAATGTAATTGCCAGTTTTTGTATATGTCAT^ 

AGAAACTTAGACAAAGAGCAAGACCAC7VGATAAATGGATCCTTCTGTTCAGGTCTCATTACCTAGAAGAGTTTTGACTG 

CAATATATGAGTACTAAAAGTTGATGGTTTATGCTAATTTTAAGTGTAATATATTTTAGAATTTTGTCACATGCATTAT 

TANTATGATTTCATATTGATGGCCTTAGGAAGATT^ 

ACAAAAAATTTCCCCCATGTGCCAAGAGCAAATTTTC 

GAACATGAACTTTATCTTTATAGTGACCACAGACTCCCATCTCTAGTATCATGATTTTTAATTTGAATTA^ 
TTTTTGCTTTGTTAAGATGAGGCAGGCCTTCTTG 

AGGCATTGGCTCCAACTGTCAGCATTGAAACTGTCAGCAGTTCCCTACCAGGAAACTGGTTCCAAGGTCTAGGGTTTCC 
TTAGGTAGAGGCTGGCACTGTGAAAATAATGGGGCTCTTT^ 

TTAGTTGATTTGACATACTAACAGGATGGGTCTGAACGTTTTCTATAGTTTACTCATGAGTGACTTTCTTTGGCTTACG 
TAAATGGCAAGGC(^GACAAATTAGCTTATGGACCTAGCAATCATTCTTGGCCC^GATTTTGAGACACTTTTCAATC^ 
CCATAGTTGCTCTAATACCTGAGATTTGCTGACAGTGCTTGGTTCAGAAAAAGGTTCAGTTTCCTGAGCAATTTTTCTT 
TTATTGGGATCATCTTAATTCTTGTTTGCGGGGTTAAGATGAAGGAAATATGAGCAAGGACTGCACTCAGCTATTTGGG 
TGACCCTTGTATACCATGAGCTTCTTAGATAGGGCCTGATGTGATCACCAGAAAACATTAATTGATCGTGATGACAGGA 
GATAGTCTCTCTAGCCAGAACCTGCTAATACAAGTCCTGATGAATTGAGAATGATGCCTGAAGGAAGCAGACTGACGTG 
GTGC^TTAGTAATTTTAGGCAAAAGAAGATAATGGTACTAGTATGTATATTTTTTAGTTTCCTTTTCCATTGCTTTGTT 
TTGCACAGGCTGAAGAAAATAAATGTAAACAGCATATTATGGTGGCTCAGGGTGGATAATAATGGGACATC^CTTCCTT 
TGTTTCAGTGTGAGGTTGCCCCTGCTATGTGACAGCTC 

CAGTAACATGTTTCAGGTTATCATGATTATTATGATTATAGGAGGGGAAGAGCAGTGCTGGTCTTTTAGAAAGTTCTCA 

TCATGAATGTGTTCTGGAGTGAACATCACTTACTAACAGATGAGCAGCTTGAAGTTGAGTCAAACAAAACTTTTAGTGT 

TTGTAAGGGTCAGGGAGCCAGGGGACAGTCTGTAACTCAGTTGTATATTGACACAGAGAATGTAC^AAAGCTGTGAAAG 

CTTCCACTTGAATGACTGCGGATGGTTGCTGGTGACGGTCTTGGACAGTAAGGGTTTTCTTCGGAGTTGTAGGAGGTGA 

AGTCTTCCTATGGGAAATTTCTGGACAAAAATACAAATGAAATGACTTGCAGGCCTCAGTTTAGAGTATTGTTGGCTTT 

GTCTGTCAACATUITGGAGATTTGAACATGGGAGTTC^GGGGATTTTAATGAAATTTTATTAAGGAGATGAGAAGCAGG 

GAGTCTGTGTTGAAAATTCAATAAAGGGCTTGTTTTCCATCTCAGCCTGGATAATCTATGTTATCTCTGAGTAAAGGGG 

GTAACAATTCTAACAACCTGGCTTCCTTAGAAGTTTCCATTCTCATATAGTCACCGAAGGCAGCAGCACTGTCAAATAA 

ACAAAGGTTTAATTAAATAAAAACTATTTAAACAGAGCAGAAATATTCTTCCCTGGCTAGTCACAGATTGGACAATTCA 

AAGAACAAACCCTGGGGGGAAATTGCCAATGGATTACTTTTTCTC 

TCAAATCTCAAGTTGAATTCAGTCAATTATCTAC^ 

TCACCACTAAATAAAGCAAAATTTTCTTCTCAGCT^ 

TATGTATATTCTATCGTC^CTATGAAAGCAT^ 

TTGCTAATGTTACACTTGCTACAAAATGTATTAAAGAAACAGACAATTTGCTAAGGATTTGGAAGGATTTGTCATTGG^ 

TTAAGTACATTAAGTATCTAAGGGGTGTGGTGTTCTGGTTATGTGTATGTCAGTTTCACATATTTTTTTGCTTTCTTAT 

TTTAGTTGCCTCTATAATCATTTTGACTTTAAAATGTTTTCTGCAGATCCTTTAATAACTGCAAA^ 

GTAACAAGTAATTGGTATGACTAACACTA2U\ATGTAATGGGAAATAAGGATACTATTGTAAAGAAAACAAGAA7^CCT 

GGGGTAGGGGAGCAGTATTGATTCTCTCTTAGGATTCCTAAGATTCTCTGTCCCAACCCTTCTACCATGGAACATTCTT 

ATGTGGTCTAAGTGTCAAAGACCAGAGGAACTGGGCAGTAACT 

CTTTAAGATACGAAAAACTTTTAATTGTGCTCC 

GTGGGTGGGTGAAAAGCCTACCC^TCTGCAAAGGTAGCTCTGAAACTGTTCTGGAAAATCCTGTATTTTCCTCt^CAAA 
TGATCGTTTTAGTTTCAAGTTTATTTCAGGT^ 

CGATTAGAATAGGAAAATGTAAAATAAAATCGAAGCATATC 
TGCATTATTCTACTAAAAATAAAAAGAAAGATGAAAATC^ 

GGACGGCTCGGGTCCCGTAGCGCCGGCACAGCTGAGATTGCCAAGCCGGGAAGAGACCTTGCTCCAGGTGTAGCTGCGT 
TTTCCCC^GATCACCTGTCCTTTTCCCCTCCGACAAGGAAGCTGTGATTTTTCTCTGGCCTTTAGAGGCAAAGTGATTC 
CAGATAAGTAGATTAATGTGTAGAATATCTCATCTGTGTTGTTC(^GTGCAGCCCTTTCAGCTTTCCAGAGCCAGTTAG 
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ACTTGTTATGAGGAGCTAAGTGATTGGCTGGCTCTGGAGCTOVGTTTCATAGATTATAGCCCAGCGTACGAGAAGCACG 

AGTCCTATAGTTGGCGTACCCTGAGGCCTGCCAGTTCCTGCCTTAATGCATATGTAGTCGTAATTGAGTTCTGACACGG 

CCTTGGATGTTTCTGTCCTAAATAGCTGACATTGCATCTTCAAGACTGTGTGAGTAATCCTGATATTTTTTTTTTAAGC 

TCAGTAAATTAATTACATGCCCTGGGAGGGAGTGATTGTAAGTAGAAAATACTGAACTAGCAGATGATTCGTTTTTAAG 

GTGCTATACTATGTGTATCAAGTTCAAGACGATGAATCTTAAAGCTTCTAAGAACTGGCAGGGTTATTCG^ 

CCATGAATCACAGTCAAGCTGCATTTTGAAGGAGGCTGTTTGATGCATTTGCTAGCTCTGTTTGTTTTATGGGGTCAGT 
AAAGTGGCAGAGGTCCAACAGGAGGAGGTTAAAGGAGGAT^ 

TTTTAAGTTTTCCCACCCCCAAGCATCTCAGTCCAAAACTGAGAGCAAGCAGCAAATATTATAATAAAT 
CAGGGGTACACAGC^GATAGGGC&CAGTAACAGG 

GCAGCCAATTGAAGACATACACTATGAATAACTAAAACATTTTTATATGAACAAAAATGCTCTTCAGTGGTTCTGTTTA 

TGTGGTAGAGGGCTGAATGAAAAACCATGCGCTTGTTGTAAAAAAGCCTTATAAAAAGTACATTAAACACATACAGACA' 
CAACCATAAC^GAAGAAAGTATGTGGATTGGA 

GTTTGTATGATTGCTGGGGGGTAACTTCTGTTGCTGACAAGGTTTAGGATAAAGCTGGAGCAGATTGAAGTGGAAAACC 
AGAAAAC^TCAGCATTTCATTACCTTC^ 

GAGCAGTTTACTGTTTGCTTTTA^TCATTATTGATTTCCCCTAGCCTATCATAAAAAATAATAGGGCTTTTGCCTATG 
AAATTAGTGCTTAGAAATATTTTTCT^ 

TAAAAATAT^GGGGTTCCTTTTCAAGTTGCTTTTTGTCTAATTTTTCCTCTTTAGACCTGTAGATACAAATGTATGTAT 
TTGTGCTATGTATAACTCTCTAGCAT^ 

TTAATAGCTATAGTTGGCAATTACTTGCCAATTCCTATAAAAATAACATTAGTGGCTTATTTTTGATTGCACCTAAACA 
ACTGGCATGATTTAGCCAGTAGGAGAGAAATATTAGTTGTGTTTTGCATAATTTTGTGTTTAGATCACACTGGAAATAC 
AAAGTTTTGTTGTTAAAAATATTTTTGCTTTCTGAAATATTATCCCCTTTCAG 

AAAGAAAGAAAAGTAGCCAACGTAGACTC CTTTTCTGTATCAATCAAATATATG CAAAATACATAG ATTTTTAAAAATG 
TAATTTTAATACATTCCTTTAGAAACACATOT 

GTGAGTTGATTTATTGAGTTTCTGTAGCCATAGACACGAATAGTAATGGTTGGCTCATTCTTAGCTATACATTCCTAAC 
TGACTGTATTAGTGGGAGAAAGGAGTG CATCTATAAAATAAATATAATCCCATCCCTCAAGGTGGTC TGGAGC CCATCT 
AAGAGTAAGAAGTAGTAGAGTTGAAGCTGCTTTATCTGAATCAGCTCCTGACTTCAACTCAGCTCCTCTTTTTCCTTAG 

GTCCATGTGGCCCACTTGGTGTAGTATTCACATCTCCTTCCACCTTTTTATGCCTTCATTGTTTACATTACCTTGCTTG 
(^CTCTTATTGAGATGAATCACATAAAAATGOT 

TAAAACCAAGGCTCAAGGAAATTCTGGTGGGTGTATACTAGGAGTATTTACGTCTTGCATCGGTACTTTCCTCTGGGAC 

TTCCATCACTTCAGTTCTTCCTGAGATGCCAGAGTCATATCTCTTACTTGTGAAAGAACAGAGCTTTAAGAAATGGAGT 
CTAGAGGTGCCAGGTGCCCAGTGGACft&TGGGCTC 

CAATAGTTGATCTTTCTTCTATCCACTCCTCTCAATTTTCTAAAACCATTTTTGTCTAACTGTGGAAGTTCTTTTGCAG 

ATAAGGTTCTGTAAAACTATGCATATCTGCCATAGACAGATGGATTTGACGAAAGATGTATCCAAAAAGGAATGTATCA 
^TCATGAACTTGCTAAGTGTTCATGAATACAC^ 

AAATCCAAATTGAAGAAAATATAATTTTTTGATTGAATTACATTTTCCAGTGGGTTTTTTTTTTTTTGGTGAATTTTGT 

TTTTGGAAAAATTTGCTCTTC C CTC CAACGTTTTTC CTGTGTTATATATAGGACTGATTTGATTTCTTCAGCTTGCCCA 

AGAATTTAATAATTCTTACTTTGTGTTTTCAAAAGAGTTGCTGTCTACCTTGAGCATGTTTTTAAAAAAGCAGAACAAA 

ACGAATGAAACAAATGTCCCTCTTCCCACAGAAfiAAGCACACCACCAAGGAGTTAAATGCCCTACATTTCTTTAAGTCC 

CTCCTTTTGTGGAGCTAGACACTGGTAGAAGAGGAGCTTTCATTTAATTTCAAGACAATCAGTGATTCCAACTTAACTA 

TAACTGTGTTCCTCTAATATCTGATTTCAAGAAGCAGAACATTTTGGTGAATTAATCTTAGAGTCAACG 

CAGGCCATGAAACGTTTTCTAAGCCTCAGTCTCTATGTCTTTAAAATGAAAATAATGATATATGTTCTGGTATTTTACT 

AGATTGGTGAATATCCACATCACAATGAGAAAGTGCTTGTCAAAAGAACATTGTAATGTGTAATTTGTAATGTGCTGTA 

CATGTACACTATTATTATGACTGTAGCTCATCACGCTAGGGTTAGGACTCTTTACTTCTAAAACATATTCCCAGTAATG 

GACAAAACTTTTGAAGCAAAGAAAATCTTCACTGTTTGATCCTAATGTTATGAAGGCTTTTGGACCTTACATTTGTTTA 

AGCTCCCATTGAAGCTCCCATTGGAGCTTCAATGCTGATCCATCTATTACTTGAGTATTAAAAATACCGATAGGTTTAC 

TGTGATAAACGAATGTGGCATTGTATGTGAAAACATATTTAGTAAACTTCCATGTGCCATAGTCGTATAAATATTACAT 
ATTGCAACAATTATCAGTATATTAATAAAAATTC 

CTTATTGATTGGATTGACTAACTTTCTAAGCTATGTTTGCTTCCCTCAAACAGGATGAATGTTCCTGTTGGTTAAGCTT 

TCTTTCCACTTAGATACAGCACTAAGCCAATAGTTAGATAAGCATTCCTTCACAGCCTACATTTGGAGCTGCCA 

GAAGTTTTAGAGGA<^TATTTTCCTCA(^^ 

TTTTTTTTTTAATTCCTGTCTTGACTCTCATTATTAAATTTTGCTAAGGAAATAATTATGTAGGTTTTGAGGTGATGCT 
TATTCCTAGTAGTCTTTTGATCTCAGGGATC 

CAGTTTTGAATCCCAAATTTTTAGGTGGTTCTGCTTCAGAAAATCATTATGCTTTTTGGAATAATGTCCATAGCTGCAT 
CCTAGATTTCAGTGGTTTCAGCTCACT 

TTCCC CATTT CAC CTGTTGAAC CCTTTTTAAAAGATAGAAGAAATTATAGAGGAATC ACAATAAGTAAAACGTATTAAA 
ATGGAGTGGATTATCTCCACTTTTATCTCACACAGCTCACCCAGAAATTCATGAGAGAACTTTCTAGGAATGAAACAAT 
TTCATTTGTAGTAGTATTTGAAAACTGGATCTAGGGCCATTGACCTGACTTTTTTGTGCCTTTGGTGATTGGATAAGAA 
CACTTCTTCAGTAATTTAAAACTATAGTGAAATAATGTTTTTTTTTAACTTCTCAATAGGAATTTATTTATTCAGCAAA 
AATCAGGAGTTAGGTGCTAGAAACACAAAGATGAACAATACATGGTTTCCTCAAGGAGCTTATAACCTACTAGACATTT 
ATTTCATGTTGGCAGAACTTTTAGGATAATTCTCAAAGAAAAAGGGTTATTATGAGGTTGCTACTTTTCTCCTCAAAAT 
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ATTTTCTATGTTAATAATGAAGGAATGA 

TGGCTGGGTGTGGTGGCTCACATCTGTGGTCCCAGCTA 

TCCATGCTGCAGTTGAGTCATGATTATATCACTGCA 

CAC GCC CAGAAAAGAAACATAAAAATITTCTTATAAAATTTTACT 

CAT ATTTG ACAAAT AAATGGTGG AAC CAAG ATGTT AC CAGG TTTAAGTTTC ATAT ACAG TAGAACTGTGACAG GAAC C T 

AGAGTACCTGGAACTAGAATCCAGATCTCTGCCCTTTC^ 

GCTAAAACAAAATTTATAAGCATCTATATAT^ 

TGGTAATAACATCTGAGATATACAATTATGTTATAAAAT^ 

GAAATACATTTCCAGAGCTTTAGATATCCTTATTAG 

AAAATCTGAAATCTTGTTGACTTAACTGAGAAGTT^ 

CAGATTCTTCTCATTCATTCAAGGAGTGTTCTTGTGACTCCACTCTTANCACC 
TCTGTGCTTTGGCAAAGGAGAAAACTCATAGAAGTCTC 

TAGTGAAAGGGAAGCTGGGGCTATAGTCCTATTTGTGTCTGGGAAGAATAAAAAGTTGGTTTGGTGATTGTCTTAGTTC 
AGGCTGCTGTAACAAAGTATCATCAACTGGGTGTCTTAT^ 

TAGAATTCTGAGATTAGTGTGCCAGCCTGGTCAGGTTCTGGTGAGGGCTC 

CTATTATCTTCACATGGCAGAAAGAGGGTGAGCTAGCTCTCTGGCTTCTTTTTGTAAAGGCACGAACCCC^VTTCCTGAT 
GGCTCCACTCTCATGACCTAATTATCTTCCAAAGANACCATCTCCAAGCACCAAC^CATTGGGAATTAGATCTCAGCAT 
ATGAATTTTGGGACGATATGAACATTCAGTOTACAACAATGATCCACTAAGCTATTTCTGCCATACCTTTTTTTCTTTT 
CTCTTTTCTTTCCTTACTGTTCTTCAGTATGTCTATGTAGAATCTATGCC TTGTAAC CAATAAGGTAATGAAAAAAATT 
ATAATATTTACC^TCTGGAAGAAATTAGGAAAATC^ 

GGCTATTAAAATATCACTGAACATTGTGATTATAGAGATTGCTATGATTTAATACTTATGTCTTATAGTGAAAAAGTAG 
TCCTGGGATATTTTTCTCTCTTTACCTCACCCATCCTCTTCTATGTCAGGTATTTGAATCCCTTGCTTTGTAGTTTTAT 
AAAAAGNTGGGGAGAAAATGAACAATTGTCAAGGAAGATGAAATGGCTAATCAAAATTCATTCATTCTC 

TGGGTATTTTATAAACTTTGCAGTAAATGCTAACTTGTTATTGGGGAAAACTGCTATAAAGTAAGTGTACAGGTAGGTT 

TTGGAGAAATTTTTCTTGCATGGAGTTGAGCAAATGGTGCATCTAACATAA^ 

AGCTAGAAGATTTTTCTCCACTCTGAACTTCTAGGGATC^ 

ACCTCTCAGTAAACAATTTTTTTTC^GATTATTCTATTTAAAAAATCTCTCCAAATCTGTTAATTTTCTGTTAATA 

CATCAGTTTCAATAAAAGTCATAAGCCTGTCAAACCAATTTTAGTCCTTTATCTTGGATATAGTAGGTTAAAATATTTT 

TGTTGGGTGTTAAGCCAATAATAAACTCAGCTATTTTAACAACCAAATTATTTTCCTCCTATAAACCAAATTTACAATC 
AAGCTACTTAAGAAATAAAGAC^CAAATAGAAACTG^ 

TCATGTCACATTCTCATATTTATCTGAT^ 
TTTATTTCCCTAGCTCATTCCAAAAGCAATTTAAAAT^ 

CAATCTTTTTATTTTGGTGAAACTGAACAATAATAATAGGC ACTTGCATT CTT CACC CTGAGGCACTGAAAACACTGAT 

ATGTCTCAGTTTTAAGATTCTGAAGATTATATTCTATTTAATAGATATTTTAAGTATATGTATTATATTTCTAGTCTTT 

GAACTAAGGCAGTCCACATATAGGTATAAAGTAATGCCTCAGCATAGTGTAGCAATTATTGGTGCAAAAGGTO 

AAAGTAATTGTGGTTTTTGTCATGAAAATGGCAAGAACTGCAATTACTTTTGCATCAACCCATAACTCTG 

GAGCCAGACTGCCTGGGTTCAGATCCCAGCTCTGCCACTTAGTACCTGAGTTACTCTGGACAAACTAATTAATCTTCAT 

GTACCTCCATTTAATTATCTGGAAAATGGGATAACAATAGTACCTATCTGGTTGGGTTGTTGTAGAGATTAAGTAAATT 

AATATACGTAAAATGCTTTACATTTTACGTATATTAATTTCAAAATTGCTTCGAATGATGCATATCTCATA 

TAAATGTTTGTCATCTTATTATTATTTGGGGAACTGATTATTTCACAAAATATATTTTCTAGATAGCTGAAGTTTATTC 

AGTGAGTTTCAAAACTTCTAGATATAGCCAGTTTTCATGGGTCTTTACAAAAGGATCCCTGTATCTTTGTTTCTTCTGT 

TTTAGAGAGATTAAATGGAATCTTCCTTTGGTGATACTGATTGAGGTGATACTGAGATAATTAAGAGGACATGAAGGGA 

TTTAGGAAGAGTGTTTGCCCCTGCACTAACTGGCCCAGACTGCTCTACTGCATCAGCCCTCTGGCGATGTTCTAAGGGT 

TTGGACTTCAGTCTACTGCCTATACTAGTACCCTTGCTTTAAAATTCCTGCTCCTATTTTGCTATAGGCTGTAAGCAAG 

AAAATAGCCTAGTTTCTAAAACCTATGTATAAAATGAGAGAATAGGTGTCACTCAGGGTGTCAGTTCTCCCCTGAGAGT 
AAATAAGACGTGACTGGATTTTTTCCTTCTC 

TAGGCCAAATCTGTTTTTTGTAAATAAAGTTTT^ 

CTTTCACACACTGTAAGGGCAGAATTGAGTGGTTCCCGCAGAGACCATATGGTCTGTATAGCCTAAAGTATTTAATATC 

TGACCTTTTACAAAAGAGTTTACCAAACTCTGTTCTAGAGCTTTAAAATTGGACAGAGACAGAAATAAATGAGATGTTA 
CTACATTTAGTAGTCTCCACTAACCTGCCTATTCAAOT 

AGAATTTATTGCAGTAGGCTATGTTGGATAAAGAACAAACAGCCCTCAGTAGCACATTGTGAATATTAAGAGG 
AGCTGTGATTGTCAAGCCAAGTTGTTTGGGAATCTTCAT^ 

ATGCAAAATTATATAGCTTTCTGTTGTGTGCTGTAGAATGTTGTTCTAGAGATACTACCAGTTGGTAGCTCCTTTTTTC 
ATGCAATTATTGAAAGTAAATGTAAATATGTCTC 

TAAGATTCAGAAGCATAGTGTAC^GAAAAGGATCTTGAACTTGGGTTTGAATCCTGACTTAGTCACTTTATAAAGGAGA 
AACATCAAGTTACATTGCC^CCGC^ 

ACAAAAGGAGGACCAAATGAGACTCAGCATACTAGAAGGCTCTACAGCGCATATTATTACCTGTGTCTTTAATAATGTT 

CTCGATTTGGTTCACTTTCTCCTCATACAAAGATGTGTATGTTTATGGAAAAGAATATACAATGGATTCTGAGTGAACT 

AAAATTGTCAACTGCACTGGGTATGAGTCTGCAAGCATGAAGGAGGCTGGGTGAGAAAGCCTCTTCAAACAGCATATGT 
ATTCCTCTGGTGTCTGCTTTATTATTCACTTCT 
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ggggtggggtcagggggcatggtacatcaaacagtggggag^tgtagagtgcatagtgttgggaag^cStc 

GGGAGCCATTGACACTTTGGTGAGAGGATCTGAGGAGTGGAGTGGCAGGGGAAGGCCATCATCAGCTCTGTGTGT^CA 
G^GCAAGArTTGTTAGCTTAAAAAAACTTTTTGAAATAATTTTAATTTAGAG^ 

i^ t ^ atattctocatctgaatttaccaatogtoaacat ^ gc ^ 

ATATACATATTATTAAC^GCACTTTTCT 

TAATATCTAATATCTGAAGTCTGATCTCCAAACTTTATTCAAATTTCACCAGTTCTCC 

CTCCCTTTCTTTCTTCCrrCCTCCCTTGCTTCTCTGCCTCCCTTCCTTCCCTTCCTTCCTTCCTTTCCTTC 
TTTCCTTCTTTCTTTCTCTTWTTTCTTTCTTTCTTTTTTCTTTCTTTTT 

TCCCTCCCTCCTTCCTTCCTTCC^ 
TCCC^TAAACTAATCATAAGTTGA^^ 

; CG ^™? GTTCAGAGCA ^^ 

GATAAATATTTCATGTAATTTATTGAATACTGTACTGAAAGTGAAAAAAGTATCCAAAATATGGTTTCTACCAAATCT 

TTTACTTTTGCAGCATCACAAAGTTGAAAAATCCTAAGTTGAACCATCCTAAGTCAGAGACCATTTGTAGCCTAG 

CAATGAAATAGGCTTGAGTGGAAGCACTGACAGTGAGAATAAGACAGCCATTTCAGAGTTGAACACA^^ 

AACAATGGGCTTTAGGGTAAGAGAGGGAGTAAAGCTGGTAATGAGGTTGTAGTTTACAGG^^TGA 

AAGGATCTCAGGAAAGAGAATCGAAGTGCAAGGGTGTGCTTATGTTTCAGATTTTTCATTTAAT^ 

TCTATAGTGCTTTCAAAGGCAGAAAGGCAGTATGATTGGAGGCAGCTTATGGC^GTGATCAAGAGTA^ 

CTAGACTGTCTGGGTTGGAATCAGGCTTTGCTGCTTATTAGCTGTGTGACCTGGGAAA^ 

s^r TOcTTATcTCTGA ^^ 

ATATAAATAAACTTATTTTCCCATATTACTGAATCCTCACCAGCAAATCTGTGAGGAAGGTACTATTATTATTATTGCT 
AATTG<^ACTCAGGTGTTACATCMTTTGCCCAAAACCATATAACTATCGGTAAAAATGCTCATT 

gactatccccgggctcgctacatgc^atacctaatagg^ 

GGAGTATTGTGGGTTCAGTTTCAGACGACTGCAATAAAGTGAATATTGCAATAGGGCAAGCCATGCAAA 
^^ G f TGTAAGTOA ^ TTTCTAGTATACTGTAGT ^ 

ATACCTTAAITTAAAAATACTGGTTGTTAAAAAATGCTAATGATGACTGAGCCTGCAGCAAGTTGTAATTT^ 

G ^ GGA 2 AGTCTTGCC ^ ACATOGATGGCTGCTC ^ 

" GGA J GAAATAAGACAACAATGAAA ^ TGCTA ^ T C^TCGACTCTTCC 
pI GC ™ GATAGCATTTTATTCACAGAACT ^ 

CATCTCAGGAAACCACTTTCTTGGCTTATGTGTAAGAAGCAGCTCCTCAAATCTTCAAAT^ 

AATTCAATCACATCTTCAGGCTCCACTTCTAATTCTAGTTCTCTTGCTATTTCCACCACATCTGCAGT 

CTAA^TCTTGAACCACTCAAAGCCATCCATGAGAAGTGGAATCACTTCTTCCAAACTTCTGTTAATATTGG^ 
GCCTCCTCCCATCAGTCATGAATGTTTCTAATGGCATCTAGAA 

GCTCATATCCATTAGAGGAATCACTGTTTATGGCAGCTACAGCCraACAAAAATATATTTOT 
AAGTCAAAAITACTCCTOGATCTATGAACTCCAGAATGAATAI^GTTA^^ 

GGAGCAGTAGATCTCAACAGAAGGCTTAAAAAATTCGGTAAACCATAATTAAACAGATGTGCTGTCATCTAGTCCT^GT 

ggctctatttatggagc^caggcagagttgatatagcgtaattcttaagggcttaaggatttttggaattc™ 

AATTCGCTTC^TTTAAAGCTACCACCTGTATTGGTCCTTAACAAGAGAGTTAGCCTGTCT^ 
G ^™ CTOCTCTTTAGCAATGCAAGTCCTAGGTG ^^^ 

GOTGTTTAGTGTAGCTACCTT^TTGAAAATCTGTTGTTCAGTGTAGCTACCTTCATTTGTTATC 

S G ^. TGCTGCAACTTCTTCCTCAGCA ^ GCTC 

^ C ^ GAATCAATCTCTGTTAGCOTCAAACT ^ 

isss ag t agggccttgctctgg ^^^ 

TOCTTTCAGAACT1TTCTCTTACATTCACACCITGGCTAACTTGCACAGGAGCTTTTGGCTGTTCTTC 
GCCCTCCTCACTAAGCTTATTCATTCCGAGC^^ 

G S° A f ^ TGTGGCATACCAAAACAATTACAACAGTAGCATCTG ^ 
AATGGTGCTGATAGACTTGCTCAACC&GGGTTGCCACAAACCTGTGATGTGTAACA^ 

ataaagcaaagtgcaataa^cagataagggctggaggctctggagttgaaAgccctctacatggaga 

GAC^TGTGATGTATGCAGNCACTAAGAGAGAAGCTGTAGAAGAAAAAGCTGAGTGTTGG^^ 
TGAAGGAAAGGAAGAAAAGTAAGGGCTTAAGAAGGACTTGGCCATTCTTTACACAAA^ 
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ApTATGGK^TCAGGAAGA^ 
^TAAAGGCAAAGGCITGAAGATGC^^ 



A S CC ™ GTCCCAGCAAT ^ TGGAGGCTGAAGTAGGAG ^ 
CATAGTAAGATCCCCMCTTO 

ATGAAGGAAGGAAAAATTGAGATAATTCACCTAGAATTGCCTCAATT^ 

AATCCCTGCATTTTGGGATGCTGAGGCAGGTGGG^ 
MTCCCaTCTOTATH^ 

aggtgc^agaatttcttgagcccaggaggcagaggciggagtaagcagaaatcataccattgS^^ 

S? A S^ CTOGTCTCAAAAAAAAC ^^ 

TAGGACTTTCCTTAGTGACTGATATGGTTTGGCTCT^ 

TTGCTTCCCCTTCACCTTCCATC^CAATCATAAGTTTCCTGAGACCCCCAAGTCATGCTTCCTGTTAAGCCT 

CTGAACAAGGTTCCTGTGAAATATCCATAATGACAGAGAAGAAGGAAAGCACATTTCTGGGGCTCCAA^ 
^^ AAAATTCTCAAGTCTOAAGTTTTAACTTT ^ 

^AACCCCGTCTCTACTAAGAATACAAAAATTAGCTGGGTGTGGTGGTGTGTGCCTG 
GAGGCAGGAGAATAGCTTGA^^^ 

ACAAAGCAAAAATCCATCTCAAAAATAAATAAAATAAAATAAAATAAAATA^ 

TTCCATGACAAGGGCCTATACTGGGTGGGGGTGGGCTC^GAATTTCTATCCCAGTTTAAGAAGACTCGAAG 

GAAAAAT^GAGACTGG^GATCTTGAAAATGAGACAATCCTAGTTGATAATGAGCT^ 

TCCAAGTGATGGAGATAAAGAGATGGAGGCTGTCTTGGGTGATTTCAATCTCATTGAATTGCTCCTGAC^ 
TACAAAATITCTCTCTTGTGGTGCACAGAAAAAATATO^ 

^atttttaaacattgtcitgaagtcagagagagattaatagagccattctaaa™^ 

TCTGCCTCCTGTTGTACAATCTCTAAGAAAAGTGAGAGCAAGAAC^CTATAAAATTG 
GTAATT^TAAATGAATG^^^ 

GC ™n G ^ AAA ^^^ 

^CAATGGATAACAATAGCAAAAGAAA^^ 
CAGTCAGTTCCCAACTC^TGAT^TTCGACTTAGAATTTTTCA^^ 



GTAGAAACTGTTCCCTTCCTGTTGAATTACTCTGTCCCT^ 
TTTTTTTTTTCACTTTCACro^ 

n A ^^ GCCCAACTGTAGGCTAATGTGAG ™ 
^ A ?rJ^f TAAATGCATTTTOGAATT ^^^ 



° " CTGTAATTATAATATCAGATATTGATAGCTT 
CTOGGACCATCTTAAATGAACCAATGGGAATGTCACCATGCACATCCTTCCAAACT^^ 

AATTTATGCTTATACAAGTGGAATAATATGTATGTTATr,Tf^ a 'rr.T T 'Tvr B arv,* ,™ rTCAAGCTATT TCATGTCA 
ATTTAGTCTCACTTT' 



AATTTATGCTTATACAAGTGGAATAATATGTATGTTATGTCTTATGTTTTAAGGAAGTCTTGACTTATGGAGGGTrArP 
ATTTAGTCTCACTTTTAAACTAACTTAGGAAAATGATCTAAAGCATAGTGAAAAGAACAATAG^ 



TTCAGGAAGCAAGCGGGTGCATTTAATAAATTAAATTTTCATTTA^ 
TGAAGTTGTGCTGTCACTTAGGCTGGAGTGCAGTGGTGCGATTATAACTCACTGCAACCTOGAA^TC^C 

aatcctcccgcctcagcctcccaaatagctgggactacaggcatgtgccacca^tS 

AAGTTTATAGAGATGGGATCTCACTTTATTGTCTAGGCTGGTATTCAAATCCTGG^^ 

CCTCCGAAAGTACTOGGATTACAGGTGTCAGCTGCC^TGCCTGGCCTGGCCTTG^ 

CTCCATATCCTCTAATGCCACCACAGTATGATGAGTGGAAATTTGGGTACCATGTTTA^ 

r A p GA SS GCACTATCACGCTATCT ^ 

CAAGCTGAGTATCGCTGAACTTCAAAACAGTGCGAGAGGAGTAGAGTTTTTTTAACTTCCT 
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GTTTCTGATGGTTCTCTTGTTTCACGGGTTTCCTTCTT^^ 



^AAGGGAAGACACTATTCTACAGTTCGGTGTAGCTCGGATGAC^^^ 



TCTGAAGTGTITGGGTTAAGAACGTTTCTCATG^ 



SSSESSS55E 



TTCTGCATTTTCTCCCATTTTTTGAGAGCACTCATTCTCCTT 



TTACAAACTCCTGTTCTATCTT 



^^^^ TGT ^ GGGATCCTOC ^ T ACCCATGTGTTATT 

rTTC 

CTG 
ATG 
TAT 
TTG 
A.GA 

rcc 

TGA 



CAAGAATGC 
^lGAAGCAAI 
3TAGAACAG 
3GGTAACA2 
VGTTGAAA1 
UVTAAACTT 



^AGCCAGTGAGGAGATTTTGA? 
3ATCGCCAAAATCCCAAATTT1 

*W^GATATTAAATCAGGWACAGAA^^ 



.TTTTGGGGTAACAACATTTG 



TTTCTCCAGTCCCTGGGAGCAAGTTCCAGTCTTTTCTTTTTCCTCTTGTGCTCTGTTGCCCTGTTGTTGAG 



.TAGGTTCCAACTTTCCTGTTTAAAAATT 
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GCTCTACACCATGGTTCTC^ 

TTATCCCTTTCTGTCTGAACAAAAACTGTATGG^^ 
TTCATTCTGCTGGAAGCTGGAGGGTGCTAGGCCCCTGTGTAGTAGTC 

GTATCTTGGGCTTAGAGAGTACACGGTGTCTCTATGTGAATATGGACAGTTAGCA.TTTACCAACATGTATCTGTC 
TTCTCTTGTTTAAAAAAAGAAAAAAACTAAAAAAC^^ 

TTGGGTAGGTTAAGTGGGCATTTTGACAACATGGCTTCTCCTTTGGCATGTTTATTGTGATATTT 

TAGTTTT^GATGACACTTTTAAAATAAATTATCTCCTAATGATGACTTGAGCCCTGCCACTCAAAGGGAGAATCAGAAG 

AACCTGTAGGATCTTATTTGGAATTGACTTTCTCTATTGTAATTTTGTTCCTGCTTATTTTTAAGTTTTCTTTTTGTTT 

CACTGTAAAGGAAAGATGATGCTCAGTTTTAAACGTGAAAAGTACAAGTTGCTTTGTTACAATAAAACTA 

ACATACACACACACACAACACACACACACACACACAC^ 

CTGGAAAGGTGCTCTTTGTTTTCGAGCTTCAAAGAAGCTCGTCTTCTTTTATTTGACTGTCGCTAGGGACTC 

CAGGAATGACTATTCTGATATTTGCTTGTTACATTTTTGGTTTTCAGAGGTGGCATATTGAGGAGGTGCACTTATGGAT 

TGCAGCATAAGTATCCATGAGTCCGGGTGTGGTGCGTGTGCTCACTCATTATCTTGATGTGCTGCTCACTACCACGTC^ 

CTCCTTTACACTATTGGAAACTTTCATTCTTAATAA.TTTAATTTATCCCTAGTGACTCCAGCCTCCCATGACAGA 
AAAACCAGACTTGATGAAGTCCAGATATATTTTAATTC^^ 

TGACTTATGTCTTGAAAAAACTTTAACTTTGGGAATTTTGATGTATAATGAAGCCAGGAGAGGGAGACGTGTCATTCCA 
AAATGCTGCGAATAGAATTTAAGCAAGCAACATGACAC 

TTTGCAATGAAGTCTCACCCTGTTGCCCAAGCTGGAGTGCAGTGGTGTCATCTCGGCTCACTGCCATCTCTGCCTCCTG 
GGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAAGCATGTGACACCATGCCCAGCTAATTTTTT 
TGTACTTTTAGTAGAGATGGGGTTTCACTGTGTTGGCCAGGCTGGTCTCAAAATCCTGGCCTCAAGTGATCCACCCGCC 
TTGGCCTCCCAAAGTGCTGGGATTACAGGTGTAAGCCACTGCACCTC 

AGGGAGAACACTAGAAAAGTGGTAATTTGAAAATAGAAACTGTCCAGTAGCAACTGGATGGCTCATAGCTCCAGTGGTT 

CTAATAAGCGCTCAGTGGAGAGTCTGATACATATTAGGTGCTCAAGAAAATATTTGTTAACTGAATAAACAAATCAATC 

GGATCTTGTTCAGAGAAATTCCAAAGCAGAGAATATCTGCCACAAGTGCTCACATCAACCATGCCTATTAAGCAGCACC 
ATGTTGTTTGCTCTCGCAGAAAGGGATTTGATTTGGC^T^^ 

TCGGAAGAGTTAAATAATTTCCTCACAGCTACTAAGCACTAGAACTAGAATAAGAATGTGTGCTTTCTGACTCTGAGTC 

TAGGATTCTAGGACTTCAAGGGTTTCCTATCTTTTTGAAGTCATGGGGCAGAACAATATAAAGGAACAGCTGGAAAAAC 

TGAAATGAAATTACTATTCACTCTTACATAGGAAGAATAAAGATAACTCTTGAGGGCCCTGATATATTATAGTAATAAA 

AACAAGACTGAGGTAGCAGAAGCACATGGACATGCAGGGAACACTTCCAAACATCC 

ACAGGAAACATGAGGAAGCAGAGAAGGAAGGAAATGTGTCTAAATTCTTCCAAGCTG 

GCCTTCTATCTCTTAAATCAAAATTTCAGGGAAAGCTTATGGCAGATGAGACTTTTGGGAGTACATTAGAAAACAGGAG 
GGAAAAAGGCCTTATTACTCACTGATTTGTATCCTTGTGTTATTTTATAATATTATTAAAGCTCTTTCCATGTTATATA 
GATTCTGTCTCTCAGCTGTACTGCAAATCTATTAGGACAAGTCTCGTCTCTTTTATGTATTCCTTCTACTGTGTCTATA 
TGTGGTGGTCTCTCAGTCGAGCAGGCTGTACAGTTTATTCGAAGTGTTCCAAGGAGCTTGTGTGCCTCCACTGCTCTGA 
C CT C ATTTTTGC AATGTTAATTAAGTTGGGTAGATG ACCTATTCGAC TGATAACACTCAC TAG CTC AC TAG TATATGGT 

AAGTAGTTTATTCTCTTAGTTAGTTGACCGTGACCAGATTAAAGCCCAAAAAGACAAGAAAAAAAATCAGGTGGTAGAG 
AGTGGGGAACAGAGGTATAGGACACTGTTTTGGGAAAGTGGATCTTCTTGTGTTCCTACAGAGGATAACTCGGGCNTGT 
CAGGATGAGGTATTACAAGAAGAGAGAACAAGAGNGGAGGCTCACCATTAAATTTGGCTTCTGGCCTTGGGTCAGCCTT 
GCATGATGTTTTGTAGACTGAGAGTAAGGAAGGAGAAGTTGAGACAAAAACTTTACTCTCTGTTTGGTCACTGAGAGTA 
AAGGTTCTCTTTGTGCTAGCTTATTCTTAAGCAGTATGCATGAGGCATTTAGGGGTTTATTGCTGAAGAAAATTCATCC 
TCTTGTGCTAATTGGGCAGGGATTCCAAGGGATTAAAACCAAAATCATTTGACCACCTGAGTTACAGTAATTTTAGAGC 
TTAGGTTGTTTATTTTCACTGTATAGCACAACCAAATACTATTCAGTCTGGCTGCATGG 

ATTTC CTGGCTAACCCAGGTTAAGGCAGAAATGC CATGTTAACAGTAGCAC CCTTAAACCTGGGGAAAGAGGCTCTTG C 

CTCGTGTCACTTGCTTTAGAGGGCCCTACTGGTCTTCCTCCACTGTGCCATGCCTTATGGGGAGACGATTCTGCAGAGC 

CATGTGGATATTGTCAATCCAAAGCACCCCATTCCCTCTTCTAAACCACTTGGTACCCCACAATTCCTAC 

CCCAAGATGACTTCCAGGGCCTACGTGGGTCTCTCTTGAGTTCTCATCTCCCGAAGGTGAACTGTACCACTTGTGTTGA 

GCACTCCTAGGACCAAAGAGTGTGGGGCTGTGCATGAATCTTAGATGTTTGGGCTGAGATGTCCTTGGGGGTGTGTGCA 

AGGCCCCTCACTGCAGAAAAGAACTGAAGGTGGGGAAGAGAAGAGAAGGGAGTGGGCTACTGGCTGGAGAACCCTGGCT 

CCAAAAATTTTAGGCATGGGCTGACATTOCTAACTCTCCAGTGGGAAACCATTTAAAGC^^ 

AGTGCAGGCACTACTTTGAGTAACTAGACTTGATCGCAGAGGTCCTTGAATGGCCTCCTGGTCTGCATGTGTAACAACA 
GTGGTTATTGTTCTCTGGACTCTAATGCTGTAGGTACTAGATGTGACTGTTCTCCAGAGACATTCCTAGGGAGTTGCTA 
ATGGTGGTGGTGGTAATTGCTATTATTATTTCATGAAGATTGAAATCTTTTATTTTTTTGTAAAGT 
ACTGGACTGTAAAGGTGTGTGGATGTGTTCTAGGAAATTGAGAATTC 

ACTGTAGTTTGTACTTGTTGCTTGTTCAGAGTCTAGGCAATTTTACATGGGCTTATTTTATCCTTTCTCCCTATCTCCA 
TTAGTCTTCAAGATCAGGAAAATGATTTATGTCATTTTAAAATAGAGCCTTCCTCTGTCTCTCATTTTCCTTC 

CTCTCTAAGGTATATTATTGCCTACTATATCCTGTGCCCTGTGCTGGAATTTCTCTTGTGCTAATTTTTATTGATAACA 
TATGATGGCTTAAAATGTCATCTAGTGTTTAGTAAATTCATAAT^ 

ACATTTAAAATTAGCACTTCAATATCCAAGTATTTTGCTTTTTCTTTTCTGGAGAGAAACTAAC^ 

TTGACATGCAAAAAATGGATGCAAGAATTTTAAAATTTTATACCCTATAATTGGTTGTATACTATTAATTAGACCTCTT 
CTTTAGCTCTCTTACTGTATAGACTCTTCTGTTTTCN^ 
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ACCCTTTCCCTGCCTTGTCTCTGGGTTTTTGTC 

CCCCITCTCTCTTGTTTACACTCCCCGCTCATGTATGTGCCGCTTCGTCTTTGT^ 

AAC CATCTTTATTTTTAAATTTTATTTTACTTTAAGTTCTGGGATACATGTG CAGAATG TGCAGGTTTGTTACATAGGT 

AAATGTGTGCCATGGTGGTTTGGTGCACCTAT 

CTGATGCTCTCCTTCCCCTCACTGCCTC^ 

TGTTTAGCTCCCACTTACGAGTGAAAAGATGTC 

TCTGGCTTCATCCATGTCCCTGCAAAGGACATTATCTCATTCCTTTTTATC 

ACCACATTTTCTTTATTC^GTCTATCATTGATCGGCATTTGGGTT 

AATA^CATACGCATGCGTGTATCTTTATAATAGAATC 

GGGTGAAATGGTATTTCAGGTTCTAGATCCTTC 

AGTAACAAATGACATCTAAGTGTGAAGTCCGAAGTCAAA^ 

GATGATTGATTCTCTGGCAGGGTCGTCCTCATT^ 

CCCACACAATGACCAGGCTTCCTAGCCCTGATTTATCAGTCCAGTCCTTTTCTTA 
GTAAAAATAATAAATAAGCCATCATAAGTTAG^ 
AAGGCATGAACATAAAATAACAGAGGTGCACTTATAC 
CCAGTAAGAACTATGACAAACAAGCTGAGACAAGTT^ 

ACACTTGTCAACAGGCAGAAAAGGAGGAGCTATGGACCTTACAATTGGAAAATGTGATTAAAAAA 

GATCCTTCTTGATTTTTCTTGTTTTGAAATTTATGGCAACCAGTACAACAAACCTATTTGAATGTATAAATTAAAATTA 

GTATACTGTGATTTACTTGGG CTAATATAAATGTAAAACC C TTTAAGCTAG AC CAGCTGTAATTATATTCC CAAAGATT 

TGATTTTTATCATTATTTACAGCTAATAAGACATTTATGATCTCTTTTTGGTTGTCTCTGTTGAAGCATTGTTGGCAAT 

GCTTTCCTGACTTGAAGTTCTCATGTGTGTTGAAATCGAATTAGGAAAATGAGTAAGTAAATAACTTATCCTAAGAGTA 

TAATCTCTCCTTTGTGACATAAATTAGAAATCCATTCACATCTGTGGAATAATTCCCAGGTTTGCG 

ATATGCACAAGCAAACATGCCAATCTTTTCTCAGTCT^ 

TGTGCTTTTAAATAGATGTATCATTTTCTCAAAATTGGATTATAAAGAGCTGATCTGAGCTGCAATCAGATGGATAATT 
AAACAGCAAAGGTAAGAGGCTTCTGACTGCCCATGTTTACAGTGTTAATTGAAAAAATAAAAATATGA 
AAAGGTAATTTGACCAATGCACATGTACAATGATGTAAG 
ATTTGAACCTAGCTTTCTCACAGAGAATGGAAGAAGTT 

GTGTATAGTTGAATGAAAACATGAAGATGCTACTTTTAAACAATTTTTTAATTTTGTTTTTTCTTCCTTCAGCTATGAT 
GCTTTATTGTCTCAGATCTGTTTAATCACCTGGAA 

TCGATAATGTAGCTGTTGCCTCTGAAATGCCATAGGTGT^ 

TTGCTTCATGTTATGGTAATTTGGCATGCA^ 

TCATTGTCTTCTTTACCCTGGGCTTTTCACTC 

TTGTCTTCTGAGAGTGGGCAGACATGTGGCGGGCTATTGCTGGATAATGTGCTCATAATATCCTGCAGATTAATTTGGT 

TCTTTGATGGAAAATGAAGTGAAAACATGCATCTGCAGTCCAACCTTTTCCCAATGTTATTCAAAATGT 

GATC2UVTTACATTGAAAATAATTGAGAAATGAGATGACACCT 

TCTTTGGATAAGTAAACTTTTAGTGTTTTCTCAGAGATTTACAAAATTCCAGGGGCTGTGTATTCTTGCCTATAGGACA 
TCCAAATCCTGAGGCTTTTCTTCTTATCATCT 

ATGAATTTTTGCTGTTAATTGAACCATCCCTTAAAACTGTTTGGACTGTCTTTTGGGCTATTGAGAAAAACTATTTGGT 

CACTTTTCCTGTTTTTTTGAGAGTCCAGGTAGAAGAGGTCTTTATTATTGTCATTACATAGTTCATAAT 

TTTCACTTTTACGTAGCATAACTTTTCAACA 

TCAGTTGTGCTGTAAGACATTATTGAGCCGATAATGTAACTGGTCCAGTTTCCCCCTTTTGTCTCTGTAGAGAGTTCGG 

CAGCATAG CAGAGGGTCCC ATGGAAGTAGGG ATAAAAGGGAATTCTTCTTTGGCTTTT AAAAATCT CTCAACTCCATT C 

AAACTTCTGCAAGTTTTCCTCCTTGGGAGATATGGAGTGGTTCCAACATCCTTAATATCAGTTGCCTTTTGGTCAAATT 

CCACCTTTAATCCCTTCTAAGAATGGGAAAATAAAGACATCTATTATGACGTCCTAAAGGCCTGTAGTTATTGAGAGAG 
CGGCCAAGACTAGAATTATAACTTGGGCCTCTGCTATT^ 

GTGTTATTATAGAAGTAGCAAAGAGGCCAAAAAAGAGACAGGG.GCAAAAAGACATGATCATCACAAAGAAAA 

GTTTGAGCTGATGGATATCCCAATTOTCCTGACTO 

TCCCAAATATGTACAACTATTACATGTGAAT^ 

TATGTAATTTTCATCGCATTTGAGCATCT^ 

GGCCTAGTGATCTC(^GAACTGTGGGGTGTCAGTTCAAGAGTCTGCTCC^AGAATACATTAAGTGCTTACTTAATGCAG 

AGCACTATCTTTAATGCTTTGAAGATTATAAGTTCTATTTTTGACCCATCTTCTATGTT 

TTTTGCTTCTGCTTTGTCA1TTATATGTAGGCGACAGTAATAGTAATGGCCTGGTAAC 

ATGGTGGGGAAGCATCTTATTCTAATATACCCATATAAAGACATAAAGATAGC^ 

GGTTGATCCTATTTTCTGCAGTTGAAGATAGAT^ 

AGGTCAATGAAACTTGTATTTATGTCATACTCTTGTC 

TTTGGTAAAATTGAGGTTAAGTGATTTTCCCAAATTTATTTTC 

CTAACCTTGTGTTATTTAATTGTTCCACAAAGAAATGCTGCATATTAAAATTATGGTTTTAAA 
TTTGTCCCTCCCTTCTCCAAGTAAAACAACTAACCCCTA^^ 

TGGGGATAGGTTAATTAAATAATTATATAGTGATTAACATGGGGTTAGAATTTATGTCAGATTGGGGCAAAACCACC 
TTGAATACCTAGAAGATAGTGAAATGTACTTAATACTAACATTGTCATGAATATCAATCACAGGTTTAGAAG^ 
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ATATATATGAGCTAAATATGGGGTTGAATCCCCACCAAT 
TCAGCTGCTTTATTTTATTTGTCTCTTTCTCATAAAAATGA 
TTCCAGTTAAA<^GGATTTTACTTTAGTTO 
TATATAGTTCTATATATTTTAACACATGTATAG^^ 

CCTCAAACTCC<^CATATGACTTCTTTTTTTTTCTTTTTATTTATTTATTATTATCATACT 

GTGCACAATGTGCAGGTTAGTTACATATGTAT^ 

GACTACAAATGATACTGCCATAAAGCCAGGA 

GAGCTTATCCCTAATTTTATTTTTTATT^ 

CATGTGCACAATGTGCAGGTTAGTTACATATGTAT^ 

GCATTAGGTATATCTCCCAGTGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATGTTCCCCTT 
CCTGTGTCCATGTGTTCTCATTGTTG^TTCCCACCTATGAGTGAGAATATGCGGTGTTTGGT^ 

AGTTTACTGAGAATGATGATTTCCAATTATTATGAAGAGAGAGAATAATGGTTTCTCACTTTTCAAT 
GAGGTTGTTTCTTTCAGAACACGAAATGAAGCT 

TCTGAATTTGGGACATTTTAAAATCCTAAGATTTO 

TTAATGGTTTCTGTGTTTAACTCTTTTAAAACATATTTTCATGATCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGNG 

GGCAGTTGGGGGGGTGGGTGAAGGGGGATATGGGGAGAACAAACAATAACCAAAGAAAC^ 

TTOTCTACTAACTTATTTGCTAATAAOT 

TCAGGCTTAATATATTTGGATCATAAATAAATATCAGATACCTTTTGGAGGCATTAGAAACTAAACATTA 

TACCCTCTGTTGCGTC^GGAGCTTGAATTGTTTTCATTAAAATATCTGCTATGAAAGCACTGAGATTAGATGGGATGCT 

ATCAAATGTCAGAGATTTGTATTCTTGGTAGAAACTGAGATTTCATTTTCCTTCATCCCATTCTGATGCTGGCTTCCCT 

GAAGCAACACTCCTGTTCCAGATTTGTATGCTTGAGGTAAGTCAGAAAAGGAATTTCGGTGAGGCATGAGTTTGTT 

GAAACGTGGGGGAAAACCAAATGGACATCTTCAGAATGAAAGTGTACGTCTTTGTCTGTCTGAATGTGTGAGAAAGAAG 
AACACTGAAC^CAGTCTAAACCTCCTGCTGGTGTGATTATTGA 

CTGTTGCAAAATGCTTTATGTTATGTGCAGGGCAGACATCTGTC 

TTCCAAGAAATCCTGTCAGGTCTTTAACGGTACCATTCT 

GTAATTATTTTTTGAATTTTTAAATATAAAGTCACATATGGTTTAATGTATGGAGAGGATGCCTTTATCATCAATGAAA 
ACTTTAAGAATTGACTGATTGCATTTTATTTTA 

GTTCCAATCTATTTTGGATTCAAATGAATTTTGAATCAAATAGATTTAAAATGAATCTATTTTGAATCAA^ 

TTCAAGCAAGTTTTATGAGTGAGATTACAGATGAATGATAATAAGCAAAATCATGAGAAAACCGAACCCAAA 
GTTAGACTATACTATAAACAAAGTAAATTTAAAAACATAT^ 

GAGGCTACCCTCCTAGTATAGTAACGGTAATTCTGCTGAAACCAATTAGGCACTGTTGAAAGCAACTTCTCGCTGCCGA 
TGAAGGGACTGGATCCTGTAGCTTGGTGTCCTTGTCTVA^ 

GGTCTTAAATAAAACAGAGTGGCAAATATTTAGAGTGAGTTTTATGTGTCTTTGGGATTTTTCCTTCCCCGCCATTGGT 
AAATAGCACGTTTCCTCTGCAGATCTGTGACCTTTGAGATAACTTCCCTTGTTA7^ACACACACTGATTTGTGTGGGTAT 
TTGTTTTCTTTCITTTTTTTTTCAAAAGCTATTCGTTCTTTTCTACTTTA^ 

TCTTCTGATGAATCTCTTGTCTGTAGTTTTGAAAGGAGGGGAGAAGCAAAGGAATTAGCAATCACAAAGATAAACCTGC 
AAAGGCAAACTAAGTAGAAACATGTTTTTCCGT^ 

TATCTCAGAATAAAATGTAAGTTGCTTGAGATGCTATTCTGAAGCATGTGATATGGTTTTATTGATTGATAAATTTATC 
CATATGATGATAGTTGTAGATTTTCAGAGGCCCCATATGGACCATTTGAAATGAAAATGTTATATTGGCAATGGATGAG 
AACATGCCACTTGCCCTGCTCCATACAAACTTTGATTCCTAGCAATCAGCACATGTTAGAGAGCTGGAGGCCACGGTAT 
GGTGTGCAAGTGCTCCTGTGCTGAAGTGACACCAGAACAATCACCACATTGCCATCAGGCCGTCCATCTGAGGTAGGGT 
TTTCCTTCTTGTTTCAATCTTTATCATTCCTGGAGAATTTGCCAAGGCCCCCAGGGCAGTGCTGAGGCCTCCAGCGCCC 
CCTACAAATCTCTTTTTCTGTCCCTTCAACATTTTCAGGTCTAACTACCTGTAGTTTTCCTCTCTAATTTCTGGGCCAA 
AGCTTGGCAGGGGGCAGGCGCAGAATTAGGTTGAAGAGGCCAGTATGAGCAGGCATACCAAGGTCG^ 

AGAGGTGTTACATTAGACTAATGAAGGGATTATAGAAACTTAGCTCTCCATCTGAATTCTCTTATTAACACATCACTGT 

GAATCAGCCTGCTGCTTTCGGTGTTGTGTATTTTTTCCCTTTGTTACTTCTGTTACTGCTAACGATATTGGTATCATT^ 
GTTGTATCAATGCAACTGACTTGTACTTCAAAOT 

GTATGGGGTGGTAGTGGTGTTGTCTCAGGCTAGTATATGATAATATGATTTTGAAGTCTGTTTTCCCCCCCATTTAACG 

AACTAGTGTGAACATCTATCCATGCCTTTTAAACACTTTTCTCCAAGATAATTTTTTATAGTTTTTTAATGGTTAA 

ACATTAACTTAGCGAATGAAATTTAAAATATT^ 

TTATTTCCTTAGGATGCAGAGCTTGTATGTTAAGGAGTATAGTTATTCATAAAGGTTTGATTTTTTTGGCCAAATTGCT 

AGTGTTGTTTTCTAAAAATG1TGCCAATCTGATAT 
CACTAGTGAGGTTGGGTAGTTTTATCCTTTGCAAAT^ 

TTTTCCAATTAATTTTACTGACAATTTTTATATAGTACAGATAGTAATCCATGTGTCTATAGGTTGTTTATAATGTAAA 
TATTTTTTTCCAAGTTTCTTAGTCA^ 

GATTGAGTCTTTTTTAATTGTGGTAAGAACATTTAACATGAGACTTGCCCTTTAAAATGTGTTTATGTCTATAATACAG 
TATTATTAACTATGGGCATAATGTTGCCCAGCAAATCTCTAGGACTTAATC^TTTTACATAACTGGAACTTTATACCCT 
CTGAATAGCAAATCCCCATTTCCCCCTTCCCCAGCCCCTGGGCAGTGGTTGAGTCTTTGATGTTTTCCTTTTAAAGTTT 
CTGCCTTTGGAGTTAGTTTAGAAATGACTTCATCATCCCAAGATCACACACACTTTTCCTACATTTTCTTCGAG 
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TTATOTTACATGCAAATCTTAA 

TCAGATAGTTTTCCACTTGCCAGTGGAATAATGATTTGTTGAATAATCTATCCTT 
AAACATAATATAAAATTTTGGATCTAGTT^ 

TTTAATTACTGTAATGCAGTTAAACATCTGATAGCITGAATCATTCTTATCTTTTTC 

TCATCATCTCCTGACCAGATGGTCGTCATAATGTCTTAATTGCTCATTCTACCAT 

TC^CAACAAAGTTGGCTGAATTGTTGTTCT^ 

TCCAGCTATTTTTATCAACTAAAAATGAGCCCTTTGCCTATAACAAGATTTTAACCTGAA 

TTCAGAGTGTTTGTAGACACCATTTCGGTGATTTTTTTTTTTTTTTTCTGAG 

GAAAGAGCCATGACTCCAAAGCATTAATAACCTCTGTGC^ 

AGCAGGTCCTCCCCTGGTTGACATTTCTTTCTTAC^^ 

CCCTCCTGGACTGCTTGCAATTGTCTATCCAGTC 

CAAAGTGTTCTCCCACACATACCTCGCCCATCTGGA^^ 

CTCTATGAAACTTTGTCTGATCCCCTTAAGCS^^ 

TTTACCGTGACTCTTCTACTCTTCCTCCTCTACTGGTACTATAATATCTTTGGGAATAAGGACTGTGTTTOT 
C&GAGCCCACTGCCTGGCATAGCATAGGCACTCAGTG 
TGGCAGGACATAGCCCTGGTGAAATCACTGGCAGGGGCra 
AGAGGTGAAGGGACCAGCTTTGAGTTTAACAGAAGTA 

ACCATTTATTAAGAAACCACATTTGAAGTTCTAGGATCCTTAAATGAAGGCGCTTTTCACCAAATA 
CCTGGGGTGTTTATAACATGGAGGACCTATTTCCTGAGCTA 

CAAGAGTTATCAGTAATCACAAGTAATGAAAGCATGGCTTTGGGTGAGTGGGTGGGTAGGGTGGGTGAGGTGGGATATG 
CCATGTTTTGGACCAAAGCTGTCGACATTGATGTGTAGCCATTGTTTTCATGATT 

AATATTTTGTGAGTAATTGAATGCTGAGTGTGTAGCTGGGGGTATGACAGCCAGCTAACTGTCATGTCTACTTTCTCAG 

CTCTCTGAGATGGCAATGCTAATTTTGCTGGAGAAAGTAGCATCACTGTTTTACTTGGTTCCCTCTCTTCATACTGCCT 

AATTTTAGCTAGTTCTTATTATTACTTGCTTTGTTTACTTCTTGGATTCTTTATCGCATTACCTGTGGTGTCACCCACT 

GTCTTACTCTGGGCAAATGAACCTTGTTTTTTTGAGAATGTTAAGTTCATCTGACATAAGCCGCTCAATTTCACTCCTC 

AAATTCTTCTACATCAGCATTCTTTTCTC 

TAAATATTGCCTAAGCAACTTTTTAACTT 

GAATCTCCATCCTTGAAAGAACTCAATAAACAAAAATT^^ 

CTTTTTACCTCCAAACTTCTTGAATGACCTATGACCACTATCTACACCTTTTCTTCATACACTGAGGTCTGGAAATCTT 

TATTACCTGGTTTCTTCTCTCAGTCTCCAAATTATTAAAAAGTCAATTTCTCAGTTTTCATTTTTCTTCACCTCT^ 

AACACTTGAAAC(^TTA7VAATTCCCCTTTATTTTGAATGGGCTCTTTCTTAATGTCTATCACACTCAACTGTCTATTTG 

CTCGTATCTTTCTGTTTTATTTTCTGTTTCTTCCGTGGTCCTCTTTCTGATGTCCTGAGAGTGGATATTAAGTTGCACC 

ATGTCTGCAGGGATGACACCCCAACCCTAACCTTCAAGTC^GGCCTCTTTCCTATGTrCAGATCTACTGTTTCTGGAAA 

GCTCTACCATCTGCCCCACAAAAGCTTCAACATTA^ 

CTTTCAAATAAATGTTTAATTTGAAATACT 

GAATGAGTTGTTTGCTGATTCTTCTCTCATAGCCAACCATTTCAATGTTCTCTGATTTCTACTGTTACCC^ 

TTTACATTCC CACTTTTATGGTGCTTATCTAAACC CTTACTTTTGGCCTTTAATATTGTATTGG CTATTTATTTATTAT 

TTTATTATTATACTTTAATTTCTGGGATACATGTGCAGAACGTGCAGGTTTGTTACATAGGTATACACGTGTTGTGGTG 

GTTTGCTGCACCTATCAACCGTCATCTACATTAGGTATTTCCTCTATCCCTCCCCTAGTCCCCCCACCCCCTGACAGGC 

CCTGGTGTGTGATGGTCCCCTCCCTGTGTCCATGTGTTCTCATCGTTC^CTCCCACTTATGAGTGAGAACACGTGGTG 

TTTGGTTTTCTGTTCTTATGTTAGTTTGTTGAGAATGATGGTGTCCAGCTTCATCCGTGTCCCTGAAAAGGACATGAAC 

TCATCCTTTTTTATGACCGC^TAGTATTCCATGGTATATATGTGCCACATTTTCTTTATCCAGTCTATC^TTGATGGGC 

ATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAACAGTGCCACAATAAACATACGCGTGC^ 

TGATTTATAGTC CTTTGGGTATATAC CCAGTAATAGGAATGCTGGGTCAAATGGTGTATCTGGTTCTAGATC CTTGAGG 

GATCACCACACTGTCTTCCACAATGATTGAA 

ATCCACTCCAGCATCTGCTGTTTCCTGACTT^ 

TTTGATTTGCGTTTCTCTAATGACC^GTGATC^ 

TGAGAAGTGTCTGTTCATATTCTTCACCCTCTTTTTGATGGGGTTGTTTGGTTTCTTTCTTGTAAA 
CTTGTAGATTCTGAATATTAGTCCTTTGTCAGA 

ACTCTGATGATAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCTATO 

CCATTGCTTTTGGTGTTTTAGTCATGAAATCTO 

GCTOTTTATGGTTTTAGGTCTTACGTGTAGGTC 

CCAGTTTCAGTTTTCTGCTTATGGCTAGCCAGTTTTCCCAACACCATTTATTAAATAGGGAATCCTTTCCCCATTGCTT 

GTTTTTGTC^GGTTTGTCAAAGATCAGATGGTTGTAGATGTGTGGTGTTATTTCTGAGCCTCTGTT 

CTATATATCTGTTTTGGTGCC^GTACCGTGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCGT 

GATGCCTCCAGTTTGTTCTTTTTGCTTAGGATTC^ 

CTGGCTTTAGTTGTTTCTTCTCTAGGAT^^ 

TTCTTGCTCAAAGATCTTCAATGAATCTTGATTTCT^^ 

AAGCTAGACTGCCCGGATTTTGATCCTGGTCCCACTACTTCCTAGTTTTGTAACCTTGGAAAAATTATTCAA 
GTGCTTTAGTTGCCTCGGTGAAAAATGGGGATAATCATAGTC 
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CCTGCACATAGTAAACAGTCAATGAATTTATC 
ATCCAACCTTCTCTTTACTCACTATTTC 

GCTTCCTCTGCCTGTAATACCCTTTTCTACGCCCTATCTCTCCTGTGTCTTTAGAAATTCTATCAGTTCTTCAAATGAA 

CCTCAAATAGACTTCCTCCAC^^TCCTTCACCT^ 

ATACTTTTCCTGTTTACTTGATTGATGTTGGOT 

AAACTCCTTGAAAACAGGGTTTGTGTTCATT^ 

ATAGGTATTTGTTGAATGAATATAGAAGGAAGGGTGTAGGTTTTC 

TGACAAGAGTATTGTTTTGGATGCATAAGTATAGAATTAGTACCTCTCACTCATCCCCCACTAAGACGTTTTTGTCGTT 
AGCTTGCTGCTAACTGGGCTCTGGCTGTTACCTCGCAAAGACTCTGAAGTAGGAAAGAGCTTGGCACATTTAGAAACTC 
ACAGATCATCAATGCTGTAGTGAGGTGAAGGAGGGAGAAAGTACCATGGGTTGAAGTTAGAGAGTTGGAGAGAGATAGG 
ATAGGTCACTAGAACTTTCAGGCCAAGTTATGCAGT 

GCCTTTGAAGGGTTTTAAGCTGGGGAATAAAAAGATAATACTTTACTTTTAAAATTGCACCCAGGATGGATGGAAGACA 
GAGAGTGGGAAGATGAGTGAAAGCAGAGAAAACAGTTGGGCACTCTTGTAGGTGAGAGACTGCATGGCCGGGGCTCAAC 
TGGCAACAGTGGAGATGGAGAGAGGTGGGTGGAATTGAGATTTATTTTGAAAGTAGAATGGACAGGATTTGCTGAAGAA 
ATGTTAGGGAAAAGAAAGAAAGCAATTTGATATGATGTC 

TATTTCTTATTTAACTTATGGATGAAAGAAGGTTTCATATAGCAGATAATTTCCAACAATTCTTAGGCATCAATTTACC 

TGACAATAGAAAACTCTGATGCCATTTGGGATAGAATGAATTGTTCCTATATGACTTCCAGAGACTGAGTGATTGTGGG 

TGCTTGTCATGCAGTACTCACTGAGGTGTAGGAGGATAGCTTCATGGAGAAGATATATCTTGAGGTGGATCTAGAATGA 

ATATCAAGCTAAATTTAAAATTATTAAGGATGGAATG 

TGGGATGTCTATTATCCTGTAAAAAACATGTATCT 

CTAATTAAGCCATAAGGTATTTTGGGAATTTAAACAAATGTTTGGTGGTTATCAACTGGGAACTTCTGGAGAGGTGAAA 

TATTGTATCGGGGACGCATTGTTCTTTTTAAAGGCCAC^ 

TCCTTCCTGQTGGACATTTAGGTTGTCTCAACCT 

ACAAAATCTTAAGGATAGAATTATTAGATAAAAGCAGTTACCAAATTTACCAATCTTCCTTTCCAGAAGATTGTCTGGG 
AATGACTGCTTTTCTTACC^CCCTACC^ 

ATTCATGTTTCTTTTGTCAGGAGTACAATCAAGCACCTTCCTCCTATTAATATGTTTATTTCCTCTTCTCACTTTTAAC 
CATTCOTCAACCTCTACAATTATGAGAA 

GCCCTGAATAGACGTCCTAATTTCCAGGTCTGTGTAGACTGACTTGGGTTACTCAGGTAATGGCCTCTCTTCTGTTGAT 
GAA(^CACGTATTGAAGCATATATATGCCAGGCTCAGT^ 

ATATTCTACCCTCATAGAGCTTACATTTTAAAGGGGGAAGCATACAAAAAATAAATTAGCTAAAAATAXA^TATCAAG 

TGGTAATAGTACCACACAGAAGAATAAAGCAGAGTAAGGGTTTAGATGGTGAAGATAGGAGAGCTGCTCTTTTACATGA 

GGTTAACAGGAAAGGCATTTCCAAXSTACTTCT^ 

TGTTTGATCCCTATTATTACTTGCAAG^^ 

TAATAATTGCATTAAAATGATTTCTCTCCACTATGAATTATCTGACATGTC^GAACAGACGAATGCTATCTAAAGGCTT 
TTTAAAATCTGTTAAATTTATAGGGCATATTCCAGCCCTCACCAAGGGTCACTTCACTCCATTCTCAGATAGTGCCCAC 
TGTCCTGCATTTGCCTGCTGTCAATCACAAAAGAGATGGCTTCTTAATGAGGCTGGTTTATGACTTTTTTCCTTAAGAC 
AAAGTCAGTCTTCTTTTGCAAAAGTTGTTC 

CATAAAATGTCTACAGCAGGATTGATATGGAAACATAAGCTTTTATTAATTTGTTTATCTGGATGCTTCTGAAGCTAGA 
AAGAAAGACTTTCACCATGGAAGOACTGGC^ 

ACATATTCTTTCTGAATTTATGTTO\AAGAAAGGGTATTAATATAAACATAAAGTAAAATAAGACAAA 

TTAAGACTATT CAAGGCCTGCCATGCAAATTGCAGTGG AAAAGT CTACCAGTAGGTTATTGGGAAACAGAG AGAAACTT 

GGAGTCCAAAGATAGGAGAGGATACCCACCACTAACTtTCAATGAAACCAC^GCTGGCCACTTAGCTTTTCTTGTGCT 

GTAGAGTCAAATGTGAAACAATAGGCTTTATTTATTTAATACTTTGTATAAGGCACTTTGCTCAGTACATTATATATTG 

TCTCATCCTCATAGTGAGCCTGAAGGGTAGTAATTTCATTGTACCTTACAGATGAATAAACTTAGACTTAGAGACCGGT 

CAAATAGCCTGCCCAAAACAACCAGTTAATAAATGGAATTGGGATTTAAACTTAGATTTGTCTGATTCCAAAGCTTG 

CCCAACCAGTGTTTATTGAGTACCTTCCAA^ 

ACAACCAGATAGAGTAGATATTCTGTTGAAGATGAGGAAATGATC 

AGTGATTGTGTTGAGGTCACACATCTAGAGTGGTCGAGTCAGAATATGTGTGAACTC^GACCTCTAGCTCCAAACCTA 

TGAATTTTGTTTTTAAAACATGACTATAGTCTATTCTCTGTACAATGTTCATAATATTTTT 

CCTTTAGGTAAAGGGATAATTAGCAGAGATTCCTTGC^ 

TTCCCGTTATTTAGCCCATTACTTCACT 

AGTATGCTTCAGTGAACCGAATGCATCCTAGTGGCCTGAGAAGACTCCTACTGCTTCTAAACATGTATGAATAATGGTT 
GCCACCTGC^GTAGCTTAGGCAGTGGGCAATCATACTTCAATTCTAAAGGGTGTGGAAGGGATGAGTATTTTCTGTTT 
GAAGCTCAAGCTAGATTAAATGAATTCTTGATCTTAATCTACTTTGAACTCTACTTGGAACACATCATGAGTTGTTTTG 
GCTTACTATTAATTTTTAAATACAAATAC^ 

GTCTTGAAAACATTCAAAGGAGAGCTCAGGGAAATAAATGAAAGCTC 

TATTAGAAACTTGCTGTACAGTCTAACTGATTTTTGACTTTGTTTCTGGGCTATTGGTTTCATATAAGACACTATTAGT 

AATTTCAGAACAAATAATATGGCC^CATOT 

C&TTCCCOU^GATTTTTTAACT^ 

AGATGAATTTG CCTACCTAAAGAAATGCTACCTGAAAAGCTTCTCTGGCAGG CTTCTCCAGAGTTTCATTATCTACTCT 
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GAACTTTTGTTTACATAGCAATGATTTC 
CCTGAAACCTATAAACCAGCCCTGGAGGCTCT^^ 
TTAAGAAAGTCTGCAATGGAAGAACACTCAACT 
GTATTTCCC^TTTGC^TAAAAra^ 

TAAGCAAAGAGAGTCAAGAGACATTCATCTTCTTGAATCTTGATTAATCTTCAC 

CAAGTTGCAAATAGAAAGAGGTATTCCCCAATTAGAAAT^ 

TACATGCTCCATAGACTTCTAAGCAAAGAGAGTC^ 

CCAAATGTAAACCTAAACTTTTTGTTAGGAGTAAAAATAAAAAAGCCAAACAAATGAAAAGCTGTG 

ATCTTAAAGATTCTCTGGAAATTTAAACATTTAAGTTATATGTTAAGTTGTGTCTATCA^ 

GGAAGATTTAAAGAATTTAAATATATGCTCTAGTTC 

GATTTAGTAATCAGAGTTGAAAAATGCATAACACATTC 

AATATTCTTAGATAGTTTTTCAAGTTCGGOT 

TTCTGTTATAGAAGTTTACAGGCTAATGGCAAACACATCTCATAATTGTCCTT 

C CTTTAATTTCATG CCATAAGT GAGTGCTCTTGACAAAGTATACTCTGAACA^ C CAAG 

CAGTTAATCTCTAACTCCCTTTTTCATTTCTGT^ 

CATACAGACCCATCCCTGAGAGGAAGGGAGAGAGAGGAAAGCCCTC 

AAACTCATCATTGTTGGTGCATTGAAATCTGGAGGTT^ 

ATTCTACAACTAAAAACCATTAGGATGCCTATGAG 

AGTAAAACTAAGTTGTGTCCGACTAATTGAAAACCACTTTGGTTAATGTTACCTCTTTTTGTGTCCATTTAAATCCATT 

AAATCTTTCTTACTTTTGCCTTTAAAATT^^ 

AATATTAAAAAAAAAAGAGACATGTTCTGGTGTCTO 

CAGCCTTTGGTTTCTGATAATTTAGAAAGCTTTCAATCCCCATCACTTATGAAAGTCTGTGAACAA 
AAGATTTCTTACAGTGCCGAATCTTACAACCAOT^ 
ATTTTTAAGCCTTAACCTCTTGTCTGCAT^ 
AATGAAGATTCCTGATCATGTCAATCAAAGAGAGCT^ 

CACATGTTTAAGTTTGCTCTAATAGATAAATGGTGTGTTTTGGGGGTTTGGTGTACATATTATTTCGTCACCCAGGTAA 
TGAGCATAGTACCCAATATGTAGTCTTCTGATCATCACCTTCCTCCTACCCTCCACCCTCAAATAGGCCCCGCTGTCTG 
TCCTTCTCTTCGTTGTGTCCATGTAACTCAATGTO 

TTCCTGTGTTAGTTCTCTTAGGATAATGGCCTCCAGCCGCAT^ 
ATGGTTGCATAGTATTCt^TAATGTATATGTACCACA 

ACCTTGTCTTTGTTATTGTGAATAGAGCTGCAATGAACATATGCATGTGTGTATCATTATGGTAGAATGATTTATATTC 

CTTTGGGTACATACCCAATAATAGGACTGCTGGGTCAAAT 

GCTTTCCACAGTGGCTGGACTAATTTACATTCCC^ 

AACTGTTACTTTTTGACTTCTTAATAATAGCCATTCTGACTGGTGTGAGATGATATCTCATTGTGGTTTTGATTTGCAT 

TTCCCTAATGATTAGTGATGATGAGTATTTTT^ 

TGCCCACTTTTTAATGGGCTTGTTTGTTC^ 

TTTGCCAGATGCACAATTTGTAAATATTTTCTC^ 

GTGCAGAAGCTCTTTAGTTTAATTAGGTCCCACTTGTCAATTTTTGTTTTTGTT 

TAAAATCTTTGCCAGGGCCTATGTTTAGAATGGTATT^ 

ATTTAAGTGTCTAATCCATCTTGAGTTGATTTTTGT^ 

ATTAGCCAGTTGTCCCAGAACCATTTATCGAATAGGGAGTCCTTTCCCCATTGTTTGTTTTTGTCAACTTTGTTGAAGA 

TCAGATGGTTGTAAGTGTGTGGGTTTATATCTGGGCTCCCTATTCTGTTCCAGTGGTCTATGTATCTATTTTTGTACCT 

ATACCATGCTGTCTTGGTTACTGTAGCATTGAAGTATAGTTTGAAGTTAAGTGATGTGATTCCTCCAGCTTTATTCTTT 

TTTGCTTAGAATTGCTTTGGCCATTTC 

AAGAATATCATTGTTCATTTGACAGGAATAG^ 

GACTGAACCAGGAAGAAATTTAAACCCTGATCAGACCAATAGCAAGTTC CTACC 

AGCCAGAAAAAGCCTTGGACCACACAGATTCACAGCAAAA 

CTGAAACTATTCCAAAAAATTGAGGAGGAGGAACTCTTCCCTAACT 

CAAAGCAAAGACATAACAACAACGT^ 

ATACTAGCAAACTGAATCC^GCAGCACATAAAAAAAACT^ 

CCCCACGGTCTCCGTCTCCCTCTCTTTCCACGGTCTCCCTCTGATGCCGAGCTGAAGCTGGACTGTACTGCTGCCACCT 

CGGCTCACTGCAACCTCCCTGCCTGATTCTC^ 

CTGACAGGTTTTCGTATTTTTTTGGTC 

GTGATCTGCCCAGCCTCGGCCTCCCGAGGTGCTGGGA 

GGCTGGAGTGCAGCGGTGTGATCTCGGCTCGCTACAACCTCCACCTCCCAGCCGCCTGCCTTGGCCTCCCAAAGTGTCG 

AGATTGCAGCCTCTGCCCGGCTGCCACCCCGTCTGGGAAGTGAGGAGCGTCTCTGCCTGGCCGCCCATCGT 

TGAGGAGCCCCTCTGCCTGGCTGCCCACTCTGGAAAGTGAGGAGCGTCTCTGCCCGGCCNCCATCCCATCTAGGAAGTG 

AGGAGCGCCTCTTCCCGACCTCCATCCCATCTAGGAAGTGAGGAGCGTCTCTGCCCGGCCGCCCATCGTCTGAGATGTG 

GGGAGAGCCTCTGCCCCGCCGCCCCGTCTGGGATGTGAGGAGCGCCTCTACCCGGCCGCGAACCCGTCTGGGAGGTGAG 

GAGCGTCTCTGCCCGGCCGCCCCATCTGAGAAGTGAGGAGACCCTCTGCCTGGCAACCGCCCCGTCTGAGAAGTGAGGA 

Fig. 6;$*] 



WO 02/074992 



PCT/IB02/00565 



GG * G ™™ CAACA ^^ 



TGTCCACTCAGGGTTAAATGGATTAAGCMCGGTGCAAGATGTGCTTTGTTAAACAC^T^GAr 



GCGGCATGCTCGT 



AAAACCAGAGACCTITGCTCACTTGTOTATCTGCTOACCTTCCCTCCA^^ 



GGAAGATGAGACTAGCTTOACTACTGATTATGATGTAAGAATAGTGGCCAGT 
AACA ^ CATAAGTGCATTCATGGAGTGGGCTTCAA ^^ 



^^ GA ^ GAACTCCAGATGCACACTTTGATACC ^^ 
CTCATACTGTATCCATGTTCGGTTGTCCAGAAAATGTAATGAAGATAAAGATTTACCAAAC^ 
GCCTACGTACCTGTT^CCACTTTAAAAAAATCTACAGTCGGTGTGAATGTG^ 

AGGA * GCAAGACTG ™ 

^™ CT ^ TAGATGCM ^ 

GGAGTATTCCTCTTGAGAACTGGAACAAGACAAGGATGCCCACTCTC^ 

™ GC S GAGCAATA ^^^ 

ATTTCTCTACACCGATAATGTCCAAGCT^^ 

a i a ? c * agaaa ™^ 

GATGACATAAACAAATGGAAAAACATTCC^TGCTCAT^ 

AATGGTAAATAATATTTATG 
TACATTATGAAAATTCTTTATA^^ 



TTCCCATTCACTTATTCTTTTTATAGCTTCTTACTAAGCTTGTATTAGATGTGTGCAAATTGTAAGGCATTG 

GAAGTCCTCAGTGATAACTATAATTITATTTGTATTTTTCATATGCCATTTTGTTGCATAGTCG^ 
GGTTTTTGAGAGTAGGAGGCAAGGCTTATGAACATTTACATAC^ 

ATGAATTTATTGAGTGAATTCCACTAAACACCAGGTATCAAACTTTTTTTTTTTCTCATTATCTCT' 



GG J™ GAGAGTAGGAGGCAAGGCTTATCAACATOTACM ^ 
ATGAATTTATTGAGTGAATTCCACTAAACACCAGGTATCAAACTTTTTTT^^ 

CCTCTGTTGTTTCTTTCCTGCTCTTTTCAGAGCATTTGAATATTTTTTAGTGTGCCATT^ 

atatgcagcccctatgcattagaatctattcatactcagtattgtacctctccacatScacacS^ 
cctgcctcggcctcctgagtagctgggact^ 

™ GC * GG ^ ATCA ^^^ 

SSS5SS5SSSS5S5SSS55SSSS5SS5^ 

atcattcttatccttgttcaactgtacgtaatgtgtgtctttcctctgg 



GA I G ! G ^ GA I CGOTTTGAAAAGTTTCCAGC TGTTATTCCTTC^ 
CTTTCTAGGAITCCAAITACATTTACGTTAAGACTATTTGGTATTGTCCTACCTATTCCTGAATCTOA^^ 



G ^^ GG ^ GAGA ^ 

^CTGTCATTCTTTGGACATi 

CTOTTTTOCTTGCCTATGTATCATATTTTCATTTTTTTA^ 



AGGTTTGTTACMATGTATACATGTGCCATG^ 

Fig. 6.1^3' 



WO 02/074992 



PCT/IB02/00565 



49/375 

TAATGCTATCCATCCCCCACCCCCCACACCCCCCCAACAGGCCCTGGTGTGTGATGTTCGCCACCCTGTGTCCAAGTGT 
TCTCATTGTTCAATTCCCACCTATGAGTGAGAACATC^ 

ATCGriTCCAGCTTCATCCATGTCCCTGAAAAGGACATGAACTCATCCTTlTTCATGGCTACATAGTATTC 
ATATGTGCCACATTTTCTTAATCCAGCCTATCAATGATGGA^ 

TGCCGCAATAGACATACGTGTGCATGTCTTTATAGTAGAATGATTTATAATCCTTTGGGTATATACCCAGTAATGGGAT 

GGCTGGGTCAAATGGTATTTCTAGTTCCAGATCCTTGAGGAAACGCCACACTGTCTTCCACAATGGTTGAACTAATTTA 

C^CTCCCACCAAGTGTAAAGGCATTCCTATTTCTCCACATCCTCTCCAGC^TCTGTTGTTTCCTGACTTTTTAATAATT 

GCCATTCTAACTGGTGTGAGATGATATCTCATTGTGGTTTTGATTTGCATTTCTCTGATGACCAGTGATGATGAGCArr 

TTTTCATGTGTCTGTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTCGCCCACTTTTTGATGGG 

GTTGTTTGTTTTTTTCTTGTAAACTTGTTTAAGTTCTTTGTAGATTCTGGATACTAGCACTTTATCAGATGGGTAGATO 

GCAAAAATTTTCTCCCATTCTGTAGGTTGCCTGTTCACTCTGATGGTAGTTTCTTTTGCCATGCCGAAGCTCTTTAGTT 

TGATTAGATACTATTTGTCTATGTTGGCTTTTGTTGCCATTGCTTTTTGGTGTTTTAGTCATGAAGTCCTTGCCCATGC 

CTGTGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTATGTCTAACATTTAAGTCTTTAATCCA 
TCTTGAATTAATTTTTGTATAAGGTGTAAGGAAGGGATCC^ 

CACCATTTATTAAATAGGGAATCCTTTCCCCATTTCTTGTTTTTGTCAGGTTTGTCAAAGACCAGATGGTTGTAGATGT 

GTGGTGTTATTTCTGAGGCCTCTGTTCTATTTCTTGGTCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTT 
ACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCGTGATGCTTC 

CAACGTGGGCTCTTTTTTGGTTCCATATGAACTTTAAAGTAGTTTTTTCCATTTCTGTGAAGAAAGTCATCGGTGGCTT 

GATGGGGATGGCATTGAATCTATAAATTACCTTGGGCAGTGTGGCCGTTTTCACAATATTGATTCTTCCCATCCATAAG 

CATGGAACGTTCTTCCATTTGTTTGTGTCCTCTTTTATTTCGTTGAGCAATGGTTTGTAGTTCTTCTTGAAGAGGTCCT 
TCACATCCCTTGTAAGTTGGATTCCTAGGTATTTTATTC^ 

GCTCTCTATTTGTCTGTTATTTGTATATCAGAATGCTTGTGATTTTTGCACATTGA 

AAGTTGCTTATCAGCTTAAGGAGATTTTGGGCTGAGATGATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACA 

GGGACAGTTTGACTTCCTCTTTTGCTAATTGAATTCCCTTTATTTCTTTCTCTTGCCTGATTGCCCCAGCCAGAACTTC 

CAACACTAAGTTGCATAGGAGTGGTGAGAGAGGGCATCCTTGTCTTGTGCTGGTTTTCAAAGGGAATGCTTCTAGTTTT 

TGCCCATTCAGTATGATATTGGCTGTGGGTTTGTCAAAAATTGCTCTTACTATTTGGAGATACATTCCATC^ 

GTTTATTGAGAGTTTTTAGCATGAAGGGCTATCGAATTTTGTTGAAGGCCTTTTCTGCATCTATTGAGATAATCATGTG 

GTTTTTGTCATTGGTTCTGTTGACGTGATGGATTATGTTTATTGATTTGAGCATGTTGAACCAGCCTTGCATCCCTGGG 

ATGAAGCTGACTTGATTGTGGCAGATAAACTTTTTGATGTGCTGCTGGTTTCAGTTTGCCAGTATTTTATTG 

TCTCATCGATGTTC^TCAGGGATAATGGTCTAAAATTCTCTTTTTTTGTTGTGTCTCTGCCAGGCTTTGGTATCAGAAT 

GATGCTCATAAAATGAGTTAGGGAGGATTCCCTCTTTTTCTTTTGATTGGAATAGTTTCAGAAGGAATGTTACCAGCTC 

gcctcaatttc^gagcctgttattgatcta^^ 

CC^GGAATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGTGTAGAGGTGTTTATAGTATTCTCTGATGGTAGTTTr 

TATTTCTGTGGATCAGTGGTGATATCACCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTTTATTAGT 

CTTGCTAGCAGTCTATTTTTTTGATCTTTTCAAAAAACCAACTTCTGGATTC^TTGATTTTTTGAAGGGTTTTTTGTG 

GTCTCTATCTCCTTCAGTTCTCCTCTGATCTTAGTTATTTCTTGTCTTCTGCTAGCTTTTGAATTTGTTTGCTCTTGCT 

TCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCGATTTTAGATCTTTCCTGCTTTCTCTTGTGTGCATTTAGTGCTAT 

AAATTTCCCTCTACACAGTGCTTTAAATGTGTCCCAGAGATTCTGGTATGTTGTGTCTTTGTTCTCGTTGGTTTCAAAG 

AACATCTTTATTTCTGCCTTCATTTCATTATGTACCCAGTAGTCATTCAGGAGTAGGTTGTTCAGTTTCCATTTAGTTG 

AGCAGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAATTTGATTGCATTGTGGTCTGAGAGACAGTTTTTTGTAATTTC 

TGTTCTTTTACA1TTGCTGAGTAGTGCTTTACTTCCAATTATGTGGTCAATTTTAGAATAAGTGTGATGTGGTGCTGAG 

AAGAATGTATATTCTGTAGATTTGGGGTGGAGAGTTCTGTAGATGTCTATTAGGCCCGCTTOTTGCGGAGCTGAGTTCA 

AGTCCTGGAT1TCCTTGTTAACCTTCTCTCTGGTTGATCGGTCTAATATTGACAATGGGGTGTTAAAGTGTCCCATTAT 

TATTATGTGGGAATCTAAGTCTCTTTTTAGGTCTCTAAGGACTTGCTTTATGAATCTGGATGCTCCTGTATTGGGTACA 

TATATATTTAGGTTAGTTAGATCTTCTTGTTGAATTATCTCTTTACCATTATGTAATGCCTTTCTTTGTCTCTTCTGAT 

CTTTGTTGGCTTAAAGTCTGTTTTGTCAGAGACCAGGATTGCAACCCCTGCTTCTTTTTGCTTTCCATTTGCTTGGTAG 

ATCTTCTTACATCCCTTTATTTTGAACCTATATGTTTCTCTGCATGTGAGATGGGTCTCCTGAATACAGCACACTGATG 

AGTCTTGACTCT1TATCCAATTTGCCAGTCTGTGTCTTTTAATTGGAGCATTTAGCCCATTTACATTTAAGGTTAATAT 

TGTTATGTGTGAATTTGATCCTGTCATTATGATGTTAGCTGGTTATTTTGCCCATTAGTTGATGCAGTTTCTTCATGGT 
GTCGATGGTCTTTACAATTTGGCATGTTTTTGCAGTGGCTGGT^ 

GGAGCTCTTTTAGGGCAGGCCTTGTGGTGACAAAATCTCTCAGC^TTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTC 
ACTTACAAAGCTTAGTTTGGCTGGATATGAAATTCT^ 

CACTCTTTTCTGTCTTATAAGGTTTCTGCCGAGAGAGCTGCTGTTTGTCTGATGGGCTTCCCTTTGTGGACy^ACCCGAC! 
CTTTCTCTCTGGCTGCCCTTAACATTlTrTCCTTCATTTCAACCTTGGTGAATCTGAAAATr^ 

TCTTCTTGAGGAGTATCTTTGTGATGTTCTCTGTATTTCCTGAATTTGAATGTTGGTCTGCCTTGCTAGTTTGGGGAAG 

TTCTTGTGGATAATATCCTCCAGAGTGTTTTCCAACTTCGTTCCATTCTCCCCGTCACTTTCAGGTACATCAATCAGAC 

GTAGATTTGGTCTTTTCAGA.TAGTCCCATATTTCTTGGAGGCTTTGTTTGTTTCTTTTTACTCTTTTTTCTCTAAACTT 

GTCTTCTTGCTTTATTTCATTCATTTGATCTTGAGTCAGTGATATCCTTTCTTCGACTTGATCTAACAGGC 

CTTGTGCATGCATCACGAAGTTCTCGTGCCATGGTTTTCAGCTCCATCAGGTC^TTTAAAGTCTTCTCTACACTGT^A 
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TTCTAATTTGCCATTCGTCCAACATOT 
GAGAAGTTTGTTATTACC&TCCTTCTGA^ 

TAGCTCGTGAGGAGCTGTGATCCTTTGGAAGAGAAGAGGCACTCTGGTTTTTAGAATTTTTAAATTTTCTGCACTGGTT 

TCTCTCCATCTTTTTGGTTTTATCAACCTTTGGTCTTTCATGTTGGTGACCTACAGATGGGGTTTTGGTGTGGATGTCC 

TTTTTGTTGATGTTGATGCTATTCCTTTCTC 

TGGATTTTGCTGGAGGTCCACTCCkGATCCTAT^ 

GCCTGATCCTTCCTCCATAAGCTTCGTGCTAGAGGGGCACCTGCCTGTGTGAGATGTCTGTCAGCCCCTACTGGGAGGT 
GTCTCCCAGTTAAGCTATGTGGGGGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCGTTCTCAAAGCTCAAACGCCATG 
CTGGGAGAAC(^CTGCTCTCTTCAGAGCTGTCAGACAGGGATGTTTAAGTCTGCAGAAGCTTCTGCTGCCTTTTTTTCA 
GCTATGCCCTGCCCACAGAGKSTGGAGTCTATAG^ 

CTTCCTGGCCACTTTGTTTACCTACTTAAGCCTCAGCAATGGTGAACACCCCTCCCCCCACCAGGCTGCTGCCTCGCAG 
GTCAATCTCAGATTGCTCTGCTAGGAATG 

CTCCTGGTCTGCTGGTTGCTAAGACAGTGGGAAAAGCGCAGTATTTGGGCGGGAGTGTCCTGTTTGT 

TTGCTAGAAAAGGGAAATCCCCCAACCCCTTGTACTTCCCAGGTGAGGCGATGCCCCACCCTGCGCTGGCTCCCGCTCC 

ATGGGCTGCACCCACTGTCCAATCAGTCCCAATGAGA^^ 

TCTGCATCGATGACGCTGGGAGGTGCAGACTGGAGTTGTTCCTATTTGGCCATCTTGGAATGGAGATCTTATTTCTTTA 
TCTGGTGATTTTTTATTGCATACTGGACATO 

GAATTTTGCTTGTTATCTTAGCATGCTGTTCAATTGGCTGATCACGTTGAACATGTTTAAGCATGGTTTTAGGCTTTGT 
TAGTCCAAATCTTTGAGAAATCCCAGGTGCTTTCCCT^ 

TTTCTTGATGATAGGCTTTGTTTTAGACTTTACTGGAGTCATAGGACTTACTTTAGGACATA 

GGTACCAACTTTCTGTTTCTCAGGTAGATCCCAGGGGTGTCAAAGTAGTATTTATTTATGAGCTCTCTCAAACCCATAG 

GACCTGAACTGCAATGATGTCTAGTACTATTC 

ATAAGAITTTCTCTCTGTTAAGCCTC 

CATGTCTGGGACAAATCTCTGCAAAACTTCTGAGACTTCTCTGTGTTAAAGTCTTTACTCTCTAAGACTCTGCTTTATA 
GATGCCAGCCATGCCAGCTGCCTCAGACTCCAGCTCTTTTTGTCATGTTTAGGAAAATATCCTTATTCACAGAGGTGGA 
C^TTCGTGGGGAGAGGGATTTCAGTTCTGGATTGGCTTGTTAGCCACTGTTTGAAAACGGTT 

TAGTTTTGTAAGTATTTTCTGTGAGACAGATAATCTGTTACTAGTTACTCTATCATAGCTGGAAGCAGAAATATATAGG 
TATCAATTTGATTTGCAATTGTTTCTAGTTTACAATGCATTCTGCCTATCTTAAAAAATTTGTAATTCTAATCATTTTA 
TTTTTGATC^GGGAATGTATTTATTGATTCACATGAATAAAATTCAAAGGCTATAGAAGAATATGTAGCAAAAAATCTC 
TCTTCTAATCTAGTAGCCTAATTCTTCTCCTCAGAGGTGATAGATATTACCAGTTCTTTTTGTTCCCTTTCAGACATAT 
TTTAGATATATATGAZ^TCCTCTCCCTCTTCTT^ 

TTTGTGTTTTGTCTTTTTTCTACTTAATGA(^TATCTTGGAGGCTATACATATTAATATATAAAGAATTTCTACATTCT 
TTTTTGGGCTACATGATACTCAGTTTTATGAAAT^ 

GGTTATTATAAACAATGCTTCATGAACTACTTTGGGTAAACCATTTGGTATATGCCAGTATATCTGTAGGATACATTCA 
TAAAAGTGCAATTGCTACCTGAAAATGTATGCACATTO 

TGTTAGTGGCTGTAGCCTCGTTAAAAATGTATGGGAGGAATGCTGACATTTTTGTTTTACCTGCAGTATCCATTTTCTC 
CATGGTACATCTACAAAATTGGCTTCTATTTTTTATTCTTATGTTTATCTTAATCTTTTAATAATCTTTCCCTGATTAA 
CTTACAAGTTTCTTGTTATAACAAATAAGGGGGCTAAGGGGGAGGGGGATGGTTAATGAGGAAAAAATAGAAAGAATGA 
ATAAGACCTACTATTTGATAGCACAACAGGGTGACTAGAGTTAGTAACTTATTTCTACi\ATTAAAAATAACCGAGAGTG 
TAACTGGATTGTTTGTAACACAAGTGATAAATG CTTGAGGGAATGGATAC TC CATTCTCTATGATGTGATTATTTCACA 
TTGCATGTCTCTGTGTAAACATCTCATGTAC CC CATAAATATATTATAC CTACTATGTACCC AGAACAATTAAAAATAA 
AAAAATTTAAAGTACAAAAAAAGACAAAAAGAGTCACACAGAAAATAAAGGAAAATAGTCTATA 

AAACAAAAAAACAAATAAGATAAGCAGCAGCGATTTATATAAATTAGAGTTATTATTATTACTGTGGTTGCTGTGGTTG 

ATTTTCCTAATATTCCAGGGCACGAATCAGCTGATAATATCCATTTTAAAAGTGCAATTTTAT 

CTGATTTTCAAATTATTCTCCCCTTTCT 

TCGTGTCTTTCAAATGCACAGTCTAACTTTATTAATTCTGTATGGAATCATGTCCTGTGAGCTTTCTAGCTTTTCTTTC 
TTTCTTGTTTTTTTTCCTT 

TCAATGAACATTCCGAAT(^^TGTTTTCCTGTGGAAACAGTGACTCTGATGGAATCTTCTCC^CTTCCTGGAACATT^ 
ATTGTCAC.TAGGTAATTCAGGAGTCTCTTTT^ 

TTATGAAATTTGGAAGTGTTTATCTTTAATGTTAGCTTAGAGTGTTTTTTTTTCCCTCTCTCTTGCATTCCCTTTAAAC 
CCTGACCATTTAAACATTATAGACAAGGACATTTCTCATGTGTTTGTCTTTCTCTAAATCTGTTAGTACTTTAAACTGT 
GTGGTCCCAACACGATGTTGTACTATACTTGTGG^ 

TCTTGGTAACTGCTTTCTAAAAAAAATTCTTCTTTATATTCTAAAGCTCTAAGCCCCCAAGCCCCATCCTCCCATC 

AGATTCCTGTTGCCACCTGCCTTTGACTCTTCTATGTCCTCCTGTCAAATACCCTTCCTGGCCTATTGTTCCAACTTAT 

TATAAAACACTGTAACTGAATGGCTTGAAAAGATGTTC 

CTTCTTTGGAGAATGTATTAACTGGTACTACTGGCACTACTAAGCTCTAGGCTTAGAACTGTGTGAGGGAAACAAAAAA 
CAGAACAAAGATATGCAGAAGTCTGGTTTTTGCCCTCCAGGAGTGCAATGGTTGTGAGTGTAGGATCTGAACTCAAGCA 
GACAGATGTAGGCTGGATGATCTTGGGTGAGGTACACTAAATCTCAGTTCTCTCATCCGTGATACAATTGTACTCATCT 

CACAGATTAAACAAGATAAATCTGTGGGGAGAATCCGCCCCAGAATTGAGAGAGGCTGTTCTCTGGGCACACTTGCTTT 
ATGTGGTCTTTTCAATTGCTGTCAATCAGTT^ 
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TTCATGTTCTGGCTGTTCTGGCAGTA(^^TGAGTCTGGACATCTACTTCAGGTAAATTGGATGTTTGATTAATTAATA 

ACCATGTAGGCCATTTGTAGATGGAATCGCACAGTGTGATTAGTCATGGTAGCATGAAGACTTT 

ACATCTCAATGGCTTTATATATTACATATTTATTTCTTGTTCGTATCACATTACAATGTGGATO^ 

CACAGCATGTTCCACAAAGTTATTCAGATTCCCAAGCTGTTTTTACCTAGTT^TTATCCTCTAAAGCC 

GGATATTAATTTCTCTGAAGGAAGAGTGTATGATAGTGTGTCCAGAATTGGTGGGCTCTTGGTCTCACTGACTTCAAGA 

ATGAAGCCGCGGACGCTCATCMTGAGTGTTACAGTTCTTAAAGGCAGTGTGTCCAGAGTTTGTTCCTTCTGATGTTPrr 
ATGTGTTCGGAGTTTCCTCCTTCTGGTGGGTTCGT^ 

TGTTACAGCTCTTAAGTC^GGGTGTCTGGAGTTGTTCGTTCCTCCCAGTGG 
TGCAAAGAGTGAAAAAACAAAGCTTCTAC1AGTGTGGAAGGGGACCCCAGCAGGTT 

CTTTTATTCTCTTATCTGGCCCCACCCACATCCTGCTGATTGGTCCATTTTA(^GAGAGCTGATTGGTCTC 
AGAGCTGATTGGTCTGITTT^ 

ccacactagattagctagatac^gagtgtcgattggtgtatttacaaaccctgagctagaca^gagtgctS 
gtgtgtttacaaaccttgagctacatacagagtgctgattggtgcatttacaatcccttagctagacataaaga^ 

CAAGTCCCCACCAGACTCAGGAGCCCAGATGGCTTCACCCAGTGGGTCCCGCACCG^ 

TGTCAGGGAGGCTCGGGCTGCACAGGAGCCCATGGTGGGGGTGTGGGGAGACTCAGGCGTGGCCGCAcS 
AGCCCTGCCCCGTGGGGAGGCIAACTAAGGCCTGGTGAGAAATTGAGTGCAGCAGCTGCTGGCCCAGGTGCTAAGCCCCT 

CCTTCAAGTGCCTGCCGCGCAGCCCCGOTTCCCGCCTGCACCTCTCCC 

ctccggccttggccagccgagaaagcmgctcccacagtgca^ggagggctgaagggctcctcaagScggc 

GGCGCCAAGGCCAAGGAGGCGCTGAGAGCGAGCAAGGGCTGTGAGGGCTGTGAGCATGCTGTC^CCTCTTAATAGGTGG 

AGCCTGATCAGATGC^GAGGGTCTAGGAAATAGGTGCTGAAAGAAGG^AACCCATGCACATTAATGAGTACCATTGATT 
^TTOTTTCAOTGGC^ 

™J AC ^ GGTACT ^ 
HTCCCTTOTCTGTGIOT 

GGGTAGGTGCTTCTTGGTTTGGGGATGTTATGACCTTAGATAGGTAAGTGAAGGCTGTCATGTGGAATGACTCCCAGAT 

TTAATGTAATTCCATTACAAGTAGGTTTACATAAGAGGCACAACTTTGTTTCTTGGTTATTCCTTATTACCATA 

AACAOTAAAAGAAAGAGTTCAGAAAATAGCTAGGATTGGTTTACTCCAGATACCTGGAGTGTTAACCAGCAAA 

TTGTAGCCTTGTGTGTACCAACAGAAGTAGGTTGC^TATTCTGTCTTTTCTTTCTCCTTGAAAGCAATACT 

CTTTAACTTATATATGTCCCTTGGAATGATGCCAGGGAGAATTTTTATAATAGGTCCAAATTATAGTTGCCTGTC 

ATAGTGTGATCAAAAACAGTTAAGATAAAAAATCTTAATAGAGTTTTATGACCCATAAAAATACTCAATAAT^^ 
TOTGTTOTTATGACTATTATTTGCATTCTCTAGGGAGGCAGATTAACACATAAAAACTACCTAA^^ 
TGTATGGATAATATGGCAGAAATGGTATATAATTGGTATAAAGTACAAAACCyVAGGACTGCTAGTGCACAG 
G^GTOTArTTGAGGAGATTCGTCTTAGCATCGGCCCTACTGTGTATGACAGACA^^ 

TAAGGAATACATGACCCCTTCTGCTTACOTCGAAAGGGGAGAAATTGTATCTGTCGAGAAACTTGGTGGAAC^ 
AAGTCCATGCAATTAATTGTAAGACATAGGGCATCGGTTCTGTTTTCTATTTTAGAACTGTAA^ 

AACCTGAACTCTGATAAAGCAGCAAGAAAAATCTGGAAGTGTTCTTTGGG7TAGGAGATGCTTATAAC 
AAATAGTAGTTACATTAAGATTATTTGTTACTTTGGGATCTGATGCA^ 

CAAACCACTCCCAAATTCTCTTACATCCATGGCATTCTGAATTTATAAGGATAGGCTTTGGCCCTTTTAGAATCT 

TGCGTTCCTGAGTCTGTGTAGTCTTCCCATCTATTTCTCCTTTCGTTTCTTCCTCCTTCTCCTTCCTCCTTCCTCCTCT 

CATCTTCAGAAAATGAAA(MCTCTGGAAGTCTATTGTGTGTGAGTACC T TTG(MACCAATG^ 

GCATGC^GGGATGCTTCTCCTTCAGATTGGAAAAAAAGTGGATTTAAATGAA^ 

ATGAAAGTAAGCTACAGTAGTCAGTAOTAATATAATCTAGGAAGTATGTCCTGGGATAAATAAAACTGTTGA^ 

AACGTTATGTGCTTGTGAGCTCAGCTAGTGAGGGGATGAAGGAGCTTGCATTTATTAAATAGCTTAGTTAAATGAATTA 
TACATATATTCCATGACTTCA^^^ 

TCCTGGTATTATGACTTAATATTCACCTAGT^ 

TAA^GTATTTGATTAAAACCTACCT^ 

AAAAAACAATCAGCTGGCTGTTATTACCTTACAGTGGTTACATATTTTTAAATAA 

CAGAAAAACTTAACAAAATGATTTAGTAAATAACTTAAGATCTTGGAGTGCCTCATAGTCATCATTGGAA^ 

AAACATGCAGGGTTTGAACTAAGCATCGAAGAACGAGGATGATITGAGAAAAAGTTCTGTCTCCTTGGGAATA^ 

ATCAGTGATCCAGACATGCAGAAAAAAGACAAAAACAAGGTGGAATGTGGTAGAATACTA^ 

GCCCAAA.TACCTCCAGATGGAGTAAGGCTCTCTAAAAA.GATATTGACTGGTTTTTCTATCTC 
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AAGTGAATGTGTAAATATGTCTATAAAAACGATGCAGTGTTGGGTAACGGC^CAAAATTATTGGTCTCAGTCTCCCTT 

GGCTGTTTTTTCCCCTAATTTCTTTGTGTTTTAGTTGATCTACTTGCAAGATGGAATAGTGGAGATAACATTTTCCTAG 

TGTTCTTTTGAAGACACGTATAATTGTAGTCCTATTGTCCTGAGACTGAATGTACAGATGAACCCAGCCATGAATGGAG 
AAAACCTCAAGAAAAGTGAAAGAAACAAAAACAAGCCAACAGCTCCT^ 

ATAGTTACTCTAAGAATTGTACTGTTTTATTAAGTTAGTGACTTAAAATATTAATCTTTTTGAATATAATra 

GGAATCTTTGGGAAGATAAAGATTGTGGTC^TATAACACCTATCTAGCCACCTTTTTTGCGGGTGG 

CAGTGGAACyU^CTAGTATGTAAA.TTGAGATTTCTAGGAAAGGTGGAAAATATCTGGGGAACACCATTGGATCATAGCT 
TAGTTATTGCAGCAATAAGAAAAATATATTTCTAACTTTAGGGTT^ 

TTTTTAATCCCTGATTTAGAGCCGATCTTTTAAATTGTCATTTTACTTTTTTAGAGCTA 

AATATTCGGAAATAATGTTAAAATGTGAAATTCGTTGCTTTTAGTATAAAATAAATGTATGCATTGAAAAATTC^ 
ACATGGTGATTACTTTCATATATTGTGATGCCTTGGTO^ 

TAGCTAACACTTATGTGATACTTCCCTTTGTGACATGTCTGAATTTCTTCTGGTTATGTCATACAGTGGTGGTAATAAT 

ACACGTGAAAGGCCAGGATAGTTCTAGCCCTTACATAAGTTTGCTTTATACTTAAGCTAGTCTTTTAGTCCGTTTTTCC 

TTTAAACATCATAACCTATTTTGGTTATAGCTACCAGTTGTAACTATTTTCACATAGATTT1TACAGTTAA.TGGAA 

GAACCCTTCTGGAAGTTATCCTTTTTATCAGCAATGAAGATTATACCAGTGCATGCTTTATTACAACCTAGAATGAGTG 

TGACTTGAAAAAATTAGAACTTACCAAGTTGCTTGACTCCCTCTTTGTCCAGTGCAGCAGTTAATATCTCATCTCCCAT 

TCTCTAGGGCCAGTCAGCCTATGTTCAAATGTCAGTTCTTCCATGTATTAGCTGCAAAACTGACCTGGGGAAAAGTATG 

C^GCTTTTTTAGTTCACTATTCTCATACGTAAAATGGGGTAATGGTACCTACTTCATATGATTATTGAGAAGTTTAAAT 

GAATTCCTGTTAGAAGCAGTAAGAA(^GTGTCTCTCCCATGGCAAGTGCCTTATGTTTTTAAAATAAATATAAATGTCT 

GAGGCTCATTGCC^TCATATTATCA<^GAGCCTGTATCAAGGA(^TGGAGGCAATACCTGCAGTGGCCAAG(^TGAAAA 

TCTTTGAGAGTTCTGTTACTTGACAGCTGTAAGAGCTTTGK3AAAGTTGCTTAACCTTAGACTAGCTCTCCTCATTGTAA 

AATGGAAGTCAGTCATAGTGTCTGCTTTGTGTGGTTGCTGAGGATTAAATGAGATGATATTTGTCAAGACTTGTGGTGA 

GTCACAAAGTTCACTGACATCTCATCCAGATGGGCGGAGAAGAGGTAGCTTCTTAGTTTTGATTTTAACTAATGTGATC 

TTCCTCCTGAGCAAACCACTGCTGATTAGAAGGAAAAATAAATTAAATGTCTAAGCTGTCTTAGTCTGATGTATTGATT 

TTAGATAATGCTCTGTCTCTAGGAAAAGGTGCTCAGACTTTCAGATCTCTGTGTTCCAGGATTTTCCAGGTTTCTCTCC 

AAGATGATGTCTGGTATGTAGGGGAGGGGAGGGGCTTAGGCAGCCTCTTGGTGGGAGAGAAAAGTCTGGACCGATAGGC 

ATAGTCATGGTGTCCACTGATCGCACTTCAGGAACAGAGACCAATGCCTCTGGATGGACTCTCCACACCCAGCCTTTGC 

TAGGGTGCCATCACATTATTTGCCAGGCTTGTGTTCTAGCTCTCAGCTAGTCACTTTCTAATTTCCCCCTTAAACACCT 

GGACTCCCAGCCCTACCTCAAAGGTTGCCATAGGGAACAAAGAGCTGCTCAGAAAAGCTAAACATCGAGGCCTCCCTCT 

GCCTAACTCCCTCCAAATGTCCTTGGTATGGGGCAGCCTGAGAGGGCATATCTTTCTAGAGCCCTGAACAGGAATGGGG 

CAGAAATCCTTCATCCCTCGGGCTCTCCTCTATCCACACAAGAGTCTTTAAGGCACACACATCTGACTGCTTTGTTCCT 

TCCCTGCTTTTCCTTCTCAC^CTCCTGGGATGAGAAAGAGAGATGACAGTTTCCTCTACACTCTTCTAGGCCAAATCTT 

CATTTCACCATGGAAGAACTCTTTGAGCCAAATCATTTGGATATGTGAAAAGCAATACAGACATTTAAACATTCTTCCT 

CAAGACAATATGTCAGTAAGACTTGGCA^TGGCCTGTTTTGAATGCCAGATGCTGAATATTAACTCCTTCTTCCTTTA 
TCTOTOTTAAGAATGTTTTATAAATTTGAAAAGCAAGGAAGAGCACAGTGATGTT^ 

GCGCATAATCAATACAAGCTTTATAATGATGATGATGATGATGATGATAAAGTAACCATTAGCACAGGATAATTGCTAT 

ATAGATrGTTTTTACCCTTGGATAGCTTCTGGTTTTAGGGAAGAGACCATAACTTCAGAGCACTTGTGCACTTGGCATC 

ATGACACGTAATTGCTCCGCCTCTCACAATTCTCACCCCCTCTGCCCCCTCCCCATCTCTCTGGCCACACAAGACTTTC 

TGCTCCTGGAACATGAAATGATTTTTCCTGCTTTGGGGTATGTAATAATTACTACTCTGTCACCTGAAGCCCTGTTTCC 

CATATCTTTTCTTAACTGACTTCTCATTTTCAGTCCCTGCCTTAAAAGCTGCCACCTCGATTTTCCTGGATCTTTTCTG 

GCCACCCTAACCNAAGTAGCCATCCCCACTTCCAGTTACTCTCCATACCACATCCTCCTTTTTCTTTTCTTTTCTGCAT 

AAGTCACTATTTTATGTTTACACATTTTTTTGTCTTTCTACTCCACTAGAATGTAAGCCTCAAGAGGACAGGGGCTGTG 

TCCGCTTTATTCCCCACTGGGCTGGCAGAGGACCTGGCACAAAAAAGAGCTCAATACATAGTTATTGAATACATGATAA 

GTGACTGAATGCTATCTTATTTCAGATAAAAAGAATCATTATGATTATTAACATTGGTGACATGGATGTGCATGGAGCA 

AAAGTACCTTGCATAAGCACAGAAATAAGGATTTTCTATATTATATTTATTATGAACCATAGTAATGGCGAGAATATCT 

CTCTCCCTTTATTATTTTGTTCTATAGTGATGGTGGTGGTAGAGTGGGCTAGCACTGCCTCTTAAAAATGATAAGAAGT 

CCTTTGAAGGAAGACATCATGCTCGTATTTC1TTCACACTTTTTTTGATATTTAGCTGCTCAATACAAACATGTTGGTG 

ATCATTGGTGGAGGGAGTGGGGAGTGGGTGAGGGAAAATTACAGGCCCTCCATTTGCATATGATTAAACTCGCAAGACT 

TTCCAGGCAAAGCAGTGCTTCAGAAATTATGTGATTGACAGAAGGAAGGTCACATATGTACTTTCTAGAAGAAGAGTAA 

TTGTC^GTTGTGTCCTGAGGAGCCTC^GAGCCTCAGTTGGCAATGGCTTATGTGGAAATTTTCATTTGAACAGAGAGT 
^AGGGCCACACCCAAGTGGAAACTACTTATTTCAGGATTGGAGCCTC 

CAAGAAATAGTTCCAGAGACTGCTGCTGTGTAACAAATTATCTTAGAACTTAGCAGCTGAGAACAACCATTTTTTTTAT 

GCTCACGCAGGAAGCTACAGGTCAAGAAGTCAGTGAAGGCACAGCGGGAATAGGTTGTCTCTGCTCCAGCTGTGCAGAC 

TTGAAGGGCAGGGGAGACCGGATGCCAGGATGGGGTCACATAAAGACACCTTCCCTCACATGTCTGGTGATCAGGATGG 

CTCCGTGTGGCTTAGTGTCCTTACAGCCTGGTGGTTGCATGTTGTCAGACACTGGGTGTGGAGCTCAGGACTCCAAGCA 

TACGAGTTCCAGTAAAGAAGACGGAAGCTACACTGCTTTTCATGTCCAACCTTGGAAATCACACGGCCTCACTTCCACT 

GTCTTCTCTTGGTTGCAATAGTCACAAAACCCACCGAGTTCAAGGGAGATGACATAGACCGCCCTTCTAAATGGGAGGA 
GGGTCTAAGAATTTTGCAGCGATGTTTTAAACTAATATTAGGTTGGTGCA^ 

taatataaggggccaagcgtggtggctcacgcctgtaatctcagcactttgggaggctgaggtggatggatcacctgag' 

GTCAGGAGTTTATGACCAGCCTGGCCAATGTGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGT 
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GCCGTGCGCCTGCAGTCCCAGCTACTCAGAGGCCGAGGCAGGAGAATCGCTTGAACCTGGGAGGCGAAGGTTGCAGTGA 
GCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTC^^ 

AAGGAAAAAGAAAAAATGTAATACAAATGTAAGGATGAAA.GAAGCAAGCAGAGGGGAAGAGAGGGGTCTTGTATTCTGG 

AAAGGGAGATAGGCTTGTGACTGCGCGGATCCAGGTTACATTTACTGCACATGTGCCCTGCTTTTTTTGCAGCTAGAGT 

GTTTTGATGATCTTCTGAGAGAAACGTCTCCTTCCTCAGCTCCAGTGTGCTCGGGAGCTAAGAGCTGCAGAAAATCATT 

TGAAATCTTTGGTGGTCATAATAAAATAGGTAAAGGTACTCTCAGGTACTCAACGACCCTCTOGTCACCAAGCAGCTCC 
TCATCAGAACTTCTCCAAACATACACTCTCTCC^ 

ATCTCATCTCCTGGCCTTTTTCATTCCT^ 

TTGGTGCTTACAGCAAGGAAGGCTAGTTGTGTTGAATTTATAGTACTTTTTCAACCAGCCATTGGGAAGC^ 

TCCCCACACTC^TTTTTACTGCCATTTTTTTTTCAACATAATTTACAAGAAATAGAAGGAATGTGTATTAGCTAATTG 
GCCACGTGGTCCTATTTTCTCAGCAATACTTATTTTTATTAATGCAGCTGATAGAAAATGAG^ 

AGCTTGCTAATGTAAAACTGAGAGTACCAGGCAGCCTGGAATAAAATAAAGAAACACAATTGTAATATTACTATTTTGG ■ 

GAGTTTTACATTAAACTCCTACACAATAATCAAAGGTGGAAGTGTGATCATAAATTTTAGCTGGAATTTAGGAATGTGG 

CAGCAACTCTGGGGCACATTTACAGGAAAATCATAGACTCAAATGGAATTTGCTGAGGACTATATATCAATTTGCCATC 

AGAGTAGAC^GTATTAGAAACCCTGGACTCTTCCCATTAATCATTGTAGATGTGGCATCTCAAACAGAAGAGAGTTATG 

GCGGTTATAAATCGTGCACTGAGAGTTGTTTTTTACTTTAGATAGAGAAAACAGTTGAAAGAGTTTGGGATAGCAGATG 

TATTGTCTCTGGTTCCTCCTTTTAGTTTTAAAAATTAATTGTGCATTTCAGAATCCTGTACTTTAAATATTTAGACATG 

GCAAGTTTTAAAAAGAAGATATGTAGGGCACATACTTCTCATCCACTGCTGACAGGCATCAGGAATGGGGTAAATTTGG 

ATAGGAGATGCTTATCCATTCTATGTCACTGCAGATATGAAATTTTGTCTTATTGTTGTTTTGATTTAGCANGAAATAT 



AAAAAAGTGCAAGATGATCTATTGCACAGAGAGCCACCCAGAGCCCATCTGTTGGATAGAATAAGGAACCCCTGTGGGT 
GTAATTGGGGCAGGAAGAAGGGGCAGGATATGGTGGAAAGTGCTTGGGTTTTGAAGCCCAACTTGTTTTTGAGTCCACG 
TTCTATGTTTTTCCTTTGTGTTCTTGAGCAAGATACTTAACTTCAATAATCTATGATCTATACATTGGGAATAATAATC 
ACTATCTAGAAATGGTGTTTTAGAGATTAACATATTATAATAACCTTGGTAAAGTATCTGGCTTATACTCAGTAGAAGT 
ATCTGCTTTATACCCAGCAAATATTCCTTTTCAAATAGATGTAGGCCACTATGTTATAATTAATAAAGCAATACCATAA 
GCATTTGAATGTTTCTGCACAATGACCTATTTGCTGTCTTTTGTTAAATTTTCTTAGTTGGGGGAGTGAAACTCCTGAC 
TAGCTTTGGGCTGGATATAGCATAGCGGTGCCCACCTATGTGGAANGGTTTGAAGAGTCCTCGACAGGGCCAGTGACCT 
CATTGTCCTTCATAGAGCCAAAAATTGCGCCA.GTTACAGATTCAGTCCCCTGAGTTTTGAAC^UU^CTTCCAAAATGCCA 
GATCTTCTATTATAATGCAAGTATTCTTGGTAGTTGAGAATGGAGGAGAGTTATGAGAGTGAGGTGAAATAGGTTAAGC 
TAGAGGTTGCAAACTCATTCCTTGCTCCTCTTGGGAAAACTGGACAGTCAGATGACACATTATTGCCTGGCTGCAATTG 
GCTGCAAGGGGCAGCTGCCCAGTTTTGATGGGATGCCCACTCCTGATAGGATACTGATCCCTTTCACCTTACTCTTGGr 
ATTCTTTAGACATTTTCACTGTTTTCCTGGCCCTTGCAACACCTGAAAACTTATTTGCCCACAGTTAATTAGAGAAGAG 
AACTGACAGATGTCAGCCAAATTTAGTTGAAAGCGGGTAGTCTGTATGTCAGAAGGCTCTATTGTTCTTTCATTATATG 
AGGTAGGGCAGGTGGCTGCATCTTTGAACTCTAGTTTCCTCCTCTGTGAGAAGATGGCTTAGAGGTTCCACAATCTCTC 
TACTTTTTCTCATTCTCTGGTTCCTGATGGTGATCTGGGTTCTACCTGAAGGGAGCCCAGGATTAGAGAAAGGAAGAAT 
ATTACAGGCAAACTGGTCTCTTTCCAACATGGCCCAATCCCTCTTGGCGGAATCTGCTTCAGGGAAGTTAAGCGTTTGT 
CTAGAAATTATGATGTCATGTTACGGAGCCCTTATTCCCTCCTCTATAAAACAACTTTCCTGTTGTCAATTCTTCTGTA 
ACTATGTTATCTACTATGCTGACCACAGGGTACATGTGGCTTTCCACATTAATGAAAATAAAAGAAAATAAAATATCCT 
GTTCCTGGGCCACACAATCTCATTTCCAGGGCTCAATAGCCACATCTGGCTAGTAGCTACTTGGCAGAGGAGACACAGA 
AAGAACATTTTCATCATCACAGAAATTCTACTCTTGTAGAGAGTGCTGCTCTAGAAGCTTTAGGCCACTGAAGTTGTAT 
TCAGCGACCTGACATCAGAGAGTTTTTGTAGTCACTTGAGCAGAGGTAATGCAATCCCTGGGGAAGACTTCCAGTTTCA 
ATTACATTCAGGTTAACAAAGCCGATTGTTCCAACCAAAATAATAGTTGCTCAACATTCCATTCTGATGA'TTTTTTTTA 
TCCAAGCAGTO^CATAGTTTCATTAAATACCACCCACTAATTGTGTACTAGTTAAATGAGGAATGAATGrGGCTCTGT 
CTCCAGATAAATGAATAGAGAGAGAGACAAAAAAAAAAAAAAAAAAAGAATTGGCTGACTCGGGGTGCTGGGTACACAA 
AATAACTTGGTTAGGCTGTAGGATCAGAAAATCTCTCTAGATCTTTTTTCTAGAACTTCCTTTTTCCTAGATCTTCCTT 
TCTGAGGAGAATCGCTCAGTTTTAACAAAGTGGCCAGTTTACACTAAAATGCTTGTCATTTATATAAAATATTGGCATT 
-TGTTGCy^TATTGCAAACCAAAGAGTCATTGAGTTCCAAACTAAACAAAAGTTTTATGAAACAGTO 
CTTAAAAAGAGAAGGCATTTACTATATGCCAAGCATTGTGCTGCCTGCTTCACGTGCATTTTCTAATGTGGGTTTCAC^ 
ATACTTTCTTGACAAAGGTCAGCTGTGCACCTACCTGCTGGAGAGACAGCATCAGGAAGGAGGGAAAGCAGAGGOT 
GAGTACAGCAGACTGGGCTTAAATTTCAGCTGTGTTACTTACTAAACTTCAAGACrraGGGCATTTACTTAACTTCTAT 
TAGCTCTAGTTTCCCTGTCTGTAAAATGGGGGACATGATACCTGCTTCATGTGATTGTTGTGATGATTAAGTCAGACi^A 
GGC^GGAAGTGCTTGGTGCAAGACCTGGCACACAGAACATGAATACAGGGGAAGAGGTCATCTTTTCTGTCCCTACT 
GAATTGTACCTTGTATATATTGGAC^CTCAGCAAGTATTTGTTGAATAGATAGGTGGATGGAAGGGTGGAAGTCACATC 

TACAAAACATTCTTCATCTGCAGAACATTTCCTGNGAGTGTAGGTGGTTGCCTAAGTACAATGATTTGGGGAGGCCAAA 
AGTCTCTTATTCAACCTCAAACATCATCCCACTGGCTCTGGCTC 

GTTATATGTCCCTGTTAAAAGCAAATATTACTTTAGAGAAGGAACACACTAAGCTATTGTGTGCCATGGTTTTGGTCCA 
CCTGCCGAGCCTCCTAAGACAGCACTGTGGAGTGGAAACACCTCTGATCTGGGAGCTGGATATTCTGGCCTCCAGACOT 
GGCTGTGCTAGCATCTGGCC1TTCCTGGGCCTTGACCTCAGATTTCCTANTAATTAAATGGAGGATTAGACTAGATCTT 
CTGTAAATGGTTTGGTTTCTGGTTTTATAAGTGGGTTACCAGGCAAGTGAGTTTTCATGTTGAGGCATGGGGCAATGCC 
TGGGTTGGATGGCTTTGGAAGGTGGCAATGTGGGGATTATAGCCCTGCAAGGACAGGGAGCTTCTGTCCAATGTGGTTA 
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======= 

^ACCATAGTGGGCATTTCA( 
VCACAAATGGGGAACTGCA2 
itfGTCTTCCCATGTATGTCC 

iatgggcatttagggtgga? 
:agtggccccatctactctg 



^aagaagt; 

U3GATGTTC 

TOC AGGCATTGCTGGAACAAAGAAACAAT^ 
TCOTATTTTCCaGCTOTCAGGGraC^ 

ATAA.TCTGTGTTTTCNTTCCCATTTTTGGGTATTCACATTTAGATTTT, 



gag ™ gagaag ™^ 



CTAGACATATCTGTTGATTGACGCAGATGCTGCAAACATGTTCTGGGAACCA^ 



TTA^TCAGGACTGGGCAAACTGGAGGG^TCTCAGCAGGGrrGGAG^^ 
GCCAGTGCTCACGTTTAAC^GTAGACTCCTGAGATGCGGCCTGGAGGGAGATGCC^f " 

ATTATCAGTTCAAAGCCTC< 
^GGAGGGTNTGCACACTCCi 



:G G£ C TGGAGGGAGATGCCACAGAGTGCTGATCAACATTGGT 

:g 

TTGC^GCTTCAGCAATTGAGTAGACTGAAGAAAGATCTTCGTC 



===== 



AGCTCCTCAGTTTTMITCTATiAATTMIWATOTATASTMGATGTTAGGA^^ii. 



^^^^^ 

.TATGTCATTACATA 

GGC^GAGTGCAGTGGTGAGATCTTGGCTCACTGCAAGCTCTGCC^^^ 
CCGAGTAGCTGGGACTACAGGCGCCTGCCACCACGCCTGGCTAATTTTTTGTAT^ 

TGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCCGTCCGCCTCAGCCTCCCA^GTGCTG^^^^^^^ " 1 - 1 T^"-" 

cattcttgtgtagtgagtatggttctgaggcagtggtcactwgtGangcagtcatS 

CCATACTTGTGTTTTTCCAGATCCAAAGGTA^^ 

aagcaattgaaacagacttiggctggcttaggcataaaagtaacttctS 

TGTAAAGTTGTAGGAACCAGACTTAGAATATGGGTG^GAAAAAGGG^ 



CCA 
GCGA 
.TTCCA 
TCTGG 



CCCACT 
CATAAT 
CCCCTT 
TCTTGA 
3TGAAC 
\AGTGG 



VCATAAT 
3CCCCTT 
CTCTTGA 
^GTGAAC 



^^^^^^^?~™??^^T?^T?^^^^^^^^^^'^^^GATACCAGAAGGCCACAGTCTGACAATACArAAT 

:atctttattcttttaagcccctt 
[■ccttttctttatagctttcttga 

ACACCTTCTGAGAGTGCmCTATAAAAT^^ 



^CTC^TTTTATCTAAAGGCATTCTTTTGAACCTTTAATTTTCCTTCTTGCTGACATCTTTATO 
AGTTTCTATAAGCAATACTAAGAGGTAATATAGCCTCTGTCACACCCCCACCCC TATAGCTTTCTTGA 



CAGGGTGTTGGGGTTGGACAGACCTG<MTGC^GTCCTTGTTC^GCTGTGTGACTTGGGGCACATTTCT^ 
AGTCTGTTTCTGATTTGAAAftAGGGCAGTGGTAATCTTTATCTCACAGAG 



~ C ™ AA 1™^^ 

3GTCAGTTGACAATGCA 
IGGTTCCCTTCGATAGC 

A ^ CAGG ^ G ^ CCA ™^^ 



.TGTTGATGGTGAAACACCAGCC 
GGTAGAAGCCTGTTGGTCTGTC 

TTGGCCAATGTGTTGTGTGAGTGGTGGATGGAAGAAGCTAATACAGCTAT 
TATCATTTGCAAATCAGTTCAAAAATAGGAGGTCTTCCCAGCTGGGCACTAAGA^ 



CAACTAGTAACAGATCCGTAAAAGTGACAGCCACTTTTACCACCATCATTATAGC^ 

~ ■TGGCCTTCTTCAATAATGGTGAGGTACCAC 
TAAGAGCTAATTCTCTTGGGCAATTTTTTT 

Fig. 6.fj[%J, 
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TATTGCATTGAACGAT^ 

TGGTCTATCCTAATTATATCTTCTGGGGTAATCCTGAGAAATCTTGTC 

TGTAAGAGTGCTCACCTAGTTTTGCTACAGTGCAAGAATTTCAAGGTCTAAACT 

TTATTGCCTATAATGTGATTAAATTATACTATAAGGAATTATTTTATCTGATGGTTO 

AATAGCACAAAGGATGAGATTATAGATCTACTCATGATTTTCAAGTACATAATACACT 

CTTGTGTAATAGATCCCTTGAACTTAT^ 

AC^^CTCTCTGTCCCTAGCCCCGAGTAAAC^ 

ATGAGTCAAACCATGTGGTATAGTGTTTGTTTOT 

TAATGTTGTTGCACATGACATGATOT^ 

TACCATTCATCCATTGATGGAAACTTAGGTTC 

TGTAGCTATCTCTTCAAAATGATTTCATOT 

TATTTTTAATTTTTTGAGAAACCTCC 

GATGTTCCCTTTTTTCCATATTCTTGCTAACACTTGCTAACTTTTGTCTTO 
GTGATAGCTC^TTGCAGTTTTAATTTGTAAG 
TCCTAAAAATTTGCATTGGACCACGTGAAGAATTTC 
TGTTCGTCTTTGTTTCCATAGAATTCCCAA 

CAAGGAAAGGAAAGGT CTG C CTGGG ATAAGT CGGCCAGCAAGTCAGC AGAAG CAAG C CTAAGACTAAGGAAAC ACAG AT 

CTACCTGTTGTCTAAGGCCAAGCTGGCATAGATACCTAACTCTGGGTCTTCTCTGTCTGGGGGCAAAATCTCCAGCCTT 
GAATAGGAGTCAGACCTGTTATGGTGGCTTTCAC^ 

C^GGATCCCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAACT^ 

AAGAC CCTGT CTCTAAAAAGAGAAAAGAATAAAAAAAAGGAGTTAAAAGTTAATATAGAAC CAGAGAG AGAGGG AAC AG 
GTCTTCTCAGATGGGGTAATCCCTGGTTTGACTTTCCTTCTAGCCCCATGAGAAGAAGACCCGTAAGAAAATAAGGGAA 
GAAGCCAAAGAAATATGTGGCAGGGTCTTTCCCAGGTGGCAGCAGCCCAACCCAGTTCACCTTCCTGA 
AAGACAC^GGAGGCTTTTCTTATTTTTACTCCTC 

TCAGGATCATCTATTTTAACATATCTGCTCCTTTGTGGGAAGAGTGAGTGTGAAAATTTGGGAACATGCGCAGTGGATA 
AAGCTGTTATTTTATGCAAAACAGAAAAGAGCAGTGCCCCCTO 

GGTATTCTCAAAGAAGCCCACAAAACAACCAAGGAGGCTGTTCCAGCTGGGCACTAGTAGCTGATTCTCTTGGTAACCG 

TGGGCTGGGTTTTAGCTNTCACATGCCTGCTTGAGCGGAGTACCTTTGTGTGGTAAACAACCTGGACCACTCTACATGG 
TCCCCTGGTGGTGGTAATGGGCAGGCTT^^ 

TAAGCAAGGTAGAGAGATGCAGAGCGGGGAGGGAGGAGTTCTGAAGGGG 

TTCTATCTTGGCACCCTTTATTAACAGAACACAGTGTAGATTATGCATTGTATTTTGAAAAAGAAAGAG 

CGTAATCTTTGCTTTTGAGATGTTTTCAGTCTAACTCAGGAATTCCTTTCCCT(^TCCTTTCTGCCTCACTACTTATT^ 

CATTTACTTCTAGTTCTTCCTCTTTAAATTGAAAAAGCAGAGGCAAAACCAG 

TGGTCTTTGATTACACTTCCCTTCCAAAGCTTCAATATTTCACATTGTO 

TTAATTTGAAAATGTTGCAGATGGCCTTTTATCAGGAGCTATGGACTGTCAAAATAAATAGATAT 

GTTGTTGAATGGGCCATCTTAAATAATAGCAGTCAAGTTTCCAGAAATTAAAAAAAAAAACCTTACAT 
CTCAGAATAATTAGTGGTCTCTGGTTGATTGGTT^ 

TACGATTATTTTTGTAACTCAGTGGTGGAGGGGGGTGGTTTATGCAACTCAGCATCACCTCTTTGTTGAATTGGATTT^ 

GTTTAAGAGAATCCCACCGCACCTGTACATTAAGATGGAGCATGAGGAAGGTCTTGGGACCGAGCCATTTGAAGAAAA 

CTAGGCTCNGGTGGGTCACTTTAGGAGTATTAGTATAGCCTTAGACATTAGCTCTTGGAACTACCCTGAAGGCGAAAAT 

GTGAGACAGCTAATATTTCTCTGCAAGAATTCCTTGGGTTGCTGAGTTTTGGTTCTTGCCATCAAGAAAATGTOT 

CGGAGCAAGATGTGGAAAACCCCAGATGAGAGGATATTAATGTAGAT^ 

CTGCTCCATCCCTGAAGAAAGATCTTAAACATATC 

ACTGAAAGTCTTTACTTCATTTGTACTGAGTC^ 

TGAAGT(^^TAAAATAGGATAAAAGTCTAGATGATGAAACTTAGCTTTTGTTGATTAGAGTTCTGTTTAGCTCTT 

CTGCAGTAAATAAAATGTTATATTAGTGGAAAATACAAATGGATTCAGAAAATATAGACAAATCG 

TGTATACATTTOATTTTCAACATATCAA 

AATAACTGTGAGCATTCTTATCCCCATTTCAGTGCTACAAACCCAAGTTATGGGGAGAAAAC 
GCTGCCACTATAATTTAAAATATATTGTTCTCC^ 

TGTAGGAAAAATTAGCATTTGTGCCAAAAMTTCTTTGTATGTGTTAG 
AAAGTATAGGACAGACCTACTTGACAAAT^TGAATTTTC^ 

TAAGATTGAATAAAAATCCAGATGACTGAAACATATTTCATCTTTTGCTAATTAG 

AAAAAATAAGAGGTTATATTAGTAGAAAATACACATGGATTTAGAAAATTT^ 

ACTCAGGAAAACATTCAATGAAACCTCTTTTTCAACACATAGATTAGTACCCT 

TGA^CTATTTTCTTCCACACCAGAATCTATT^ 

TTTATTACTTACTCTGGCCACCT^^ 

TAAGTTTGAGTGAATCCAGGGATATTTGCTGTGAGTGTG^ 

TTTTGTTGCTGGC^AAATTCACATTGCCAAGTCCTCCTTTTAAATTG 

TATCTTATTCCTTGAACTTCTTGATTAAATTGG 

AAAACTTGAAGGTTCTTC TTCATAAATCTTG CAGCTTC^UVGGGGAAAAAAAGGAAAAAAGAAACTTATTTCCTCTTAGA 

Fig. '6(5& 
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CCCTTACTGTCACACCTCAAGTATTGGACA^ 
CTCTTGGC^TCAGGCAATGT^^ 



CAC ^ C ^ CC ^ ATGGAGGTTOA ^^ 
QA^ATTTGAACATATCTGGTGGTGTO^ 

AGACTTGAAGTTTCACAATCAAAGCTTTGTTTACTGGGCATATTTTTCAGCCTC^ 



TTACTTCAACAAATATTCATTGAGTATCTCTGCCAGGCAAGAATCTGGGCACCAG^GTTACAAAAGTGAATGA 
TTTOTCTTCCTGAGGGAGCCTAGAAGGAAATATACAATTAACTACAGT^ 

TGAGGCTTACCTGTTTCTCAATGTCGTTOTTCTGAGGACAAATAAATGAAGAAACTT^ 
TATTCACAGTTGGAOTGTCTGTACAATATTGTCATCAGTAAA 

CATTGCCAATTTCAGTTTGTAATTTGTTCAAACTTGCAAGTGATAATGTGGTACOTTATTTTG^ 

GAAAGTTCTATAAAAAGATTTCTCCACAATTCATTTTATAATAGTCCTGTCAGTAGGTTTTATTAA 
TTGAAAATATGGAGTCTCAGTAATTGTGATTGAGTTAGTCATCCC^GGTTATAAAACCAACAGTTTCA 

^SpS^ T ^ TTGATGAGAGAGGCCTTATCA ^^ 



^n CC ^ CA ^ GAGGmATCTTCTCATCTCTGGAATCTTTGAA ^ 

^ a ^ ggtaggcagga ^^ 



™^ a j^j ggaaa ^ 
i^ c ^ agagcatccm ^ 

AATCTGCGGGGTGGCTCTTAGAGCCTGATTTATAGCTATCTACCTTCAGAGCAGACAGTGTGACTG^^ 

^ ACAAGTCACTG ^ 

GA ^ G ^ GCAGTGTGTGTGTGTGAATATGG ATGTGTATATGTGTGCATG T T^^ 
GGCTTCTAGGGCAGGTTCACTGAGAAGGTGATATGTAAATAAAGACCCGAGGACTT^^^ 

A ^ GA r raCTATCCGAAGCAAAGGA ^ TGCAAAGGCTCT ^^^ 

GTGAATAGGTGAGAATGTAGGTAAAACTTCCAAGGTGCCAGGTTGATOT 

jaMCCTTOG^TTTTCTC 

AATTCATGGATCAGTCATTTTAAT^^ 

tcctogaatgttgaatacctcttacttttcaaagggtaaggaatttgg™^^ 

GCGCTAAACTCAACCAGAGGTCACAGAGTACTGTTGGCAAAGGTTGGCCTCTTTTTCTT^ 
J^TACTACTGCAGAATAACTT^^ 

! AGCA r TCTTTAAACAAGCAGGCTGC ACAGAGCTCCTCATG TC ^^^ 

GTTGGACACCCAGAGCTAAGAAGTAGAGAGATGTAGGTAGAAGGGCCAGCCAATTGGCAGCAGTAGGCT 
CACACTTGCCCCGGGAAGTGGGAAATAGGAGGGATGCTAGAGCTTGGTTTCTAA.CATGGCAAAGATC 

AGAGA T AGTAATGGM ^^ 

AAATCCTTTGACACTCCTTCCATCAAGAAATGGGGTCTATGTCTCTTCCCCTTGTAT^^ 

TGGGATGGGGTAGAGGTGTCAGTTTCTGGTCCAGACCTTCAGAAATGGG^^^ 

TGCTCCCAGAACCCAGCCAAC^TGTTGTGAAGAAGCCCATAGAAAGGCCCG^^^ 

TGCCTT GCCTTCCCCAAATTGTAGATT^^ 
GG ^ GCTTGOTATATGTGAACGATTGTAACAGGGTC 

ATTOTCTCCTTCGAAAAATGCACATATGCCAACCTTTTGAATA^ 
JTGGG^TAGACTCCAAGCTGAGAAC^^ 

AAGCTTAGGGAAGGAAGAGGGAGAAGACACTGGACTTTCTATTOTrAGACTTGTATTTTATTC^ 
^SS TOGATTGGAGATAAAGTGTAAAACC ™ 

CTOGGATGGCAAAATGTGGATTAAAATTCTGTCCTTTCTTTCCTCAAAGGAATGTTGAAATTAAAAAAAA 
AGTGAATATGCTTAGAAAAGCCATAACTTGCCCATAAGAGGTACACAATGAATAITTGT^^ 

TTGATAATCGATTACTTAATTAGGTCGCTGTGGTGTTATGATATAGATACTTGTTTTCATCCATGGTTCCTG^ 

GCTCCCATAATCCTTGTTATAATGTTGGGGCACTTTAGGCCTCAGGAAACGGAATCTTTCCCTCTAA 

CTCCTTTCACTTGCCCAAGGCAGGACTCTAATCTGATTGTCGGTCAAAATACCCTCATTCCAGATC^TG 

Fig. 6.f$f 
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TTCOCCTQBOTKTOMAOC^^ 

GiWCTGCAGACCTGAC^TATGAGCAGGATOTTC^^GTTTTCTTCTOTGCTOTTTCTP 
TTATTAGGGKSCTCTTAAGCATOTGATTCCCTT^ 

gcagagtgaaaaaaattgatSS 
tactaaagggaaaattactat^ 

TATTATTTATTTTGTATAATATATA^ 

gctogggaaacagagacX^ 

CACAAACAACTACTGTCCaS 
CAAGGAATTGAC^AAGGCTCTTGA^ 

agatgaaaataggattgggagacagagg?gga^^ 

cattatggacttggggaccgttagtagg^^^ 

gctggagaagaaagtaggacac^tca^ 

GGAAGGTTTCTGTGGCAAGTGTTGCCAGTGCCCOTPTPJ^ 

tacaagtctcagagactacaa^^ 

======= 

GCGGAGTCTGGATGATTTTCATGAGA^T^ 

aagaacccaac^gaaacaaaS 
^gatctgtagc^cca^^ 

GAGGAAG<^<^GAGTCAAAGACTGCAGAGAG^ 
GTGGTCATTGTTTATTTAAGAAGTT^^ 

TTTAGTTTTATTACTTGAAAACTAGG^TAACCA^IAATTO 
TTTCTAATTATAGGGTGGCATC^TTTGCG^^^ 
TCAGTACTTGGAAAGCTTCAAG^^^ 
TCAAGTOX^TCCCTATTTC^^ 

CTGATGCCCCTTTGAATTTTGAATAA^^ 

Fig. 6/"5^ 
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attcataaatctcto^ 
gaaatgtgttaagtgaaat^ 

GGTAGCTAAAACCGCAAATA^^ 

cttatcataattaSS 
taaatacagctgatttta^ 

cactactgtatcaggggtt™^ 
cacaattatgitttacttagtgaaag^ 

CA^CCTCTTTTACCAGAaAA^AAC^^ 

rCTTTTCCTGGTTACAGTTTTAA 

Pig. ssjsy 
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AA&CTCCTCCACAAGAAATTO 

FATTGCTG 



IGCTAATTGCACTGTGGTTGGA 
LCTAGTGGGAAGACACAAGGGC 
IATTTTGGGATTACTATCATTA 
!TTCATATC CAACTGGGCAATT 



^^^^^^^^^^^^^ 



^GTCAGTCAGT 

C^GTGGTCACTCATGAGATCTTTGACT 



TGrr-TA iti a a n» a ™n™«™« riSTTTCTTATCGAGGCCTGAGTTGGCCCTGTTGTCTGTTT 



AAAT 
GATA 

ATACAGAAATAGGCAGTG ACAR.TAAACTGTATTGTGAG'' » « ~ - - — - — " - " - - ^ G ^^^^ G ^^^^-TAATGGGGA 



====== 



rCACCATTTAGTGCTCAGAGCAGTTTGTGGCCCATTCTGGGACTCTGATATTCA 



TGGG ATTACAGG CATGAGC 
GTAGCCTGTGCCCTCCAAA 
CCTAGGGAAGAGACTCCTT 
AGCTAATGGCAGCCCTGCC 
-TGAACCTTTCTATGCCCA 
^TATATGCAAAACACTTAA 
rCATTCAACAATGTTTGAG 
:CTCATAGGGTAAACAAAA 

AGAAAGTTTAGAAGTAGAAAGAACAAGACTCTGATTAAM 



AATGC 
TTGT7 
TGGG? 
TTTTC 
AATAG 
AGCC2 



TTCACTGATAAGCC 
VCACATAGTCACT"] 

:tgttgtatgtga/ 
jgttataagaatt; 

AG^CAGCTATGCAGAAGCACAGG^TCTAG^ 



^ c ™c™^ttat^ CT agcaaatoaagt^ 



^a^ttctgatggtgttgtggataagtgagatgaccttccc 
sggctt* 

Fig. 6|5V~ 
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TCTTTCAAGGAAAGGAAGGCTTGGTGACAGTGTTGAGGGCTGTGGTAGTCACAATAA^ 



CGGCCCTTGGAAGCCAGi^AAAGCAGGAAAATAGATTCTCCTCTGGAGCCTCCC^ 



TCCATTAGGTAGTTACAATAGCAACAGGAAACCAATATAGGAGCTTTCTGAAGAGCCTGACA^ 

AGAG I AAATGAAGGAGACTAGCCTGG ^G^GAGAATAGAGGGG 
^^^^ 



™ CAG ^ A ^ TA ^ CCGTGGGCCACCAGTCTGAGACAGCT ^ T ^ 



J AG n^ G GTAAACATAAGGTTTCAA ^^ 
^^ GGAGGAGATTAATAATGGAGAGATAAAAG ^ 

TTCTAATTTTCCAGGGAAGAAACCTGAGTCCGG^GAGGTCAAGTAACTTCTACTTGGT^ 



lCAGA 
iGAGG 
X3CCA 



CTGCCACCAGGGTGACCTGTACAGGAGATGGAGACATGATTTGGAATCAATTGGTGGAC CATTGAGAAAGOPr n a r a r B 



ATGC 
'ATAC 



ACCACATGGCGGACTGAACGGGGAGCAGCATCTTGCTGTGACAAAGTCCACCATG 
S^rAr TTAAGGTGGATACA ^ 



TG 



AGTGGGCATGCACGCACGCACACACACACACACACATATACAO^CTAGA^ 

AATCACTATCTGGGTATCTTGGTTAAAATAGAAAGGCCATTTGTCTCATGAATCAAA 
ATOAATTTCCAAAATTGCTTTCA^^^ 

AAGGTCAGGTTTGCATTITCTTTCTTCTTATTACTTCCTTCTCTTCTAGGTTGATTTGTA^ 



S5K 
GGTTOTCTCTCTGTGAT^^ 

CTAATGCTAGGAATGCTCATGATAAGGCCTAATTAC^TGACATCTGTGGATACTACA^^ 

TGGTCTGATTTTTTTTTGTGTGTGCATGTTGACTTCTCATGTGAGCTTTGTTCCTO 
TGGTCTTCGTCCTACTCTGCCTTGTTCTGGGGTGTGGCTTTCATATGTTGGGGTCTTATO 

Fig. SVjSS' 
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^^^^^^^^^^^^^^^^ 

^^^^^^^^^^^^^ 

CTGAACTCACCTCTTCAGTCACAAACAAAGCAGCAGCACCTGCCCTGGTG' 



CTGAACTCACCTCTTCAGTCACAAACAAAGCAGCAGCACCTGCCCTGGTGGCTTCAAAC^GGAG^ 



:cccca 

^ATGTT 
^CATTG 

our, rTccx, ^^A^^ 



JGGGTTG CAATGG CA 1 ] 
TTGCTGAGGAATGTGAAGCCACATCGTTGTTACCTGTAAACTGCAGAACACA^^ 



^ctgccaacctccctgccccag^^^ 

ACTATTCAGCCATTTC^TGCACAGTGCCCTA^GGT^ 



TCTCCTTCTCCATAATGCTTCTraCATATTCACTGTCTATAAGATCTGAAAAAGAACGCrc 



TGACAAGCATACTGAGCCAGGGCATCAGGACTCCCACTGGAAGG 



atgacgtacagaat 
ttcagtccaagggg 
gcacttgagctgtg 
acagaagactataa 
caggagggagaaac 
aactcatattctat 
itcaaagtttccat 
vtggcgtgatctca 
tgggattacaggca 
:tggtctcgaactc 
[•gcctggccgttgt 

IAATTGGTTCTCCA 
JATGAGTGGTTGGA 
.CTCACTTATTTCCCTTTTTCAAAAGTTCTAGAATCTGTT 



JESSES 

'TTGAGCTGTG 
lAAGACTATAA 
'AGGGAGAAAC 
'CATATTCTAT 
AAGTTTCCAT 

GCTCACIGCAACCTCCACCTCCTCCTGGGTTCAAGTG;—™ - 1 " J "' ' 1 ^ 1 ,iuCGT GATCTCA 



\CTATAfi 
3AGAAAC 
1TTCTAT 
7TTCCAT 
iATCTCA 
lCAGGCA 
JGAACTC 
JCGTTGT 

^GAGACTGTGTATC^^ 



CCCAGAGTAGCCAGGTCCCAGCAGGAGGGAGAAAC 

^gcttgtggaaactcatattctat 
^aaatgttttttcaaagtttccat 
:tggagtgcaatggcgtgatctca 

^CTGAGTAGCTGGGATTACAGGCA 
JTTGGTCAGGCTGGTCTCGAACTC 

AGAAATTTTATTGACAAA^ 



ITGGTGTATAATTTTTTTTTTTTTTTCATATGGAGTTTCGCTCTTGTTGTCCACGCTGGAGTGC^ 



TGCACCACCATGCCT^CT^T^ 
CTGACTCCAGGTGATCTGCCCACCTO 
AGAAATTTTATTGACAAAAAATTCTTi 



CTOA CT «„ T CTGCC^^ 



ATTTCATTTGCATGA " 
GGCTGGGCTGCAGGG 
- TGTGCCAGCCCAGAG 
GGCTAGTAAGTGGCCTTGATTGCCACTAAGGTTCATTGACATC 



GGC^GGCCAAGCCATOCAGTGTGATGTGAGTCTGTGCCAGCCCAGAGGGAGGGA^ 



IGAACGGCAGCCACACTT 



STAT 
-CTA 
^CAA 

CTGGTTCTTGTTTTCT^ 



ACTTAGGGAGAACTTCACCCCAAGTGCCTTATGCTTGAAACAA^ 

TGAGGGTAAATAGGCCTCAAATTGCTTGGTGTCCTA 
AAATGGGGAAAAAAAGCATGCTATCTGCACAAACAA 
ATGCTGTGATTCCTTTCCTGCTCAGCTCCTCAAGTC 



^AGA^GAGTCT^ 

AGCCTCCCGAGTAGCTGGGATTATAGC 
CACCATGTTGGCCAGGCTGGTCTCTA? 

^TGAACTATGTAAGTCTGra^ 



AGC 5i cc ^ CCTCC ^™^ 



CAGGTAACCC 



TGTGCTAACATTCCAAGACTTCTCCTC^TGTTGTTGCATGCCAAGATGGAGAA^ 

GGAAGCTTCTCTACTTTTAATGAGlTOAAAGGAGACmTGTCATCTACTTATCCCT^ 
TTATGTCACTTGGATTATAGAAATAAACATTGTTGTGGGTTATTOAAAAAA^ 

Fig. 6.|'sC.j 
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CATOAATCTACATTTCTAAGAAGAAATAOSAAACTTCTTGATAGAAATC 

CACTCTGCCAAQTTGAAAACAAATCTAGGTAAATTTAAATTGQGCTGGCA1 "^^IaAACGACTAAGCACCAATGG 



TTCCTTACTGTC 1 ] 
GAGTAAGAATTC7 
AGGAGAACCTGG/ 



======== 



GTAACTTCCACCTACTTGGGCCAGCCCATGTAGTTCAAGGTAAAGATC 1 



TTGGATTTTATTCCACATAAGGTAAAGATCT 



TGAGCTACAAGATCTTGAACTACTGAAGCTCTTGAATTACACGGGCTGGCCTCTGCCT •> n r 

GTOACACTGGCCTTCTTTCTCTTCTTCAAATAGACTAAGCTCTTO 
CTGTTTCTATATGGCTCT^ 



ATATTTTCAGAATCAAGGACAGTATCTGGCATGAAGTGAGTGCTCAAAAGTATTTGTTAGA^ 

CCCACATTCaGTGGCTTTACTTGTAATCTGTTTGACTCTTGATTGG 

AATAGGGTTCGAGGGTAGTGAGGAAATAGTAAAAGATGGTACTGTTGGAA^ 

AAATAAAATAATATTTCTTTTTTTTTTTTTTTCTTGAGATGGAGTCTTGTTCTTCACCCAGG^ 



CATGATCTCAGCTCACTGCAACTTTCACTTCCCAGGTTCAAGCGATTCTTCTGCCT 
^TGCCTGCCGCCATACCTGG^^ 



AGCCAGAAATAAAATAATATTTCTTATCTGTACCCTAAGACATGTTG^ 



CA ^ GA Z GACTCATCTGACCTTCTACTCATC ^ T ^GA^ 

AAG^TTTCATCAACACCAGTCCATGGGAACAGATCAGACATAGGGAAGGTGGGTCTC^ 
CACATCTCTTGAGCAGAGCTCTCAGTATAATCTCCTCAACAAGAATGTGTA^ 



AGCCTGTAATTTA 
CAAGTTTTAGGAT 
AACAACAATTTAT 
- -ATGGGTTGATGGA 
CCATGCI^AAGAAAGGAAACTCTAAAGGAIGTTACCCCAGGTGGTTAAATA^^^ 



G ATAAGAGTAAAGGTATTTAGGGGGAGACAAGG ACATAGCCTGTAATTTAGGTGAGCAA rvr'vr 
GTCAGCTGAGTGCTCTGITCATTCTTGTCACTCAGGCATGC^TTGAIGGAG^ 



C 



ACTTCAACTCAAAACTCATTGAACAGAACTCAGTGTGCCTGGCCCCACCAAAACCATCCACAAGrrarnrn B 



[■TCAATCCTTGAATGTATCCAACATTTATTGGGAA 

OaGAGMGGTTCTTATTC^CraAC^^ 



ATOCATGTGATAGTTTCTGGGA^ 

'CCTATATTCTACTCTCTGGT 



GCTTMAAQTTGGCCTCTTCGGTCTCCAGCCACAGAAGGGATTTTCTTCGCTGACCACAG 



3AGAAAGAATGTA 
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GCCAAGTCTGCTTTGCCTGATTTTTGTGTGAGCAATCCC^ 
GGAGACCTTGTGCCCTAGCAACAAATCACATCCACTT^^ 

CTTACCCACTTTGTAGGGTATTGGCGGTGTTCGAGATTGTGTTTTCAAA.GTGCTTAGCACTGGCACAGTGCTC 
GCAGCATAATTATGAAATACCTTAACAAAAGGTATTTACAAAAGCATGAGAGGATGAATGTC 

GTTGGGTAAGAAAATATGGCACTAGAAACATGGGAGAAGGNGTGTGTTTTGTGGGGGTAGATGGATAAGAAAGAGAACA 

GNTGGATCAGACACCAATTTACCAAATGATTCCATAATATTAGTGC^CAGATAATGCACAGATAGTGT^ 

TTTGGGAAAGGCAAACTGACTGTCTATAAAGGTCAGAAGACATTTTATAAGATGTGTTTTAC^ 

TGAAGAGGTTTTGAGCAAATATTTTAAGAAGTCTTTAGGGAACAAGCAATTTTCCTrTTTO 

AGACATAAATAGGAAGTTCCATCCTTTTATTTGTTCTAT^ 

AAGACCCACCTTTGAAACTCATTATTTTTCCAAGGTGCCTTGTTCTTATAACAATATTTTCTTCTATGT^ 

ATITATTTTATTGAGATGGGGTCTCACTCTGACACCTAGGCTGGAGTGC&G 

TACCTCCGGGGCTC^^GTGATCCTCCCACCTCAGCTTCCT 

CAATTTTTTGTGTTTTTGGTGGAGATGGGGTTTTGTCATGTTGCCCAGGCTGGTCTCGAACTCCTGAA 

AGCCCTCCTTGGCCTCTCAAAGTOCTGGGANTACAGGCGTGAGCCACAGTGCCCTGCCTATAACAATATAACAATATTC 

TGTTTAGGCTATGGAAGACCACATATATTCTTACTTAAGCACTTAGAATGGAAGC(^CCTGAAGACAGAGGTTATATCT 

TCACCCTTGTCACCCACACATAATAAGTGCCCAATTGATGTCTTTTGATTAATTAAATGAATTAATTAGTGAATGAAGA 

CAGACCTAGGACTCCTGATAGAAAAAGAATAAAAACTTGCTTCTGTTTGTCCTTCTACAGTGAAAAGATTO 

TC^CATATAATACCAGCACACATATCTTGTTTGCTAGTGATTTGATTTCATTTATGTCTGTTATTTAAATTCAGGGAAA 

AACATAGGTAGTTTTTTCTTGTAATATCTCAACACTGAACTTGAATGAAACCTTATTAAATAATGCGCW^TTAACTA 

TTATATTTTGCTGCTAAGGGGCTTTGGCATTTTGCTTTGGTAAATTATGTCGCTGGTCTGGAAGACTCAGGCC^ 

TGACAGGCCTATGTCACy^TGGGTGACATGGGlTGGGAAAGATGGCTGGCTGTCCTGTAAAGTGCCTTATGAGTGTGAA 
GCCAAAGGCAGTGCTTGGTACCACCCAGGGAATATCTATCAGAATC^ 

AGATCiTCTGATACAGTCAGCCAAAACAAGATTATTTATC^ 

AAGCCAAATGCAGTGATCAAAAAGACTGCTGAAGAAGTAAAAGGCAAAAGGATGAAGAAAAACCA.GCCyVGGAACCCATG 
TTTTGCTTCTATCTCATTCCCTGGGAATCAGCAGTGTATGAGCATCTATCTCTATATAATCCGTCTTCTCTGCAGGCAG 
AAGGGCTACTCCCTTACTGCACCTGAGTCCTCACATTCTCAACCACATCAGTCACTAGGAAGCGGTCAAGGGAACACCA 
CAGTATAGCAGAGTGGTGAAATCTGCAGGCTCTGTTGCCAGACTGCCTGGGTTCCCCTTCCTTTTCTATCACTTATTAC 
CTTGATAGTTACTAAACCCTCAGTGCCACAGGGTTTTGATCTATAAAATAGA 

GGTTGTAGTGAAGATTAAATGAGATACTGTGTACTTACTATGTATTGTATGGCTTTTGTTAATAAAGGCAGGGTCAGGA 

CAACTGCATATATGTGGTAAGTGGAGATGTGAAATATGTATAACTGGCCACCTAAGTTCAGTATTTGAGGATGTATGAG 

AAACX3CTAGTTGAATAAAAACATATTATTATTACTTGTGTTGTTACCATTACTACTGATGTTATTACCAAGCAGATGTT 

AAAAATATTTCTATATGCACTATGGATCCTACTTCACTTATGAGGAGAATAATATAACCCAAAGCTTTTAATTCTCATT 

GCTTCAGTCTTTCAAATGTTTTTGTTCTCAACTTTACTGAGAGGTAGCAGAAGCCAAAAGATAGAAATCTAGTAAA^ 

TCGAAGTAGAAAGACATAAAAGTTTAGTCTTTGAAATGCAGTTGGTCTG^ 

CAGGATAAGATAATTTTTTAATGAGTTGAAATTGTAGCTAATAGAAAGTTGAATATACAGATAAATGAATTGAAAGAAG 

GCATGGCATGGTTTATTCATAACAGATGTTAAAAGAGTAAGAGTGATTTTTTTTTTACAAAGA^ 

CCAGAGAGOTTAAAAGTGAATTCACTGCACIAGCTTGGTTCTGCATTCAT 

TAGCAGAGGCTTATGAGAAGAGCTTGGTTCTGTGGAGCAGCAACATGATAAAGTTAGATTTTTGGGGCCTCACCTAACC 

CTGGTACCCTCTCCTTGCCCTTTCTGTCTGCTTTCCACTGGGATTGAAATGCTTTTCTTTCCTCCACCTCTGTTTCTAG 

TTGCAGTATTTTTCTTTATGAAGCTC^TTTTTTCCCTAACCTGTAAA^CATCACCAGTGAATTTATGACATTGGAGCT 

AGTAGCTGTGTTGATGGACGTGAGTGTCCAGTTCCATAGCTGCATGCCAGATGAATAGCAGTAATAGAGCTACAGAGGC 

CCTGCCAGCACAGCCAGACATGATGCIACTAACATGCCAGTTTCCTTGCTTCTGGTGCTTCCAAGCCATGGGGCCCCTGG 

TGATATATACCGTTAATCAAACAAGTGTGATGAAAGCTAAATGAAGCAAATTTAGTGTGTGGCATCAATATCAACAT(^ 

TTTATTTACTCACTCATTTTGGTTCACTTGAATATTCAGTACTATTTTTCCAATAGTAAATGATGAGAAAATAACTTTT 

TAAAGTGGGGGGAAAAGAAGGAAAACTAGTAAATTTCTCAAAAGAAATAAATTAGAAGAAGGTTGAAGCCATGTCA^ 

GGCTTCAATTCAGACATTTTTAATCATAGGTAGATATTGGTGTAGCCAGAGAAAAACACAGTATTCATAA^^ 

TTCAGATGTGAATATGCTGATAGTAATATTACTATCTGGATTTCTCCAGATTCATAAATTATATAAAAATAACAACTGC 

AGCCCAAGGCAGTCTATTTAAATGCGTGAGGAGTAAGGC!AAATGGTATTCGGAGAAAAGCATTGACAACTTGGTTAGG 

AAAATGCTACATTTTCATCTTGATAATAAAATGTTCAAGGTAATTATTGGGGCTGTTCAATAAG^ 

CATAATAATCACTCTGTTTTGTCAGTGAGAACACIGTTAATATTAATGGGAATGTAATGCTGAAGTTCCTG 

TAAAAGGGCAGCTCTAGATNTGTGAGACTGACACGCGGCTCTGGGGGTTCCTGACCAGTTAATTATGGACCCCCTGCAG 
TTTTTTTCACTCTCTTGGGAGCATTCCCAGGACCCCT^ 

AAATTCCTCTGAATTGAGAACCAGACTAGATGTAGGGATAAAGTGAAGTACAGTTGATCTTTGANCAGCACA 
AATGTGTCXSGTCTGCTTATACTTGGATTTTC^ 

TCTTCCTCCTGAGCCTACTCyATGCAAAGATGATGAGGATGAAGACCTTTTGAATGATATGGTTCCACTTAATATATAG 
TAAATATATTTTCTTTOCCTTATGATTTTCTTAATAACATTTTCTTTCCTCTAGCTTACTTTATTGTAAGAATACAGTA 
TATAATATATATATAATATACAAAATACGTGTTAATTGGCTGTTC 
AGTTTTTTGGGAGTCAAAAGTTATACTCAAATTTC 

GGTCAGCTGTAGTAGATTAAAAGGTTTTTCATGTCTGGAAAGATTCTCTATTCCTGGACTGGTTCAAGGAACTTAGAGG 
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TC^TCTGAATTCCAAGGAGTGAAGGTACT^ 
GAAAGTAGATTATCATC&TCCAACTTGTCCAGTTC 

ATACTAGAGTACTAGTCTAATGTGGAACAAGATACATTTGCAAAGTGCAGGGAAAGTATAATAGTCA 

TCACyVGTGACCTTCCTTAGGTTTGGTCTCCTGACTATTACACCTTGACTTGTTTTTACTTTTTACAGGAT^ 

GCAGTAGTGG(^CATAATTTCTTGATCTTGTGTGTTTCTGTTACGGTAAAAATAAAAACA^ 

AAACAGCTTCCAGGAAACTTATTAGTTATTCCTCCTATGTTACATGGCATTTCCATAATTCTCATCTGTATTAAGTTTG 
CTGTGGGAATGGCAATCATAGTATATAGCCCTTACC^CCAGCACTGCCTTCTCACATGATTTATTGCA^ 

TTGGAGAGTGGATTCTGCCAAATGGGTAGCCTAATTAGTAGTCAAATTGTTGTTTTCTCTAGTGATTTATTATCAAGCG 

TAOTAATTTCAGTGTCCAAC^GAATGAAATAAATGTCTTGGACTATTTTTTCAATGACATTW 

^GAGACCAATTACATTGAAAAAAATTTATTTGAGCCAGAA^ 

TTGTTGGTGCAATTCAATGTTTGCCTTATGTGGGCATAATTTGGCAGCTTTCAGCCTGGGAATTGACTGAGGATTTGGC 
TGCTATGATTGGCGGAGAAACAGTTGCTTGGTAACAAGGGTATACTCCTAGATTACAGCTTGCTATGTATGGAGACTGC 
TTTGAGCC^AACTTTACTACCAAGTAAAGAATCTGCTGTGTGCCAAACTTAACTTTAACACA 

AAATCAGTTC^CAGTATTTGATAGTGTGCCTTGCCATTTTCTGTTACACACTTTGTTCCCTGTATGAACTTCTGTTTAC 
TTTGCACTATTTCTGTATCTGCTACTTTGGAATAAAAGTAGTCAGTATAACTTAAATAATGTTTCTTAAATAGTCAA 
GAGAGTGATGATTCAAATATACCTCCTTTCCCCCATTTTCTTTCTAAATTATTCACCTCTAAGGTAATTATAACTAAGT 
TTCmGGTTTGATTTGGAACATTTTTCATATTTCTGTCACTTAGTTCATAGATGTTCATAT^ 

TI^GTTATTAAGATTCTTGGGAGAGTATATATCTTTTTATAAAGCTTTCCAGAATAGTTACCATGATGTTCATTCTTAT 

AAGTAAGCATT(^TGCAGTAGCTGCTTAAATATGATCCCGTGAATGGTGGTATAAAAAACATAGTGGATTAGACACTAT 

GTGCTCTAGGAGATGGAAATTGAAGACCCTGGCCCAGTGAATTTCTCAGCAAATGTTATTGGCCGCCTGGTCAATATAT 

AGTGTTGTATGCATATAAAGTATTTGGCACATACTTATTAATATATTAATATGACACATTAAAAGTAAACTATTCTGTG 

ATATATGTTATGGATTATCTCTCAACATCCATTCCAATTTCTTACTAGTGTACCCCTGGCCCTGTGAAAGCTGGAACCA 

TCTCTTAGTCTTCCCTGGAGATAAGGTACTGAATCCATGAAAGTGCTAGTCTGTTGGGGGAATTCTGCTCACCAGAAf'C! 

CTTGTGAAGCATCCTTTAGTTGACATGAGTTCAGAGGTACTGATTTATGAGATTTAGTAGGTGGAAGGAAAGCAG^AGAC 

TAACTTCTGCTATTTCATCTACCATGCAGAGGGTTATGGGGATATCTTGTTGCTTTGCTTTCAGCACTGGCAC1AAGTCC! 

AGGGCCCATTTOCTAGCAGTGTGGGTGTTAAGAGGCAGGATGTAAGGTATCACCTGTGCTGGTGAGGAACACAGTGAGG 

AGTGTATGATTTGGGAGCTGAGAGCAGTAGCAGTGGGGTCAGCAGCTTCCTGATTGGGTGGTCCCAGGATCAAAGTGGT 

TAGTGATCCGCTGGCTTCCTTGCTGGTGTTTGCTTTCTAACTGTCGCAAAGCACTGTGGTTATGGAACTGGCAGTGACC 

CAAGGTGGCAGGTAGCTTCCTGATCCCAGAAGAGGCAGCAGTTCCTCCAGCAGCCCATTTCTGTGGTGTTGCTTGGGAA 

CTATTTCTGAAGGCTCAACTTAGATGTATTCAGCCCTCCCCAGTGATTCTCTAAGCCATTTAATTATATGTCTTAAATG 
TTTTTCTTCTTAAAATAGCTACAGTAGATTCTGTTATCTTT^ 

TCCTACATATTGTTTCAATGTCAAGTCATTGAGCATTATGTTATTTCATGGANATTTGTGGGAGTACCACTAGAAATAA 

TCACAAATATAATTATAATTGTGTCTTTTTC7ULATCCATCACAGAATATTTACACGTACTCCATATTTTCCCTCTAATC 

AATGAGTTAC^CTGGTGATATCCCCAGGCCCATTAATTTTCCTTATAAAATATCCCTTGAACTGTACTTTGAAGCCCAA 

CAAAATTGAGTTGTTTGAGCTATAAAAGCAAGAGCAGGCAGAAATGCAGAATCTCCACAGGAAATGTTTTGCCTTC^G^ 

GTCCTGTCATTCAAACTAGAGATTGAAAATACCAATATTCTAGCTAATGTCTAAGGCTGC1TATTTCTATGGCTGAA 

CACAGGGCCAATTAGAGGCCAAAGCAGTGGGTCCTATCACCAGGTAAGCCATTTAGTTTTACTCTCTTTTGTGGCC^ 

GCCTTCGCTCTTGGTCTTACCTCATCATACTACCTGCTTTTGAGCAGAGAGAAAGTGTAGAAAAGTGGCAGAAAATACT 

TTCTCAAAATTCTTTAGTAATGATGGGTCAGGAGCATCATCTTCTAGAAGGACTGTGCATCCTAGTCAGTCTCCAGAGA 

GAAGAGAGAAATGCAAACTGTCCAGTAACTGTGAGCCATGCTAAGCTGAATAGACAGGC^A^ 

TGCCTTGGGAGGAAATTTGTATTATCAGGGAGAATGGTAT^ 

TATATAGGAGAATTTAGTTCACAATAGGAGTTTAAAAAGATAAAAAAGGCCAAGTACTGTGGCTCATACCTGTAATCCr 

AGCACTTTGGAAGGCCAAAGCGGAGGGTTGACTTGAGGCCAGGAGTTTGAAACCAACCTGGACAACACAGAGAGACCAr 

ATGTCTACAGAAAAAAAAAAAAAAGCCGGGTGTGGTGGTGGCACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAG^GTGG 

GAGGATCGCTTGACCCCAAGAGTTCAAGGCTGTAGTGAGCTGTGATCATGCCACTGCACTCTAGCCTGGGTGATGGAA^ 

GAGACCCTGTCTCTAAAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAATAATTAGGTGG 

AAGATGACCCAGC^GTGAGAGACTATTCATTGCTTCATAATTATATTCAGCTATAATAATACTCATTCCTTO 

^GTGAATTAAATACAGACATACGTGTTTATTATGTTAAAAGAAGTCTGAAAGTAGGCAGTTTC 

TTCTGCy^GGTCATCATGGACCCAATTTCCTTCTTGTTCTGTTATCCATTTTCTAAGCACATGGCTGACATTCTC^GA 
^'-^^CTCATGATCCAAGATAGCTGCTAAAGAACTAGATAT 

CTCCTTCCCCAGAGGCCCATGCyu^TATTTCCTCTTACATCT 

CAAGGGAGCCTGTAAATTTAGGCTATTTGGCCAAGCAGAAATATACCTAGCAAAAAAATGGGATTCTGTTATGAA^ 
GAAGAAGATGAGTGGATATTTAGTGGGCAACTCTAATCTCTGCCATAAAGTAGGTGATCTCTGTCATAAGACTGAGCTA 
GACGGGGATTATACTATGCTGTTGTTGACTGTGGCCTTTTGGCTCTGTCCTGAGGCTTTCTTTTCTAGGGCCACAAarr 
GA ^ CTCACATTTACTTC ^ 

ATGCTCAGCTCTGTGAGATCAGCAACGGCACCTGAGACCTTTTTATCTGCTTGTTGTAGTTTTTAATCC^CTGAAA^a 
TAGCIAGGTGTAAGCTGGAATTCTTTGGCACACAGCCTCTGAACCTTGGCTCATGTTCTCAGATAAATGCCTATAGCAGC 
TGAAGCTCTTGAAAAAAATTTAAGAGGAGGAAACAGAGTAGGGATCTTTTTGGGGTCACAGTCTAGGTGTTTTTAGACr 
CACTC^AACTCGAATCAAGACCCTTTGATTACCATAAAAAATCTAAAATAAGATGTTTTGTTTGGCCCAA 
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GAAAA^^GCCAAATCTGAA^^ 
™ A *°^ TTCATG ^^ 

CTCAAAACATGTACTGATACATGCATGTATATTTTTGCCACCCT^ 
TAGAAAAGAGACACGAAAACCTCAAAAACSATITAGGATTTAG^TITACITA^^ 



TCMTCTCCTT^^ 



CCATGCAAGAGTTCCTTCAGCTTAAGTCAGATGTGTTCAGTGGCTGGGGCAGTGC^TTAACTATAGTCTGCATGTrAOa 
AMftCAG^TTGGCTTTTCACTAGTAnTGTCAI^^ 

^^^^^^ 

GCTTCMAAAAGTGATTCCTTGAAGATATTGCTTTGTATCTACATGATAATTG^ 
^ G ^ CAAATATOCT ^^ 

TTCATAAGAATTTTCAACTCTAATGTATATATAATGATTCTACCAAGTGTCTCATAGTTCACITAGC^ 
T™CTACTAAGACTAAT^ 

AAATCCATGTTTCCTAATACTCTGCCTGGATTTTTTTTTCTGTGTTTGGAGCATCAGATGAGAAGIT 
AATGGAAAAAGAAGAAGGAATCATAGAATCATTGCTGAGTGTTC 

TGCTGGCTGAAGGGAAGACATGTTGAACACTTTTATTCACCCTATATTCACCCTOAATOCTCTC^ 
CTTATGGGCATATACCTCAGCAAAGTAGGCGGGCAATAATTTAGGTCATGCCCATTTAATTT 

ACTTTTTCCCATCATGGCAGGTGAACTTCTCAGTGTGC^GGAATTATATGTAGCTGACTCTTC 

^ctgaagctatcgggatagcagctggctt^^^ 

TCTCTGGGCATGTCCTTTACTTTCTAAATCATGTCTCCATTTAAATA1TTTAGAATATT 
TTTTTCCCCAAAACTAGTATTTTCAATATTTCTGTGAGAGAACAGGGAGTCCTTTCTAGTATATT 

ATCGAGCTCATTCCTGCTTGGGGCCTTTGC^CTTGACATTCTTTCTGCCCATGTC 
CCCAATCATOCTAACCCATCACCCTGTTTAATTGTCTGCCTTAAATTGTTTTG^ 

GG^TTTTGTTCTTAAGGGGAACTGGGTTATAGAAATGTGGGAAGAATAC™ 

^ggaatcaaaatcatgaaatctaagagc^^ 

AAAACCGAGACTCTGGGTTCCTGTGAGTGGCTCAGACCC 

tgattcctgc^tcatggctgitocttaatatctcaccatgagtcatggctactgS^ 

ATATTAGACTGGCAATTTGCTAGAGATTTTGCAAAACCATGGGAAATGGATTGAACAAATOT 

^GGCAGTAAATAATC^TAATTT^GTATTAGAGAA^GCATCTOAATAC 

GAAAATTGTAGCTTTCCTTTCTGCCTATTGOTTTCTGAATC 

!AJ 
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aactc^caatataatg^^ 



ittac*tgctcatcaa^ 

CAGGCCCCAGTGTGTGATGTTCCCCTTrCTGTPTrParn^nii^™ T TCCCCTCTCCCCCTTCCCCCACCCCACGA 
TGGTGTiTGGTTTT^S^ 

^AACTATATATACGTGTATGTAATAC 
^AAAAAAGTCAAAGTATTAATAAATA 
?TTTCACTTTTTCCACAATATGTCTA 



TAGAGAGCTCTATTGTTATTGACTGAAGTATAAACTTAGATCCCT 



AGCTTTTTGATGGTAGAGATI 
ICAGTCTTGTAGCCAAACACAG 
'GAGAAAGGTGAAGAATGGATG 
fCCTGGAAGATATGTGCTTAAT 
TGCAGAGTAGCAACATCTCTT 

TC&GCATTTTTAGTGTTTGGTGAG 



ACTGAGGTCACTGGAATTATGGTGTAACTGGAGGAGGC^ 
AOTGAG^ 

CTGACAAGGGACTCTGCATTGCCTCTCTTTAATACAGAGCAGAGAAGGi 

™c c £caS 

tttacao^ggatgcS 



ACAATTCCTACCTCAGAGGTATTATGCCTAAAGCA^TTAGAACA 



===== 



GCCCTCTTAAATTGCTCCCCTTTTGAGAATGCACTATTTMTCTA 



AGAGACTTTTACCAGTATGAAAAATAGCA 

ccgattatcctattctcagaIS^ 

CTTCACCTITAAGACCAGATCCCAAC^AAGTAATAATAA 



TCAGTTATTGTTCCCAGCACTTTGGTTTCAOT 

gagctcgc^ccttccactactattaa™^^ 

GAAAGAAGTAAATGCAAAAAAATGGTCAAAGCAGGtS 
TGAGAAAACC^TCTCTAGAAA^ 

ttccagaagctaagcctcatggagtct^^ 

ATTCATGTTGATTAGACAGTGGTGGGGTGGAGGGCTGATGGCT 

==5=2^^ 
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T»ST<aTOOATGSiA(^G^CTRTTi^c»SpSrS3S!^2 MOTGGGAGGATTGTGGCATCACCATGTCC 

taattcaSS^ 

CCGTGGGCCCCMATCCCTG^^ 

""TC^CCATCCTGCClS 
GTCCCTTAGTAGCCGTCTCATTAGCAQATCCi^cl^r'^ 

^^^"GAAGATGTGAAQAGGGAAAiMAAATTCZ^^ 

SS^™^^^~gSg^^= 



TGAT 
CTTA 
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ICATATTAGTGCTATCAGTTA 
iAACTTTAGCCATGCTCCTCT 
LTGATTTCATCCACTCGTGCC 
:CTAGGACTACCCTACCCCAC 



iTGCTCCTCT 
ACTCGTGCC 

TTAGGATGCC TC CCTGA(*^ ^ * ' ~ ' ^ACTACCCTACCCCAC 



GAACCCCCTTCTTGACTAGGCCTTAA^ 

GGAGAGTTTACTATTTCTTCTAGCCAACACCCTGG. 
CTTACAATTGTGAATCCTTGCCCTGTAACCTTTGA 
ACCCAAGAGCCATTCTTCTAAAAAGTAACCATCAG 
CTAACTCC CATAATTGTCTAATCAACTTTAATGTT< 



CCAACCC 



TOGTTCAAATCTGTCCTCCCCACTTT^^ 

ACAAGTTTACAAGAAAACTAGTTTCCTCC 
GGGG CAGTGGCTTGAGTGTGCTGGGCTTG 



IfTTATCAGTAGGGCACTAGTAATCAATAATGAT 1 ] 
7TGTTTACATAACCAN GTCTTCAAGAAGATAAA? 

:atattatgattgagaaagaaaaaacacatagac 
:tgtgtgttgattgatattgtgagaatgaatcag 
.cagtgcttttgtgtgtgacagccatgaagaaag 

'CTCTCTTTTCTCTCCTTTTCCTCCACTCTTTCC 

gtggaaatgggtgagatttgtgagttatgatga 
gatggatgcagctcacacataatgcatgtggtg 
atgtagcagaaatagagtagttgcttttggcat 



■tp- 

?A( 

?g; 

:tc 
'g; 
:tc 

™^f?™ CAGG ^ 



TACCAGAATTTGCCTTTTCATGATGTATACAGGACTTGTTTACATAACCAWGTCTTC 

GATATTGTGAGAATGAATCAG'] 
GTGTGACAGCCATGAAGAAAGC 
TCCTTTTCCTCCACTCTTTCCC 



CTTGATATTGACCCGTTGTGTATTTCCGTATTTTTTCTCTCTTTTCTCTCOT 

======== 



TTAGCCTTGGGGATATTTCAGCCTGT 

tcatacctgaactaggagaagagatg 
agaatatatcagggtaatgaagagac 
a.cctgccttagagccaaccttggcct 

agcatattctaccctttgacttctwgttagggatS^SS^ 



^ATGAATCT 1 ] 

:tagaggaac 



™^™^ GAGTG ^ 

======= 



ATTCTGTTGTTA 
TTAGAATTTGGA 

ACTATGCAG AC A 

CAGCATGGATCCAGCTGGAACCCAITATCATAAATGAATTMTGTGAAAAA^ 



CAACA 
CTAAA 
AGTTG 
TACGG 



tgtactcgctgaatcta; 
tttttccacctctaagt'] 
gcaaccacagtgaatacg 



VTACA 
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ATAGAATTTACTTCTAAACCATACTGCCCTTAGACTTGAGCAANAATATTCCCTGCCCAGCCCNGCATTTCAGAGGATC 
CTAATTAAACCCTCCTCTTGCCTTCCCCTTCCCCACAGGGTGAGCATTCTGTAAGTCCAAGTAATCATATCCCCTAACC 
CTCCCATGTAAGCCATGGTCTGGGTATCTGGACTCTAGAATTTCCTGCCAGGGTAGTCGAAAACCAAGA(^ 
TCCTTCAGGGGGAAGTTTGCOTTCCaCACAftAGGGAGGCCaAGGGGCAGGG^ 

CCATACATAAGTTTGCAAATCTCAGTGAAAGAATAAGTTGGCATGAAGAGAAGGAGGGGTAGGAGAGAGCCTGGGGGCC 

AGCTTCTTCTGAATAAGTAAATTCTGGTGCAGGGCTTTTCTTAGGTGCGTTGCATATGTTACCTCATTTAATCCTGCAG 

AACACTTCAGGGTAGTGTTCTACTGTC^CATTATGGGACAGGGAAATGAGGCTCAGGGGAGTTAAGTAACAGACCCAAG 

GCAACTGACTTGGTAAGAAGTTGAGCTGAGATTAAACCTTAGGTGATTGAGCTCTAAAGTGCATGTATTTTTCTACCTT 
GTTATGCTGCCTGTGATCAGTATCTTTGCTT^^ 

GTGACATGCAATAAATATTTGCTGAGTAACTAACAAAACAGACCAm 
TATTTATTC^CCTTTACTATTAATGG^ 

AAGGGACAGTTCACTCCTGATCCATCTGTACTGGATGGATGTGTTGATCTCCCTGTGGCCATGTAGCTTTTGGGCTTAT 
CTCTCCATTTGTGA.GTTTAGTAAATTGCTGCAAATGTTCTGGCTAGCAAGGACTCAAATGTCCCAGAACAAACTTTTGC 
TCAAAGAAAATATTAATAAACACCATATATGCTTCTGTAGTCCAAAATGTTTTTCTTTTCTTACT 

ACTCTGAGTATTAAGGTGATTCAAGAAGTTGTGAGAATGCCTGTTTCTCAGGAGTTGATTGGCAGGGTCCCTCTGTTGG 

TGCGGCCCTGCTTGTCTGGGCTGTAGTTCTTCCATGTGTGTGGGCCACCCATGCTGGCTCCTGGANTGGTCAGTGTGCT 

GTCCTGGGGCTTGGTCTTTCCCTCCGCTCACCCCCACTTATCATGGATGCCAAGACCATTCTCTGCTGTTGGCAGAAAG 

CCATGGAACATACTTCCCTAATTCCTGCTATAGGCTCATTTGGTATTTTCCCCATGTGCTCCCATTTGTACACTTAATT 

GTTTGGGCTTATTTOTCTGTCTTCCTTGCTAAACTGTAGGCTCATTTGCGCACAGGCTTTGTGTCTCTCTTGTTTACCA 

TTATATCATCACATCTAACACAATGCCTGGTACATAGAATACTTAATGAATTTTTACAGAATGACAATGGACTGCCATC 
ATAATTGAGTCATTAACTACTTTTTCAAAAAAGTTCTA^ 

TACATTTTCCTCTATACTGTAATTGTATCTACCTGCTTGGAGACTCACCAAGAGTGTAGTCACTGTGTACCCTCCCAGA 
GTGACTTTTTTTATCTCATTTAGAACTATTTGTTACTGTGATTCTCTTAAGCAAATGGTTTTC 

TGCTCACTGACACAGGCTTAACTGGTTAAAGAACTCACAGGTTGTTTCTCACCATTAATGGCTATTATGTTATTTTACC 
ATCAGTTATACCTCATTTCTGCTTCTATCTTTACAACTGCAGGCTTTGGTC 

CATTGAC^TTAAATCAAATCATAGAGGACAAACAACTATATATTTTCACCGAGAGTGGGCACAGTAAAGAGTTCCCAGG 
CTTTCTCTCCGACTTTTAGATAGGTCTTTTTCAGAAGCTTCCTATCTCCCTAAGAAGTCTGAGAGTTATTACAATTTCT 
TTACCCTTTGCTTACATATCCCATCACATAGAAAACCATTTAATAGAATCTATTGTAGCAGAGGCAGAACTTTACCTCT 
GCTCTCATAGAGTCCCAGGTAGAACTGATGGTGAAATTGACATAAGGTAGATTAATAGGTANATTAGTCCATTCTCATG 
CTGCTAATAAAGACATACCTGAGACTGGGTAATGTATAAAGGAAAGAGGTTTAATTGACTCACAGTTCTGAAGGTCTGA 
GGAGGACTCAGGAAACCTACAATCATGGTGGAAGGGGAAGCAAACATGTCCTTCTTTACATGGTGGCAGCAAGGAGAAG 
TGCTGAGCGAAGCAGGGGAAGTGCCCTTTGTAAAACCATCAGATCTCATC 

TGGAAGTAACCCCCCACCCATGATTCAATGACCTCCTACTGGGTCCCTCTCATGACACATGGGGATTATGGGAACTACA 

GTTTAAGATGAGATTTGGGTGGGGACACCACTAAACCACATTAATAGGATAAAAGCATGTAAGTTTTACATAACACAGG 

AGCCCTCATAAGGAAATGAAGACCCAAACAAGTGGCCAAACCTAAATGCTTTTATACTTGGTTGAACAAAGAGAGACGA 

CTGTGAAAAAGTAACTAAATTATGTGGGAAGACTAAAGGAAGATCAATAAGAATTATTTTAACAAGGTCTGTGTGTACA 

GAATTCTCTTAGTTGTGACTCCCCIATCAAAGAATGTTTCTTTTCTCCTGGCAGAAAGACAGCAACTTTCACATGTGAGA " 

TTTTATCTCCTGTTTTCAGGGAAAAAAGGGAAAAGATTAGGGTGCGCTTTTTGCATCTGCTGTTATTCAAG 

GTTCAAA.CTAATCCTTATACCAAAATGGCATATTCTGGGGTACATATTCTGCCATTCTTCACTACTAAATAACAGAACA 

TATGCTTACCTATGTACTAGCTATTTCATTTCTGGTATGTGCCyVAACAGAAACATATATGCATGAGCCCAAAAAAATCT 

ACAAAATCTTTATACCAGCATTATTTGTAATAATCCAAATGGAAAACAGTCCAAGTTTCCATCAACAGAAGAATGCATA 

CCTAAACTCCCATATAGCAAATATATAGTGAAATATTATACAGCAATGAAAATGAAACAGTAGTTTTACTGCTATAGGC 

AACAATATAGATGAATATAATAAACATAATGTTGACTAAATCAATTAAAAAAGAGTACATACTGAATGACTTGATTCCA 

TTTGTATAAAGTTC^AAAATTGGTCAGATAATATTGCCATTTGGGAGATAATAACTGGGATCCTGTCTTTTT 

AGAGCTAGAAGAATGGACTCTTCTCAGAAAGGTGACCAAAACTTCATAAAATCTCCTTTCCCCAGAACATTATTATTTA 

CTTACCTAGGTGCTGCCAACCACACCCCATTGTGTCCCTOTAGTCATTGTATGGAAGGAGGTCAAATGCC1TAG 

CAGTGACTAGAGCTAGATATCCAGCCATATGAACAGTTTGTTAAAACCAGGACTCTGAATTCTAATGCCCAATAAGGAG 

GGTTGTACTTTTGTGAAAATAGGCTGGTGACAATTATCTGAGGTCAGAGGAAAGATTCTGTCATCATCATTGTCATGAT 

CATAATTCTTATTTTGGTTTCTTTACTCATGTTTTTAAAAATTATATTTGTAGAAGCTATTATGTO 

ATGTAGAAAAAACATAAAAATCATTTGCTCAGTGTGATGAATTTTCATATACTGAATATATCCA^ 

AATGTTTGCGATACTCATCTATATTGTTGCCTGTAACAGTAAAACTACTGTTTCATTTTCA1TGCTGTATAATATTTCA 

CTATATGTTTGCTATATGGCAGTTTAGGTATGCATTCTTCTGTTGATGGAAACTTGGACTGTTTTCCATTTGGACTATT 

ACAAATAATGCTGGTAGAAACATTTTTGTAGATTTGTTTTGGCTCGCACATACACGTTTCTGTTTGGCATATACCAGAA 

ATTAAATAGCTGGTACATAGGTAAGCATATGTTCTGTTATTTAATATTGAAGGATGGCAGAATATGCACCCCAGAATAT 

GCCATTTTGGTATAAGGATTAGTTTGAACTAAGGGCACTTGAATAACAGCAGATGCAAAAAG^ 

CT1TTTCTTCCCCCTGAAAACAGGAGATAAAAACTCACATGTGAAAGTTGCTCTCCTACTACCAAGAGAAAAGAAACAT 

TCTTTGACAAGGAGTCATAGCCAGAAGAATCCTGTAC^CACAGACCTTGTTAAAATATTCTTATTGATC^ 

CTTCACACGTAATTTAGTTACTTTTCCACAATTGCCTCTCTTTGTTCAACCAAGTATAACAGCATTTAGGTTTGGCCAC 

TTGT1TGGGTCTTCATTTCCTTATGAGGGCTCCTGTGTCATGTAAAAGTTATGTGCTTTTCTCCTATTAATCTATCOT 

IGTCAATTTCATTATCAGGTCTACCTGGGACTCTAAGAGAGCAGAGGTGAAATTTTGCCTCTGCTACAGTAGGTTCTAT 
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TAAACGG1TTTCTATGGCATGGGATATGTAAGCAGGGGATAAAGAAATTGTAATAACTCTCAGACTTCTTAGGGAGTTA 

GGAAGCTTCTGAAAAAGACCTATCTAAAAGTAGGAGAGAAAGCCTGGGAACITTTTACTGTGTCTACCTCAGTGA 

ACATAGTTGTTTGTCCTCTATAATTTGATTTAATGTCAATGCAATCTAAACTTGAACGACTTTAAAAATGACCGAAGCC 

TGC^GTTCTAAAGATAGAAGCAGAAGTAAGGTATAACTGATGGTAAAACAATATAATATCTGTTAATAGTGAGAAACAA 

TCTGTGAGTTCTTTAACCAGTTAAACCTGTGTCAGTGAGCGJATAGCTCTGTGTGGGCAAAACCATTTGCTTAAGAGAA 

TC^CAGTAACAAATAGTAGTTCTAAATGAGATAAAAAGTCATAAGAAAC^TTATGTACCTGATGGAATGTTTCAGGTGA 

AATTGGGTCACTCGACTGGTTGTTCATCCTTACTTAATTCTTAAAATTTTCTGATGGCCTAAGAGTGAAA 

TTTAGCTGATCATATTTTAGGAAAAACACAGGACAAAATTTAAGTTGCTC 

TTTAGGCAAGTCCTTATACTTATCTTTTACCT1TAAAGGAGAGTCAGAGATACCTAGCAGAATGGTTAAATAAAAAGTA 
ATGACAAGAGC^TGCTTGCAAGGTTGTGGAGAAACTGGGCCACTCATACATGGATAATGGGAATGTAAAAT^^ 

GGCACTCTGGAAAAGAGTTTGGCAGTTTCTTAAAAAACTAAACATGTAAGTACTACACTATCCAGTAAATGCACTCCTG 
GGCATTTATCC^GAGAAATAAAGACTTCraTC 

AATCGCCTAAAACTGGAAGCAACACAGATGTCCTTC^GTGGGTG^ 

GAATACTACTC^GCAATAAAAGAAACyVAACTACTGATACATACAATGATCTAGATGAATCTTGAGAGAATTATGCTGAA 

TGGAAAAAGCCAATCCCCAAGGGTTGCATACTATATGATTCAAATTATATAACATTGTTGAAATGACAAAATTATGAAA 

TGGAAAACAGATTAGTGTAGATTAGTAGTTGCTAGGGATTAAGAAGGGAAGGAATAGGAGGAAACTGGGTGTGGCTATT 

AGAGGGGCAACATGGGAGATCCTGCTGATAATGGAACTGTTTTATATCTTGACCATATCAATGTCAATATATTGGTTGT 

GATATTATTACCATGGGGGAAAACTGGGTAAAAGATACACTGATTTTGTATTATTTTTTATAACTGCATGTGAATCTAC 

AATTATCTCAAAATAAAAAAATAAAAAATAAAGTACAAGAGAGTCAGGGAAAGTTCTATGTAGTTTCTCTTAGATCAGT 

TTTTATTTTTTAAACAGTTACCCATCCGTTTCTTAAATCTTATGGATTGTTATTAAAGGAAGGCCACTGCCTCTCCTTT 

CCATTAAGGACAATATCAATCATCAAAGACATCTAGAAAGTTTCTGAAATTCTTCATGCAGACTTTCAGGGGAC^ 

GATCATATTATTTTACCTGTAGGGATATATACAATCAGGCACAAATCTTAGATCTTTAAGAAGCAGTATAGCTGAACTG 

CTGCTTAAATAAGTGGGAGGTTGGTTGAGGTTATTTTCCCCCTATAATTGCTTTTCTTCTGTCCCAGAAGAACCTGTCA 

GACCAGTCATTAAGCTATTGTTTAGTTCTCATTTGGCTTAGGTGGTTCAGGGATCAGCTTAGGGAATAATAGAGGCAAT 

GTAATGAATCTTAGTGGGAATAAAGTGATTGAGAATTTTGGTTTGTTTTTAAGGCTTAGAATATAATATCCATTCTCTA 

GTTCCATGACTGCCCCAATGCAATTCTTTTTGAAATGCTGTAACTTATAGCCTGGGGAGCCTCACCATGTTCTTTTAGT 

TTTTTCCTCTTCTATGTCATTGTGCACAGGATCTTCCAGCTTTTGGGTTACCATGTCTTTGAGTTTTCTAGTCTGAATA 

AGATCTCTTTAGAAATCATATTTTTCTGAGAGCTATAGTTGACTATACTTTGTTTTCTGTTGTTTCATAGGATTATCTC 

ACAAATCCTACGGTGAAACC^TATGAGGTTCACAGTAACCATATGAGGCGTAGGTATTATCACCTCCATTTTATACAGA 

CTTAAGGAAGCTAAGTAATTTGTCCCTGGTCATGTATGTGACAGAACCAGAATTTGAGTTCAGAAAGCTAACTTCACAG 

TCTAGACAGTTAGCCTCTCTTTATTTTTGTTTTTGTCTTTGTTTTGAGACGGAGTCTCGCTCTGTCATCCATGCTGGAG 

TGCAGTGGCACCATCTTTGCTCACTGCAACCTCTGCTTCCTGGGTTCAAGTGATTCTCCCGCCTCAGCCTCCCTGATAG 

CTGGGACTACAGGTGCACAGTACCATGCCTGGAGTTAGCCTCTCTTTATACAATACAGCATCTTTGAGTTNGGATTGAC 

AGTOCTGTTCTTTCAAGAGACACTTriTGAGACCTGTCATCTTTTAGGCACTGTGCTGGGTCCTATGGATAAAAAACTA 

CTGAACATGATTCCTGTAACAGAGATGCTCCTAGTTTATTATAAGGACAGATGTTAGGTGCAGTGTGAAAAATAAAATG 
TTAGACAAACAATCTCTTACAGTCTCGAAAATATTCAAATTCAGACTATTOT 

TAGTAAATAGTCAATTTATTCATTTGTTCATTCACCCAACAAAAATTCTTTTGAGTGTTTGCAATATGTTGGGTGCTAA 

GCTAAGTCTTGGAGATAGAGTGGTAAAGGAAACAGATGAGGTCCTGCCCTTATAGAGCTTATTTACCTTTTAGTGAGGC 

ATTTACTTAATCAAACGTTCATAGAAATAAACAGAAAATTGGAGCTGACAAGCACCGTCAAAGACAGACACATGGTGCT 

ACCAGAGGAAATTAATGAGAGAGTTAGTTCTTGTTGGGGCCATATTACCTCAGAGGGAATAGCTCAGAAGTAAATAGGC 

ATTAACTAGGTAAAGAATGGGAGCAGGGGGCAGAGGAGACAAAACCCTGTAGCAGATCAGGGCACTGAAATTCCGAGAA 

CTGAAAGAATGCCAGAGAGACCTCAGGAGAGAGAGGCTGCGGGTGGGGGGTGGAGGGTGGTAATCATGCTAATTGAAGC 

CCAAGAGACATCCAGAGGCGAGAGAAAGCAAGGCTTTGGGGTGGTAGTAAGGATATTTAATCCCAAGAACAAAGGAAAG 

TCACTGAAAATAACTGAGTGACAAAGTCATATTTGTTATTTAGACAGCTCTTTTTAGCTTGGCACATAAGTAra 

GAAGCCAAGGTATGCTGGGGAAAGACCAGCAGAGAATTGCTGAAGTTACAAGGCCAGATATGATAGAGCTTTGGCTAGA 

GCTGTGGTATAAGGATGGAGGGAAGTGGAGGGGTATCAGATGTAGTTGGGAGGTAAGGGAAGAAATCAGTGATAGATTA 

AACAAAAGCCAGGGGAACAAAAGAGTAAGGTTGATACTAAGTTTATCTGACAGTTGGTGGTANCATTTACTGGGATAGG 

GACATTGGAAGCAGATCAGATTTGGAAGGCAGATTTTGAATTCAATTTTGGATATGTTTGGTTTAGGGTGACTTTGAGA 

GGGAGAAAAGAAACATCAAGTAGACACTTAAGTCTGTGTCTGGAGCCTAGAGTGGAGGTCCACACTGGAGATACACCCG 

TGTGTATCATAAGTGTACAGGTGGTACATGACATCATGGCCATAGATGCCACTGCCTAGAGATACACAAAAGAGTGAGA 
AGAAAGGAGAGTCTGGAACCAAGCTTTAAGGAACTTAATCTCACATC 

GGAAGAATATCACAAAGATAGGTAGAGTTACAAAAATGAAAGGATGATATATTTTGATAAAGATCGGATGGTCAGCAAT 
ATAAAATGCTGCTCAAATAACAGGTTTAAACCAGTTCTTTGGAGTTATTGACATGGAAGTCATTGGCAACTTTAGCGAA 
AGCTATTTTATGAGGAAAAAG6TAGACTGGAGTGAAGAGTGAGTGAGGACTGGAAAATTGGATGCAATGAGAACAGAGA 
GACAAAACTTATAAGAAGAGAAGAACAGGACATGTAGGATTTGGGGAAGACTTTCTAGATAAGATGGAAGAGACTTGAG 
TATGCOTAAAAGCCATTGGTAAAGACTTAATTGACAGGGCTCTGACAGCTATTTCAGAGAGAAAATAGGTAACGGGTAG 
TGTTAGCTCATGAGAAGGGGAATAAGCAGAAAGGGATTTGCGGAAGTGCCCTTAATTGCATGGTTGGTATGAGAAAGAT 
AAGAGAATTCACCTACTGGGAATTATATCTTCCTGTAAGGTTGGAGACAGTATTATTGGCTGAAGGTGAGGGGACAAGA 
AAGAGAGGTAAAGGTGTGAAAAGAGCTGAAAAAGTTTGAAATATGTTAGGGTTTTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTCGATATATATTCAATGTTTAGCTCCCACTTGTGAGAACATGCAGCAT 
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TTGGTTTTCTGTTCCTACATTTGTTCACT 

^TTTITTATGGCTGCATAGTATTCCATGGTGTATATATAGCAC^ 

AGGTTGAGTCCATGTCTTTGCTATTGTGAATAGTGCTGTGATGAACATATGCATACATGTGTCTTTATG^ 
TTATATTCCTTTGGGTATAAACCCAATAATGGGGTTGCTGGGTTAAATGGTAGTTCTGACTTAATTTCT 
ACCAAACTGCTTTCCACAATGGCTGAACTAAATTACATTCTCACAAGC^GTGTGTAAGCGTTCCCTTTTATCTGCAACC 
TTGCCAGCAAATTAAAAAAAAAAACAGTATTTTTTGACTTTTTAATCATAGC(^TTCTGACTGGTG 

TATTGTGGTTTTGATTTGCATTGGCCTAATGATTACTGATGTTGAACATTITrACATATTTGT^ 
TTCTTCTGAAAAATGTCTGTTCATGTCCTTO 

CCTTATAGATGCTGGATATTAGACCTTTGTCAGATGCATAGTTTGCAAATAITTTCTCCC^TTCTGC^GGTTGTCTGOT 
TAGTATATTGATAGTTTCTTTTGCTGTGCAAAAGCTC^ 

TGGAATTGCTTTTGGCATCTTTGTCATGAAATCTTTG 

AGCATTTGTATAGTTTTAGGTTTTACATTTAAGGCTTTAATTCATCTTGGGTTAATTGTTGTATATGATATAAAAAA 
GGTCC^GCATCAATCTGCATTTGGCTAGTTAGTTATCCTAGCACCATTTATTGAACAG^ 

GTCTTTGTTGACTTTGTCAAAGATCAGATGATTTTACGTGGGTGGTATTATTTCTGGGCTCTCTAGTCTGTTCC^ 
TCTATATGTCTGTTTTTGTACCTGTATC^TGCTGTTTTGGTTACTGTTGACTTGTATAGTTTGAAGTCAGATAATACGA 
TGCCTCTAGCTTTATTCA1TTGCTGAGGATTACCTTAGCTATTCAGGCTCTTTTTTGGTTCCATATGAATTO 
GGTTTTTCAAATTTTTTGGAAAATGTCATTGGTAGTTTGACAGGAATGGCATTGAATCCGTAAATTGCTTTGGGCAATA 

TTGAGCATTGTTTTGTAATTCTCATTGTAGAGATTTTTCACCTCCCTGGTTAGCTGTATTCCTAAGTATTTTATTTATO 

TTGTGGCTATTGTAGGATTGTGTTCTTGATTTGGTTCTCAGCTTGGATGTTATTGGTGCATAGAAATGCTACCGATTTT 

TGAATATTGATTTTGTATACTGAAACTTTGCTGAAGTTGT1TATCAGATCTAGGAGGTTTTGGGCAGAGACTATGGGGT 

TTTCTAGGTATAAAATCATACTGACTGGTGGAGCCAAGATGGCTGAATAGGAACAGCTCCAGTCTAAAGCTCCCAGCGT 
GAGNGATGCAGAAGATGGGTGATTTCTGCATTOCCAACAGAGGTACCA 

GGTGI^GGACAGTGGGTGCAGTGCACCGAGTGTGAGCCAAAGCAGGGCGAGGCATC^ 

GTCAGGGAATTCCCTTTCCTAGTCAAAGAAAGGGGTGACAGACGGCATCaSGAAAATOVGGTCACTCCCACCGTAATAC 

TGCACTTTTCCAACAGTCTTAGCAAATGGCACACCAGGAGATTATATCCCGTGCATGGCTCAGAGGGTCCTATGCCCAC 

GGAGCCTTGCTCATTGCCAGCACAGCAGTCTGAGTTCAAACTGCAAGGCGGCAGCAAGGCTGGGGGAGGGGCTCCCGCC 

ATTGCCCAGGCTTGAGTAGGTAAACAAAGCGGCTGGGAAGCTCGAACTGGGTGGAGCCCACTACAGCTCAAGGAGGCCT 

GCCTGCCTCTGTAGACTACACCTCTGGGGGCAGGGCATAGCCAAACAAAAGGCAGCAGAATCCTCTGCAGACTTAAATG 

TCCCTGTCTGACAGCTTTGAAGAGAGTAGTGGTTCTCCCAGCACGCAGCTGGAGATCTGAGAACGGACAGACTGCCTCC 

GCAACTGGGTCCCTGACCCCCAGTAGCCTAACTGGGAGGTACCCCCCAGTAGGGGCAGACTGACACCTCACACGGCTGG 

GTACTCCTCTTAGACAAAACTTCCAGAGGAACGATCAGGCAGCAACATTTGCTGCTCACCAATATCCACTGTTCTGCAG 

CCTCTGCTGCTGATACCCAGGGAAACAGGGTCTGGAGTGGACCTCCAGCAAACTCCAACAGACCTGAAGCTGAGGGTCC 

TAACTGTTAGAAGGAAAACTAACAAACAGAAAGGACATCGACACCAAAACCTCATGTGTACGTCACCATCATCAAAGAC 

CAAAGGTAGATAAAACC^CAAAGATAGGGAAAAAACAGAGCAGAAAAACTGGAAACTAAAAATCAGAGCACCTCTCCTT 

CTCCAAAGGAACGCAGCTCCTCATCAGCAACGGAACAAAGCTGGATGGAGAATGACTTTGACGAGTTGAGAGAAGAAGG 

CTTCAGACAATCAAACTACTCTGAGCTAAAGGAGGAAGTTCGAAGCCATGGCAAAGAAGTTAAAAACCTTGAAAAACGA 

TAAGACGAATGGCTAACTAGAATAACCAATGCAGAGAAGTCCTTAAAGGACCTGATGGAGGTGAAAACCAAGGCATGAG 

AACTACGTGACCAATGCACAAGCCTCAGTAGCCGATTTGATCAACTGGAAGAAAGGGTATCAGTGATGGAAGATCAAAT 

GAATGAAATGAAGTGAGAAGAGAAGTTTAGAGAAAAAAGAATAAACAGAAACAAACAAAGCCTCCAAGAAGTATGGGAC 

TATGTGAAAAGACCAAATCTATGTCTGATTGGTGTACCTGAAAGTGATGGGGAGAATGGAATCAAGTTGGAAAACACTC 

TGCAGGGTATTATCCAGGAGAACTTCCCCAATTTAGCAAGGCAGGCCAACATTCAAATTCAGGAAATACAGAAAATGCT 

ACAAAGATACTCCTCAAGAAGTGCAACTCCAAGACACATAATTGTCAGATTCACCAAAGTTGAAATGAAGGAAAAAATG 

TTAAGGGCAGCCAGAGAGGAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTTGGCAGAAA 

CTCTACAAGCCAGAAGAGAGTGGGGGCCAATATTGAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATCC 

AGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACC 

AGGGCTGCCCTAAAAGAGCTCCTGAAGGAAGCACTAAACATGGAAAGGAAAAACCAGTACCAGCCACTGCAAAAACATG 

CCAAATTGTAAAGACCATCAAGGCTAGGAAGAAACTGCATCAACTAACAAGCAAAATCACCAGCTAACATCATAATGAC 

AGGATCAAATT(^CACATAAC^TATTAACCTTAAATGTAAATGGGCTAACTGCTTCAATTAAAAGACACAGACTGGCA 

AACTGGATAAAGAGTCAAGACCCATC^GTGTGCTATATTCAGGAAACCCATCTCACGTGCAGAGACACACATAGGCTCA 

AAATAAAGGGATGGAGGAAGATCTACCAAGCAAATGGAAAGCAAAAAAAGGCAGGGGTTGCAATCCTAGTCTCTGATAA 

AACAGACTTTAAACCAACAAAGATCAAAAGAGACAAAGAAGCCCATTACATAATGGTAAAGGGATCAATTCAACAGGAA 

GAGCTAACTATCCTAAATATATATGCACCTAATACAGGAGTACCCAGATTCATAAAGCAAGTCCTTAGAGACCTAGAAA 

GAGACTTAGACGCCCATACAATAATGGGAGACTTTAACACCCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGT 

TAACAAGGATGTCCAGGAATTGAACTCAGCTCTGCACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAAA 

TCTACAGAATATACATCTTCTCAGTACCACACCGCACTTATTCCAAAATTGACCACATATTTGGAAGTAAAGCTCTCCT 

TAGCAAATGTAAAAGAACAGAAATTATAACAAACTGTCTTTCAGACCACAGTGCAATCAAATCAGAACTCAGGATTAAG 

AAACTCACTCIAAAACTGCACAACTACATGGAAACTGAGCAACCTGCTCCTGAATGACTAATGGGTACATAATGAAATGA 

AGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGACACAACATACCAGAATCTCTGGGATACATTCAATGC 

AGTGTGTAGAGGGCAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAAATGGACACCCTAAC^ 
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ACCCAAAAGTCATTCAGGAGCAGGTTGCTTATTTTTCATGTAATTGTATGGTTTTC 

AATGGTTTGGCTCTGTGTTCCCACCCAAATCTTGCCTTGAGTTGTAATTGTCATAATCCCCACGTCAAGGGTGGGACCA 
GGTGGAGGTTATTGGATCATGGAGGTGGTTTCCCCCATGTGGTTCTTGTGATAGTGAGTTCTCATGAGATCTGATGGTT 

TTATAAGC^TCTGGCATTTCTCCTGCTTGCACTCACTCCATCCTGCCGCCTTGTGAAGAAGGTGCCTGCCTTTCCTTTG 

CTTTCTGCCATGATTGTAAGTTTCCTGAGGCCTCCTAGGAGTGCAGAACTGT^ 

AATTACCCAGTCTCAGATATTTCTTCATAGCTGTGTGAGAATAAACTAAT^ 

GGTCTGAAAGTGTGGTTGGTATGATTTCCGTTTTTTTGAACTTGCTAAGAATTGTTTTATGACACATT 
TCTAGAGTATGTACCATGTGCAGATGAGAATAATGTATA^ 

AGGCC^^TTAGGTGAAGTGTTAAGTTCAGGTCTCGAATATATCTATGCT 
TGTGAATAGGGTGTTGAAGTCTCCCACTATTATTATGTGGTTATCT^ 

ATGAATCTGGGTGCTCCTGTGTTGGGTGCATATATATTTAGGATAGTTAGGTCTTCATGTTGAATTGAACCCTOT 
TTATGTAATGCCCTTGTCTTTTTGATCATTG^ 

TGCTTGGTATAATTTTCTTCATTCCTTTACTTTGAGCCTATGAGTGTCACTGCATGTGAGATGGGTCTCTTGAAGATAG 
CATAC&GTTAGGTCTTGTTTCTTCATTC^C^ 

AGGTTAACATTGAC^TGTGTGGAGTTGATTCTGTCATCATGTTGTTAGCTGGTTATTATGCAGACTTGATTGTGGAGra 

GCTTTATAGTATCAGTGATCTATGTACTTAAGTGTGTTTTCATGGTGGTGGGTAATGTTCTTTTCTTTTCATATTTGGT 
ACTTCCTTATGGACTTCTTGTAATGCAGGTCTGGTGGTAATGAATTCC^^ 

TTCTCCTTTGTTTATGAAACTTAATTTAGCCAGATATGA^TTCTTGGTTGGAATTTCTTTTCTTTAAGAATGTTGAAT 
ATAGGCCTCTGGCCTCGTCTGGCTTGTAGGGTTTCTGCTGAAAGGCCTGCTGTTAGCCTGATGGAATTTCCTTTGAAGG 
TGACTTGCCAGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCACCTGAGG 
TTGGGAGTTCGAGACCAGACTGACCAACATGGAGAAACCCCGTCTCTACGAAATACAAAAATACAAAATTAGCCAGGCG 
TGGTGGCACATGCCTGTAATCCCGGCCCTGGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGTGAAGACTGTG 
GTGAGCTGAGATCGCTTCATTGCATGCCAGCCTGGGCAACAAGAGCAA^ 

TATTTTAATGAGTTGGACTCAGATTAGCTAATAAAAATTGCCTAAGTGTGAACCTTCATATTTCCTATGTATGGGGAAT 

GTTACGAGGTATGCTGGTGGGAACACAGGAGAGCACATGGAATGATTATCCCCCACTTGCAGAATTTCTTGTTTGGCT^ 

GAAAGGGAACATACTTGTACAAAAGGCATAAAAAGATGTTTAAAGAGGTGAGCAAAGGCTCAGAGAGTAAGAGAAA 

GAGACTACAGAAATATTCCATAAAGGAAGATTCAGGAAGAAGTGTGTCAGAAGTAGAGCAAGAGCGAAGGTTGGATTTG 

CTGACTACTACTAATCCATTTCTCAGGAGCATGTGCAGATGCACATGGGAGGTTATAATGTCGGTATCTGTTAGAACCC 

TATTCTGTTGGCGAGAAGTCAATCACACAACCCCACTTTTCTGCTAGGGTGGCTGAAAAATACTTTACCTGTGTTCCTG 

GAAGGAAAGTGAGGCTTTTTTGAGCATTTAACCAGTCTCTGCTACACACCCACTGGAACTTTGCAGAATAAACTTCAGT 

TCCTCTCCTCCTCATTCATTTTTTAAACCTTCCCTTCTCCAAGTGAGACACTGTTAGTTCTATCAACTATTATTCATAT 

ATTTATTTTTGTTCCCAAACCCTCTACTATCCTGGCCATCA.TAAAGCAAACATTCTTGATTTTTATTGTTCTTCTCAAA 

ATGAGATGCTCACTGTAGAACGTAATACTGTATATGTGATTTTTTAAAATGCTGGTAAAGTGGGATTATTGTTTTCATT 

GATTTCATAACTATCAGGTCAAAGAGAGGGCCAAGATTGGGGACTTTGCATTTTTAAAAAAAGAGAATTTGAAGAAGGA 

AAAGGGTCTCCAGGATGCCACTTCAGTATGGCAGCTGTGGGAAGCACTAGTGGTAAGGTGCTAGCTATTCTTTCCTACT 

TCTCCAAGAGGAAAAAGGGTACTCACACTCACAAATCAATTCATTTCCATCAAAACTCCAAAGTGAAGTCAAGGAGAAT 

AAGTGCACTCAAATGA1X3ITACTTATATATTAGATTATGGATTTAAATAAAACACCAAGGATTTCTGTATTAAAATCTT 

tttattgtgatgttaactagtccacatgtct'tacatagtatctaggtcttatgcttaataatttggccagtagtccaaa 

TTATTACATGATATATAAGCAAATTAGCATTGCTATAAGAAACTAAAATTTATCACCTGCTGCTAATATGGCATTGATG 

TTGTGCCATTTCAGCATATCCCTATGGCCCCATTCCTGATGTTTTCATCTGTAGATCCAGTGAGGAGAGAAAAAAATGA 

GTCGTTTTTTCCTGTTCTTTTCTTTCAACAGTTGTGCTTTCAGTGTTCTCTGTTAAGAAATATTATAACCCTGAGGGAG 

TGAATGTTCTTATCAGAGAAGAGAACTGGTTGAAAATGATTTAGTTTCTGAATTCCTAGAAGAAGGGAAAAAGCCTAAG 

TGTCCATCTCTCTATCTAGTCTACTAATAGGATTACCTATTTCAAATATATATAATTTTTCTAAATTGAGTTTTTAATG 

TCAAAGTTTCAGGATCCACTGGTTTCCATAGTTTTAGTTTGTCCAGTTGTTTATGGTTAGGCTCATTGTGAACAGTGAC 

CATTATACTTCTCTTTTTCTATAAATGTGGCTGCTTTTGAGAATGGAAGTTGTAGGAAACAGAATTCATTGTAATCTGA 

ATTTAAATTTAGCTTCCTGTTGCAGCTCCTCCCCTCCCCCTCCTCCCTCATGTTTCTCCCTGTCCCCAGACTGTCTTTC 

AGAGGCAGATGCTATGCACATAAATGACATTTATTGATTTGAGTATTAGAGACTTTTTCTTGACAGACTCACCCATCA.C 

AATATTTAAGTAATATTAACAGTTTCCCACCAAGAACTCAGAGTAAACTAAACAGTGAGTATCCAGGCAGAAAGCCATG 

TACTTTTAGAGCTCAATATGTTTATAATATATATGAAGGCAAACATAGAGGCAACATAAATACCTATTCTACTTGGTTG 

TAATCTGCCAATTTATATTTTTCGGAGAAGAGTTTATCACTAAATC^CTGAGAGGCAGAGTAGGATATCTGGGGGAAAT 

GGTGGTGGGCGGGGGGGAAGTTTGTTATCTGGAAAAAAGATTGGGAGCCAGGGAGGATTTTCAAATTCGAATCCCTCAG 

CTCAGTCTTGGGGCATTTGTTTTGCCATCTGAATTATCTTGGAACCCAGAGAAAAACTGGTTGTGAAAACTACAGATGC ' 

AATTTTCTTCTTTGGCTTTTCCCATAATACTGTAATTATAAACCATGCTGTGTTAGAGTGGAACATTCTTTGGAGAGCA 

TCCTAAAGTGCACTTTGATCAAATTTTGCCTTATGTGGCAACATTTAGAAACACAAGCCTTCGTGGGGTTTCTGGCTCT 
ACTTTTTACTGATGGGCTGATAATCTTATAGTAGCATTAGTTTTGC 

TTAAAATTGGACAATCCTTAAATGTCTACAGCAACGTTAGAAACAGACCCACAAGTGGGTGGGTCAGACTAGTTTGGAA 
ACCTCCAATCTTGGCTATTTGGTACCTCAGAATTCAACAAGGGATGTTGGAAAATTTTC 

TC^GTTTTGCAAAAGATTATACTATAGAACACATTGAAAAAGAGAAGGTTAGCTGGAAAGTCAAACATAATAGAATTTG 
AAAATTACTAGGCTTTAAGTTATGAAAATATTTCCCATATGTTGAGACAGAATTTGTATTCTCTTTTTTCTCAATGGC^ 
TTTTATGAGACTATATACTGCTGCTCTTCTGTATAAATAGAATAGAAACATCTCCATTTTTAAATTGTCATGGAAATAA 

Fig. S.'SSi 



WO 02/074992 



PCT/IB02/00565 



mhccmqctwh^^ 

^TCTMJraraACTTCQOMU^ 

GGCAATTTCACAGTTCCATTGGCGTGTTC 

ACCTCTGGGGTTTTGCCT^S 

TTGCCACTGCATTAGTCTGTC^CGTT^ 

tatatttggtgaaatatacttcgta^^ 
. taattgccgtttttctgct^^ 

™AA T GAATATG T C*TTC^^ 
ATTGAACTTCTCC^GTTTATT^^ 

atac^cacacattgtaatatgtagtotS^SS 
aaaagtgccagatatgttaaggtt^ 

TGAGCTATATGTTAGCTC^C^ 

tgtgaaggcttatagaactgttaaa™ 

ACCTTTTCTCTCTCCOTT^^^ 




cggtgaaaccccgtctctactaa^^ 

Fig- 6^'^; 



WO 02/074992 



PCT/IB02/00565 



75/375 

GGGCGACAGAGGGAAACTCCCGTCTCAAAAAAAAAAAAAAAAAAGAAATCCAGATATAACCACACAATTACATGGCAAT 
TGAACAACCTGCTCCTGAATGACTCTTGGGTAAATAATGAAATTAAGGTAGAAATCAAGAAGTTCTTTGAAACTAATG^ 
GAAAAAAGAGACATCATACCAGAATCTCTGGGCCGTAGCTAAAGCGGTGTTAAGAGGGAAATTTAGGCTGGGCACGGTG 
GCTC^CGCCTGTAATCCCAGTACTTGGGGAGGCCTAGGTGAGCGGATCATTTGAGCTCAGGAGTTTGAGACCAGCCTG^ 
CCAACATGGTTAAACCCTGTCTCTACTAAAAATAC^AAAAGTAGCTGGGTGTGTGGCACGCACCTGTAGTCCCAGCTAC 
TTGGGAGCCTGAGGCAGGACAATCTCTTGAACCTGAGAGGCGGAGGTTGGAGTGAGCGAGATTGTGCCACTGCACTCCA 
GCCTGGGTGACAGAGTGAGACCCTGTCTAAACAAAACAAAACAAAACAAAACAA 

TCCCACATCAAAAATCTGGAAAGATTTCAAATTAACAATCTAACATCACAACTAAAGGAACTAGAGAA 
CAAAACCCTAAGCTAGC^GAAGACAAGAATAACCAAGATCAGTCTTGAATTGAAGGGGATAGAGACACAAAAAAATCCT 
TCAAAATATCAACAAATCCAGGAGCTGGTGTTTTGAAAATAATTAATAAAAGAGACTGCTAGCTAGACTAAAAAAGAAT 
AAAAGAGAGAAGGATCAAATAAACACAATTAGAAATGATAAGGGGGATATCACCA 

CCATC^GAGAATACTTTAAACACCTCTATGTATATATATTGGAAAAACTAGAAAAAATGGGTAAATTCCTGGACACATA 
CACCTTCCAAAGACTGAACCAGGAAGAAATTGAATCCCTGAACAGATCAATAACAAGGTCTGA^ 

AGTAACCTACTAACCAAAAAAAGCCCTGGACTAGATGGATTAACAGCTGAATTCTACCAGAGGTACAAAGAAGAGCTGG 
TACTATTTCTGCTGAAACTATTCCAAAAAAAAGGAGGGACTCCTCCCTAACTCATTCTATGAGGCCAGCATCATCCTGA 
TACCAAAACCTGGCAGAGATATAACAAAAAAAGAAAACTTCAGGCCAATAT^ 

CAATAAAATACTGACAAAACAAATCCAG(^GCACATCAAAAAGCTTATCCACCATGATCAAGTTGGCTTCATCTCTGGG 

ATGCAAGGTTGTATCAACATATGOU^TCAATAAATATTATTCATCCTATAAAAAAAACTAAAGACAAAAACC^ 

TTATCTCAATAGATGCAGAAAAGGCCTTTGATAAAGTTCAACATCCACTCATGTTAAAAACTCTCAATAAACTAGATAT 

TGAATGAACATACCTCy^AAATAATAAGAGCCATATATGACAAATCTACAGCCAATATCATACTGAATAGGGACAAAACA 

AGGATGCCCTCTCTCACCACTCCTATTCAACATAGTATTGGAAGTTCTGGCCAGGGCAATCAGGTGAGAGATAGAAATA 
AAGGGTATTO^TAGGAAGAGAGGAAGTCCAGTTATCTTTGTTO 

AGITTCAGCCCAAAAGCTTCTTAATCTGATAAGCAACTTCAGCAGTCAGGATACAAAATCAATTTGCAAAA 
TATTCCTGTACACCAACAGCAGGCAAGCAGAGAGCCAAATCATGAATGAACTCCCATTCACA^ 

AAAATACCTAGGAATACAGCTAGCAAGGGAAGTGAAGGACCTCTTCyUVGGAGAACTACAAACCAATGCTCAAAGAAATC 
AGACATAACACGAATGGAACAACATTTCATGCTCATGGATGGGAAGAATCAATATTGTGAAAATGGTCATGCTGCCTAA 
AGTAATTTATATATTCATGCTATTCCCATTAAATTACCATTGACATTCTTCACAGAATTAGAAGAAACTATTTTAAAAT 
TCGTATGGAACCAAAAAAGAGCCCAAATTGCCAAGACAAGCCTAAGCAAAAAGAGTAAAGCTGGAGGCATCATGCTACC 
TGACTTCAAAATATACTACAAGGCTACAGTAGCCAAAAC^GC^TGGTATTGGTATAAGAACAGACACAGAAGGCTGGGC 
GCATTGGCTCACGCCTGTAACCCCAGCATTTTGGGAGGCCTAGGCAGGCAGATCATGAGGTCAGGAGTTTGAGACCACC 

ctgac<^catggagaaaccccatgtctactaaaaatacaaaaat^^ 

GGTACTCAGGAGGCTGAGCCAGAAGAATTGCTTGAACCTGGGAGGTGGAGGTTGCAGAGCTGAGATCGTGCCACTGCAC 
TCCAGCCTGGGC^CAGAGTCAGACTCCATCTCAAAAAGAAAA^ 

AGAGAATAGAGAACTCAGAAATAATACCACACACCTCCAACATCTGATCTTTGACAAATCTAACAGAAACAAGCAATGG 

GGAAAGCATTCCATACTTAATAAATGGTGGTGGGAGAACGGGCTAGCCATATGCAGAAAATTGAAATTCGGCCCCTTCC 

TTACACCATATACAAAAATTAACTCAAGATGAATTAAAAACTTAAATGTAAAACCCAAAACCATAAAAACCCTAGAAGA 

AAATCTAGGCATTACCATTCAGGACATAGGTACAGGCAAAGATTTCATGATGAAAATGCCAAAAGCAATTGCAACA 

GCAGAAATTGACAAATGGGATCTAATTAAACTAAAGAGCCCCTGCACAGCAAAAAAAAACTATCATCAGAGTGAACAGA 

CAGCTTACAGAATGGGAGAAAATTTTTGCAATCTGTCCATCTGACAAAAGTCTAGTATCCAGAGTCTACAAGGAACTTA 

AACACATTTACAAGAAATAAACCAATGGCCCAATTAAAAAGTGGGCAAATGAGATGAACAGACACTTTGCAAAAGAAAA 

CATTCATGCAGCGAAGAAGCATCTGAAAAAAAGCTCAGCATCACGTCATTAGAGAAATGCAAATCAA 

ATACTATCTCACACCAGTCAGGACAGCTGTGATTAAGAATAAAAAAAACAACAGATACTGGTAAAGTTGTAGAGAAAAA 

GGAATGCTTTTACACTGTTGGTGGGAGTGTAAATTGGTTCAACTGTTTTGGGAGACAGTGTGGCGATTCCTCAAAGACC 

TTGAGGGAGAAATACCATTTGAGCCAGATCCC^TTACTGGCTATATACCCAAAGGAATATAAATCATTCTATTATAAAG 

ATACATACATGTGTATGTTCATCACAGCACTATTTACAAAAGCAAAGACATCGAATCAACTTAAATGCCCACCAATGAT 

AGACTGGATAAAGAAAATATGGAACATATACACCATGGAATGCTATGCAGCCATAAAAAAGGATGAGTTCATGTCCTTT 

GCAGGGACATGGTTGGAGTTGGAAGCCACTGTCCTCAGCAAACTAATGCAGGAACGGAAAACCAAACACCACAGGTTCT 

TACTTATAAGTGGGAGCTGTATGATGAGAACACATGGGCACATGGGGGAACAACACACACTGGGGCCTGTGGGGGTGGG 

GTGGCTTGTGGAGAGGGAGAGTATCAGGAATAATAGGTAATGTATACTGGGCTTAATACCTAGGTGGTGGGATGATCTG 

TGCAGCAACCACCATGGCACATGTTTACCTGTGTAACAAACCTGCACATCCTGCACATGTACCCTTGAACTTAAAAGTT 

GAAGGAAAAAACAAAAGAAGGATATGTTCTTAGTTTTCTATACCTATGAGCCAGTCAATTGGAAGTGAAAGCTGGGTAT 

GCCAAGGAATAACTAAATTCCCTTTACGGTTTCAAAGTTAGAACCTATTTTTCTCTTAAGATTATGGAATTGATTATCC 

ATTACTTTTGGTTTTAAAGGCTGTCTTCAATGGTTTTAGTGACAAGTTGGTCACAGCAGCATTA 

AAGCTATTTTGAACCTAAAATTCCTATCAGAAGGTTGAAAAAAAACCTAATTT^ 

ATTATTTGATTTTTAAATTTCCGACTCCACTTGGAATGAAGACACAATCCAGTAGTTAATATTAAAGTATGAACTTTC^ 

TGACTGTTGAAATATAACAGAATCGCACTGTGTTTGAATTTACTGTGATATATTTCTAATGTCTTA 
TCTCTTGTTGTTATTGCTGACACAAACCAAAGAACAAGAATTTC 

ATGAAGGGTC^GATAATGGATGTTAATCATCCTCAITGATGGATACATTGACAGGAAAACATAATTGAATTGCACATAT 
TAGTGGAAGATAAAAAACCATTTCACAAATCGTTCTTAGTAGAGAAAAAAATGATAGGAGAGCTAAAATTGATGTGAAA 
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^^^"AAATAAATTTTCTGTACCTQATAAGTTAATTGGAATTTT^CCTGTJ^ 

OTCTOCAiJftAGATTQAGnARSAATCTTOrGC^ 
^^CATACTTCTCC^TATATTGAATTC^ 



rcCCTGCAAAG^TCAACTCAITCTreTrrA^^ 

CAACTTTGTC 
TGTAAAAATA 
3TACCTCAAG 
^ATCTCTGAC 

AAAATTCATATGTTGAAGTCCTCACCTCCAAGGTGATTG'- HXSAATGTTTGTGTCCCTCC 



^GACAGCCTl^AATAGGCAAGGGGATC^^ 



GATGAAAGACTGCTTTTCCCATAAGA^ 



ATACTG 
AAGACT 
TGGCTT 
JITCTTG 
kGATTA 
kGTAAA 
^ATTGA 
TGGAGA 

TAAATTAGACTGCTCATCA^ : * " " " ^i^CCCTCAAAATTGG 



AGAAGACT 
AATGGCTT 
TAATCTTG 
&AAGATTA 
&AAGTAAA 
TAAATTGA 



AAAACTATAATTTACCAAGATAAATTTAAGAAGACTTCAATAAATCQAGAGATATACTTTGCTCATT(3ATf , apaar'B/-'T> 

.ATATGGGAGAGTAAAGAAGGTAGAATAGTCAGAATAATCTTG 
'AGTTGTATTATAACTGTAAAAATACAGTTGTATTAAAGATTA 

™ TTTTC AAGACACCAAAG-C^ 



TOAGGTTTTGACATAAGGATAGA^ 



TCTGACAAAGGACTTTAATCAATATCAC^TAAAGCACA— ::::±^ CT ^ GGACA ^TATTTG T AAAACATA 
AAAATGGGCAAAGCATTTCAAGGGACACTTTACAAAAG' 
ACATCTTTAGGCTTCAGCTAAATGCATTTACAACCACAi 



ACATCmAGGOTCAGCTAAATGGA™^™ 

JAAAATTAAATGTT 

:taccctttgacctagcaattccactcctat 
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CGAGACAAAAA<^ T A^^ 

^^? CCTCTG ^ G ^ GACTCAC ^ GAG AGATGAGAGAAC1TTCTAGGGAGATG 

AGGATGTGGGTTACATCTTTTTTTTGTTTGTTTGTTTGTTTTGAGACAGAGTCTCGCTCTGTTACC(^G^ 
AGTG^CCGTCTCTOCTCACTGCAACCTCCGCCTCTCA^ 

TTT^GTATTTTAAGTAAATTGGTAGTCAGTGTTCAGGAATCCTTCTAATGACTCTTCAACAGG 

G ?^ CGAGATCATAA ^^^ 

ACTCTTGAAAATAAATATTT^^^ 

TGGACCATGTCATAATAGAGAGGAGATAGTTGAAAAraAGTC^TATGTTCCAACAACAACA 

°^ CAATATCTOOTGTTGGGGAAGGGGGAGAGGA ^^ 
A^GTOATGAATGTTTGATAGAATT^ 

CAAGAAGTGTGTlTTATAITGITTCAGATGTATACCATTTTCrCTTAAGGTTTACAAGTT 
CTGTGGATTCTCTCATAATCCTCAGTTATTGTAAACCATACTTAGTGAGACCAAAAGC^TAT^ 

G I A ^ GGAAAACGGT ^ 

GTCTCTATTATGTGTATTATATGAATTATATATCCTAATTTACTTAACCATTCTTTTATTG 

ATTGCATACAAATTATTAGGGAACATCTGTGTGOVAACATTTTTATTTACATTTTGGATTATO 
CCGGAAGTGAAACTACC^GGT^^ 

ATGCTTTGTCTCACTGCCC^GTTGCTAGCCTTACATGGTTTTTTTTT 

OTAGGATTTTCTTAACGATTAGCATCATCTCTTCTCTAAAAACGTTATATTTGTTCGTTATATTGT^^ 

TOTTAAATTGAATTCTTTGACATT^ 

^ GG ^ AGCGGATAACATTCATAGTTTGATATOT ^^ 

™ GAG Z CTCTAATCGAGGOTGGCAATGTCAAG ^ 

TGCTCATTAAAGATGTTGCTCTTTGGATAAAC^GGAAACCCAGAAAAAAGAT^^ 

ttccttcgaga^gtgcagaacatttcgttcittagaaaatattcaggtctctttctttgtgSIS 

;^^ gtatta ^^^ 

atoatgcctttgctttatctatgtctgtatactctcctatttgttattattatttttatttttgagS 

^ GA ^ G f TATGTTGCCCAGGCT ^^ 

TTTTC^GTATGGGTTATTCC^TTTGAACAAACCATTAATTCTCTGCTCGTCTATAGTCA^ 

CAATCTCCATTCTGTTATGATTTATAATCATTTACTTCTCAGATGATTCCTCCTTTAGTGCTTTGTG 

TGGCTGGTCAGATGGAATCC^CATATCTTCCGTATGCATGTATAGATTTTACTCAAGCCACTAGTC 
I AC ^ CATATGAGTACCAACCTCTCTCTGATG ^ 

ATAAATTACTTCATCTTTCTCCAAATAACTCAGGGAATTTTACATTAACCTACCCAATTTA^ 

ACTAATCTGGC^CTATTTTAGTTGKSGGTTTCCTGGTAC^ 

^I^ AATTATAG ^ CAA ^^ 
A ^! C ? ACTGTTAA ^^^ 

ATCTCAGTAATTGGTAGGCAAGTTATITTTTATTGCTATTTCAGCAGTAGGGA^ 

TAGAAGAC^CAGATGGTGAGAGAOTATCATGATTTATA(MATCACCCAAATTGTCTAAAATTT^^ 
CCAGTOAGGGCAAAATGTCATGCTTATTTTGAGCTCCTATAGATACATTTAAATCAGflS 
TTATTTTTTTGAGGGGGGTGATATTTAAGGAGTTCTAGAAACAGCCTACATTAGACTOAG 
ATTTAAATGTTATAAACATTTTTCTAACQCATTTTCCTTTAAAGCACTCTGGGGAA 
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TTCTCAGATTATCTGCTTTTAGAACAACCTTC' 
AAGATTTTAGTGGGCACAGCAGCTGTTGACTC 

™<^catcatgtcaagaac^ 
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tctgactacaigagago^tctgtg^ 

CATTCTTCATTGTATTTTTGTTTTGTTTTATTTTGTTATTTGTAa^ 




gatttagttaaatcaatai^ttatttagS^gotS 

ATGCTCCTTTAAAATGCTGGAGG^^ 



i ^^A^^^CTACATTTGCTGATTACTTCCTATATACAAGATArTaaa^^^; AunuaaAATTTATTAA 
TTTTAGTTCTTGTCTTTGAAGAGCCTTCCCGSGTA^n^ri^ CTAAGTGCAAG GCACACAGGGTAAATAAGAA 

gcctgaagggggcgcctctcctaScIScSS^ 

AGGGGAGCTGCATTTTCCAACAGAAGGTGCATTTTGTATATTTGT^ 
TTCAG<K»TTTCTCTTC^ 



JAAGTTCTCATCCCTTTGTCMCTAAGA™^ 



™»CCTGAAAGGAMTCT^^ 

actgatgtaacatataagta™^^ 
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GCACATTOACAGGCCCT^ 
ATGAGGTAAAGTGTTAAGCTAcS 

tgtaa^agtacaatctgc^^^ 
^aatgccaaaaactittcagtag^^ 

TACATCAAATGATTAGGAGCAGACAGTTCMGAAACTAA 

i=i======E 

253KSSS 

ACCTCAGCCTCCTGGGTAGCTG^^ 

ggttttgctcttgcccaggctgg^^ 

^GGATTACAGGATTGAGCCA^^^^ 
TACTAAGTTTATTATTAACTAAGTAAGTT^ 

taaaactotcctgaataag^^^ 

TGTCAGCAGGCMTGTGTTTCACaSaactS 

attagtaagttaataa™cm£™^^ - 

TCCTOGCTCTCACMTG&TCCTaSacTCaSSS^^™ CCTGCTATATATTATITATGTCTACCAACT 
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ATGGTAAGCAAAAACATTCTTAACAAAAGCATGCTTTCTATAATTAAAGGACCAGAGAGGGTCAACCTAACAAGACAAA 

ACITTTAGATAATAACCACCATATTCCAGGTAAATAACAGAAAAAGCATTGTGGACCCAGTCACATCTATACCTGCAAA 
AGCCATGTCGGGAGCTTAGGTTTITACTTTTTTGAGATTC 

AAAAGGCAAGGAGGGAACCAGGAGTTTTATCATCACTGAGCTCCATTTCTATTCTCAGTGTCAGTGGAGACCACATGGT 

AATrCTGGACTTCCAAAGCCATCTGGAAGTAATAGGGTGCTCTTTCTTCTCCTGACTGGGCTGGTGTCCGTGGAGGCCT 

AGACAATATTCAGGACCTTCACCACTGCCCTATGATAACAAGGCCACCCTCATTACAGTGTTCCAACTGGGAGTTC 

CTCCTAGAATTCTCACCTTCACCCAGCAGTAATAAGGAGCCTCTTCCTAAGATGCTGAATGGGGAATCTGGGCTTTGCA 
TCCATGTGGAAATCATGAGGCAGTACCACCTGCCCCTTCACCTGC^ 

AGATTTAAATAAGAAATGGCATCTCTTAACATAATTTAAAAATGAACAGGTTTTAATAAATTATTCTrATACCAAGAAC 

TAGATCTCAAAATGAAGGAAAATTGCAATTAATAGATACCAAGACTGAGATGACAGAGGTGTTAGAGTTATTTGACAAC 

AGTTTTAAAATAGTCATGATAAAAACGCTTCAATGAGCAAATCTGAACACCTTTAGAATGAATGAAAAAGTAGAGAACC 

TGAAC^GGAAAGAGAAGCCCTCAGC^GAAATAAAAGAGAAAAAGATGAGCCACGTGGAGTTTTAGAACTGAAAAAT 

ACAATAACTAAAAGAAAAAGCTTAGTGGATGGGCAGAATACAGGAGATAAAAAAATAATAAAATGGAAGACAGAAATTA 

CCTAGCCTAAACAACAGAAAAAAAATAAATGGGAAAAACAAAACAAAACAAAACAAGAGCCTAATGGGCCCATGTAATO 

ATAACAAAAGATCTAGCATTCATGTCATCAGAGTACAGAAAGAGACGAGAAAGAGGGATGGGATGAAAAACTACTTGAA 

GAAGTAATGGTCCCAAACTTCCCAAATOTGGTAAAACACATAAACCTGAGTGAACCATAAACAGGATAAACCCAAAG^ 

ATTCATACCATTTCATAATTAAACTTTGAAAAATGAAAGACACAAAGAAAATCTTGAAAGCAGCCAGAGAAAAATTA1T 

CCTTACTTATATAAGAAAATCAATGAAATGGCAGTAGATTTCTCATCAGAAACCATGGAGACCAGAAAGAAGTGACACA 

CATTTTTTTTTATGTGCTGAAAGATAAGAATTGTGACCTATACTGAGTGAA^CACCCTCTTTAGGAATGAAGAGGAAA 

TCAA.GACATACTTAGATAAAAACAGATTATCACCAGGAGATCTGCTGTAAAAGAATGGCTAAAGGAAGTTAGCTAAGCA 

GAAAGGAAGTAACATAAAAAGGAACCTOGGAAC^TCAGGGAGGACAAAAGAAGATGGTAAGCAAAAATATGTATAAATA 

CCATAGACTTTCCTTCTCCTGAGTTTTCTAAATTATGTTTGATGGTTGACAAAAATTATAACATTTTCTGGTGTGGTTC 

TAAGTGTATGTAGAGAAAATATTTAAGGGAATTATAAGTGTGGAGGGTTAAAGGGACGTTCAAAGAGGTAAGGTTTCTA 

TACTTC^CTTTAAGTGATAAAATGACAAAACCAATAGACTTTGATACATTAAACAAATATGATGTAATACCTAGAGCAG 

CTACTAAAAAAGTTGTACAAACAAAAAGTAAAACAGTAGAGTTAAGCCCTAGCATACCAATTATTGCAG^ 

TAGTCCAAATGCACCAA1TAAAAAACAGATTGTTACCTTTTTTTGTGGTAAGAAGACATAAAATCTATTCTCTTAGCAA 

AATTTCAGTATATGATGTAATATTATGAACTCCAGCCCTCATGCTAGTACATTACATCTCTAGAATTCTTTATCCTATA 

TAACTGCATTATGCTATGGTACAC!AGGATGGTTTCCTTGATTTCTTGTTTGGATAGATCATTATTGGTGTAAAGAAATG 

CAAATGCTGGTATGTTGGTTGTGTATTCTGCAGCCTTACTGAATTCATTTATTAATTCTAACAGATTTTTGTGGAATTT 

TGTATCATGTAATCTGCAACTAGGAATAATTTTACTTCTTCTTTTTTGATATGGATATATTTTTAAATCTGTTTCCTCT 

CTAGATGCTTTTGCTAGAACTTTCAGTATTATGTTGACTAGAAGTGGCGAGAGTGAGGATCCTTGTCTTGTACTGGCTT 

TTAGAGGAAAATCCGCTTTTCCCCATTGGATATGCTAATTTTCTTTTGTTTGACTGTAGTAATCATTTTATTATGTATA 
TGTATATAAAATATTGTTTTATATACCTTAAA^^ 

AAACAAACAGAAGAAACTTAAAGCAAAACAAAGCAAAAAACAAAGACTGGCATTATGGAATAAAAAATATGACCTAACT 

ATATGCTGTCTAGAAGCAACTCACTTCAAATATAATGATATAGGCAAGTTCAAAATTAAAAAGATAAAAATGTATATCA 

TATAAATATTAATCACAGAAAAGCAGAAATAGTTATACTATCTGATAAGGTAGACCTCAGAGCAAAAAAAAAATACTAG 

TGACAAAGAGGTACATTATAAAATGGTGTTAAAAGAAAAACTTTAGACAAATTAAATTTAACAAGTTTAATCAAGCTAA 

GAATGATTCGCAAATTAAACAACCCCCAGAACCAGAATAGATTCAGAGCAACTCTGGCACTGCTGTGTAGTCAGAGAGA 

ATTTGTGGAAAGAAAAAAGAAAGTGATGTACAGAAAATAGAAATGGGATACTGAAACACCTGGATTGGTTACAGCTGGG 

TGTCTTATTTGAAG^GGTTOGAGTAGTTGGCTGTCTGTGAATGCTAAAGTATGGCTGCTGTGATTGGCTGAGACTCTG 
CTACTTACAAGAGTAGGrTGCTGTCTAT^ 

CTAACTTAAAATGTGTAAGGAGTGAGCTTTAGGCAAGTTTAATTAGGCATGGTAAAAGGGTCA.CTTCACGAAGAAAATT 

TAGCAATCTTAAATGCATATGCAGACAACAGAGCTGAA^TATCCAAGCAAAACCTGATGGAACTGAAAGGAGAAATAG 

ACAAATCTTCAATTACAGTTAAGACTCCAGCCCTTCTTTCTCAACAATTGATAGAACAACTAGGCTATAAGTCATCCAG 

GATATAGAAAAACTCAGCACCATCAACCAACTGGATCTAATCAACACTTAGAGAACATTCCTTTCAATAACAGCAAAAT 

ACACATTTTCCCCAAGTGTCTATAGAATTTATAACAATACAGATGATTAGGCCATGTAAAGAACCTCAACCAATTTCAA 

AACAATTAAATCATAC^GAGTGTTTGTTCTTTGACCACAGTGGAATCAAACCAGAAATCAATAAGAGAAAGATAATAGA 

AAAATCTGTAAACATTTAGAAACTAAACAACAACAGACTTCTAAAAATCCATGGATTAAAGAGAAACTCTCAAGGGAAA 

TAAAAAAAAGITAAGCTTAACAAAAGTACAAATGC^CTATAAAATTTGTGGGACACAACTAAAGCCATGCCAAGA 

AATGTATAGTACCAAATACATACATTAAAAAAGAGAAAAAGACTCCIATCAATAACCTAAACTTTTACCTCAAGAA 

GAAAAAAGAAGGTAAAATTAAACCCAAAGCACACAGAAGAAAAGAATTGGTTTTGTAGGCTGACTGGGGAAAAATAAT 

TATACAACCTTGCTTCTGITAAAAAAAAAAACATGAGTTCAAAAAACACATTGTGGCCTTCAAAATGCCA^^ 

TAAATTACCAGAAATTAAAATTAATAAATTGATTGATGGTTACTGTAATGATTAAGATAATGGTTACTTGT^^ 

TTTTTCCAATCATAACCAAACATATCTCTGGAAATGAGTCACTAAGGATGATGCAGCATCTTTCTTTCTCTTTTGATTA 

ATC^AAATTATATTAAATATATTTTATCTTATATTAAAGAACAGTTTAGTCATGAATTTAAGCTGGTGTTAGAGGATAG 

CTAAGTTGCTTCTCATAGTCATTTCCTTACTTATGTAATGAAGAGGAGAAAAATATTTTTACCAGTGGTTCTCAArc 

GGCTGGAAATCAGAATCACTTAGGGAGCTTAAAAATATACTGATGCCTGGGTCCCATCCAGCGAGATTCTGAATTGTTC 

TATGGCAGAAATTCTCAAAATACAGTATTAGCCTCTCAGCAGCAGCAGC7VGCACTTGGAAACTTGTTAGAAATGCAAAT 

TCACAAGCCCCATCCCTGATCTAGCAATCTCTGTTTTAACAACTCCTTCAAGTGATTCTGAGGCAGCAGGTCTCAAGCT 

ttaatgtgcatgcacatctcccagggaatcttaggaaaatacagAttttaatttgtggtctggatattacacactgtca 
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CAGATGCTAATACTGCTGGTAGCAAAAATATAATTTGAATTACAAGGGTCCATAGGACATCTGGATATTTGCATTTT 

AAAATTTTCCAAGTGGGAATGCAGCCAAGGTGAAAACAACTGGTCTAGATAGCTTTATGGTACACTGCC^^ 

GCAATCTGAATGATCTCTGCTTGGTTTTCTGTACCTGAGGTTGTAGAGTCACTGAAGAGCACATACTTCTTGTTCTC^ 

TAAAGTGATAATCCGGCTGGACATGGTGGCTCATGCCTGTGATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACT 

TGAGGTCAGGAGTTCATGACC^GCCTGGCCAACATGGTGAAAACCTGTCTCTACTGAAAATACAAAAATTAGCTGG^ 

TGGTGGCACATGCCGGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGTGGAAATTGC 
AGTGAGTCGAGATTGCACCACTGCACTCTGCACTCC^GCCTGGGT 

CAACAACAACAAGAACAACGAGAAGAACGAAACAAATAACAACAAAATAAAACCTAAAGTGA^^ 

TGGCTCCTTAGTTGCCTAAGAATCCCAGTTGTGATGGTTTTATCCCTTATTGTCTAGAACTAATGTO 
TTTTAACTTCATCTTGTTTTTCTCTACCCC^^ 

TACTC^GCTAAAAATTAGCTGATGAGATGCACAAATAATTCCAGTGTATCAGGAGAGGATCAGCTTCCTCCCTTTTAAG 
GTAACATGIGATCCTTTCACCATCTCCTGATGCCCTGAGACCAATGTCTTGAGAGCATCACATCTTGTTTCATGCATTCT 
GACTGGGCATGCTCATCTATTCCAGTGTTCCCAAGAAACACTCATCTArTOATCACTCTO^ 
TCTGGCTTGTCACT(3AGTGGACATTTTTTTTTTGATTTCTCAAAGTCAC 

ATCTTCCCTACGATGTCTGCGTCTCCTCCTGCATTCTCTGTTTCAGTGATAAGTAACTTGGGGGGCATTTTTGA 

CTTCCCTCTTTTCC^CCCCAAATGGAACTTGTTGTTAGGATCTGTGGATTCTATCACTCTTGATTCCACCTACTTTTCA 

CCATTTTGCCTCTACTTCTCTGGTGCAGGTCTTCACCATCTCTTGCTTAATTGCTGCTACAG 

CTGCCTTTAGTCTGTCTGTCCATCTCTAATCCACTTTCCATATGGCAGTGAGAATGTTTATTCTTGCCACTTCTTA 

CTAAAACTCTTTAGTAGCTCTCCATTGCTCTCAGAATTGAGAGTCCTTATTATGACTTAAAAATTATTAATTATCTGGT 

GCTTGCTCACCTTCCAAGGATCTTCTTTTCACCTTGAACTGGATGCATTTTCCGTATGTACCATTTTCTCTGTAGGTTC 

TAAGCCTTTGAAGAGGTGATGCCTCTGCTTGGAGTGTCTTTCCATTCTCCGATTTGCCTAGTTCTTATTCTTTTTTTAT 

TTGCTAAGACACTACCTCTGAATAGATGACTTCCTTGACCCTGCCTC 

CCTTAGTGTTAAAATTACCACACTGACCTTCAGTTCCCTCTTTACTTGTTTATCTTCCTCAGTAGCTC 
ATTATCTTCTTCACTCTGCCCTTAGCATCAAGCCTGATGTCTCTATTATAGTCTGTGCTAAATAATTATTAATAAACAA 
AATACCCAGTTAGTGTAAGGAAAGGAACCTGCCATGGTAAATAAGTGTGAGAGAGGTTTTGAGGTAGTCGTATAACTGT 
TAGAAATACACAAATCACATTATAGATAGTGGCTTCTCTCTTTATCACAGTGCTCAGTTTCTTO 

AAAAAGTATACCTAAAATAAGCGGAGAAGTCATTAGGTTGAATGACATATTCCCTTCTGCCGAGGTATTATAATATAAT 

TTTTAAAGGGCCTCAGTTAACAATTAAATTCTTTATATCCTTGCAGCAGTTCTTTTTTTCTAGGTTTCATTTC 

GAACTAGATGAGGATTTTTGTCTAACTGATACAATTCCACGTTCTGAGTCCTTGCCTTCTCTCTCTTTCAGTTTCTGGG 

TTGTATGTGGTAGATTGCCCAGTCTATACCTAATCAGCACTAGGTTGGAGAAGAATAAACTGCCTTCATGTTGTGGAGC 

TGG^GTCTTCTCTGTTGAGTGATAAACCAATGCCATTCTAAAAGATCTGCAGACCTGTGTGATCTCTTCTTCGAGGGA 

GC1GTAAGAACTAACTTTGATGGAAACACCAGTTTTAAAAGATTGCAGTTCATTTCCTACATGCATATTTGCCTAGGGA 

AATTTTGTAACATCAACTGAAGTTTACTAAATGAACAGCAAATGAATAAGTATACGGGTTGATGACAAACACTCCAGCC 

CAACATCTCTAGGGCCTTTGCCAATGTTTCACTAGAATTTTGGACCCTCAAGGTCATCTTAGTTTTACCATGTTCTCCT 

GATTTCTGTTGTATGGGGTCATCCTCTTTAGCAATCTGC^GAGCATAATTTTAATGCTGTCTCCCAGGTGGAGGGTTGA 

TGATCCCTTTATAGACCACATTCTAGCACAAATTAATGTCACTGTTTCTTCTGTAGGAGGAGCCTGGCACACTGAATAC 

CAGTGGAGTCTTGCTCTCTAGGCTTATCTTGGGAGCTAGTATGCTTATTCTTGTTTCTGTCCCTTTCCTTATGCACTGC 

CACAAAGGAATTGCTCTAGAATCCATTTCTTCTTCCTCATCTCCTCCGTTTCTTTGAATCTTATTTTGTAAAGTTCAAG 

CTTC^TTTCCTGCAATTAGGGAATAGATGATGGTCTCTAGGTGCTTTGTCATTCTCAATACTGTGTGCCATTCTTTTGA 

ATTACTTCATGTTCCTTTGGAGCAGAGGTTGTATCTTTTACTTTATATGGAAAAGTATGGCTTAGTGCAGCGTGTAACT 

CAGACTAAGGCAATTTAAATGCTGTATTTCATTTGAAATGACACATGGAGCTGTTTTTACCACATTTCTCACTGTCTTA 

TCTGAAAACCAGATTAGCGCAGGGAAGTCTTGGAGCTATTAAAACCTTCTCCTCATATTTTCTCTGGCTTTCAGAATGA 

CTATATAGGGCCTTTTCTTTGGTGGGGATTACACCTCACTGGCTCTCATGTAACCAGTCAATTTTCCTCTCACTTATTA 

TGGGACTGTGAAAGAAAGAATTAGAAGGTGAAATTATAGGATTAATGTTAAAAGGAATTAGTTAGCTTCTTTGTTCCTT 

TAATTTCCAGTTACAAGAAAAGAATTAGATGAATTAC^TTTCTATGGGCTTGATCTCATGTAATAGTAGCTATTACCAA 

CAAAAATATAACCAAATTGGACTTTTAAGAATGTTCACAGCAGCATTGTTTATAATGGCAAAACATTAGTATCAACACA 

GGTGTCCAACCACAGGAAAACAGTTAGATAAAATGTAATTAAATCCTTATGATAAAATGTGACCATTAAAGTTGCTGTO 

TTTGAAGAATTTTTAATGTGTGAAAATGTGAAAATGTGCTGATGGTATCATCAGCACCTAGTACCAGTGCCTGGCATGT 

GAAAACAGCTTCCAATAAATACATATGTAATAGCTTTATCATACCAGGAAAGGTGGCT^^^ 

GTACTAAAATGAAGAGAACATCAACTTCCTCTCTGCTAGATGGCC^CTATCTGC^TCTTTTATTCTCTTGAGTATTCTG 

GAATCIAGTAAAAATGGTGTTTTGAAAGAATCTTATCAGAAATTCAGCTACATCTTTGCTTGGCAATCTGAAGTT 

AAAGAACGTATTTCAATAATAAAGAATGACATAGAAATTTTTACATGGTAAATATTTAAATAAAATATGACATTTTAAA 

T^GTCCAGGGTTACTGTTTCAGAGCTGAATTCAGACATCTGAATGATAAGCGGAGATTTCATTGAGAAAATCTCTA 

CTTTATCATTCCTACTGGOTTACTATGTC^TGGAGAGCTCAAAATGTCATCACTGAATTAGTTTO 

TCCTGGTGGTGTTTTATATGTTAGTGACATTGATTTCTGGACTTTTCTTTTTCCCATAGGTCTTACCTC 

AATAGAATTGATTAAAATAA.CCTATAGAAATAAAAAGCAAAATAAAACAATAGAGATAAAGATGAAAAATGTGGTATAA 

ATGTTTTGTTATGATAAAAAGAAGCAGTTCGATCATGACATTTGCAGTTATCTTTCTTGCAGTGACCTTCTAGAA^ 
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CTCTTGACCTTCCTATCTCTTTCCCTG 

GACTCTTTGATTCTTCTGTCTCCCTCTGAACCA 

TTCATGTTCAGTCTCACTGTCTCTCCCCTGGCT 

TAGTCTTCCCC^TTTCAATTCATCTC^ 

CTTTATTAAGATGTAAATGACAAATAAATATTG 

GTGAAATCfATTAAACCAAGCAAATCAAT^^ 

ATCTACTCTTTTAGGAGTTTTTAAGTGTC 

TCTGGAGATTTTGCTATTTTCTTGCC 

AGAATGTTCACAGCAGCATTGTTTATAATC 

ATAAAATGTAATTAAATCCCTATGATAAAATGT^^ 

GTGGAATGTAGCAGAGCCTAATACCATATAAATACAAAATACAAGAAA.CATTTATGTTGTTTTTT 

CAGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTC 

GCGATTCTCCTACCTCGGCCTC^ 

TTTTAGTAGAGATGGGTTTCACCATGT^ 

TCCCAAAGTGCTGGAATTACAGGTGTGAGCC^^ 

GTTATTTCTGAGTGGCTCAATAAC^GC^G^ 

TTTTTATAATCAGAAAAACTTCCTCTAATC^ 

ATATATTTTTGGATCATGGGCCTCTTTC^ 

ATAGAC^CAAAATATGGCATAGAACTTCAGTAGGAT^ 

CTCTCATTTAAGAGATGATGGTGGACCCAGAGGATCTGCCTGCTCTCCCACAGGAGGCTGGGAGCAGAGGCAAAACTAA 

TTCTTAGTACTTTAAGCTTTTGCCTTGAAACTAGGCTGTC(^GGAGACTTGAGATCACTTTGCAATGCCCTTCATTATO 

TGCTACTGAGGTACCTTCTGTAAGTTGCTAAGCCTGTGAGGTAGCCGTCCACACCCGAAGAGGGTCCTCCCTATGGTGG 

TTACTAATGTTATTCTTTGTAGTAGTGCCAAAGCTTTTCCTTTTGGTAAAGATAAGCTTTTATTGGAGAGAC 

AGTGGCTTCTAAGTCAGTGGTGGGTCCTAGAAGTAAGCAAATAAAATGTGCGCCTCCCATTACTGAATTTTGTATCTAT 

TACTTTCTTAAACATTTCCTCTCAGATTTGATGATTTTGTTGTAAACAGGCATGATGAAGGCTTTTTTTCTTGAGAATG 

TTTGTTTTCTTCCATCATCTGGCAGTTTTCCTTATATGACCTTGACTATGGTGGTAACAGGAATGAGGCATCTGTCTGC 
TCTAGAATTTTTGATTGTGCTTGGT 

GAAAGGTCTCATTTCCTCTGGTTTTAAGTGATTTTGTTCTTTCATAGCCTTAAGTTAGCTAGTAAGTGAGGGAAAAGTA 

CCACTACCAGCACCCCAGAGCCAGCCTTTGACTGGGAATGAACGTGGAAGAGTGCCCTTTCTTTGTCAGAAACTCCTAC 

AGCGCCCTGATAAATCTTGCCACAGACAGCAGATTTO 

CAAACTVCAGATCTGGAAACAGCTGTCTGAT^^ 

GCCCTGAATCAAAACAGAGGATTGAATCCCTGAATTGAGCAGAGGAATTGTGGAAAAGGTAAGGAAATGAACTT 
ATGCCTCCAAGTACCAGCACTGGCCAAGGTGCTTTCATAGATGTAATATTGAATCCTAGGAAAACCCTGTGAAGTAGGT 

ggtggtggtcttatttttacaggtgaggaaactgaagcccaaagcgtattttgctgaagtatacagttagagacaaaac 

tgagtatgtctgcttccagtcaagctctttctcatctataacaaataggttgtatgacagcacatggttttgaagtgct 
ctaattatcttttatgtgtatgtc^ 

GAAAGATATAAACACACACACAACCCTCACATG 

ATT^CTGGCCCTGATGAAGATTTCCTCTCCTCTCTCATCTCTTTGCTTATATGCTGTTGTATATTTTCCAATCCTTTCC 

TCCCAATCATATTTCTAATGTAAATGTAACGGAAACACACGGACAGTTTTACGTCCTTATTCTATATGTATTGGCGATA 

ACTTTTTGCATAGCGCTTCATTCTGCACATAGTTTAGTGTTCCCCCACTGTCATCTTCATAAGATCTGCCTGATGAGAG 

GAAAAGCAGAAAGAGCACCATAGTCCCTGAACAATCTGGGCAGAAA.CACATGGGTTTGGGATAATACACGTGCACTTTT 

CTTCACTCCTCTACATCTGCTCAAGATGAAAATGGTTGGGACATTATCATTTTGTCCATAGCACAGGAGAACA 

AGTCATTTGGTTGAGCCTGGAATGCAAGAGAAAATGTGTCT 

AGACAGAAAGATGGGTATAACTTGGGTGTCTTCCTCCTGCTCTCTTAGAAATAAACTCTTGAAACTTATTGACTAGATT 
GTATATCCACCTAGAATTGGGCCAGAGTGAAGACTAA^ 

CIAGGAAACAGAAGCCTGGAGATTGCCTAGTCTCCTC^ 

C CCAAGGGTGAAGCAGCAGC AGC CTGGAGAAGCTGCCAATGGTAATAGGATGCCAAGAAAGAT^AAGTGAGCAAATTAGA 
AAGATGCCCACCAGCACTTATCTATTTGGA^^ 

ACTTGAAGGTTTCCTTCTTTATAAAAATTATATTAAAAAAGTACTCTCATTCCACTATCTATGT 
^TCATGGGGCTTTCCAATATCCTGCTGTGG 

AGTTTCCCTCTCTCTCTTTCTCCCTTGCATTTACTGATGATAAGATTGTGTTCAGGGTAGAAATTTGGCTGC 

AGTGACAACAGCGGACCCAGCCCTTGTAAATGTCTC 

CTCAGCAAGCCCTGTGAGGCAA&GCACCTTCTTC 

GGAGGGACC^CGCTCTTTGCAGTTCTGTAGCTTCTGTCCTGTTCTTGTGAACTTATGTTC^CTAATGTAAATGGGGCT 

TTATGTCTTTATTGACTTTGTAGTGAATACAATTGTCAGAGAGGCTGCTTCAAAGAATCACCTTGCTCTCCTCTGCCCT 

GACTCGGGGCTC^GCTTGGCAGGAGGTGTGATGTCT^ 

C^GGTGACTCTGGCCCCTTTTATGTC^ 

tctagtctagggtcccaccagctaaggcctcctgattgagccatctgtaatcccagggtggaccttgaggcagcctata 

AATCATTCTCTGCTCTGCCACTGTGTCAGGTTAAGGCTTGGAATTAAGGTTCCAAGAGAGGTAAAAGGTAAAACCAAGA 
GCTCATCAGACAGCCTGAC(^C^^TTTCCCTCTCCATTGTGCTCCTGTGGGTGAGGTCTCCTAGCCAAATGACT^ 
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TTATCTTGAGGACCAGGCCCAGTATCTGCTTATCCCTGAGGAGTGGGTTTTGGTTCCCTCACAGCCTGTGGAATTATT^ 
AAACAAGCCAGTCACATCCTCTTGTGGGGACCAGGGCTACCTTGCCCTTCTGTTA^ 

CCTGCCTGTTCACCTTTCCTGAGTGTGGCCCCTGTGTGGCCTGTGTGGGGTGCATTGTCCTCCCCTGGGCTG 
ATATGACTAGCGAACTGCTATTAATCTCCTCTGTTAAGGTT^^ 

GGGAACTCCTCCCTCACCAATGGGGTAAAGAAGACACTGCATTCAGCTTTTCTAGCCTCCTAGCATGTATAACTATATT 

TCCACTTTTCAACCACTTGCCCTCTCTCGTGTAATACACTACAAAGAGAAGGAAACATGCCTGTAATTTTCATCATGAT 

ATCCTTGGTGTCCAGCACAGTGTTCCCTGGCACTTGATAAATATCTGTTGGATAAATGAATGAGTGAATTCCAAGGGTT 

CTTTCTGAGTAAAGATTCCACTAAATAGTTTCTCCTCTCACTTGCAAAATGTTGTCACTCCATAATCAGGGATGGAATG 

AGGGGTGTGAGCTVGGGTGTGCACGTC^CCTCTAACTTCTCCAGGTTCTTCCAACCTC^GAGGTGTCCCAAGCAAGCCAA 

AGAGAATAACAGATCCTTAGGATGTATCCCACACCCCC!AGTTCAGTGCCATCTCAGTGTTAGATTGATGTACTTTTCTT 

GAGATAAACATTGACAGATGTCGCTGAATTTGGCAACCAACTGTACITCACATCTTCTGAGACATTCTAGTCCACTTAC 
CCAGTACATGTGAAAGGACTTTAGTGCCTCCCTCTTTTGTTCT 

GATGGCTGTTACCAGCAACAA.TGAGAGCGTGGGGCCTGGGGAGGCAGAGAGCTTTCATTCTAGTGTTTTTGTGATTGTT 

TTGGCTATAGCTAGGCCAAGGTACTGTCCTATTCTGTTTGTATTGCAGTCAAATTAATCAACAGGCATTTTTTTCTCAG 

CCATCTTCAAGTCGTGTCAGGAAAAATTTGGCCTACATGAGGTTTAGGAAACTATCTTTTATTTCCCTTTATTTTCATG 

AACATTTGAGCTTGAGGAGAATGTGAGCATTTTTCAGATCATTGGGTCTTATAGTTTCAGGCTTCATATTTTGTGCATT 

CCCACTTCTAAAGCTTTGTTOTCATATATTTGCCCATTCCTCCAATCTAAGTCTCACCATTTAAAAAGTTAAGTTCACA 

TCTGGTTTCTGGGGAATTGTTGCCTC^TTTATCTTTTTGTCTCCTTTTCAGAAATCCCTTOT 

ATTATTTTTATTTTAGTTTATTATTO^ 

ATaTAGTGATATTATTTTTATTTAGTTTATTATTTTTTCACATG^ 

TCTCAAAGCCAAGGACTTTGAGGAATTTTCTTTTCTTTCCAGGGTGCCTTATACAGTGCTCTGCTCATAATAGGTGTTT 
ATTTTTCATAATAGGTTTTCATTGCTTC^^ 

GTTCATAGGAGACAAAA.TAACAAAACTGGTGTCAGTTTGTTTGAGCTTACATTAAACGGGTTCACAAGGCCTCCTGAGC 

TCTGTGTATTGAAGCAACAGAAACCATGAAGCATTTTATTGCAAGAGCAATCAGGCAACTTCCCAGATGTTGCTAAACT 

CTGCTTTAACTGTTGTGTAGAGCTAGTTTTAACTGCATCTCCCACTGCTACTGGAGACAATGATTCTAGAGATGTTACT 

AATTGTCACTTGTTCTTTGCCTAGATTTCTTCTCTGCTCCTTGTGGCGTCACCCAGCCGCTAGACGGGCAATGGATTAG 

AATTTACIATGGAGGCTGTGGTCACGGTTGTCTCAGGTGTTAAGGAACAAAGAAAAAGAGGTGCAGAAAGAATAAATCAA 

ATCATTATTTTAAAATGTCTTAGTTTCCAACCAGGCAATGGAATTTAAGGGAGATTCCCTGACGGTTACCCTAAGACAT 

CTGCTTTGGAGCCCTTAGCAGAACTCTCTCTGTGGGATGATTGGTCCTAAGCCTCATTAACAGAGGCTTTGCGGCTCCA 

TTGGAGGTTGGTGCAGCACAGGTGGGCGTTAGCACAGAGGTTTATAGGACCAAACCCACTTCAGCAACCAGCACTAATT 

GGCTCCCCAGGGAAGTCCCATGAGAAGCTGTCAATCGTGAAGACTGAGTTTTTGTTTATAATATGTAGTGATTTCTCCT 

TTGCTGCTCTTTTTCCTCCCCTATCCAAACTGCCTTTCCTTCTTGCACAAATAGGTGGTGGTTCCCAAAGTACAGATAA 

TTAGAAAGTTGAGGCAAACCTTACTTTGATTCCAACTGCATTTTTCTCCACTCTCTATTCTCCCTAACCCTTCCCCTAT 

CCCCACCCTTAGTGTGAAACAATACCCTGTCATATGGGAGGAACCCTCGCTGAGGTTGTGCTGACAAAGCTAGAAAGTA 

GTGTTGAAAAATAAATGTACATCATCAGTGCATTTTATGAAGTGATTTCTAGT1TCTGTAATGTGACTTCAATTATGCT 

GAAAATGGAGATCTTAGTCTCATCACGTACTTTTGTTAAATCATTGTATTTTAAGGTTAAGTCACAGGGCAGGAAACAC 

CTrCTCTGCAGGATATTGGGTGTAAAATAAAGAGAGGCTTTCTGTGTCCTGGGAATGTTCTGCTAAGAAGACAGTGATG 

ATAATAGTTACCACTGAATAAGTACTGACATGTGAGGAACTACCAGGATCCCTGCTTTACAGGAAGAAGCCGAGGCTCA 

GAAGTACACTTGTCTAAGGTCCCAGAACAAGTGTAAGTGTCAGGATTTGAACTTAAGTTTGCCTGATTCCAAAAGTTTC 

TCTTCTTAAAAGCTGTGTTTTGCTCATGTTTTG ATTTATGTTTG CCCAAGGTCTTTTGGTC CAACTACAAAAATAATTT 

AAATTAGTTATCAGACCAAGCATTCTTTCCAGTGTTTGAGGGACGGGAGCAACTCAGGTGTAGTTGACTAACCATTCTA 

CATTGGTGTTATTTCGTGGGGTCAATTTCAGGGCCGTAATTCAGTCATAGTTATTGCCAAATCCAGGTGATAGTAGGCT 

TTGTGGGTGGTGAGGGTAGATTAGAAGGACTTTAGCTTGCTTATAATCTCCCCTGTTCTTTCTTACGCTGAGGTAGAAG 

GTTGGTGAAGAGACTAGAAAGACTTGGGGGTAAGTTCTCAAGTATTACACAAACTGAAATTTGGTTCTGTCAACTGCCT 

AGTTATGGGACATGATTAGTGCCAACAGGTCACAGGGGGATTTCACTTCCTCTGGTCAATATGATGCAGGATACAGGGT 

TGGGGGATGTyrCAAGGAAATAACAAACTGCAGAAACATCATTTTTATCTGTTTCATGCACACTTGTGGCCCAGGAGATT 

GGTAATTTCTTCTTTCTGATAATACTTAATTGAAGAGACTTTTATTTTTGACTAGTACTTACAGGAGGACTTAAGCCCG 

ATCAATGCAAATTGATTTTTTTAAAAAATCATTAAAATTTAAACCTTGGGCATTATCTTTAGGTTGTAAGTGCTAAACT 

CAGCCCACCTCTTTCTTTCATTATGAGCAAAAGTAATCAAAGACCATCAGTGCTAATTAATTCAGATAAGCCAAA 

TACATATTCTTAT1TTAAATGAAAGAAATGTTAGTG 

TAGAAAGGTACCAATTTAATTACATATTGAAATTCCTCTAAAGCCTTCTCAGAAGTACTTCCTTTTAGTTGCAGATTAC 
AAAAAGAGATGTAGGGGGAAGATATAAGGGAGAAGGAGAATCAGTTCAAATTGTTTTCAGGTCTOATTTGGCGTAGGAA 
AATTGATTCTGAAAATCTAAGTTTGGAAAATTAACTAAAGCAACTCTTCTGAAACATAACCTGG 

CAAACATTCAAGGTTGTTTCTAATTTGATCAAGAAATGGTATGGAACAATGCACATGTAATCTAAACCATATTTTAGC 
GTAATTTTTACCTTCTCCTATTGTATCCTATGTT^ 

TCCAGTCTTCCTTCATTTTTATGTCTTCCCATAGGGTAGAGAAAATTCCAGTAAACAATAAAATGATCAAAATATGAGA 
AAAATAAGGAGAATGAGAGACAGTCTCTGGGTGGCATATAAACAGGATGGCCATCCTCTGACTCACAGGCTGTCTTGTA 
AGGTTGGCAATGACTTTGAAATTTTATCAAGTCTATCTCTTTTCCTTTTGGCAAGACTATTCTTATACCTTTCCCAGTA 
GATGTTAATCTATCCTGTTTTTAAATGAAACTTCTAGTACAGAAGACACATGGTCCCTTAGGAACTCATTGTGAAATTA 
GAGGGTTTTCAGAGAAGGACTCTGTTGTTTATTTTGATTGTTCATCTTCTCCATAGGGATGATCAACTTTATATAAACA 
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^CTATGTTTCCCAGGCTGGTCTCAAACTCC^^ 

GCACCTGGCCATACTTAC1TTTGAGTAGTTGGTQATAATGATGATGTTC 

TTACTTCTTATAACAATATACTATGTTATACTTATGTCCATTTATAAATGGGAAAA^ 

^TTC^GAAGTTCCAATGAGTTAGTAGTGTTGGTCAAGTCGCCTCTTGGTATAATGTTA^ 

cc Z GAACTCTCCAGCCATCAAGAAAraATAGCC ^ 

^^^^^ 

GAAAAAGTGTAAATATGACACTTCTGAGCCGG^ 
^GCTGTATTAATTGAGCA^^^ 



^^ cagctatoaagtcgaatgaataatgcttcactogctt ^^ 



^^^^ 

ITTCTTTTCi 



CCA ^ AATTATTATTTOAGAAGCTGTGAAGACA ™^ 

^^ CACAATCGAOTCmTCTTAGGCTGGTAAT ™^ 

I C ^^ TAGCTGTTTACTCTAAAATTCAGATAGCCT ^^ 

AACC ^ ATTCCAAAGAAGACTCAATCCTOraAA ^ 

^ AGCATCCCTGGGG ^ 

GAA i CC S CAGAGCAACTGCCGTCAGCAGAACC ^^^ 
^ AGTCCAGTCATTA ^^ 

^ CAACATTCTAGTCAAGTTCCAAGTGGTAGGAAT ^ 
^ C ^ C 2 AGATGTGGCATGGGATGGAAAAT ^^ 



^^ CA Z^ TTCATTTCTATCCGTCTCATTATCAGCCCM ^^ 
^™" AG ^^ 



AAAAAGTCTGCTGTGAAATTTTGAATATTAATTGTGCCAATTGGAATGGCAT^ 
TCCATCTAACCTAAATACAGTCATGCATCACTTAATGAGAGGCATACAA^^^ 

A J^^ TCTAAGCATATCTAAACACAGAAAAAGCA ^ 



EATTATATCATAAAGA 
VTGCCCATCGATAATA 



m^ACCATTCGGCCCAGCAATCCTATTACTGAGTATATACCCAAAGGAATATAAATCATTCTATT^ 
GTAGATTGGATAAATAAAAAGTGGTAC^TATACACCATGGA^ 



CTCACITAC^GTGGGAGCTAAATGATGAGAACACATGGACTCATAGAGGAGAACAACAA^ 
GATGGACAGTGGGAAGGGGGAGAGGATCAGGAAAATAA^ 

GTACACCAAACCCCC^TGACATGAGTCTACTTATATAAC^CCTGCACATGTACC^ 

Fig. 6.'B6 : 



WO 02/074992 



PCT/IB02/00565 



86/375 

™™ TT ^ TAAAAAA ^^ 
^TOTCTAGTOATCT^ 



ACAG ? AGGTO ^ TATGCCAA ^^ 

?™ AACTAGGCTATAGGAATTTTTCAGCTTC ^^ CTATGGTA1 



TTGTTGAC 



? A ™S^r ATTAAA ^ 

I A I AAG ! GAAAAA ^^ 

ATAGCCCCAGTGTCTACAGAAAATATACATTTTCTATTACTGGGGTTACAGTGTATGTAGAAG 



'AAAAATGAGTAATAACT 
AATAAATTTGTCTGATG 

22E^ 



™™ cc ; GTATCTTTG ^^ 
A ™Ir CCTTAGCAGCCTGTTTGCATATTO ^ 

AAAATGATTOTGACACAACTTGTCCTCl^GACCAACTOTATr^^ 



^^ ACCTAAATCTTTAATAGAACACACCCAGCCCTGTGTGGGCA ^ 
TTGCATGGCAGTGGGCCATTTCCTGCTATCACTCAGGCCCAGCCTACCC^^ 

A I^ ATGCTGCTGTTGTTCTGAGAGTGATTM ^^ 



AAAA I GA ^? ACAGCAATACCAACCAAGG ^ 

2AGTCTGTCCTATTTCC 



^tgctaccacctgagtctgttaccatggtctcactcttgcatcaaagcagtcatctcctacct tctgtcctatttcc 



^ AC ^ CATTATCATCTGTTCAAATAGCACTT 
A S^ AATGTCTAGAGCACAGCAGGAACT ^ 

-TAGAAAAAGGTGATGGG1 
■JTAAXGTTTCTAGT'TPT'Af 

•^TATAATTATTATATATTTTTTTC^^ 



TOTGAGAGAGAGC^AGAGGAGAGAGAGGAAGCACTAGAGGACTCTAGAAAAAGGTGATGGGATC^ 



t™™^ TGAAAAAGTTOCATAATTGG ^^ 
ACTAGAGAAAATAAGrTACTTTTTACTAACAGTTCTAGAAACATCMCTAATAATCTTACTA^ 



Fig. 6.$n 



WO 02/074992 



PCT/TO02/00565 



87/375 

ATGAAAAAGAAGTTAAGAGACATGTTGGAGAGCATAAGATTGAATATATGTO 

GGAAGATTTGGGAAGAGG(^GTATCTGACTATAATGCAATTAAATTAATAATTTAAATTAAAAGACAACAAAAAGAATC 

CCACATGGATTTGAAATTAAATCAACACACGTCTAAACAACTCATGAGTCAAGCAAAAAAA 

ATTTAAAACTGAATGTTAATATTAATTAAATT^^ 

GTTATAGCTTTAAATGCCTATATAAGAAAATGAAAAAAGGTACAAATTA^ 

CATAGTAGATGTATATATTTATGGGGTACATGAGATATTTTGTACAGGCATGGGGTACAGGCATGCAATGTAT 

CAGATGGGGTGTAAATGGGGTGTCTGTCACCTCAAGCATTTATTTTTTGT^ 

GTTATTrAAAACTGTACAATTGAATTATTTTTC^ 

CTTTCTATTTTTTTTGTACTCATTAACCATCCCCACTTCCCTCCCTCCTCCACTACCCTTACAAGCCT 
CCCTTTACCATCTATCTCC^TGAGTTCAATTGTTTTAATTTTTAGCTCCCACAAATAAGTGAAAACATGCAAAGTTTGT 
CTTTGTGTGTCTGGCTTATTTAACTTAACACAATGACCTCTAGTTCCATCCACACTGTTGTAAATAACAGAATCTCATT 
CTTTTTAATGGTTTAATAATACTCCATTTTGTATATGTAACCCGTTTTCTTT^ 

CC^^TTCCTGGCTATTGTGACTAGTGCTACAATAAACACGGGAGTGTAGATATCTCTTTGATATACTGATTTCCTTTCT 

TTTGGGTATATACCTAGGAGTGGGATTGCTGGGTCATATGGTAGTGCTATTTTTAATTTTTTGAGGAACCTCCAAACTG 

TTCTCCACAGTGGTTGTACTAATTTACATTCCCACCAACAGCATACAAGGGTTCCATTTTCTTCACATCCTCGCCAGCA 

TTTGTTGTTGCCTCTCTTTTGGATAAAAGCCATTTTAATGAGAGTGAGATGATATCTCATTGTAGTTTTGATATGCATT 
TCTGAATGATGTTGAGCACCTTTTCATATATCTGTOT 

TTCACCCATTTTTAAATTAGATTATTAGATTTAATAGTGTTGTTTGTGCTCCTTATATGTTCTGGTTATTAATCCCTTA 
TI^GATGGATAGTTTGCAAATATTTTCTCCCATTCTGTGGGTTTTCTCTTTGCTTTGTTGACTGTTT 

AGAAGCTTTTTAACTTGATGTGATCTCATTTGTCC71CTTCTGTTTTGGTTGCCTGTGCTTGTGGAGCATTACTCAAGAA 
ATTITTGCCGAGTCCAGTGTCCTGGAGAGTTCCCCCAATGTTTT^ 

AAGTCTTTCATCCATTTTGGTTTTGTATATGGTGAGAGATAGGGATTGGGTTTCACTCTTTTGCATATGGATATCCAGT 

TTTTCCAGCACCATTTATAGAAGAAATCIATCCTTTCCCTAATGTATGTTCTTGGCATTGTTGTTGAAAATGAGTTCCCT 

GTAGATGTACGGATTTATTTCTAGGTTCTGTATTCTATTCCACTGGTCTATGTGTCTGCCTTTATGCCAATACCATGCT 

GTTTTTGTTACTATAGCTCTATAGTATAATTTGGAAGTCAGGTAATGTGATTCCTCGAGTTTTGTTCCTTTTGATTAGG 

ATAGATTTGGCTATTCTGGGCATTTTGTGATTCCATATAAATTTTAGGATTTTTTTTCTATTTCTGTAAAGAATGTCAT 

CAGTATTTTGATAGGGAGTGI^TTGAATCTGTAGATTGCTTTGGATAGTATGGACATTTTAACAATATTC^ITCTTCCA 

GTCCATGAACATGGGATATCGTTCCATCTTTlTGTGTCCTCTTCAATTTCTTGCACCAGTGlTrTATAGTTTTCATTGT 

AGAAATCTTTCACTTTTTTGGTTAATTTCTAGGTATTTTATTTAATTTGTAGCTATCATAAATGGTACTACTTTCTTGA 

TTTCTTTTT^GATTGTTC^CTCTTGGCATTTAGAAATGCTACTAATTTTTCTATATTGATTTTGTATCCTGTAAATTO 

ACTGAATTTGCTTACCAGTTCTAATATTTTTTTGAGAGAGTCTTTAGGTTTTTCCAAATATGAGATCATATCATCTGCA 

AACAAGGGTAATTTGACTCCTTCCTTTCTAATTCGGATACCCTGTGTTTTTTTCTCTTGTCTTACTGATCTAGCTAGGA 

C^TCAGTACCATGCTGAGTAACAGTGGTAAAAATGGGCTTCCTTATCATGTTCCTGATCTTAGAGAAAAGGCTTTC^ 

TGTTTCTTCCTTTAGTGTGATACTAGGTATATGTCITTTGTATATGGCTTTATTGTGTTGAGGTATGTTCCTTCTATAC 

ATAGGTTTTTGAGGATTTTTACCATAAAGGGATGTGAAATTTTATCAAATGCTTTTTCAGCATCAATTGAAATG^ 

TGTOCTTCATTCTGTTGATATGATCTATCACATTGATTGAGTTGCACATGTTGAACTATCCTTGCTTCCCTGGGATAAA 
CCCCACTTGGT<^TGAGGAATTATATTTTTAA^ 

TCAATATTCATCAGTGATATTGGCCTGCAGTTTTCTTTTCTTGATGTGTCTTTGTCTGGTTTTGGTATCAGGGTAATAC 

TGGCATCGTAGAATGAGTTTGGAAGTATTTCCTCCTCTATTTTTCAAAATAGTAACATTCTTATTAGTTCTTCTTTAAA 
TGCCTGGTAGAATTCAGGAGTGAAGCCATCAGGTA(^CAGCCTO 

CTTGTTGCTTATTATTGGTCTGTTCAGGGTTTGGATTTGTTCCTGGTTCAGCCATTGTAGGTTGTATGTGTCTAGGAAT ' 

TTGTTCATTTATTCCAGATTTTTTAATTTACTGGGATTTAGTTGCTCATAGTAGCCACTAACGATCCTTTGAATTTCT^ 

CAGTCTCAGTTGTAATGTCTCCCTTTTCATCTCTATTTTATTTATTTGTGTCTTCTCTCTTTTTTCTTAATCTGGCTAA 
AGGTTAATCTATTTTGTCTTTT<^GAAGCAAACm^ 

TTCTGCTCTGAACTTTATTATTTTTTCTTCTACTAGTTTTGGGTTTGGTTTGCTCTTGCTTTCCTTTCCTAGTTCTTTA 

AGACACACTATTGGGTTTTTTTATTTGAAGTTTTAATTCTTTTTTGATGTGGGCACTTAAAACTATAAGTTTCC 

AGTACTGCTTTTGCTGTATCCCATAGGTTTTGGTATGTTGTGTTTCCATTATCATTTGTCT 

CCCTCTTAATTTCTTC^TGACCCGTTGGTCATTCAGGAGCATATTGTTTAATTTCTATGTGTCTGTTTAGTTTCC^ 
TTCCTCTTGTTTTAATTTCTAGTTTTCTTCCATTGTG^ 

TTTAAAACTTGTTTTGTGACCTAACATGTGGTCTGTCCTTGAGAATGATCCATGTGCTGAGGAAAAGAATGTGTATTCT 

GTGTATTCTGCAGCCATTGGATGAAATGTCCTGTAAATATCTATCGGGATCATTTGGTCTATAGTGCATATTAAGTCTG 

ATGTTTCTTTGTTCA1TTTCTATATGGGAGATCTGTCCTATGACGAAAGTGGGCTGTTGAACTCTCCAGCTGTTATTTT 
CCTGAGGTCTGTTTCTTTATCTCTAATAATAT^ 

ATTGTTATACC'CTCTTCCTGAATTGAACCTTTTATCATTATATAATGACCTTCTTTTT 

TGAAGTCTATTTTGTCTAAGTATAGCTACTCCTGCTCTTTTTGTTTCCATTGGCATGGAATATCTTTTTCCACCCTTTT 
AGTTTCAGTCTGTCTGTGTTTATAGGTGAAGTGTGTTTATTATAGGCAATCTATGTTTGAAGGATA 
TACTATTCTAGGGTAAAAGTTTTTTCTTTATGCCCTGTAAATGTC 
TGAAAAGTCTGCTGACAGACATATTGGAGCTCCATTGTC^ 

TTTCTCCATAGCTTTTGGGAGTTTGATTATTAAACACCTGCATTAGTCTTCTTCGGGTTAAATCTGCTTGGTGTTCTAT 
AATTTTCTTATACTTGGATATTGATACTCTTTTCTAGGTTTGGGAAGTTCTTTGTTATGATCCCTTTGAATAAACTTTC 
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TACCTCCTCTTGATGGCCAATAACTCTAAGATC 
TTTTTTATTTTGTCTTCTCTGCCTC 
AATTCTGCTATTAAGAGACTCCAGCTGGGGk^ 
TGAGACCAGCCTGGCCAAC^TGGTGAAACCACGTCTCTACT 

TGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCTGGAGGCAGAGGTGGCAGTGAGCTGAGATC 

AC^CC^CTACCCTCCAGCCTGGGTGACAGAGTAAGACTGCATCTGAAAAAAAAAAAAAAAAAAAAGAGAGAGAGAG 

GAGACTCTGATGTATTCTTCAGTATATCAATTC 

AATCTTTTTGTGAAATTTATCTGATATTATTCTAAATTCCTTCTTTGTATTATCTTGAATTTCTTTGGGTTGACTCAAA 

ACAGTTATTTTGAATTCTCTGTCTGAAAGGTCACATATATCTGTTTCCCAGGTTTGGTTTCTCATGCCTTAATTAGATT 

GTTTGGTGAGGTCATGTTTTGCTGGATGGTCTTAATGCTCGTTGATGTTTGTCAGTGTCTGGACATTGAAGAGTTAGGT 

ATTGTCATCTTCACAGTCTGGGATTCTTCATACCCATTCTTCTTGGGAAGACTTTCCAGGTATTCAAAAGTACTTGGGT 

ATTATGATCTAAGCCATATCTGCATCGGGGGTACC^CAAACCTAGTAATGCTGTGGTTCTTGCAGAATCATAGAGGTAC 

TGCCTTGGTATTCTTGCATAAGATCCAGAAGAATCATCTGGATTAC(I!AGGGAGAGATTATTGTTCTCTTCCGTTACTTT 

CTCCCAAACACAGAATCTCTCTCTATGTTGAGCTAACCACCTAGGGCTAGGGGTGGGGTGACAGAAGCGTGCCTGTTGC 

ACTGAGACTGCGTTGGGTCAGACTTGAAGCCAGCATAGCACTGGGTCTTGTCCAAGGCCTGCTGTAACCACTATCTGGC 

AAGGCCCTAGATACCTGGCCGTACTTAAGGTACTGTTCACTTAAGGCCCAAGGACTCTTCAGTCAGCTTGTGGTGAATC 

CAGCCAAGTCTGAGACTCATCCCTTCTGGCTCAGGGCAGGTCCAGAAATGCCATTCAAGAGTCAAGCCTTGGAACTGGG 

GACCCCAAGAGTCTGCTTGTTGCCCTAACCCACCATAGCTGAGCTGGTACCTGATTTTTGGTTCTTCTGAAGGTGTGAT 

TTTTGCCTAGATAGTTGTTACATTTGGTGTTCCTGTGGGGTGGGGGGACAATCAGTGGGGCCTTCTATTCCACCATCTT 

GCTCCCAAAGGAGTAAATATTATTAATAATAAGATCAGCATCCAATTCAAGAACTTAGAGAGTAGGCAAAGCAAATATA 

AAGTATAATAAAAGAAAAATGTGTGTATTAATAATATATAAAACAAAACTGAAAGCCCTGAAAAGACTAATAAA 

TAACATGGCATGTTTGAGTAAGGAAACCACTGGAAACATTACAGCTACTAGTATATTGGAAATAATCCCTGTACATCTG 

GAACAAGAGAAGAATGACTTCGGGTTCTGCTTATGTTTAATTGGTTGTTCTAGCC^GCATTGTAGGTAAAAGAAATA^ 

TAAAAGGTAGATAGAAAAGAGAGAAACCTAATTGTTATTAGTAAAGAGACTTCATTGAAAAACTATTAGAAAATAATAC 

AAAAGTTCAGGAAAATTGCTAGATATAAAGTAAACCACCTTTGTGTAACCCAGCAAAAGACAATTAGAAAATTCTGTAA 

ACTACCTTTGTGTAACCCAGCAAAAGACAATTAGAAAATTCAGTTTAAAAGCAGATACCATGAATA 

AAACATGTAGTAATAAATCTAACAAAGGATTTOT 

AAGAAGATGATAAATAGAAAGATATACTATACTTAAAGCAGAATGACTCAGTATCAGAAAGATTTCAATTCTTTCTGTA 
TTC^TTTATAAATTCTAATAAGAGCTCACACTyVGAGTGGTTTTGTTGGTTGTTTTCAGGAACTTGACAATCTGATCAAT 
CTGATTCCAAAATGTATAGAAAGAGCTAAGCGTCAGTCATAACCAACACAATTTTGAAGAAGTCGGGAAGATTAGCCCT 
ACCACATGTCAACAGCTACTGTAAAAGTATAGT^^ 

GTTTAGAAATAGACTCATGTGTCCCTAAGGATGTATTACAAATCAGTGTGGTAAGGATACAATAAATGATGCTAGGAGA 
TATAATTATTCACATGGGGAAATAAAATAATAAGTACCCTTTCTTACAACATATAATAATTAAATCCCATGTGGAATGT 
AGGTGTAAAGGTGAAAAGAATAGTAAAGATTTTATGTTTTTTAGAAGAAAATGTATGAAATATCTTTGTGGCCAGTGGG 
CAGGGAAGGATTTCTTAAGACTAAAACCCATTTACGCCTAGTGTTCCATTATTGGAATGCTAAGCATGTGAGAGTTATT 
TATTATC CTACTGCTCAAG ATCAT CG CCAAGGCCTGATTGC AAAAATTGAAAAAAATTGCAACCTCAGG CATAAGTGGG 
TTAAAAGACA^CTATAAAGAAAAATAATAATAGGTTGAATATATTAAAACAAACATTTTTGAATAGCAAATAACACCA 
ACAACATTTTTAAAAAACTTCTIGAATAGGAGATATT^ 

AAGGAATCTTTCAAATAAATATTTAAAAATTCAATCCAATGGAAAAATAGGTGAAAGATATGAACAAACAATCGACAGA 
AAAAAATGGCTGATAAACACACAAATATTTGCTTO 

TTTATTTCATACCAACCAGTTTTAAGAATTAAAGTGTGAAAGTGCCAAATAAGAATAAATTGGTAAAACCAATTGGAAA 
AGTCAGTTTGACTTTACTTAGTAAAGTTAAACATTTGCATATCTTGAAGGAGGAATTCCACTTCTAGGCATATATCTAG 
AAAC7VTGATTGGATGTGTTTGCCAGGGGACATGCACAAGGATC 

AAAAATAAAATTCTGTATTTCTATCAACAGAAGAAAGTACAAATAAAAACTGGGATATTTGTGCAATGGACTTACAGCA 
TAGTAGATGAAATGTATAAATTCCATGAGATACATT^ 

ACATAAATTTAAGCAAAAAGAAAAACAACTTGCAGAGGGATTA^ CATTT CTAGGAAGTTTTAGGAC 

ATTCAAAACAATATTTTATGTTTTTAAAGAATACATCCATAGGCAGTAAAATAATTAAAAGAGGGTGGAAATCCTAAAC 
ACCAATTGTAGGATTTTTCTGTGAAGGGAGGTAGGGAAGGAGGTAAATGGGCTCAGAGAGGGAAGGATACACTGGGCTT 
TCAAATCTAACGGAATTGTTTGTTTTm 

ATTGTACAGATATGTCCTGTGTACCATTCACCCAGTTTCCCCCAATGATTATGCCTTGCATTACTATAGTTATTATAGT 

CATGAATTTGACATTGATCTCATGTGTTTGTGTAGCTC 

TTCAATCAAGATTCAGAACAGCCCGAATCAC^ 

TTTGCGACCATATCTAATCCCTGGTAAC<^ 

TATAAATTAAACCATATAGTGTGACTTTTTGAAATTGGCTCTTTTTCTACAC^GCATAATGTCTTTGATCCTTGAGATC 

CTCCAAGCTGTTGTATGAATCTGTAATCCATTCCTTTTTATTGCTGAGTAGTATTCCATGATATGGATGT 

TAAACTATTCACCTATTGTGGGACATTTTAGTC 

CGATCATAATTCTTTTTCTCTGGGATAAATGCTTCAGAGTGAATTATGGGGTCATATGGTAAATGCATATTTAGTTTTT 
AAAGAAAATTAAAGCTATTTTCC7U3AGTTTT 

TTGTTGTTCCCTTAATGACATGTGAGAGATCCAGTTCTCTCCATCTTTGTAAGCATTTGGTATTGTCACTGTATTTTAT 
TTTAGCAGTTCAAAGAGGTGTGTAGTGATGTCTTATCATAGTCTTAATTTGCATTTCTCTGATGGATAATGTACTAGTT 
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TTCTATTGATGCTGTAACAAATAACTGTAAACTO^^ 

TTTTCTCATCTTGTCTAACTCCTAGGCTCTACTCATATTCCTCQOCTCATGGCTCCC 
CATTOGTGGGTTC^GTCCTCATATCATATCATTCTTACCTCTTCTGCCTGGGTCTTCCA^ 

GTCTTTTTGCCATTTTCAAATTGGATTG1TTGTTTTATTAGTATTGAGTTTTC 

CATTCACAAAACAAAAGTTTTTAATTTTGATGAAGTCCAATTCATTGATT^ 
ITroiAIMGSACTCATCACCSSGCM^ 

J AA ^ AC ^ CCCATTTCGAGT ^ TTTTOGTATAAA ^^ 

GATCTTAAAAATAAATT^CTGTATTTGTGTGCMGATGAATTGTTO^^ 
TATOAAAGTCTAATAAGGCTAAGGGCATAGTCATGTGTTGTTTTTTATATTTTTCTGTTATA 

CTCATTGTTGAGTTTAGAGTAAGAGATGTGGAGCGGGATCTAGGCTGTC71TTCTGGTTTACAGCCTAAA 
ATATAAATAAGAAAATACAATGTATAAGAGTCCTAGAGGTTTAGTCAGCAG^^ 

ggagc^cttacagtcttcttagaaataaacacattgtaaaatgattatgagaaaatatttaS 

ATAATOGCTGTTATATTTTAATTACSAAAAGAGTTTCTGATT^^ 
ACACAGTTTATATTTTCTGGTTO^ 

TCAATTTCGTCTTCTTTGTTTACTTCTTCTGGCTAGTAGCAGAATTTTTTTCTATC^G^ 

AATAAAGGATTACAAACTTCATCC^TCATATGCCAACAAATTTGATAACTTACATGAAATC^ 

^ AAACTACCAAAAATGACC ^ TAAGAAGTAG ^^ 

TTOTAAAATTTCCCACAAAGAAAGTCCCAGGCCCAAATGGCTTTACTCGTGCATTCTAACAAAAATTT 

AC S^ TCCTTCA ^ GOTCCTTCCAGAAAGAGAG ^ 
GGCA ^ CTTTGG ^^ 

™ CC . C * AGTATATATCCM ^ 

™ AG ^ GAAAATAG ^^ 
AGGTATOATTGAGAAATAAAA^^ 

G ^ GGAAGCAAGTCM ^ 

TOAWGATTTGATTGTGTTGATGGTTGCATAACTTTGA^TATTGTAGAAACGACTGAA^ 

S AA ^ ATCTCAAGAAAACTGTOTTOTAA ^^ 

GG AGGGGAGTGGTTAAGATC^TCJ^CTTGGGTCAGAGTGCCT^^ 

GCTTTCTTAATTTCT^ 

CATTAAATGAGCTAATATTTGAAAAGCATTTAAAACAGTATGTC^CAC^ • 
TATGTTAAAATTTCCCTTTGTAAAAAAAAAAACKSAAATGTTAG^^ 

TOAAATOTTAAATTAGAGAACCACAGTTCTATAACTATGTCTTTC 

TTAATAACCATTCAAGTTTTAACATTAGAAGAGTATTACAGATATTCAGCTACCTA 
ATGTTAATGAATGTGCATTG^ 

TGTATGTGTGTGTGTGTGTGACAACGACCTCTTTCTACTGGTATCCTAAA^^ 
OTTTGC^TGTOTCTGCTAACCTTAT^ 

™?^ CCAATCCTCAAAGTAOTAAGGGATAATO ^ 

ctattagtagtatggctgctgctatgtttccatc^^ 

™ CC * A ™ CTCCA ^^^ 

gagaaacttgaaaatatittagctccatagagcacgtttc^gtttaccttttgtattcc^^^ 
c^atgttttgtgaacagttagaaccacactgactgctatgaaaatgcttagtaa^ 
tgaaataacctgcttoactcaatttagtacacaagttattcagaaacatctatagcc^ 
gtagttcagtgc^taggatctgaggcgctgtcacatctitcttgatctctcaa^ 

gaccagagaattaaagcattta^gttgcaagaagtaggi^attccttgactc^^ 
cacccctgtaagcatctaaattattgtcttaagag 
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CTGTTTTAAAGCATTTCCCAC^GTATTTC 

TTAATTGAAGCAATTTAAATTTAGATATC^ 

TTTATAGATTACAAAGTTACAAACAGTTGGT^^ 

AATGATTAGAGGGAATTTATTAAAAAATTGACTAA 

TCTCCAACATTTATTGTCTGTTTAACT^CT 

TCC^CAGCTAAACTGTGATCTTGATTTT^ 

AAGACGAAGAATTTGAGGTCATTGTCCTGAGAGGTCATGTTTAGTT^ 

TGTCTTATTTGAATAATTTACTGCAGCCCTTTGAATGTGTATTTTTTTCATAGAATTTTCAGTTACTTTGTCTCTTTGA 

GATGTTCCCGTGTATTGTTCAAGGCATGQATTTTTATTGGACATACTGGTTGCAAGTGATGATAATC(^AACTTAAATGG 

ATCCTATCATTGAAAATTCTAGGGTTAGATCTGGATC^ 

GCACAGCTCAGTTTTTCTCTTTATTGGCT^^ 

TGCCACAAAGTTTATATCTTATTGTTTC^ 

AGGATTGCATCTCACAAGACTGATGCAGGTCATATGACCC 

CCAAGACTGCCTGAGATGAGAGATGAGAAGTGTGGATTCACCAAGGAAGATCATGCTGTCACTATCAGAAAATGGAAGA 
ATGAATCTGTTCTCCCCACCCAACAAAAATACAT^ 

CTTTTTCTTTTATGCGTGAACACACATTTTCTTTCCTCTGTAACAAACTTCTACCTTTAACATTCCCCAGGTCATCACT 
GCATTCTCCATGTGAACAGTAAGAATAATGAGAGATCAGCGAAGAAAGCAT^ACCTTAACCCCTGTTCCTGCCAGAACTA 
AGGGTTTCAACTGACATCTTCTAGAGTTTATGCCAAAGCCTACCTATTTCTGATGGATGATGTTO 

TCCTAAGCTCCACTTCACTTTAGGCTGCCAAATGATTTTAGAAAACTCCTCAATGAAGATTGTGTAAACAAAATAGTGG 
TTGAGACCTTTACTTATGTCATCATATTCATTTAGTCTAGCACTTTTCCTCTATCATTGACTCAAAGTTCTCTTTAGCC 
AAACATCATTGTGTCAAAGATCATGGAATACOT 

ATGTCAACCTCAGTTAAAATCAGTAGTCCACAGTTGTTTTTGCCAAAACAAGAATGAATTACATTGGTGGTGAAAGTCC 
CTCTTCTAGTGGCAGAGAGAGAATCTAGAATAATTCACCCACTCGGGATATGGGTGGTTTGCAAGGAATGAAAAATCCA 
ACTAGAATAAGTTTCCACTTTGCAAAGGACATCACATTTGCCCACTTTTGTCTAGGTAGCAGTGTTCAAGAATGGGGAC 
TTGTTTTTTCTTCAGAACCTCTAGTCTAGTAATO 

AAAACTCATTTGAAAATCAATAAAGCCCTCAAGATGTTTTTAAAGAGTTTCTAGATTCACATTTTAGTTTCTCACTTTA 
AAATCATTGTTTTTTAAAATTGAATTTAAGCCTTT 

AATCCCAGTTGTAATCCAGCACAGCCTCCCAGATGCTTGTTGCCCTATTTTGATGTGTCCTTTCTTTTGAAGAGCTTGG 
GTGTTATGTGGTCAGCACTATCGAAACAATTAATGTGATTGAGTGAAAATGCCCCTTCAGCAGAAATAGTTTCTTCTGT 
GAGGAGGCTAAACTGCCATTAGAATGAAGAAGAGTTATGTAAGACTATTTTTTATCCAAACTGATTGGGCTGAATTCCA 
GATTTCTCTAATGAAACCTTGCTGAATAACTGCTATGCTTGCAGCTGTGGAAGTATTCAAAATCAAGTGCTGATTCTTG 
CCAATTGATCTACTACTTCTAAACTGGAGT^ 

ATTTACTTTTGATGATAGTAAGTGGGCCAGAATCTAGGACATGAACATATCAGTTGTTATGACAACTGTTGAAGGAGAC 

CTGTCTTGATAGCATGGAGTTTTCCATTGGCATTTGGCAAATAATACCATCCTTCAGAACTCAGGAGACCATTTACA 

TTAAGGATGATGATACTTATATTTTCCTAGGTTCTCTGAAATATTCTGAAAACTAGTTCAAGATTTAAATATTTTTCTT 

TTATTCTTTAGCGTAAAAAACTTTAGCAATCTTTAAGAACATTGTGATCAAGCATCTTAGGCTAATCTCAGGATAAAAC 

ATTGTGACTGACAAAAACAATGCTTTATAAGAAAAATAGATATGTTAACCTTGTGAGAGGAATGACTTGATCTTGTGGT 

TGTCGTTTTAAAATGCAAATAATACATCATAAGCT 

AGTTCTGAAGTGAATATATTGAAGTGCCAGGATGTTTATTTTTTATGAATGGTGAGCCACATATACTTCTACTATTAAA 
TTATAGTCTTACAGTGTCTCAAAATTTTCAGCTTTCCAATGCTTGGCTTCTTATTACGTGCAGAAAGAAGAGAATATTG 
ATATTTCAAAATC TAGATGTATCAGCAGACTTATATTGJVAATTGTTTTAAATTGATCCC TAACTATTCTTAGTTC CCAG 
CCGTTACCTTATATATTGCTGCATAACAAATGCCCTAAAATTTAATGGCTT7UIAACCATAGCCATTCTCACTATTTGTC 
ATGATTCTTTAATCTGACATGGGCCCAGCTGGGTAGTTTTGTGGCTGGCAGTCACTCACGGCTGTATTTAGCAGGCAGG 
TTTGCAGTGAGCTGGAGCTAGGCTCAGTTGGGATGCTGGGATGACTTCTCGCTCTCTGTATAGTTTCTGGGCCTCTCTC 
TTTTCACATAGTCATTCCATGTGGCTTTTTGTTTTTTTGTTTTTTGTTTTTTGTTTTTTTTGGTAGTTTAGCTTCTTAC 
ACAGCAGCTCAGGGTACCCAAAAATACAAAAATAAAAATT^ 

CTTGCTTTTGCAGCATTCTATTTATTGGTTAAAGGAAGTCACAGTGCCAACCCAGATTCAAGGAGAGAGGAGGATACAA 

GGATGTGAATGCTGGGAAG(^CAGCTCATTGGGGGGCACCCAAGTAATCATCTCCTGC^TGATCATTTATTGATTCATT 

CAAATGGCATGTGATATTTCTCTGTTCATTATGAGAAATACTAGTTACCCATATACTCTGTTGTGTCGTGGATAGATGG 

ATTTAGTTAGACCTAGTTCCTATTAGTAGGGCTTTGCATAGCCTTTGCTAATCTCTGAAAAATATCTTCTGTATATCAA 

GC^GACATGACCTTGATTTGCAGAGGTGACAGTTTATGAGGAGAGGCAGATATAATCAAATAACTAAATAAATATATGT 

GTTCATGTGTGTGTTTATAGTTATAAACTATATTATAAATGGTAGAGGGAAAGTATAGGGTGCCACGAGAGTACATGAA 

TATTAGGAAAGGGAAGTCAGGATAATATTCCCTGAGAAAGAGATGTGTGTTTGAATTATTTAAAGGGCAAGGAGAGTAG 

AGTAGAAGAGTAAAGTGATGGGCAATGGGAGAGATGCATTCCAGCAGGCGACCTTGAGGTGCGAGAGAGCATGACA 

AGGGGAGAAGGGTGTTTGAGGAAATGAATGTAGACAATGTGATTATAGTGCAGGAAGTTAGGGAAAAAGTGATGTGACG 

TGCGACTGCAATGAAAAAATGGGAGCCAGAGCACATAGGGACTTACTGGCTATGATAAGAATTTGTAAGAACAATAGAA 

TAGCACTGAAATATTTAAGAGATCAGCTGAAGATCATGGCAAATAACAAGACTGACAATTTGTAAAAATAAATCTATCC 

TTTGTGTGGAGAACCAATTTAAGAGGCCAAGAGTGAATGTGC^^ 

TTCCTTCCTTCTTTCCTTCGTTCCTTCCTCCCTCCCTCCCTCCCTCCTTCCCTTTCCTCCCTCCCTCCCTCTCTCCCCC 
TTCCTCCTTTCCTCTCCTCCTCCCTTCCCTCCCTTCTACCCTTCCTCTCCTCCTCCCTTCCCTCCCTTCTACCCTTATT 
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TCCCTCTITCCTATCACACAATC^TTTGTTCAATATATACTTCTGGAATGCTC 

CJMCCTTTTnKM^ 
^GCCAATCATATATTAGGCATAT^^ 

TOCAAGGTTA(^TTTGGGAT(^CGAGGTTAGAATTAATCAAGATTATGGG 
^TAAAATATTAATATCCAGGTGGTGTGTGTGTGTGTGTGTGTO^ 

CCAGTACCACTCTTGAAACCAC^TTCCAGTTTAGGGTAGCCTTAACTCTTGTITCTTCTC^ 

SS^ GCCTACAG ^ ACCTTC ^^ 

^^ AAAAAATOAAATGTCTGCATOTCAA ^ 
^ TTAAGGCTTACAraAT ^ 

ATTTATTTGAGCAGCTGTGATTTAGGATTGATTGTCACTGTAATATTATAGTTCTAATCTCCTGAAGTCT 
TOATAGTTCACAACTCGGAAITAGGAAGTTAACCTCAGCTGTCAC 

™ AGCACAGTCAcmAAAG ^^ 

^ AA 2 AAATATCCAAATACTTTGATOTATOAAA ^ 

TATCCATATACTTATTGATTTAATATTTTGTTACAGTTTCAAAACAAAA^ 
GCATGAACTCTAAAATGAGATTACCAAGGTATAAATTCTGATTCTGTCACTATGTGACC^^^ 

^aaagtggaaccccagagagttcccatgttag^ 

™^™ TATCAGTGATCCCAGATTTAAT ^^ 

ACTAATCTAAGAGACAGAAGCTCCAITTATAAAAGTGACAGGAAAATATTTTGAAA^ 

ATOTTATTAGACTAAAATCTAATGGAGGAAAAAAACGTTTATTAATGGTCTTTGAGTTTGAAATTCT 

TAAATACGAGGCAAGTAAGAAAA1TCATTCAGTCAAGCCCTGTTTGCTCTGCCTGTTGA 

GACATGGGTAGAACAAAGGAACTAGGGAAGATGAAAATGAAGTAAATGCAGATG^ 

tocaccccactgcaaaaccgagatccctgaggaggcagcgataatagtctga^ 

GGACCTGTCCCTTGCTTCCCAGGTCGTACCTGGGAAAATACCC^ 

GAGTTTCTTATGATCCCTAGAGTGGCTTGCTCTTTCCCTCTCCCCGCCTCCCCCA.GATTAAAAATGG^CCACGAA 
™^f ATGAAGGGACAGAGTCTAATOCCT ^^^ 

AATGCAGCATAAATGAGCATCTGTGACTTCCAAGGCTAGATAACAAGAAGTTTTGCAGCTTTCACTTAGATT 
GA ^ G ^ GA ^ 

CCCAGTTCTTAAAAATATGACCCGTGGGGCATGAACATTATAAAAATAATTATTGTTGTGGCCATTAAGTT^ 
^ACTTCCCCACAATAGATAACCAGGTCATAGCTCTTCATGTGCTCITAGAAGA^^ 

AA n^ CC I CAAGAAGTCTTTTGGTCAGAGAA ^^ 

AACTCATTCATTTGCAC^TCAGCAGTGGGCATTAGCATGGACAAATGTTGAC^GAGAAGCA^ 

S A ^f AGTTGTACAACACTGCAGCC 

^S A J GGTGAGGAACCOTCATTT ^^ 
ATCATCTTGAACTAAGTTGGTTATTTGCCAGTAGGAAAAAATC 

ACAGTTATTTTTTAGCACAATTGAGTTTGCAGCTTGTGAGATCAATATCTAC^ 

ccggtaagccaattagaaaatccccattatctgattagctcatctcttcctgtgtcca™ 
cattcagtcatc^gaagttctgaacaaaggtaataggagaagctctgtcitctg^ 

TTCTGCC1TACAATAGAGAACAGCTCTTTGGTGCTTAGAATTCTTGTGGTGTCCCATGCCCTCA 
TTCCATACGTGCTAAATAAATTA^^ 

atggcgtctttcaagc^tctcctc*^ 

GAGTATCTCACTGTTGCCTCCATGTACTAAGGGTCACTCTATTCCCACCCTGTCCT^ 

ACCACAcraAACAAGA ^^ 

gaaaacttttaacatctcattata™ 

tatctttaaaagagctcacagttacctctatttgtaagttttgacagcaaaaacctgttcaS^ 
attaatccctaattagtaccaagttccatggttaatgcttattaacagtcctgtgaaaggaatatta 
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CCACAAGGCCCATAA.TAAACATATC 
TACCACTATACATTTATGAGAATGGCTAAAATC^ 

ATTATAACTCTGGTAATGGAAATGGCATACCCAACTCGGAAAACGTTCAGTATCCCTTAAAGAGTTGAATGTACA 

CCCTATGATCTATAAATTCTATTCCTAAATTGTATTAGTCATCTGGATAACAAATTAGCACAATGTTAATG 

CAAGAATAAACACGTATCATTTCAATTTCTGGGGAAT^ 

TTTCATGAGATTTCAGGTAATATGTTGGCCAGGTCTCCAGTCCCCTGAAAGCTTGACTGGGGCTGGAGGCTC 
AATACAGGTTACTCATATGACTAACAAATTGAGGA^ 

TATAGTGCTGCGTGAGTGTCCTCCTGGAAGCTGACGTGCCCTGGAGTGAATGATTCAATAGAGAGCAAGGTGGAAGCTT 

TTATGACCTCACTTCAAAAGTCATACTCCATAGTTTTGTGAAATATCCTATTAATTTCATAAATTAGTCCTATTGAGTG 

TATGATGTATGTATGTGCGGGGAGAAGGGTGTGGCTATGCAAGAGCATTGAGATAAGGAAGCAAGGACTATTGCATGCT 
GTTTTTGGAGTCTGGCTACCACACAGGTATTTATC^ 

GTTCATAGCAGCTTTATTTATAATAGCCAAACT 

GTATATT CACAC ATTGGAAATG C CTCAGTGATAAAAGAG AACTACTAATGAATGC AATAAA.GTTAATAAATTT C AGAAA 
TATTATTCTGAGTGAAAGAAGAAAAAGATAATATATACCA 

TGTAGGTGATAGAAATCCTATGTGTCATTGCTTCTCACAGGGATAGTAGGCAGATTTACTGGGAGTGGGTAAAAGGAAA 

CTTTTGGGGTAATGGAAATATTCCATCAAATTTATCAAAATCAACTCAACAGTACACTTATGTTCTGAAGATTATATG 

AAATTATACCCTGATAAAAAATACAAGGCATAATCCAAGGAACATGAAAGACAAATAAGCCATAT 

AAATTAATACAGAAGGGAAAATATTAAAAGGAGAAACTAAGGTACATATATTTTTCAAATAAGTAAACACATGGTAATT 

GTAGATAATTTTAATAATATCTTATTTTTATATTTATAATCTCCACTTCTGGAATAATTGTTGATTTATTTTATTTTGA 
TGTACTTCCCAGTCTTTTTTCATC 

TTTGTGTGTGTAAATGTGTGTGTGTATGTGTC^ 

TTAAGCATCACTTTCAATTGTTATATTC CATTGTAAGACTATTTATAATTTATGTAAC CGTTCTGTTACTG ATAGAC CT 
TTAGGTTGTTTCTCATTATTTAAATAATGCAGTGGAGTTGTTCATAAAGGGTGATCTTTAGTGTTGAGGATTATTTCCT 
TGGGCTAGGGTTTCCAAAA.CGTTCTAGATCAAAGAATATGTTTCA.CATTTTCATATTGCTT 

TTATACACATTTACCAGTAGTCTATTAAAGGACTTATTTTAATAGGTAAGTGAAGTAGGTATTTCACTATGCTTTGATA 

AGCATAGTGAACACTTTGTTCATGTGTTTATTAACCATTGTAATTGAGAAAAATGGCTGAATTGAGCCTTAAAGAATGA 

ATAGCATTTTAAATATCAATTGAAGGCAAAGATGGGGAAGGTTTTTTCTGCAATGTTCATGGCATGGCAAACAAAGTCA 

TTCCATGTCAACCTCATGGAATTGTAAGTCATTTAGTATAAAAGCTTAGAGCAGTTGTTCTC^GTCTTGGCTGCACAAT 

AGGATCACCTGAGGGAGAATGTAAAAATCTCCAATATCTAGGCCTTACTAGACCAATAAAATCAGGATAGTTGGGTGAA 
GAACTCAGGCATCAGTAGTTTCTAAAAGTCCCC^ 

TGAGGTGAAATGGGATAGGTTGCCATTAGAGATGAAACAGAAGAGATC 

GGATAAATTGTATACTTCCTGGGCAAATTAGCAAATGCTGTTAGGTTAGTGTCCCTTTCTTATCATCTTGGAGTCCTTT 

ACCTTTTTCATGCACTCATGCAGTGTGCATTACTCCCAACCAACAACTAGCACCTGATCTTGTGGACAGGCTGCAAGCA 

AACCGCCCCCACTGCCACCC^f^GCCTGGAGACCTGGGAGTTTTTTCTCCACACCCCCAGGACATAGGCCTGAAGCAA 

TGATTGCTGATGATATGATATAAGTAATCCAGCTTCCTCTTTCCTAATCAAGATAATTCTGACATGTGAACTATACTAG 

TCCATTCAAGTAGCCAATATGCAAACTTTGCCTTGTTATCTAGGACAAGATGAGCTTGTGCCAGAACATAAATCTGTAT 

GCTGCTTCCTTCACAAAGAAATGTTTCTATGAAAGAAAGGTCAGCTGAAGTAAATAGTGGACTTACTGACTTAGCTGCA 

AGCATCTTATTTCATCATGGACCAGTGACACAGACCAAGGATCTGCAAACCACACTTTGCGTGCTCTGCAGCAGTGAAC 

TCATTTTTAAAATATCCTTTTCTTGCCATATCTAAGGTCCCGGCCTTAGTTTAGATGCCCATTAGTTTTGAGGTTTAGA 

ACCACTGGTTTGCATTTCAAAACGTAACTCAAGAACCATGCCAATATTTCAATGGAGATGGTAGCTTCCTCAGAATTTG 

TAAACTGAAATTCTCTTTGTGAGATATGTGTTATTTACTGTAGACTTCATAGCTCATAGACTGATTCTAAATTATATTT 

GTAAGGTAACTTAGGTGTATCCCACNTATCTGACGTGGAGCAAGTATTGAAAACTTTCTGGTGCTCAGTTTTCTCACTT 

CTTGAATGAGGA7VAATGAACTACATTATTCCTAAGGTCTCTTTCAGTTCTAAAATGTTATGTTCAACAAGAGCTACTAG 

ATTATGTCAGTGAAACAAACATAAAACAGATTATTCCAGTAGCAATTGTCACTTCTCAAAACAAATTGACAAAAGT 

ACATCTATTGTAACAACAATTCTCCAGGAAGCTAACCTTTGCCTGTTTTTCATAAGGATATGTTTACTGCTTTTAACTT 

TGCTTTGGAAATGGGTAACCATCTAATTAGGTTGATAAGGTCAACATGCAGGAGCTTTGGAAAGAGATTGGATAATATT 

TGTGAGTGTGTATATTTGCCTAGACATGCTTTTTGTCAAGTTTATTGTACTTTAATGATTAGCTAGAAATAATAAGGCT 

GCTGTATATGCTATTTTATTAATGCTGTGTCATGTATGGGTTTTTCGAAGGTAATTTGAAAATACAGAGAAAATATAAT 

TATTTGAGGGTGCTTTTAGAAGAGGTGGATATGTTTATAAAATTAAATAGTAATTTAATAACACAATACTTCTCAAGAC 

AGAATTCACCAGTATACATGGTTCATAGAGAGGGTTTGTGGCACTGAATGAGTTTTATTTTCCCTGATTTTCAAGGAGC " 

ATGTAAATGGATTTTGGTGTGATCTTGTGGATCAAGAAAGATGATTTTAACATATGTAAATC^ 

TGTCACATCTTGTCCCCAAACAACCCTAAAATAGTTCAATATTITTTAGACTCTTTTGTTGCTC^ 
AAATGTGGACTTCACAGTC^TATC^CAGACTCT 

TTTTGAATCCTCATAAAAAGATGGGGAATTAGGACATCTGTGTGGCATTTTTAAAATTTATTCTTTTOT 

GAGGTATAATACACAGATAGGAAAGTATATTGATCTTAAGTATACAACCCAATGAATTTTTACATATGTGTACACTAGT 
ATAACTACC^CTTGAACCAAGATATAAAGC^^ 

TTAGAAGTTACCACCATTTTCACTTCAAGGAC^ 

ACCTTATATTTGCTTTCTTTTGCTCAATATTGTGTTTGTGAGATTCATGTGTATTCTTGCCTATGGTATAATAAATAAT 
CATTAGCTTCATTTTTACTGTGATGTAATACTCTATGGAGATTTCATTTTACTCTTGATAGATCTTTATTTTCATTTTT 
CAGTTATGAATGTCTGTTGTGATTTTTGATGAATACATCTACTCATTCATTTTTTAGTTGACATAGCTAGAGTTAACAT 
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^CTrCTOTCCACTTOTTATAA^c^ 

^tctgattttctcttactggttccaa^^^ 
^a^ctacaacagcatttagataat^^^ 

TAGTATTAACTCTGTAGCAAT^^ 
^TTGAGCGTCTGCAATGGTTCGTAAATTG^ 

™gaagc*gtggctcca T ^^ 
gtgaacctttggagttcaagaacgta^^ 
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^TTTTCATTCAGTATATAGAGTACCAGTAAAT^ 

aaaaaccaaaataaaccacgaaaatga^ 

ttttotctagttctctcttttctgtttotcaSt?!????^?^ cagtttcaca agtaacatcttcttttaat 

^gaaaaaatatataaaaatg^^ 

taaaacatatatacaaataaacatt^ 

ATATTCCCTACCCCACCCCCCCAAGATTC^ 




TTCTTGGTCTACTGAGCGTCACCGAGCTCGGAGGA 

cgcccaggtggagagaaagcggctgaggggcttggSggSS^ 

CTCAGCGC^GGCTCTCCGCCCCCGCCAG^^ 




taaaacagttaa^a^^ 

TTTTACTTCAGAGATATTOTTGTTTCCTO 

gaa T aatttaa TO cgc T tcct^ 
gttgtttttttaaaaaaaaaacaaatgagaStctcttttttc 

^TAATTTTTTCAATTCT^^ 
^AAACTGGCAGTO 

AATTTGTGCTTTCAATTCACATTGAGG^AAMAAGACTGAGCTG 

^atagctgcataaatagaaaagtaat^^ 

^GAAAAAATACTTTCCTTGGGGACAAGCAGGA^ 

caaagatctcagaaatctggttttaa™^ 
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CTCTAAGGGGGAGCCATTGTCCTGCTATTCTC^^ 
CAAAACTTACAAG^^ 

CTCCATTAAGCTGTTACTCAAATGTCGTCTTTTCAAAGAATCTCm 
™^? GACTCTAT ^ 

TTAOTATATTTACTTATTAACTTAGTATCTGTCCTCCCTCTGTAGA^^ 
A ? GAA ^ G ™ GAAGCC ^^ 

ATTGGGGAGAGAATGTTTACTATA^^ 

ATACATTATTCCTATTTGAACTGAAATTCTGAACATCTTTTT^ 

ATTCATCCTCTGTTAGCTGAATATTCGTCTTAAAGTAGGGCCCTGCCATGC^^ 

^CCTACTGGATCAAATCCAAGCTAAGGCACT 

TTAACCATCTCAGGTTATTTACCT^^ 

TTCCTTCCTCCTTATTAGCC^CCCCTCCTGCGTTAGGCACCCGTTTACTAGTCTGCCCTGCTTCAGGG^ 
CraCTCTGATCTTCCTTTCAGGCATGAATGTCATTCTTTTT^ 

g ;^ cacctgtaaattacacactttgttot ^^ 

tgtagagtagaggttgttttattaagagatgccctacaaatacttggcttttcatcctgtataggS^ 

^ G ^ ATGCATTTOATGAGCACACATATTT ^ 
™ CAA ^S CCACATTGTGAAATGTTOGCATGAA ^^ 

GTATGCATCTTCAAAAAGCAAAATGAAA^ 
ATGTATATTTTTCTCTTTAGCCC^^ 

AATTTCTGAGACAGTGTTAAGCATTTTTTAACATCAGATTAAAGGTGGCAAAAGCTA^^ 

AAGAA S" GAGAGGGTCAGGATGCAGAAGT ^^^ 

TACCATGTCTGGAGATACCTCACTTAATGACATTAGTTGAATACTGTGCAGTTTGTCCAATTTTCAAAA^ 

^ GA I^ CCCTG ^^ 

GCCCAGGTTGGAGTGC^GTGGGGTGATCTCCGCTC^CTG^ 
S C ^ C ^ GAGTACTACAGGCACACATCACCACGCCTGGCT ^ 

GCTGGGTGCATTTTTAGATTTTGTGGTATCAGAATTTGAAAACAAGATCTGCTCC^ 
A ^^ CAGCTOTCACTGGGCAAAGTCCTGC ^^ 

™i^ A f CTOTGAGCTGGGGATCAGAGraG 

GGTGGGGGAGTATGATAA.GGACCAGCTGCTGAAAA.CGGGGCACACGTGGCTACAAAAATAA.TAATAATC 

CTATCAATCCTTAAAGGCTGGTACTGCTAT^ 

^S^ AGCTACACATCTAATCAGTCGTAGAATA ^^^ 
TATCCTCCAGGCTATCCCACCTTCAAGTACTAAA^^ 

CAAAAGCTTTGAGCTAGAGAGATAAGGATTTGGATCTCACCTCTACCACTTGTTATTTCTGACATTTTGG 

S ™I A T CTCAGATTOGCTATATCATATGTAG ^ 
AAATAATAGATACAAGCTAATTAGACTTCATCTGGCAAGAAGCTGC(^CT 

AA i^ C J CATTCGTATAGAGCTCTTTGAGTTACOTC ^^ 

GA ^Sf TAGATAGATAGATGACAGAGAGATAGA ^^ 

GCTAGCTAGATAGATAGATAGACAGACAGAC^GATAAAAGACACCACAGGCTATAGTGAGAGGTGAGAC 

^™ CCTOCTTACCCTTAAACAATGTOGTGC ^ 
TOTATACAGTTAATTCAATCAATG^ 

AAATTTAAAAATTATTCATTTTTATAAAC^TGTTAATCTTTTGCTTTCAAGATTTTTTGTC 
ACTCAGAACTGACTGAAATGATTCTAAGTTTGAATTTC 
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CATTGC* TO TTTATAGCGATACTAa£^^ 

tggct^tgcctgtaatccctgcac™^ 

f^CATGATGAAACCCGTCTCTACTA^ 

cagcctgggcaacaagagtgaaactctgtc^^ 

GTCATCTTTGCACATCCATGTGTCOTTTTTTCATACTGM'TCAAG 



AGTTCTATTGGATTCTCrrCTAGTCTGGTGCf^riJJp^^Z TATGTATA GTTGTATCTCTTTGGTGTTTCTGTTC 

tgtctttcagaaatgttctggS^ 
sgaattgcaattgggggtaaataaagcaagtttSaaaaatc^ 



rGGTGCCAGTATCAATTATTATAATTATTA 
ITTTACATTTATTTATATGAGGTCTTAAAA' 
SCAAGTTTGGAAAAATGTTGATATTGTTGTi 



mm. ^^ UUTT ^ TCAAGTAG AGAATCCTGTGGTCTTCrTnT B n^nm^; J. 1 1 1TTTTTTTTGC 

ttatgattctcctttatgggatttattagctagcact^aScaS^ 
WMcracTcccaQcrraAA 

ACTTTTGGTCCCGTTTTATTAAATCTTAA^ 
GAAAGGATTATGTGTTTTTCTTTTCCCTTC 

™^cacattccagagtgtgta^ 
gc atttctccatgagtttt^^ 

ATTTCTATCTTATACTGGAAGTCTGGCATAC^ 

CAGCTATGGTTAAAGAATGTGGCTITTATTtS 

CCATTAATGAGGTGGGGAAAAACAC^^^ 

taacttctgggtgc^ggagaaaacatacatatccJgS 
gctttctctaccttgatttct^^ 

ATTAGTTAATATATTTTAAGTGAT^^^^ 
AAAATTATGATTOTTCTCA^ 

gatgatttggtgtctgtctctcctgcctccact^gaaSJSSg^ 

CATAAGCAAAGAATAGGAATTACATCTGTTTTTGCCAACTAGGTT 
CTTAGCAGAGTTTGGATGAGTTAGAAA.CTGAAAGACCATTTOAATAPT^an 

agagaaaattctagcttctcaag^^ 
atgggtgccac^caaatggc^tgattcagcacaggctccIg^ 
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TGAGTAT^GGTTTGAAATGTTCATTTGACCTCACTGATGGCTGTGGAAAAGCCTAGGCTTGGACACAGAAACTr,AAGO 

ACAATCCTGGGAAGAGTGCATTTTTAATGAAACATTTTTGCAGGGTTAGTAAAATCCAGATCTCCTA 

CTTGCTTACTOTAAGATGAGAAGGATAAGCCAAATTCAAGGCTTCTCACTATGCCACCAGGTTATACAATAAA 
GCTCCCCTATCCTACATTTCGAAGGATTAATOCTAACTGTAATTTACCTTC^TTCTTA 

GTTAAAGACATATCAGGGGACAAAGTAATAAAAAGCTTACATTTAAGGAGTCCCTTCTTAGA 
TATACGCTGACATGTAAGTTCATCATTTAGTTTACAC^ 

GACTCCAAATTCTTTGGAATATGGAATATGACTGATTCCAAAACCTAATATTCCACTGATTAGTTTTGTC 
CTCOOAMCaUKMCT^^ 

AAAAATATCTCCTTAAGAACAAAGGAATTAAAACAAGGCACTACATTGAAGGAGTTTATTTTATCTA^ 

TGAATATGAAAGAAAAAGAGTATATTGAAAATGATTCTCTAATGGCAGAAAAATATTATAATTTATGCTG^OT 
TTGATTTTGTTGCTTGTTATTT^ 

AAATCCAAATTCTTTGCCC^CTTTTTTTOCTGCTGTTATTTTATTTTTAA^^ 

OTTTAGAAATTTGCTCCAAACTAAGGGGCATGTACAGTTTTCAATTTGTGGGTGTTAATGACTCCACCAC 
ATT0aaTOCA»OXKSaCT 

TTTGGTTTCTTGGCTCTGTTATTTTCCTTGTTTATO 

TACTTCCTGACTTACTTGGTGCTAG^TAAAAGTTCTTCTACTGAAGCCC^ 

AAGTAAGATCTGCATGATGCTCTACCAATTCCCTTTTGTCTCTTTGATCTTTACTTTAACTCTG^ 
ATTCTCATTGTGTCCCAAATAATCTAAACCAAG^ 

GGCTATTCACAGTAGATTTTGTGGGAAAATAAAAATTAGAATTCACGGCTGATTGACTAAATAAA^ 
C^GGGTATGTTGATTTTAAAAAGGAACTTCTGAAGGTATCTCSGCTCATAATTACCCAGAGATAAT^ 

atagctcagattgagaaagctatacataatataatgcaggatctataacatggattgtctttctcaatotctS 

cctcactctcacctttccttctctctttcagctacctattcctatctaatctatctatctatctatctatctat™ 

tatctatctatctatctaactgtctatctatctatctatctatctatctatctatctatctatctatctatctaS 
ctatcttgtttttgccagagaggcagaatggttca^ 

gatttgtaattaatgatttgtagacagcagtctctacatacattctacaaccctcagtgaaatgccatttctS 

CTCAAATTTACAAGTATTCAGACAGCAGATTTTACTTTAATATGGGACAAA^ 
TGCCTTGATGAACTCCACTTTTCTTTGTAGC^^^ 

TTTTATTTTCCTCATGATGACTCAGGGAATTTTATCCTGAGGCTCTCAATGGATCTGTTATAGTCAAGCTGATGATGAC 

ACATCTCAGAGGCTCATTCCATATTGGGCCTCAGGCCAGCAAACTACGCACCATGCTGTCCTATGATTCACAGGACGAA 
ACTGCTCTAGACACCTCCCACTGCCCAGGCAGGAAGGGCACCATAATGAGGCAGT^ 

GACCCTACATTTATGCAATATTAATGAGAAGGTCCCTGGACTTTTAATTAGGGTGGAGAGTTGTGTTTTAGAGA 
AATTATTTTAGGTGGGAGGAAATGGAATCCTGGGAGAAAAGTAATTAATTTATAGCTCAATGACTGAACTGTGCC^ 

TTTGGGGAGCCAAATGATATGCTTGTATTTCCAAAAATGTCATTTATTTTGTAATAAATTTGTGCTGAAATAAA^ 
GCTTGTGTTCTCTATGTAAGTGTGACCGCCTGCATATTATTCATTCAATGGTCATTTACAGCATACT 

CTTTCATGTTCCTTTCCCTCTACGTGGGGAAAAACATCAGTATATGAAATGGCATTTGAATAACTTAAAG 
CACAAGAGCAGAATAACTCGGAACAGGCTTTGAAGCCATTAGGTGTATGAATC^ 

accagctattctgagattctgtcagagcacttagtgtattgtgttatttgtctctgtcccccactagaatS 

cagtaaatgtctggtgaatgaattagtaaaatagatigctgttatcattttggag^ 

tottatatggac^taaactacaaaggaaatgatttgattcttttcagtctggagacaaaatotg 

ttctctgttcaattcagcagaaatcagtaaacatttactaagcatattttatgttgtaattgtatatataaacatgaa^ 

^tctaacctcaagggacttagagtccagggcaaggttggcagtgacgtacaatta^^ 

tttgacaaatatactgtgggaggc^tt^^ 

GGAATGGGGCT^GATATTGGGA^TC^GtSAAACTCTTCCAGGAGGAGATC^ 

CATOCCCAAACAAAGGAAGAAGAG^TGGCTATGGGGTAAAGGAAGAGOSGAAAA^ 

TGAGAAACCGTATGGCGTATGCAAAGAATTACAAGTGGTTCCCTATAGCAAG 

CAAGGGATGATACTGCAAACAGCAGACAGGGGGACTCCTACTTACCATGTAAAGGAGATTTATTTGGAC 

AGGGGATAGGCAGCTATTGATAGATTTTAAGGTGGACTTGAAGTAGGCAGTATTGGTGACAAGAAGAACATTAGAAAGT 

G ^^ TCTGTCTAGATAAAACTCTCGAAGACTCTGGTAGTG ^^^^ 
G«3™AAGTATACACATGGCAGCTAAAAC^T^^ 

CAAGTGCCAATCAAAAGTGGTGGTGCTCTTCACCCTTCATGATTATTATCTGGGGTATTCGTCAAAA 
G^CCTCTCCTCAAAGlTCTGAlTCArrGGTGGAGAGTCAGCCATCTCCATTTTATG^^ 

ATOCAGTCATGTTOGGGAAATGCTGATAAAAATAATATCAATGGTATCACTCATATTTTAGATC 
GACCCCGTGAAGTAGCAAGAAGTTGAGCAGTCAGTTGGAGAACCAGCAGAAGACA 

Fig. 6.fZ\ 



WO 02/074992 



PCT/EB02/00565 



98/375 

CAAAACAATGTGATAGCAGAGAGTTCTAGTCAGATAATTTGTGAAAAGTTTGTTAGATTTTGTGATATGGAGGTCTAGG 
ATCTTTAGAGAAAGTAGTTTAAGTGTGGAAGGAGTAAAACT 

GAACATAGGGTTATAAGGATAATT^ 

CCAGTTAGAA.CTAGAGCAGATGGAGGAGGAAAGACAGGCATAGGTAGAAGACAGGACTCCTCATAGGAGGAGAAACACC 

TCACTCATCCTCTCAGACAGCGGGAAAGGAGGTAAGGGAGAGTAAGCTGGGTGAGGAAGGAAGCTGAGGCATAATTTTT 

GATGGGATGTTCAGAGAGACATTAAGAGGCTCAAATAGTTGAAAGGGT^ 

GAGCCCTATTGTTAACTTACTATTTTAAAA^ 

TCTTTCTTTTTTTTTTTTTTTTTCT^ 

GCTCACTGCAGGCTCCGCCCCCTGGGGGTTC^CGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGC 

CCGCCACCTCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCATCTTGTTAGCCAGGATGGTCTCGATCT 

CCTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCTGTGAC 

AGCTTTTTCCACCCATATTGCATTTATTTTCTAACTTATAATAATATGAACCTATTTTGTAGATTGAGCTCCTGTTGGT 

CCTATAAAACCCAAATCTCTTGCTTGCTGATTCAGTTGTTTATTTGCATTTGTCTCATGTTCCATGTGTTTTGCATTCC 

CGGAAACTAGCACAGGCAGGGAGGCCTCAACACCTAATTTATTTCCTAGGTGAAGTGGAACCTGAAGATTTTCCTTTTA 

TAGACACCATTACTAGATCTGAAAGAAAGAGGTAAGTTA?VTTGACACCCAAATGGAGGATGAAAATAGTAGAGTCAGGA 

AGAGAGAACTTAATTTTAGCCATCTGTTTTCO^CTTGGCTTTTCTCAGTCTATAGATTCCCAAAAACAAAGTCTAAC^ 

TTGGGTACGAAATAGCAAACTTGAGCACTGAAAAACAAACAAATGAGAAAGCAATCTAA.CAATTCCAC 

TAGCACTTTTGTATGTCCTCTGAAGTAAGAAGAGATGAGTAACTTTTGTATTCACTCAAATACTTTCTTTTAATCCAAC 

TTTTAAGTATTTTTTCTAAGTGTTGAAAATTTGAGAAGCCAAGAAACATAGAAATGAGACAGAACTACCCATAATACTG 

TACCTA^TATAACTACTAATATTTTGCTAACTTTTTCAGTCTTTTCTCTGTGCATAACTTTTTATAGGATAATATTAC 

ACATAGAA.CTTTAATCCTGCCTTTTTCACTTAATATTATAACACAAGCTTTTTCTCATATAATTGAAA 

ATATATGATTTTAATTACATAGTACATCATGAAGGTTCTCATATTTTATTTAGCAATTCCTTTACTATTTGACATCTAA 

ATTGTTTCCAGATTTTCATTATTTTAAGTAGCACTGCTGGAATGTTTCTGCATACAAAGCACTTTCCATATTTCAAGTT 

ACTTCCTGAATTATGATATAAAAGTGTATAATAC 

TATGTCATTTGGAAAGTTGATCAGCAATATAT^^ 

TTAAAAGTAAAATAATTTTTAAGCAAGACAAATCTTGAGATTTTAATTTTCATTTTATTAATAGTGAGATTGAATATAC 

CCCATATTTTGATATAATTTTATTTC 

TACCTCTAATTTTTAACATATTTTGTAAA 

TAATGAATTGCTTTCAAACTTAAATATATATATATTTTTTGAGATGGAGTCTCACTCTGCCACCCAGCCTGGAGTGCAA 
TGGTGCAATCTCAGCTCACTGCAACCtCTGCCTCCTGAGTTCAAGCGATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGG 
TTACAGGTGCCTGCCACGATGCCCAGCTAATTra 

CTGGTCTCACACTCCTGACCTCAGGTGATCCACCTGCCTTGGTCTCCCAAAGTGCTGGGATGACAGGCAGGAGCCACTG 

TGCCTGGTAGAAGTTATATTTTTTAATCATACAACTTGCAGTATGGAAGAGACTTTACAATGTACCTTATT 

TATTATTAGTTTGTTTTCATACTGCTATAAAGAACTGCTCAAGACTGGGCAATTTATAAAGGTAAGAGGTTTAATTGGC 

TTACAGTTCTGCATGGCTGGGGAGGTCTCAGGAAACTTACAATCATGTTGAAAGGCGAAGGGGAAGCAAGACACCTTCT 

TCACAAGGAGGCAGGAAGGAGAATGAACACAGGAGGAACTACCAAATACTTATAAAACCATCAGATCTCATGAGAACTC 

ACCCACTATCATGAGATCAGCATGGGGAAAACAGCCTCCATGATTCCATTACCTCCATTTGGTTTCTCCCTTGTCACGT 

GGGGATTATGGGGATTATAATTCAAGACGAGATTTTGGGTAGGG 

AGCAAAGATTAAACCCATAAAACAATTATTGAAAAAAAAATGTTAGCTAGTAGATGAGTTTGTGGTACAACATACTTTT 
TGTTATTGGACCTCAGAGTCAGTAGAAATCTATGTGACTTGGCGCAGTAGGGGAAGTTGTTATTAGAAAGAAGGGCTTT 
TGTTGGACTTTGAATAGGAAGAGTTCTGTAAAATGAAGAGAACAAAAATTAAAGGGCATGAATCTAAGGCCAAGAGGTA 
GAAATGGATGTGTCTCAGGTGCGGCAGAGATGAGACCAGCCTGGAGGGTAGAGGGCTGGTGTTGGGAGATACAGTGTGA 
GGTAAGGC CAAATTAAGCATGCAAATCAC AGATCACTTGAC TCTTCTAGTTGAAACACATCACTCTGGAGTT CCTACTG 
AGCATAAGCTACAACCTGATTATATAAAGCCATCCTTGTGGTTACAGGTAGATTGCACTGACTTTGGCAAGTTTCAAGA 
TGTTAAACTGTGCTGGGAAGACTACAAGATGGGTTGACAGATAAAACTAGTTTTAGGAAAATGCATGCACAGGGCAATA 
TTATCAGCTAGCCACAGCAATGGCCATGGAATACAGGGTCCTCTCATTATTGTGTTGTCCCAGGCAGTTCTATGACCTT 
AGGCAGACTACTTATGTTCCCTATACTTCAATTACCCTATTTGTACTCTACGTTCTTTCTAAATCTCAGATTCTATAGC 
CTCTAGCAGGAGCTCAGATAAAGC^TAGCTTCAGATA^ 

AATCTCTATTGTCATCTTTAGATCTGGAATAAGAAGTCCTTTCTTTTAATTCACAATTTTAGAAGGTATGAGGAGATAT 
CCAGAACTTTCTTCCCTTGTTTCTGCTACCAATC 

GTGTGTAGAGGGCAAATTAGTGGACATTTAAGAGCCCAAGGCAATAATTCAACCATTCCCATGAAAAATCTGTTATTCC 

ATCCTTGTATGTTTCTTTTCTTTTAACTTTTTGAGTATTTAATTCTTGTGTTGCCTCCTCCTAATTTCCTTCCTGCAGA 

TACTTTGGTGAGTAAACCTTGATAAATTAAGCCTGTTTTTATTATATTCCTTTGGAGTTGTCTTTGATTGTGATCAA 

TTCTCTTTTTATACATGCCACATGTATTCATTCTTCATTTAGATGAGAATCTAATCAAGGGAATA7y\CTGCCAAGTTTG 

GTTTCATTTATGCAACCCTAGAAAAATATATCTTTTGATGAGTTGGAGACAACAGTAAGTTAGAGACAGAGCTAATCCA 

TTACACCTTGATCACTCAGAGGCAACTGTACCCAAACAATTCTTTCCCTTTGCATCAAGAAAGTTTGTTGTTTATCTGA 

GAGCTTAGTACTGTGCCTGGCACATATAAGGTGCTGAATAAACTTTTTAAAACCAATGCATCTGAGTGGCTTTAT^ 

CAGCAGTTACTGTATGAACTGACTTACTATGTAGAAGAAAAAAGTATTAGTTCAAAAAGAGGAGATTAAAGAATTCTTC 

TTACATATATAAAACATGTCCTGTTGAGTAGCTTCTCTAATATTTTGTGGATGATTGGAATCCCTTTTCACTCATATTT 
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c ^attatctttgc^gagagaaacttgcaS^ 

^CTTTAGTITAGGCACAGCTTTGATTT^^ 

ggcagcaaagcactatggaagagtagacaaaaa?gS^ 

TCACAGGAGTATTGRAaarjTTTiv * nv^» ™ :,„3?_^ TCCTCGTOGTG CC^TGGGAAAACATATTAap aa ^^. ^ 



ATATGATGATGGTGAGACCCAAATACCTCCTATGAGCCAAACATTrTPf^nr^^ 

aaaacacatatgtgtattattatctttcttttgtaSaSgS 

TACATAGAATGCCAGTGGAGAGCTGAAATTCCAACC^ 
^TGCCTCCTAGCTATACAGGGTGA^^ 

amttctctaagttct^ 



i^iAaciTTTTTCTCTGATAATATATGTTTCCTACGGCTGTTATrTnaa^ 

^agtttgtattaatttctgtc^^ 




catccagac^tattcttagccaca^^ 
*cccgcaaagtgtcttccttt^^ 

tttaaaaaggctgtg T tccttgcaggcttctctgcS?cat™S 

GTXTTTTATCTTT J- ^ J- i f f ATTT TGTATGTTTTTTTAAAAAATGATACATAOT-Ta ™™ 



GTTTTTTATCTTTTAAATGTATAATTCATACTACTTTCTAC 

cagaccttaatc^ctgttactcttto^^ 

TTTGTTCTnATrTrnT™^m* mm ~^.__ r _ U1TGi ^ T ^ CAG ^ACTGCTTACTTAACAr,TTA^^m, m , 




^CTTCACATGTAAGTAAGATTCCTCCAGCAGTGGATCACC^^ATPP^^ atgc agttgctcagagggctctt 

tatctgttttttttttttttcagccactaa^^ 
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AACTACCAAACTGCAAACACATCTTTCTCTTACTGAGTTTTCTTATTATAAATTAAA TflTrjairr^ t^Zt^tt^t 



:agaagtta 
tattttgct 



^^ ATGGCAGAGAGAG ^ G ^ATCTCTGCTGCTGCTTC^ 



S^™^^ > B rrr &TGAT 

GTAACACTGAAAATGATCTGGTCAACATCTTTCTCTTCATTTCTTATTTTCTAAATTTTATG rTCCCAM 



TTG 



'ATCTAATCCAATGACAGGTCTCTGAAGTATCTTi 



'GT 



CTGAAG 

TACCCT 

3AGAAC 

TTCTTT 

TTTAAT 

CTTTCT, 
TTTTCT 

tATGTC 
JTTTGGi 
:TGGGG( 
lAAAAT' 



TTCACTATTCTTAGTTTGCTTATTTTATATTGTTCTTTC'^AACATCTAA^^ " " •> ji-iMATGATTTTCCCCTTTC 
CCTATCAATGGATTTACTATTTAACTOTTCAGATGTTTATATATTTCAGAACTGACTATCTCAGTTArrrT i T'nT>^noom 

AAAATTTTTGTTGTAATTATATATTTTAAAATCAGGAGTTAAAGTAAAAATTTTA^ ~ ^ 

£™^r TCCAAACTC ^^ 

^TCATTTTCTTCCTACCAGTTTGAAGATATTCAAGATGTCATCTACTTAATTC ™ 
^GCCCTTTATTTGACTTAGGATTCTTATGGATGTTCTACTTTTGGATAAATTTGTCACT^^ 
TCCTTGTTCTTTTTTGATAGAATTGTTGTTCA.GTGTTCATTCAAAACTGGAAGCAA 

S™^ GCACATTCTTTCATAATGAATTT ^ 

ctaaagtgat ™ttctoaagaaaatatata T ttttttccatctgtacc^^ 



TATA 

TTTTCTTTTCTTTATAATATC 
TTTTAATTCTTATTC 
GTACACT 
TTTCTTGATGAAA 
CCAGATGTCTTTGATGT 
GTGTTTGGAAGACATA 



S^S AAAAAATAAATTTAGAAAA ^ 

rAGAGATTTCACTCCTTTGGTCCTTATACCTGCCTTC(^GCTTGTTCTCCTTCTTTACAAAGT' r ^T?s"» B a ™ - 



TATCCCATTTTAATCTTTAATTCTTTTTAGGAAGGCTGAAGTTCTGTATCTCTCTGAAGTCTCTOT 

^ c i GAAACATAGATOATTTCAGAGTAGATAAA ^ 

AGTATAAATAAATGTGAGAATGACAGGAAAGGTCTGAAAGAACAGCGACTGATCAGCAACCAT^ 
ACATGTCACATGACTGTTTTAGTGGCCAAAGCCAATCATTAAATTGTCATCTTG^AAAAACT 
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™CATTCTTTCC<^TGGTCAG^^ 

ACTCTTQTCAGTTCACAAGTTTCCCTAACTTGTGr^^^ GAT ^^ C1 ^ A CTrTTATO3TTGAAAAATGTC 
^CA^TGATAACACC^GTACCACA^^^ 

AATCATCATCCTCACCAAACCCTTAT^^ 
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CTATGATTAATATTTTAAAGGTTCTAAAGGAAAAGGTTGACCACATGTGAGATCAGATAGGTAATTTCAGAGGAGATAT 

GGAAACTAAGAAAAATCAAATGGAAATGCTAGAAATTAAAAACATAGTCAAAGAGATTAAAAAATGTCTTT 

TAGTAGACGTGAGACAGCTAAGGAAATAATCACTGGACTTGAJ^^ 

GTGGAAATAAAAGGGAGAAAGAAAGAACATAACAGAGCATCCAAGAACTCTGGTACAATATTAAGTGGCATG 

CATAATTGAAATGACAGAAGGAGAGGAAAGAGAAAAAGAGGC^^ 

TTCCAAAATTGATGATGGACACGAAATCACAGACTC 

ACACACGTGCAGAGTCATGTTATATTGAAATTGCTAAAAATCAACAACATAGAGAAAACCTTAAAGGCAACCA 

GGGAATGATAAATTACCTAAAGAGAAGTAAGGATAAGAATTACAGCAAATTTCTCCTCAGAAATGTTGTGAGO^GAAG 

AAAAAGGAATGACATCTTTAAAGTATTGAAAGAAAAACAAAACCCAGTAACCCAGAATTCTATGCCCT^ATAATAATACA 

GTTAAAACAGGAATTTAAATTTTTCTGACTG^ 

CTATATCCTCATTTTATTTTGTCTTTCCTOT 

TCTATTGCCTCAGAGGGTTAGTCAATTGCCTCCTCCCTCTATAGGCTCAATTGCAATTTAGCTAATCTCTCTTCTATTT 

CTCCTTTTTACCTTAGTTTATGAACTAGACCATCCAGTCCTTTCTGTCACTCCCGTCCATGTATATCTCTTTTGACAAT 

TCTAGTATTTATATTTTTCTTTCTAGTAGTTATTGCTATTTCCTTCTGAGACTGCATGTTCCTTAAACAATGCTGTTCC 

CCAAGATTC^GTCATTGGCCCATGTAATATTTTAAGGTATGAAGACACCTGAAAGATCATAAGATATCTCC 

CTTAACTATCTTCTATTTGATTATCTCTC^^ 

AAGTGCTTGCTGGACATTCATAACATCTACACAACA 

CATACTGCTACATATCCTAAATATTTTCTATTATATTTACTGCCTCAGCTATCCAGTTGCCTAAGGCAGAGCCCTGGGA 

ACCTTCCTCAGCTCCAGACTCATCATCCCTCCCAACATCTAAACAAGCAACAAGTGTTACTGCATGTATTTGTGGGCAC 

ATATTTCTGAGTCCTCATCTCAGCTTGACTTCCCTTTCCACCAATGCCCTGGGGATCACCTTATTTTTTCTCCCCAAGA 

TGGTTCTCATTAAAATATACCACAGTAGTGATAAGTAGTAAAATTATATATGGAAGCTGCTGACTGTTGCTCCATTAGC 

TGTTTCTGTGGCAACTCTATTTTTTCCTATTAATAGTGTACTAAGTGTTTTGAATCTATGTCTTTTCACAACTTCTTTT 

GATTACAGTTTAAGATAGCCTTTAAATACTAAATTCATATTAAGGTGGATCTGATTGTGTGTGTGTGTGTGTGTAATTT 

CTGTTACAGCCATCATTCATAATTCATT^ 

TTTATTATACCAGATTCGAATGGAATTAAAGTCTAATA 

GAATTGCAAAATGCTTTTAAGTTTCCATATACTATTACAACATTTTCTTGTTTTTTTCCTTTATAAAAACTTACAGGTA 
GGAAAGGCAGTTATATTTATCCTCATTTTATGAGCCTTAGACAGATTAGGTGAGTTAGCCAAGATGCACAACTAGTAAT 
GGTGAATCCTAGATATACTTCAGTTCTTCTGATTCCAAATTCCTTACTTTGGACACTAAACCTTGGAGCCACACAAATG 
TAACTGTAGGCATCACTTATGTACTAATGTACCTGTTACACCATGTGCCTACTGGAGAGAAACTGTAACATATTTATAG 
TCAATTATCTATATTTATAGCTATCCTCACAGTTGGATAACAATGTTATATTGTAAACTCTAGATACTTTTGCACTCTA 
TGACAGAAAGTGGATTTTTTGTTTAGGAAGACATTTTAATTATGAATGGAGGCTTGTTGGGGATCCCTATTAGCCTTTG 
TTAAATCACAAGGAAGGTAAACTCTTTTGCATAATAAAGTATTAGGATTTTTAAACTTGTC C CCTGACTG CTCAAGAGA 
TGAAGTTTGGGGAGCGGCAGTACTTTGGAGGACTCTGGTAAGTGAATAGATATAAGAAAGTTCTGCAGGGATAGAGCCA 
CATGGCAGCAGACAGGGCTTAGGAAGAGGGACTACCAATTGTCCCTGTAGCAAAGATGGCCTGGTTAAAGCCTCTTTAG 
AATGAATGAGTTCTAGTAACCAGTTTTAAAGATTTGTCTGTTTCTTTTCTCCCCTCAACCCTTTCTTTAAACTTTCTGT 
AATCACAACAGCATTGTAACAATTTTGCCTCAAGCTGGGAAGAGAAGGGCTGTGTTCCTCCTAGAGACAAAACAGGGAA 
GAAAGGTAGCAGGGGCAGAGTGAAAGCAATGATTGCTGTGGAATTGGAACAACTGTGCAGAGGAAGCTGTGACAAATAA 
TTAGGGTTGGTGAAGCACCTGTCCCTTTGGAGGTAOTTCCCAGAAATACTGGGAAGGGCTCTAAATGTCCCATTGTTAT 
GTGGGGAGATGGTTTTGTTTATTGTATTGCCCACAGAAGTCTGAATACGTTCAAATATTTTGCATATTTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTATTGAAGTACTTGGCATAAGGTTATGCTATTTCAAATTAACTTATAAAGTAATTT 
GGTTGATGCAATATTCTGTGATCAAAATTTATTGAGGACCTCACGAAATGCCAACATGTGTGTGTATATATATATATTA 
TATTATATATATAATATAATATATATATATTGA.CTCATTTAGTTCTCAAAACTATTCTATGACACTAATATTTTATGTA 
ACTTTTCTATGATACGATTATTATTCCTATTTTTTGGATAAACAAACTAAAGTACACAAAGGAGCCAATACTTACGTCT 
AAAATACCTAAAACATACATATTTGAAATAAGAGAATATC 

AAATTGAAAAGTCGAATCATTTTAAAACCTTAAAGTTAGTATATGGAAATATTTGGCTCAAGAGTGAACTTTAGACCTC 
TTGTCTGGATATGAGTATGGAATACATTATTCAGTTTCTTTTTTATAACTTTAAATAGCTTGTAAGAAGACACCTATGC 
AAATAGCAATTTCTCCAAGATAAGTGGCCATACAGGCCTTATGACCTTTTGAACATGTCTTCCCAAATACTTCATTTCT 
GATTAGAGGATGGTC^TTCAGATTTCACTGGATTTAAATCCACAGTGGGATAGGTTTTAATCCTTTCTGGAAAAAATAT 
TTATAAAGCCTATGTGAGTTTCAGAATAGTAAGAGCTTTTATTCTGTCTCTCCTTGGATGTGTTAACCCTTCCTTCTAC 
CTCAGATCCATGCATTTCTCTAAGTCTTATACCT 

GTCTCTACTTTGCACTTCAGTAGAACTAAGATGAATTCTGAAAACGCACAACAGCCTTCATCAATGGTCCCTTTCTGTA 

AAGAGTATCTCTCCCCGTAC^TATTCAGAACAGT^^ 

TCTCTCTGTCTCCAAAAACAATTGAAATTCTCT 

TTTGTGTATACTATTTTTGCTTAACTAGCTATCTGGCTGATGTGCACATCAACAAATGACAATGTA 

TGGTACATGGAGTATTATTTGATAAAAATTCCACTATATTTTAACTTCTGAAAGTAAGGTGATTTTGAAGTATCTAGAA 

GATAGTTTCTTTATTTCAACAATCATAACCCTGTGCTGC 

GGTTAGATTATTATGCTTTTCATCTGACAGATTTTATGGTTTACCATTTTCACTTAAGCTTTCCCAGCTTTTTCTCCTC 
TTTAAAAGTAAACTATTGGAAGTTTCATCATTTCCATTATCAATACTAGAAATTAAAGAGTCAGAGATAT^ 
CAGAATTGTCTGAAGAGTTTATTGTAATTTAATAAGATGTTCTCTTCTGTTGTTTCATCTATTATGTCATTACATATCA 
TCTATGTCATTATCGTGTTTCTCTTCATGATTTTTCTGGATCACTTTAATGCTCTAATCAAGTGCTCTTTATTTTGTGT 
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ACAGAGTCCTCATTATGATAATACT^ 

TACCTTATTTG CAACTCATAAC AACCTTGTACATTAGGCTGTGTT ATTATT ATTATT AT CTGTAGACAAGAAAACAC TT 

TTATCAGGTAATGGAGAGGCATTTAAATGGAAGATTTrCAAATCCTTA^ 

TTAGTTTGTTCCCTTTTACTCTGTATCCTTGG^^ 

TTACTTTACCAAGCTGAGCCTTATTTGACTCAT 

AAACTAAGTGAG ACAAAG CACGTTAAAGTGTCTAACACAGTAC CATTTTATC CAT C CATATGC CATATGGTGGCATAAT 
ATTCTAGGTTGGCTATTCCTTAATGCTATGTAAATTTTCTTTCTTCTGAAATTAAAATAA 
TTAGACTCTAAAAAGGTCATGGTCAGTATAATTT^ 
AGAGTAAAAACTGAGCCATTTTCTGGGAACTGTTGTGAAATTGAG 

AATATAATTTG CAGGTC CACAAAAAGTAAAATGATATAAAATT ATGCTAAAATCAAGAAGAATGGAAATTAATGGATTT 
AAAAAATTATTGTTATTGCATTCTCTCAATTTTTT^ 

GGATTCCAAAATAGTTTATTTAGACTTGGAATGCTTGCATGCTTATATCTCACTCAACATGAATAC 

GGGACTTAATGAAAACTTTATATTATTATTAATTGATTGTGGATTAATAAATGAAOT 

CGTTATTTCTTCATCTCTTGCCTTTATTCAGCTTT^^ 

TAGATTTAGAAACCAACTCCAGCAAAAAAATTGTTGTGCTCTTTGTGAG 

TTTCAGTTGAAAAAAATCTGAGC^VAATTCATTT^ 

TAAACAATAATAAACAGTGGAGGTACATCTTTTGTGTTC 

TTTTGTGTTTTGCTTAGTGAGGCTTTTCTACTGCAAGATTATGGATAATTTTGCCCATGTTTTTGAACATTCTTATGGT 
TTTTCTCTTTTCCCCTAACCTTGACAAACAAACTTCCT^ 

GTTCTTGGAGATTAATAATTCTCCATGGCAAGCTGTCTTATCCGTATTCTGGTAGGTTATCTTATAGAAGAGGAAAAGA 

AGGCAAAATCCTAGAGTTAAAAAATACAATAAACAAAATGAAAAAAGTAGT^ 

GTGGTATACTGAGAAACAACTGCATTCTTTTGTTCTTTTTTCTTATTTTCAATCA 

ATGAATAAATATGTACTAAGACATACCTAGACATACACAATCAGCCCTCATATTCATGATTTCTGCATCTGTGGTTTCA 

GTCAATTGCAAATCTAAAATACTTTTTTAATCATCTGTAGTAAGCATGTAGAGACTTTCCTTGTCA 

AAATACAGTGTAACTATTTACATAGTATTTACATTGTATTAGATAATGTAAGTAATCTTGAGGTGGTTTAAAGTACACA 

AGAGGATGTGCGTAGGTTACATGCAAATACTATGCCATTTTGTATCAGGGACATGAGCATCCGTGGTATTCACTGGAAG 

TTGTGAAACCAATCTCCCACGGATACCAAGGGACAACTATATACATATATGTGGCTATGCGGCCTACCTACTCAGAAGA 

GGGTTCACAGAAGAAGGGGCAGCATGGAGAGATTCATAATGTCTTGTGAGGGAGAGGGGAGCCTACAGTGGAATGGTTA 

GTTAGAAAATAGCCAATAACTTATTTCC^GTGAGGAATTAGAAAACAGGGATTATGGAATTGGAAAAACTGAGGCATTA 

AAAGTCTTCCTCCTGAAATTACTATGCCAAGTGGAAAATCTGCTCTGAACCCCTATCCAGGAAAACATTCTTCTTCAAA 

AGATGTTACTTTTAACTTTGATAAGTCTTGATTAGCTCTTTTGGGTTTTAGCTGTTCTTTCACTATGTCCACACTTTAC 

TTATCAATATTAATAAATCTTGTTATAGCCAGAGTC 

TACCTGATTGCACAGGTAGCAATCCCAGGCTAAGAGTACCCCTTAATGCTGCAATGGCCACAGTAGTCTTGGACAGGGG 
GATCATGCCAGTAGGTCTGCCCAGAATCTCTGGATAGATTTATTGTTGAAGACCATTCCTAGACAAATCCATTCTGTAA 
AGACTGGAATAAGTATTTACTTCTTTAGATGTGCAGATATTGATACATGTCCTCAAACATCAGATATAATCAGGGAAAC 
ATGATGACACCAAATGGACAGAATAAAGCACCAGTGATTGACCTTAAAGAGA^ 

AATTCAAAATAACTGTTTGAGAAAGCTCAGTGAATGTTGAGAAAAGA(^GATAAACAATTTCTTTTAAAAAAGGAGAA 

ATTAAGTGACCC^CAATGAGAAACAGAAAAATTGAAATAACAATTTTTAAAATTAAACAGAAATCCTAGAG 

TACAATGAACAAAATGAAAATGAAATAGCATCAACAGCAGACTTGATCAAGCAGAAAAAGAATCTGTAAACTT 

AGGGTTATTTGAAAATACACAGTTCAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACA 

CGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGGGGGCGGAGCCTGCAGTGAGCCGAGATTGCTCCACTGCACTCCAGC 

CTGGGCGACAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAGAAAATACACAGTTCAAGGAGAGGAAAGAATGA 

AAGGAAGGAAGAAAGCATATGAGATTTATGTGACAGCATCAAAAAACAAATO 

AAAAAACAAAGGAGTAGAAAGTTTGTTTGAAGAAATAAAATCAGAAAACTTTCCAAATCTGGAGAAAGAAATAA 
CAGGTGAGGAAGGTCAAAGATTTCCAATC^GATTCAGTTAA^ 

AAAATCAAAGACAAAGAGAGGGTCCTGAAAGCAACAAGAGAAAATAAGCATACAAC^^ 
TATCAGCAAACTTCTCAGCAGAAACCTTACAGATCAGGAGGGACTTGGTGAT^ 
AATGCCAGCCAAGAATGCTATACACAGAAAAGCCATCTTTTAGAAATAAATACTTTCCCAGAAA^ 
AGTTTATCATTGCCAGACCTGTGTTAAAAA 

CAAAAACATGTGTTAATGCTAGTAACACAAAACATCTATAAATATAAAACTCATTGGTAAAAGTACATAGTCAAATTTA 
GAATACTCTAATATTGTAATGGTGGTGTTTAAATCACTTATATCTOT 
ATAATAACTACAATAATTTGTTACAGGACATGCAGTATA^ 
GGGAGAATGAGGTAAAAGTTTAGAGTTTTT^AATTTTTATTTTGCAA 

CTGTTAAAAGTAAAAGTGTCTTTTATAAGCCTCATGATAACTACAATGGAAAAATAACTTGTTAAAATT^ 
CGTCTCTACTAAGAATACAAAAAATTAGACAGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAGAAGGCTGAGGC 
AGGAGAATGGCGTGAACCCAGAAGGTGGAGCTTGCAGGGAGCTGT^GATCGTGCCACTG 
GCAAGACTCACTCTCAAATAAATAAATAAATAAATTT^^ 

GACCCTATTATTGGTACAC^CAACACAAAATGCAAGGAATC^GAATACACTACTAGAGAAAATC 
AGGGCAGTAAGAGAGAAATAAACAAAGACTCTACAAAACAACTAGAAAAC^GTGAAC 
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ACCCATAAATAAGCCCTGAATGTAAATGGATTAAATTCTGCAATCAAAAGACAGAAAAATAGATTTAAAAAAAAGACCC 

AATCATATTCTGCCCTCAAGGGACCCACTTCACCTGTAAGTACACACATAGATCAAAGGTTAAATGTTATTATATTATA 

TATAATTATCTATAATATAAAAACATATTTAT^^ 

AAAGATATTTCATGTTCATGGATTCAAATAATCAATACT 

GTGGAATCCCTACCAAAATATTAATGACATCCTC 

ACCTGAATAGCCAAAGTATTATTGAGCAGAAAGCACAAAGCTGG 

AAGCTAAATTAGCCTAAGCAGCGTGATATGAGCTIT^ 

TGGAAATAAATTCAGACATTTGTAGCCAACTGAGTOT 

ATGTTTATTGCAGCACTATTTTTATGATAGCCAA 

TGGAGAACCTC^TGTTAGGTTAAATAAGCCAGGCACAAAAAGAGAAACACTGTATGACCACACTCATATAGAATCTAAA 

ATCATTGATCTCATAGAAATAAAGAAGTAAATGGTAGAGAGGCTAGACAGGTTGGGGGAGGGGGCTTGGACAAATGGTC 

AAAGGATACAAAATTTTAGATAGGAGGAATAAATTCAAGAGATTTATTTCTGAGCATGGTGACTACAGTTAATGGCAAT 

ATATTGTATTATTGAGAAATGCTAGGAAAGCGGGTATTAAATGCTCTCCCACAAAGCGATAACTATGTAAGTTGATGCA 

TATGTTAATTAGCTAGATTTAACTATTCCAC7VATGTAGAATACTTCAAAACATCATTTTGTATTTGATAAATGCATACT 

TAATTGACAGAATGTCAATTAAGAAACAAAACAAAACC^ 

TTAATAGAGCCAAAATTTCCATCAC^TTTC 

GATTTTTTAACATTTAGTATGTTTACTC 

TATTTTTCTAAACTGGTATCCTCTTGTTTCTGCACCATTTATTGAAAAAATCCATCTTTTTTTCTAGAAGTATGAGTTT 
TTGATTGCTTAAATAGAATGGAAGGAGAAAAGGAAAATAATT^ 

ATAAGGAGTATTCC^CTTAGACTTCTGGAAAATTTCTATTTTTAATCCAGGTTTATTTGTTGACCAGTGCCTTTGAATA 
GTTTTCCCGTTAGTTGTAAATAAAGGATTTCTTTACTCTGTGTCCTTGGTTTTCCTCTTTACCTGATATTTAGAATTAT 
TATTGATAATTTAGTAATAATTTTATCATTAATATCCCAATCTATTGCTTGATTTGTCATCATATTGAGAGTTTGAGAA 
GAATTTATTTTTATTAAATTATTTTCCTTAAAAACAAAGTGTTATT^AAAGAGAGGGTTAATAGAACAAAATGAAGAATA 
AATAGCTATTAAGAGGCTAAGTGGTATTAAAGACAGCTCTGTGGCATTTTGAGGTTAACATATTTAAATGATACATTCA 
TTCCTAGACAGATAGATCAGCATTTACCAGATGGTTTCTGCTAGAATGCTCTCCTCTCCAATATCATCATCTCATTTGT 
GGTGTGTACAGATTTCCAGAAAGTCAATGGGGATGTCCTGGGGCTAGTGGGCCAGGCTTCTTCTTTTCATTTGTATTCA 
AAGCCAATATTTTCTTTCCAAATCTTGCCCCTTTC 

TGAGAAATAGTGCCTCCTTGAATGAAAGGTTGGAGGAAATAAGTTTACAGACTTGGCAGTGCTAGTTAAGGGCACACCC 
CATAAAGAAGTCTCAATATGGTTAACTAGTTTCCAGAGCAGTGCTACAACTGAGCCTTGTGCATCCCTGAAGTGATGAG 
CACAAGTATGATAATCATCGGAAGAGAACATATATTGTATAATTTGGAATCAGCCAGTTATTTGTCAGACTACCTTTGC 
TGTCTGTAGGATCAGACACACATGTGCCTCTGCATTTGGGTAAATGTAAAACCACATTTCCTATTATAAAGAGGAAAGA 
CTGCTGGAAACAGCTGCTCTGGAAACCAAGTTGCTCAGAGGAAGTGAGCTAAACTTGTGTTTAGCTAAATGGTGTGTAG 
CTAAACCTACCCAGTGAAAAAAATATGTAGAAATC 

AGGCAAGAAAATAGGGATAGAAATGGAZU^GTGGAGAGAGAATAACAA 

TGTTGTAGTGACTGACCAACGCAGTTTATGAAACAACATAGCTAGCTCAGGAGTTAGCCCAGGCTTTCAATTAAAAAGA 
GATGCATAAGCCCATATACCTCTTTTTCTTTCCCTCAAAATGACCTTGAGTTTTAGTTTGGTAGGGTTTTGGTACAGCT 
GTTATTTGATAATATCACATTGTGCTTTTCAATTAACTTAGATTGTTTAAAAAACAGATAACTGAAAACCATCTGTTTG 
TGGTTCTGTGTAATTTGTTCTCAGGACAGGGACTAGGAATGAACCATTTTAAATTCTGCTAATGAAACCTCTCATTAAT 
TTAAGGAGTTCTACAAACTAAGTCTGTGGTACCAGGTAGAAGGGGTGCCAAGTGTTGGGCTTTCTGGGATAAGGGAAAA 
TTAATTTCTTCCTTTGCCATTTGTGGTTGGGTAGCATCTTTTTTTTTTCTTCCTGGCAGCGAGTCTCATAATTTAATAT 
GCATTAACATAATCAGGAATGATTGCTTAAAATACATGTTCTTGAAGTTTATCCCAAGAGATTTTTGATTCAGTATCTC 
TGGGAAGGGCTCCAGGAATTGCCACAGTTAAACAAGCTCCCCAGGTCATTCTGATGTAGATGGTCTGAAGGCCACACTG 
ACTAATGCTGCCTTTTAGAATTGGGAGGTAAGTTTGGATTTTGTAGATCAAATATTACTACCAAGAATAAAAGAAATAC 
ACAAAACC TC CAAACAACTCAAATGATGTAAGAAC^ 

AATAGGTCCTTAGAGATACAATGTAATTTGTCTCAGCTGCGGAGACTTAAAGAGGCCAACTCTTAGTTGACATGGAAGA 
ATAGGGACAACATTGCCAAGAAACATGGTTAATTTCAGTT^ 

TTTACCCACTATGCTAATCTTCC^TATATGGGGCATGCTGGATAAATCTATTTTGCTAACGTCTCTTTTACAAT 

ACTTAATTTTGTTGGGTATATATTCTAATTTGTGTTTTCTAATTCAAGTTCTAACTTTTAAAGAGGCCCCCACCCCCAC 

TGTTTTCCCTCGAGCTTATTAAAGGGCATAATATCACTTTCCTCTTGTTAAGAGTAAAGATTGGAAGAATTTAGTTATC 

AGAAAATGGTGGTAGGTTGATGCTTTTGGTGGTGGA^ 

TCTGCCACTAAAGATGTATGTGATTTCTAGAAAAATAAT^ 

GGATAGTGGTAAGTGAATGATTTCTGTGATCCTCTCTAATGCTAAATAGAATGAGAATGTGCGAAGCCTTTGTTATCTC 

AGTAAACTTTACCACAATTCATCTGTAACGACAAAATGTTATTATTAGAAACATATTAAAAAGCTTGC^GTGGCATGA 

ATTCAGGCACTGTAAATGAGTGTAGTGCAGTACTGTGAAGGTGAGGGGAAAATATGCATGTTTCAATCATAGGGCTACA 

AGTTTGCACAGATCTGAAAAATTACTGTTGGGTTTCTTCAACTAGGGGATCCAGAATATCACTGTTATTCATACCTCTT 

GCCATTAGGTGGGGCAGTTGAAGAGTAGGAAGACCGTTTTC^GTGAAATGTTGTTTTGCTTGAGTATGTTGTTTCATA 

CTCAACAACATCTGAAAGTAAGTGGTAAAATAGACTTCCTTTTATATAGTCTAAACTCTCAGTGGCCAGATTATTAGTT 

TCTTTATTAATTCTGGATGGTGAGGAAGAAGGGGGACATGGGTGATAAAGTTAATGTAATGTAATATTGCAGATTGTAT 

TATTAATGTAAATTCCCATTTGGAACTCAAAAGCCAAAATGGATCTGAAGTCAACTTATGCAGTCTACTTTTTCAGA^ 

AACAATTAAATAGTATGAGGTAGAGACAACAAAATACC^GGTTTATGGAACACTAGAAAGTGGAAAGGAGCCATGAG 
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TTATTGCGGCCCTTCTCTCAGTGTCTATT^^ 
TCTTTTAGAAAATTCTATGTCAATTAATTTATCTC 
ACATCATGATGAATTTTGATGGCTAATGTTACCTGGTCTCTGTT^ 
TTTTCCTAGAATTAAAAAAATGACATGGAAAAACTTC^ 

TC AATTT CCACATTTAGGACAAAAAGTAAGAGATGTGGAGAGGAAGACAGGAATAC TAGGGAAAAGGTGAGAGAAGAAG 

TATOTCTGGTTACTTCTGTTGTATATT 

CAGATTTGGAAATTTAC^TTTCATATCAAAGGGA^^ 

GGACTAATAAAGAAAGGAACTGAATAAATACTTGAA 

TTTTTCTCTTTTAAAAAAAATTTTGTTAGTGTT^ 

TTTGATTAATTCTGGATTCCCAGCAAGTTTGCATGGCTTTT 

TAGAATTGACCCATGAAAATCACGGGAGTTAGTGGTACCAACCCCT 

TCTCCCAAAAGTTAACTACTAATAGCCTACTGTTCACCAAAGTCAATTAACA 

ACCGTATTCTTACAATAAAGTAAGCTAGAGAAAAGAAAATGTTATTAAGAAAATCATAAGAAAGTGA^ 

ACGATTCATTAAGTGGAAATGGATCATCATAAAGGCCTTCATCCTCTTCATCTTCATGTTGAGTAGGCTGAG 

AAGAAGAGGTCAGGTTGATCTTGCTGTCTCAGGGGTGGCAGAGGCAGAAGAAAATCTGCATGTAAGTTGGCCTGTGCAG 
TTCAAGCCCATGTTGTTTAAGGATCAACTGTAAATCT 

AAGTAGACAGGATTTATATGCAGCTATAATTTTAAATGGC^ 

TTGATTTCTAAGAAGTCAATGCAAGAGGAAGGTGAGAATCAAA^^ 

ATGATTATGTTAATAATTAAAATATTGAAATAT^^ 

ATGGCCTACCATGGTAGTTTCATAAGATTATAATA^ 

TCATAAAGTTGTAGCATAACATATTACTCAT^ 

TATAAAAGGATAGTACATACAGTTATGTACAGTACATAATACTTGATGACAAGAATTACTGATAATAAGTGTTACTGTT 

AAGTACTTAATATAATAGATTACGTCCCTGATTTATGTATTTACTATACTATACTTTTTAATCATTGTT 

CTCCTACTTAC^AAAAAAAAAGTTAACC^TAAAACAACTTCAGGAATGAGTTTCTTGAGGAGGTGTTCCAGAA 

ATTGCTATCATAGAAGATGACAGCTCCATGTGTGTTATTGCCCCTAAAGACCTTCCAGTGGGACAAGATGTGGAGGTAG 

AAGACAGTGATGTTGATGATCCTTATCCTGTGTAGGCCTAGGCTAATGTATGGGTTTCTGTCTTAGTTTTTAACAA 
AGTTTAAAAAGTTAATTTTAAAAAGCTAGAAAAAAC^^ 

TGTAAAATATGTTGGTGTTTTAAGCTGAGCATTATT^ 

TAAACATGTTAC^TAAACTAAGGTTATTATTGAAGAAAGAAAATGTAAAAAATAAATTTAGCACAGCTTC 

CGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCCAGACCATTC 

TGGCTAGCACGGTGAAACCCCGTCTCTACTAAAAATATATATTTAAAAAAATTAGCCAGGAGTGGTGGCGGGGGCCTGT 

GGTCCCAGCTGCTCTGAAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCG 

CCACTGCACTCCAGCCTGGGCGACAGGGCGAGACTTTGTCTCAAAAAAATAAATAAAAAATAAATAAATTTAGCATAGC 

TTAAGAGTACAGTGTTTATAAAGTCTACATTAGTAGACAGCAATGTCCCAGGCATACTCACCACTCACTCATTGACTCA 

CCCAGAGCAACTTCCAATCTTGTAGCCTCCATTCACGGTAGGTGTTTTCTACAGGTATATTTTTATCTTTTACCACATT 
TTTACTGTATCTTTCCTATTTTTTATATC 

GTACAGTAACATGGCATACAGGTTTATAGCCTAGGAGAAA.CAGGCTATAGAATATAGTCTAGGTGTGTGTGTGTTAGGC 

TATACCATCTAGGTTTGTGTAGGTATACTCTGTGATGTTGACACAACAACGTAATCACTTATGATGGATATCTTAGAAC 
ATATTTTAATTATTAAGTGACAGATGACTGTACOT 

ATCCTCACAATAACCTTATGAATTTAGTACTATCAA^^ 

TATCACAAGCATACCCTC^TGCTAGAGGAAAGAAAGAAAGAGACGAAGAGGGTGAGAAAGAGAGGGAAGGAAGGAAGG 

AAGGAAGGAAGGAAGGAAGGGAAAGAAAGGGAAAGGAAAAGAAAAAAGAAAAAAGAAAAGAAAAGAATGGTTCATTTTC 

TGTTTGTATTTAAATAATATCACATTATTATTTATTGGGAAAAGCTAACTGAGTTGGGAGCAGTGATGTAGGTTCGTAC 

CACCATTAGTTGAAATCATTGCACTATCTGAGAAGAAAGACCATGAAATCTAGGAAGTTTAAGAAGTTAGTTTTCGTTA 
GATCCAAATACTGTTAATGTTGGCTATCTTTTTTC 

GGAAATGAACAGAATATTTACAAATATTTCTCCTTAAGTGATATTTCATTAGGGAGAGGTCTTCCTTAATGCCTGTCTG 
AAATAGCACCCTCCTCATTCTCTAAATCTTC^ 

AGTAGTTTGTTTGTAGACTGTCTTCCCTCTCTAGCTTCATAGGTACAGGGAATTTCTCTGCTCTGTTCACTGATAATTT 
TCTTGTACCTAGAACACTGCATGGTACTTAGTAGATGTT 

AAAATTCATGTGGCCAATAGGTAATTTAAAATATTCTGCTTTGCTAAAAACCAACAGAAGTAAAAATAGG 
TTAGTATTTTCATCTACGAACAATGATTTAAAC^ 

caaacattcttacaaaattgaaaaac^ctto^ 

TATATTTTAATTCTATTAATATATTCAGGAAAGGAATCCATAATTAAAAAATATCTTTTGCTGCA 
TCAACAGTATTTATTGTAGTGAAAGAAGTTC^^ 

CAACTCTCTTTCATGGTATATTATATAAGCATCATGAGTTAGGTTTACTAAGAGCTTTTTTAATATGAAAAAAATGCTA 
ATGAAATAAATTTAATTTGAAAAACAGCATAAAC 

GAAATTGTGCCAAAATATTAACAGAAACTAGGGCAGGTAA 

ATTTTTCAAGTGTTCCAGAATGAAACTTTTATAATGAAAAAAAGTTTTAAATATTTTAACTGATTTTGT^ 

TGATAATCCAGAAGTGATTATGTTTTATACAAT^^ 

TTATTATCTAGGAATATAGATGTAACTGAAGAATTT^ 
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GAAAGCTCACTCTAGGGGAAGCTCTCAAATGTG 

TTTAATAACCAGATATACATTCTCCTCCTTTAGGACTAGTGAAAAATGGGCACTGAGTGAGCTTGGGCACAGACTAATA 
AAGGATATTC^U^CACGATAAACAAACAGTAG^^ 

GTGGTAGTAGCAACAATTACTGTGGTTTTATCCTGTGGCTAGCCCAGGTTCCAGACAGAAAGTTCTTCCTGGCCTCTTA 
CCCTAGTAACTCTGAGGACTGTACCCTTGATTCTTC 

CTGGTACCTAAATTGAGC^GCTTGAGCACACAAGTTCCTCATTCTTTCATTATGTATGTCCTTGTTAAGAGACTGTGAA 
ACATCCAGAATACTAGGGCAGC^GCCAAAGCACAG 

AAAGCTATGTGAACTATTGTAATAGGTTCAAGAACACACCTT^ 

GGCCTCTGAAATTATATGAGCTTGGGTGTTGAGATAGAGGAAACATGAAAATTTATTCTACCTGAACCTCTGCAGTTAT 
AAACTAGCATCGTATAATTTATTTATTTATTAAGT 

AGCATATATAGTAGATGCTTGATAAATATCTGTCAAGTGAATTTCAAATACTTAAATTTTGTTGTTAATACATTCATGT 
AATGGAGCCATATCA.TCTCATATGAATGATTC 

GTACAAATCAATAAGAATGAGACAGACATCCCATTAGGAAAATGAGCAAAAGACTTAAACAAGAAGC 
AAGAAATCCAAATAGTCAATAAGCATATAAAAAGGGGCTCAATCTAATCATTGAGGAAA^ 

CAAGTACACACCACAAAAATTGCTACAATAAAAAAAGATAGACAATGCCTAGTGTTGGCAAGAATGTGGAGCAACCAG 

ACCCTCAATCACTTCCTGTGATAGTGTGTATTGGTAATTGGCTTGAAAAACTCTTTGGCAGTATCTACTAAAGCTGAAC 
AAATGCATAACCTATGACCCAGTAATTCTAGTCCm^ 

TATACAAGAGTGTTTCATGGTAACACCAGTATTAACAGAC^^ 

CAACTAATAAATTGTAATATATTCACAAGAACCTAAGAATACAACTCTAATACTAATCAGCTGTGAGAATGAATGGATA 
GCATGTAGTTGCAACTACATTTTAAAAGATTAATTAATCTCTCAACATAAGGTTGCCAGGCACAAAAGAATGCATACTA 
TATGATTCCATTTAAACAAAGTGCAAAAACAGGCAAAAGTATTGTTTTGGTTTTAGAAATCAGGATAGTTGTTACCCTT 
ATGGAGTAGGAGAGCTACTGCCTAGAAGAGGGCACATAGGGGACTTCTGGGTGCTGATAATATGCTGCTTTTTGATCAG 
GGTGCTGCTTATGTGGTGTACTCTTTATAAAAATGTATTGATGTTTACACTTACGTGCAATTTTTGTATACATATTATT 
CTTCAATAAGAAGTTAATAGGGCCGGGTGCAGTGGCTTATGCCTGTAATCCCAGCACTTTGGGGGGCTGAGGCGGATGG 
ATCATAAGGTCAGGAGTTCCAGACCAGCCTGGCGAAGATGGTGCAACCCCGTCTCTACTAAAAATACAAAATTAGCCAG 

GTGTGGTGGCAGACACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGACAGAGTT 

CTCAGTGAGCCAAGATGGTGCCACTGCACTCCAGCCT 

AATAGAATTTTTTCATTCTTCT^ 

CCCAGAATATCTCCTGATATGATCTCATGATGCCATGGGAAGCAGTAAGTCTTTTTGAAAAAAAGCACTGTTTCACTTA 
TTAAAATGCCAAATACATTTTACCAGAATTTATTATTGAAACAAATCTTAGTGTTATT 

TGTAAAGTACAGGCACAATATTGTATTGA^^ 

AACAGCAATCCCTCATTTCCCCCTCCTCAGACCCTGGCAACCACTGTTTTACTCTGTTTCTCTGAGTTTAACTATTTTA 

ATTTCTTATCAAGTGGAATGATGCCATGTTTTTTTCCCTGTAACTAGCTTATTTCACTTAGCATAATG 

CAAACGTGTTGTTGCATATGGCAGGATTAACTTCTTTTTAAAGGCTGAATAGTATACACACAACCACTACATTTTCTTT 

ATCCATTGACCTATCAATGAACATGTAGTTTGATACTATATCTTGGCTATTGCGAATAATGCTTC7LAAGAACATGGAAT 

GCAAATATCTCTTCAACATACAGATTTTATTTCCTTTGGATATATGCCCCGAAGTAGAAATTCCAGATCATATGGTAGT 

TCTATTTTTAATTTTTTGAGGAAGCTTCATACAGTTTTCCATAATGACTGTCCTAATTTACATTTCCACCAACAGTGTA 

CAAGTGTTCTCTTTCCTTTACATCCTTACTAACACTTCTTTTCTTTTGTCTTTTTGATAACAGCTATTCTAATAGATGT 

GAGGTGATATTGTGGTTTTGATTTGCATTTCCCTGATGATTAGTGATGTTGAACATTTTTTATCTACATGTTAGCCATT 

TGCATGTCTTCTTTTGAGAAATGTCTATTCAAATCCTTTGTCAATATTTTAATAGGGTTATGTGTTTTCTTGATACTGA 

GTTGTTTGGGTTCCAAATATATTTTGGATACCAAACTCTTATCAGATGTATGGTTTGCAAATACTTTCTCCTATTCCAT 

GGGTTGCCTTTTCACTGTGTTGTTTCCTTCGCTTCCTGGTTGCATTTTAGTTTGATGTAGTCCCACTTGTCTAGTTTCA 

CTTTTGTTGTTTGTGCTTTTGATGTCATATCCAAGAAATTATTGTCAAGACTAAGAAAAAAGAGAGAAAACTCAAATAA 

ATAAAATCACAAATGAAAGAGATGGTACAATTGATGCTACAGAAATCAAATGGATCATAAGGGACTACTATAAATAATT 
ATACACCAACAAATTGGATAACCCAGAAGAAATAAAOT 

TAGAAAACCTTAATAGACCAATAACAAATGAGATTGAAATCAGTAATAAAAAACCTCCCAACAAAGAAAACCCAGAATC 
AGGTGGCCTGATTGGTAAAAATTTTTTCTTT 

TGCAGTGGTGCAATCTCGGCTCACTGCAAGCTCTGCCTCCTGGGTTCACACTATTCTCCTGCCTCAGTCTCCAGAGTAG 
CTGGGACTACAGGCGCCTGCCACGACGCCAGGCTAATTTTO 

AGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCGCTTCAGCCTCCCAAAGTACTGGGATTACAGGCATGAGCCACC 

ACACCTGGCCCCCTCATTGGTAAATTCTACCAAAC^TTTAAAGAAGAATTAACACC^ATCCTTCTTAAACTCTTCCCAA 

AAAATGAAGAAGAGGGAACACTTCCAAATTCATTTTAAGGCCAATGTTACCTTGATTCTAAAGCCAGAAAAAGACACTC 

AAAGAAAGAAAATTACTGATAAATATTTCTGATAAATATAGATGCAAAACTCCTCAACAAAACACTAGAAAACTGAAOT 

CAACAGCGTACTAAAAATACTAAAAGGATGATATACTATGATCAAGTGAGATTTATCCCTGGAATGCAAAGATGGTTCA 

GCATGCTCAAATCAATTAATGTACTAGATCACATTAATGGTAGGATTAAAAATAACATGATCATCTTAATAGATGCATC 

TTAATAAAAGTTTTTGAAAAAATTCAACACCTTTTCATGACAAAAACTCTAAAATACATTAGGTATAGAAAGAATTT^ 

CTACATATAATAGAGGCCATATTTTTGACAAGTCTACAGCTAACTGAATACTCAGTGATGAAAAGCTGAAAGCTTTTTC 

TATAAGGTCTTAATCAAGGCAAGGACATCCATTTTTGCCATTTTTGTTCAACACAGTAATGGAAGTCCTAATCAAAGGA 

ATTAGGCAAGAAAAAGAAGCAAAGGCATCCAAATCAGAAAGAAAGAAGTAAAACTATTTCTCTTGGCAGA 
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CTTATATGTAGAAAACCCTCTTTCTACAAAAATCTGTTGAAACAAGCAAATTCAGTAAACTTGCAGAATATGAAATCAa 
CATGTTAAACTCACTTTTGTATCTGTACACTAACAATG^ 

TAACATCAAAAAATATAATATTTAGGAATAAACATAACCAAGAAGGTGAAAGACTGAAAACTATACAACGTTAATGAA 

GAAATTAAAGAAGATGCAAATAAATTGAAAGACGTTTTGTGTTTATGGATGGGAAGACTTAATACTO 

TACTACCCAAAGATTCAATACAATCCTTATGAAAATTCIAAATGGTAGCC^ 

CACTTTGGAAGACTGAGGC^GGCAGATCATTTTGGGAACAAAATGTAAAGTTGCTTCTAAAAGAGATTTATGAAGTTTT 

TTGTTTACTCTATGTTTAATTATTTGCTGAGTACACTTATC^CATTGAGATGGGAATTTGAACAAGATCTTTGTACTTG 
ATTAGAGGGAATAAAAACAGCACACTTATCAAATAATCAGTC^^ 

TGACTCTTGTGTAAAAGATTAGTTACTTTTTATTGTTTTAAGGCTAGAAACATAGGTTCTATTTTTGTCAATGCTACTA 

CATCCCACAAAGTGTCTATATGAGCCATTTCCAAATTTCCATTTATGATAAGGGGCTGTGATGCATGAGTATACC 
TTTTTACTGACATGTGTAGAGACAAACTCATGAGTTra^ 

TCGGGGTTAGGCCATACTTTCAGGGAAGTGGGTGAGCTTTATTATTGAGGCCAAGTCTTCTATCTCTGTTTAGATGCAa 
ACCTAGTACTTAGGGACCTTGTCATATCTATTTTCTGCAAAGTACTTTCTGTACTTGTCAAGATCAATAACTGGOT 
TAATGACA.GAGGAC ACAGAATTTAGCCTTCAGAACAGAAATGGCTATTTACC ATG CG AAAGTATTTTTTTTTTCTG Ar A 
CCATraGACCAGTGAGCATAGATTTCTCTCTGAGAGACAC^ 

GCAGCTCTGTGAACTAAACAGTGCATTTAATAATAATGATAATACATAAAAAGTCTAGTATTTCATGGTTTACAAGATA 
TTTTCCACATTAATTGTCCCATTGGACCCCCCAAAATTCTATAAAGTGGTCATATAATGTATTATGCCATTTTGTATGr 
GGTAACTGATGAGGTAACAGACCAGAGACTGAGCCTAGTTTGCCCAGCT^ 

AGTCCATGATCTCTTACTATTTTACTTGAGCCCTGTAAGATTCATGGTTGTATTTCCTTCCATATAGAACTATGGAATA 

ATAATTACTAATTTAGAATATTATATAGTCCATTTTGTACAAATTGTCTAATTTGTATAGTACTATCCTAGTACTAGTA 

TATATAATTCTATATACTAGTCATATATACTAGTATATAGAATTATATATACTATATGTATGTATATATACACTAATAT 

ATATAATTATATACACATATGTATTACATATATGTATATATTATATATACTAGTATATATACTATATATAACATATGTA 

TATATAGGATTATATATAAATTATATACTAGTATATATAATATGTACTTGTTATATAATTATATCTACATATATACACfl 

TATATGTAGTACTATATCTACATATACTATATATCTGTATATATATAGTACTAGTATATATAATTATATATACATATAT 

GTACACACATATAGGATGCTATGAGAATGCATAGGAAGGGAACATAGTCCTAGAGTATCATAAACTTTCACTCTGTGTC 

CAAAGTCTTTCATTAAATGATACCAGAAGATAGGATCTACTGAAATTCTAAATGGCCAGTTGGAAGAGGAAGGTCATGT 

TTGGGGAACTTGGTTAAAAATTACCTITAGTGGAAAAGAAAGATAATAACTCAGTAAAAGTAGCTAGTAGGCTGGAGCA 

GAGTGTCTATGTTTGCTATGGTTTGAGTGTATCTCCCAAAATTCCTGTATTAGAAACTTAATCCCCAATGTAGCAGTGC 
TGATAGAGTGGAACTTTTAAGAGGTAATTAGGTCATAAGAGTTCITCCATC^ 

AGTGGGTTAGCTATTGCAAGAGTGGCTTTGGCATAAAAGCAAGCTCTCTCTATTTCATGTGCTCTCACCGTATGATGPT 

TTCTGCCGTGCCTTTGTCAGGTGCTGATACCATGCTCTTGGCCTTCACAGCCTCCAGAACCATAAGCTAAATAAACTTC 

TTTTCTTTGTAAGTTACTCAACCTATAGTATTCTGTTATAGCAACAGAAAGTGGACTAAGACAGTGGTTTAACGTCTC 
ATTTCAAAATGAAAACCTGAAAAAGAAAGAATGGGAAGAGGTCTTACA^ 

CAGAGTTTCTTAAACATAGATATCTCTCATATATTATCAAACACTTATGGTGAAACACTACATTTTTGTTCATAGGAGT 

tctccatagcagaattcctccatctccctttactttgccctgaaaaaatcagc^cccc^ggaattctttatctttcaaI 

GACGGCAACATATAAATAAGCATTTGAGTTTCCCATACAGGAATTTTTTGCAAGTCTGGCTTAGAAAATGGCCATGTTC! 

TATTCAAAACTCTTTGAATTTCTGGTTAAATAAAAATGCCAACTATGCCTTTTTCATTAAATAAGTCTATCTTT^TTA 

TCTAAATGTATGTCCTACTATAAGTTCCGAATGGCAGCTATGTCCTTGTGCTTAGGGATTGCAAGATGAAGGTTAACTA 

TTAACGACAGTGTTTCTGAACCTGAAGTTATTAGAAAATCTTTAGGGACTCCTTGGACTCTTGGAAATTATGTACAAAA 
TTATAATGACTCATTTGTACAGTCATCCCTTGG 

ACyLAAACCCAGTGGATGCTTAAGTTCCTTACATAAAATGGTATAGTGTTAATATTTAACCTATATTCTTCCATACACTT 

tatctctagaatactgctaataactaataatatgta^ 

ATTTTTGTGGTTGTATTGTTACTTTTGTGGAATATTTTTAATCCCCAGTTGGTTAAATTGTGGATGAAGAACCTACTAA 
TATAGAGGGTCAACTGTACATTCTCTTGGGAAGTATATTCAGAGCTTTCATTAGAGACTTAAAAGGAACCTATGTTACT 
CCCCTGCCCCACCCCCAAAAAAGTTAGGAACTACTGCTTGGTGGGGGTAATAAACTATCCTTGGAACATCAGATTCTTT 
AGATACATCATAGAGAATTGGCATCTAAAGAAATATTCTGTGGTAACCAG 

TTTCTGGTATTCAGATTTTTCGGTCATCTCCTTTCAAATTGTATCAGCWTTGATCTCTGTGGCCAAGA^ 

GAGTTATGATGTGCCACTTTGGAGGTTAGGTTATAAAAACTGTGGCTTCTGTCTTGGTTACAGTTTCTCTTTCTCCAAT 

CACTCACTCTGGAGGCAGCTAGCTGTCAACTCACAAAGACA.CTGAAGGAGCCTATGGAAGAAGGCCACATGGTAA 

TGGAGGCCTCCAGCCAACAGTCAGCAAGGAACTGAGACAAGTQU^CAACCATGTGAGTGACTCGAGAAGTGCTTCTCTA 

GCTCCAGTTGAGACTTGCAGTAGCAGCAGCCTCAGCTGGCGGCTTGACTGGAATCTCTTGAGAGACCCTAAGCTCTCCT 

GAATTCTTGATCCTTAGAAACTGTGTGAGGTAAGAGATATTTGTTGCTTTAAGATGCTACATTTGGGGATAATTCATTA 

CACAGAAATAGATATCTGATTCACATTATCTTGACTGGTCATGATTAAAAGAAAAGTGAATGTAAGAAAATAAAGTGTT 

TTTAATGCTGACCTTCCCTGTTAATCCTAGAAAATTAGAGTTTGAAATAA.TAATGTCATAGTCACTATTCCTTTAATCT 

TGTTGGTAAATAATGAATGCAGCGTGGCCCATTCACCGCCAGCACTTGGTCACCATTGTGATCTACACAGCAAGAAGCA 

GCCTAACGACCTGTCTGTTGAAACAAACAAGTTTTCTTTTAAGTGATTTCTTTGTTTCCATTTATAAGGCACCAACTTT 

CAAAGGTGTTCTGGGAAACCTTTCTTGTATTTCTTCTAAGCAAAATCAATTCAACAGAGAGTTCft.CGCTTTGCCTGTGA 
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SSSSS tt ^ tactcttggttatoot ^^ 



======= SSESSESSEESSS 

TCAATTACTTCTACTGGCAA&ATGTAAAGAC^ 

^^^ AGGCTAAAACCCCATGGGTTCC ^ TG ^ G 

p g ™ gac T tggtaattaa ^^ 
cataaataaacatacagcttgtc^gtccttggagatg^ 

AAGTOATOACCCTCTTCTCACTCTGGCAGAAAATATATTAACTTCTTTAAACCAA^ 

AATTACAAGGAGTGACTTCTGGGACTTGCATAAATCAAGCTTAITTAAATAGTGTTTCAG^ 
^GAGTTGGAAAAAAACAACTGCAA^^ 

TC(^TTATTTATGTCAAATAATTAAATACCTCTTTAGA 

ACATOGGACAAAGGCAAAATTCTGTCTTGGGATGCTTAAGTATAGTGAAGAAGAA^^ 

c^gctgagagaggagagaaagattatttaagttggtatggtcagataagtaaaacagtaS 



S^ AG ^ AGAATTCTACTTCGAACATTGAGGAGGACTC ^ 

^ GG ^^ TCTTTTTAATGGAATAGCAGTGAG ^^ 
^ A ^^ CCCATGGCTGCTACCTTGTCCAATOCCCT ^ CA ^ 
CG ^ G f GAGCAATAGAAAGAAATGCTTC ^^ 



S™ G ^ CCTGCAA ^^^ 

a ^;^ g 2 gtcagccagccagcaaatgag ^ 

TGTTCATTTATTCCCTCTATTCTGACCACTGAGCCCACCAAGCTCTCCTTC^^^ 

JSp^™ CCCAAGCTGCTCCTAGGTCATTTM ^^ 
™ GGAGGTGATTCTAATGTGCCGCTGGA ^ 



GATTGCTAGTGAGTAAAAATATATG^^ 
TOTTAAAAATCATATTTTAAGGAATGACCTTCAAAATTTTGTTATAGA^^^^ 

S™ ATGTTGCACATAAACTGTCTGGA ^ 



CTGTTAAACAGAAAG 



C^GGTTTATGAAAACAATATGCTTCATTATTTGTTCACATAAAAAGTAACAAAATTAGCTTC^^- t ■ 

ni C ^S GAGTAGAAGAGAAAAGGGTCTGGTOCCTTATTCAC 
GGACATCTTTGACTTTTTCTTCTCTTGACTGTCTAATCTAATGTCATGT^ 

AAATTTAAAAATATATTTAAAGACTATCAAGATCTGTTGATTCTACCTCTGCAAA.TTTTCTTTC 
GTCCATTTTTGTGGCCACAATCCT^^ 

GCCC ^ TCTGTATAATACTATGAAATGATCT ^^ 

CCCTGGCTCATGCTGGTGTTTCTGCCAATGCCTAAATCCCACCCAGTATAGAGGGCT^^^ 
GCCCTGAACTACAGAGTTAAAAGTAATGTTO 

TATTTCCCCAGAGTCACTTAATCTTTCTGAGCCTCTGTTCTTTTATTCATAAAATGAGAA^ 
TCTCCTTTCCTTCCTTCTTTC^^^ 
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TCCTTCTATGTATTGTCCATTATAACTTTC 

TGCAGTTTCTAGGCTAATGCTTTGCATGTGTAGGTACT 

CATGACTTGCTGTACAAATGATGATCAGGGTTTAGGAGAGGAGATATAGA 

TATTATTACTTAAATTATCCTATATTTTTAG 

CAGGTTAAGTAAATTTATTTTGGTTAGATGTCOT 

AACATATATTGTTTCAGCTTATCAGGATTGGTTAGATTATCTCCAAGAOT 

TAAT AT CAATGTCCTAGGTC CACAGGAAGGC AAGAAGTAGACTTAG CAGTAAGTTGCTG AG CAGGAATTC TGAAAAGGG 
TGACCAGGATCAGGTGAAGCACGTCCAGAGAGTAA^ 

TGGGCTCACCGAAGAGTCCTAAAGCAAAGCTTGCTGTGGCTGGAACCTAAGGATTGG^ 

AGCCAAGTGTGGATTTCTCCCTTCTACTCTCTGCCTCAGTATATTTTCCATGTOT 

TTTCCTTCTTTCCAAGAGATACTCAGTTTTAAAGAAGCCACAGGTGTCTTTGCCAAAGCTTGCTC 

CACTCTTAGAGAATCCCCTGATGACGT(^TTCAAGACAGCCTACTTTCGTAATTGCTGTGGAAGGGGCAGAAGGTCCT^ 
CCACTACATTGCTTTCTGTCACCCACCCCCAAGATGGAAGAAC^ 

GATTCC^GTCTCTCTTTACTGGAGCTTGAAATAGGGGGGCC^TTTTCCTATAAAAAAGAGTATGAAACTGATATCCAA 

AGAGACACACGATGAGAATCTATGAACTCCACGAAAAAAGAGCTGATAATTATAATTGTCTTCATTCTTGGTAGCTTTC 

TAGATGGGTTCTAATCCCGCAAGGGGCTTAGTTGCCTTCCTAGCTTTC 

TAAAGGTTTAATAAAGGCCTAAGCCCACATGAGTGAGTTTTATACATTCAAACAATC^ 

ATTTTTAAACTATTCTCGAAA1TCAGCC 

ATCCATTCTTTGTTAGGTTCTACAGTTTACCTCTAGGGTACATTTCATAGTCCTTAATGTCTCTTCTGTATAACTGATT 

ATTTATGGAATTTCATGATGCGTTAAATACTTTGGCTGAGTAGCAAACACA 

GTACTACTGGGCAACATTTTTATTCTTGGTGGATACAATTTCTTTCT^ 

TTTTCTCTCTCTTTCTTTCTTTTAAATGTTTGTGATATCAGGATATAAAGAGCCAGGTAGAAGAGCACAGAATTAGA^ 

CCAGAAAACTGAGTCCTAGTCATCTCATTTCTCCTGGCTTCACTTTTACCCTTAAGTGAGGAGACTATACCCGAGTTCC 

ACCTAGCTTGCAAATTCTATAATTCAATTATTCCATCACCATTCTGAAATATACCATGTAATTATAGAJ^ 

AATTTTTTGAAATACACATTTCCCAAATTTATTTGACCATGGAATACTTTTTAAATAATTATATATTGGTAGAACATA 

ACGATAGTTGATGGATATAATATGCACTTTGATTAAAGAATACAAAAAAATGGTCTGCAACAATTAATTGCTTCAAGAA 

ATGATTAAAAAATTCATTCATATTCTAACTTAATTACAGGACCAAA^ 

TATTTTTATTAAGTAC^TAAAAAAGA 

GAGGCAGTGTATACCAGTAAAATTAGTTGGTAAATACTACTAATAGATACTTAGCATTGACATTAAAATTAATATTTAT 
ATGAAGCTTTGACATTTAATTCTACTTCATGCATTCATGATACACCCAATCACTTGTTTTGCAATTATTTCAATGTGGA 
TTCTTGC^TAATAACAATTATAGATGTGTGTTTAAATATATTAAATATATTTTATAAGAAACAATGTTG 
TTCTTCTTAGACTACTCAGTATCTTATAGTTTGAGAAAAACAGA 

' GAGTAGC CTATTTTTCC CTTCCTTTTCCTCTATTGCTCACGTGCTTACATGCATTATTATTGGGTTATATATTGAGTTA 
TTCTCTCGTTGGCTTTTGTATTCTGTGGCATTACATATCTTTGATAGCAGTAAGTTTGACACTCAAATTTTGTAGAAGT 
CAATGGCAGTGGTCCTTTTATAGGTTTAAACTTACCTGACTGCATTATATCCCTTGAGAATAGTTTTAAGGGATTTTCA 
TTGAAACTACTGTATATGATTAACATATAATGCCTCCTATTATGAACTTGGAATATGCACATTAAAAGAGTTATAAGTT 
ACAGTTAATCATTTGTTCATTGCTTTCTTTATAGATCTTGAGAAAAACCTGATGAGTGTAGCATTGCCATTTTG 
AATCCTTCATGTAATGAACCTAAGCTTCCATTATTGTGAATGAATTAGTCTATTTAGGAACCGCTTTGGCTTAG 
AACTGTATTTCCTACTTAAGGAGCCAAACATTAGGAAGCAACTGTAGCAGTGTACAGCAGCAACTTCATCATTTTGGAA 
TTTTAAAATTCTACCTTCAGGGATCTTAGAACCATCCTAGCTTCCGAGATCTCACTGTGAGTACTGGAGTGAGCAGAGT 
TGTACCAGGATGGAGAGATTGCTAATOTCCAAAAATGGGA 
AAAAAAACCCCAAAAAACCAAACAGCCCTTTATGACACAATTTCACTATCC 

AACAATGTGAATGTAGATACCAATATTGCAATTATGACTAATAATTGGAGGCAATTATTTATAGTAGTTATATATCAGT 
ATATATATTTACCATTTATACTGATATTAATGACTGTGGCTTTTTAATAGTGGCCACAGAAGTCACATAGCATGGTTTA 
GTGAAGTTTGGTTCACATTTGTAGGCACTTCAGAAATATCATCTTTGAGAACACACACACACTTAAGTTCAGTG 
GTATATAATTCAAAGAATAACATAAGCAATGATTTAAACTTCTATGT^ 

AAAATTATTCTTTACAATAATGAAAGACATTT CCAGATT C AAAAAAAAGG GAAAAATAAAAACCATGGAAATAATAT AT 

TTGGAATTACAGGGCTACTAGCAATCTAAGTGTTGTGGAAAATCTTGGTAAATAGT^ 

GATTGATTGAATAAACCTACTCCAAAGCATTGATATGCCACAGC 

ACAAGGGGTTGC^TCAAAACAGAGTGATGCTGATCAACTCCTGAAAAATATTTAAAGTTAAAAGAAA 

AGAACAAAGCTAGAGGCATCATGCTACCCAACTTCAAACTACATGCTACAGGAATACAGTAACCAAA 

TGGTACAAGAACAAACACATAGACCAGAGAAAAAGAATAGAGAACCCAGAAACAAGACTG 

TCTTTGACAAACCTGATAAAAACAAGCAATGGGGAAATC^TTCCCTATT 

CATATGCAGAAAACTGAAACTGGACCCCTTCCTTACACCATATACAAAAA 

ATAAAAACCAAAACTCTAAAAATCCTGGAAGAAAATCTGGGCAATACCATTCAGGACATAGGC^ 

TGACAAAAATGACAAAAGCAATTGCAAAAAAAAGCAAAAATTGACAAATGOT 

CAGGAAAAGAAAATATTAACAGAGTAAACAGCCTACAGAATGGC^GAAAATTGTTGCAATCTATCCAGCTGACAAA 
CTAATATACAGCATTTATAAGGAACTTAAATAAATTTACAAGAAAAATACAACCCC 
GAACAGACACTTCTCAAAAGAAGACATTCATGTGGCCAACAAACATATGAAAAftA 
CCAAATCAAAACCACAATGAGATACCATCTCAC^CCAGTCAGAATGGCTGTGATTAAG^ 
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TGCTTATGGAGAAAAACGAATGCTTTTACTCTGTTGGTGAAAGTGTAAATTAGTTCAACTATTGTGGAAGACAGTGTGG' 

CAATTCCTTAAAGACCTAGAGGCAGAAATATCATTT 

AATCATTCTGTCATAAAGACACATGCACGTC 

ATCAATGACAGATTTGGTAAAGAA^TGTGGTACATATACACCATGGAATTATGCAGCCATAAATAAAGAATGAGATCC 
TGTCTTTTGTGGGAAC^TAGATAGGGCTGGAGGCCACT^^ 

CATGTTCTCACTTATAAGTGATGATCAGAACGCATGGACACATTGGGAGTGGGGAAACAATACACACTGGGGCCTTTCA 
GAGGGTAGGAGGGTGAGAGGAGGGAGAGGATCAAGAGAATAGCCAATGGATGCTGGGCTTAATACCTGGGTAATGGGAT 
GATCTATGCAGCAAACCACCATGGCACAATTTACCTATGT^ 

AAGTTGTAAAGTAAGAAGAAAAGAACTTGTCTAGATGCAAGTTAATCTGAAAAAAATTTATATTAACTGAGCAC^ 

CAGCCCCAATAACATAGGTGTTTTTGTTTAGCAAGGAATAAGAAAAGAATGGATATTGGGTGGATACCTAATA 

TTTGTCAGACTGAATCGAGCAGATATAATAAAAAAGGAATC 

GC^CTTTGGTAGGCCAAGGAGGGTGGATCACTTGAGGTCAGGAGTTCGAGACTAGCCTGGCCAATATAGTGGAACCTTG 
ACTCCACTAAAAATACAAAAATTAGCTGGGCATGGTGGCAGACACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGA 
AATTACTTGTACCTGGAAGGAAGAGGTTGC^lGTGAGCTGAGATCATGCCAGTGCACTCCAGCCTGGACAACAGAGCAAG 
ACTTCATCTCAAAAATTAAAAAAAAAAA^ 

TCTTATTTAGGCTTTAAGAAAAAAATTTTAAAAAGCAGTAGCGCAAGTACAGAAAGACCTCATTCTCATAAAAATGGTA 
GTTAATTGCAAGTACTGTATCAAATATGTGATAAGTCTATCTAAAAATCTTCTAAATTGAATCTTTCTTGAGGGAAAGA 
AAATCAACATTAATTGAAATATTATTGCTCAGA 

ACCTATGGAATATCCTGTACAATGAAAAATTACAAGTTTCCCAGAGTGTGTTCTTCAGAGCAGTAGCTCTTAGAACATT 
AATGATTATTATGAGAAGGGAAGGTCTATTGTCAAAGAAGCTTGGAAAGGATGAGTTGTTAAGCAAAAGGTGTCTTTTG 
AGCAGTACTTTTCATGGTCTTTAATATACCAATATGCATTGCAGCTGTCCAAGACAGGAGGCCATTAAGGAAGCCTGAA 
GAGAAATGTCCCACCTTAGTGTCCTGAAAGGATATGCACTCCTCTATAGCTATTTACTTTTTACTTTCATCCCCTGACC 
TTTCTTCCAGCACTATGGTCCTCTCTTCATCACTTCTCTCTATTTTGATTATTTTCTTCTCCAGTGGCTCCTAACTTCT 
TTCTACAAATGCATTTGCTCTGTCTGATAAAAATCATTTTAACTTTGCTTCTCCATCCAGCTACCTTCTTTTTTTACCC 
TTCCTGTTACTGCTTCTGGTATTCGATGGTTTTTCCTTTTCCCTTCCCCCATTTTTGAACGATAGACTACTTTTTTTCA 
TAGCTCATCTTGCACGTTAGTCTTCCATGAGATATGCCTGTAGGCATGCACAACTAGAGATGTTAAGTAGAGGCAGAAA 
GAAAAGAAAGACATCTGGCAATTAGATCTGACTTTATCCATTCTGGCTGTTATAACAAAATAGCATACACTCAGTAGCT 
TACGAACAATAGAAATTTATCTCCCAAAGTTATGGAGGCTGGGAAGTCCAAGATCAAGGTGCCAGAAGATTTGATGTCT 
GGTGAGGGTGTGCTTTCTGGTTCATAGTTGGCACCTTATAGTTGTGTCTACATGGTTAAAGGGGCGAAGGGTCTCTCTT 
GGACCTCTTTTATAGGGCGA.CTAATGACATCTCAAGTGCCCCATCTCAAAATATTATCACATTAGTGATTAGGTCTTAG 
AATATACATTTTGAAGGGACACAAACATT^^ 

GGGAGGAGGAGTAGAATTATGTGAGCTTACTTCAGAGCAGAGTTTACTAATCTTCTATGTGTGTGTATGGAGTGGGTGT 

AAATC CTGAATCCTTTC AGTAAGAAGGGTACAC CTATGAATG CCTTCTC AGTACACTTGGCCCTC TGTACCCATGGGTT 

CTGCATCCTGGGATTTAACTAACCATGGATCAAAAACTTAAGAGAAAAGTTTGCACTGGACATTTACGGATGTTTTTTT 

CTTGTCATTATTTCCTAAGCAATACATTATAACAATTACTTACATAACATTTACGTTATACTAGGCATTACAACAAATC 

TAGAGATGATTTAAAATATATGAGAGGATGTGAATGGGTTATAGGCAAACACTATGCCATTTCCTATCAGGGGCTTGAG 

CATCCATGGATTTTGGCGTCTGCCAGAGGTCCTGGAAGTAATCTCCCACGAATACTGTGGGACAACTGTATAATAGTTT 

TTTGTTGTTTTTAGTTTGTTTTTGGAGACAGGGTCTGCTATATCACCCAGGCTGGACTGTAGTGGTGTGATTGTAGCTC 

AGTGCAGCCTTAAACTCGCAGTCTCAAGCGATCCTCCTGTCTCAGCCTCCCTAGTAGTTAGGACCACATGTGTGGGCCA 

CCACCTGGATCATTTAAAATTTTGTTTTTGTGGAGATGGGGTCTCTACAAAAGAGATGTCACTTAGGTAGGTCTCAAAC 

TCCTGGCCTCAAGTGATCCTCCTGCCTTGGCCTCCTAAAGTGCTGGGATTACAGGCAGGAGGTACGACACTCAGCCTGT 

ATAATGTTTATAAGGACAAAATAAAATTGTAGAATTAAAAATGAAACCAGTTGTATTAAAACAAATTATACA 

AAATAAAAATTTGGTATAGTTATATATGTGCATCTTTATTAATGTATTAAATCATAAGATCCAGCAGATCACATATCT^ 

ACATACTTAATTTTGAAGTGCTTGCAAGAAGTCTAATGAGATAAGAAGGTATCTATGATTTTTACTGGCAAC 

CAAACTACAGTGGTTTGGTAACTATATTCAT^^ 

TGTAAACTTGTC ATACAAGTTTAC CAATCTCCTG AATTCTTTGTGGAC TC CAGGTTAAAAACTACTAAATGGTAGAGTA 
TATAGTTACAAGGAGTCAGATTTAAGCTCATTTTAAGTATATGTATTATGTGTATGTAAAGCCTTAATAATTAAGATGT 
CCTAGAATGAAAGGATTTTCTCACAAAGTAGTGATCTACCTGTTAATGGAAACGTCCAGTTAGCATCTAGAAAAATATT 
GAGGATGTTGTAGTATAACACTAATTAATATTAGCTAGCATCTACTGAGTGCTTGCTGTGTTTTATGCACTGGGTTAGG 
AGCAATTTTTGC^TTGTGTCTTTTTTTTCATGATAGTTACGTCAGGTTATCTCTGTGTCA 

TTTGATATTTGTTAGAAGTTGACTATAGCCTGCAATCCCAGCTACTGAGGAGGCTGAGGCAGGAGAATCACTTGAACCC 

AGGAGGCAGAGTTTGGAATGAGCCAAGATCACACCACTGCACTCCAGTCTGGACAACAGAACGAGACCCCGTCTAAAAA 

AAATTAATAATAAATAAATAAATAAGTTGACGGCAATAAGTGGCAGAGTATGAACTCTAACCCATATCTAGGTGTCTCC 

AAAGCCTATAATTGGAGAATATTTTGATAATAATGTAGGAGAGAG 

CTCTTTATTTGATAGATATGAGGACACTGAGAACTC^^ 

GAGCCAGAAATTGGACTTTGATGCCTTTTTATGTGGAAACATGAGCTTTTATTATTTAGCTCTTCATCTGGTGGAAGTG 
GAACACAACCTGAAGAGAGAGGCAATGGACTACACTATGGTTTGGAACAGAGTGTATAGTAATTTCCTATTTCATTTAG 
ACAACAGGGATATGCCTGAAAGTGCCTTTACCCATGTCATGCATTTATTCACAATGAACACAAAATTTACTTGAGTAAT 
TTTTTTTTTCTCGAGGTATAGTCTCGCTCTATTGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAA.CCTC 
CGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCTACTTGAGTAATATTTTAAATGTAACCATAGTGAACTGT 
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CCAATACTAAAATTTGTGCCTTTGATAATATTTA 

TTACCAGAAAGTATCTTGTGTATTGTCAATACAAA 

TAATCACTACTTACACCAAATAATTGGGTATTTAC^ 

AAATTTACCATTCGTTAACAATGAGGGAAGAAGTTC 

ACGGTAATACATAAATGAATATGCAATAAAAGTGTGAAAAC 

ATACAGGGATTAGACTAAGA&ATTTTCCTGAGT^ 

TTATTTATAAACAAATGTTGTTTCTAATATTOT 

GTTCAAGATGTTGACAGAACACATGGTTTTTGTT^ 

ATCTGTATAATGCACAACAATAAAGAGAATGGGGAAAAGGCCATC^GTGGTAAGAGATTTTATCGAATT 

GAAATATGAGTGAGTGGTGTTGATTACTGAAGCAAAACAAAGTCAATTATTGCAGAGAATATTTGTAG 

CC CAAGAAGAAGCC CTAATAACATGGCAGAAGCTAACAAGGC T CCAGTTTCAGATAAGC CAATGC TGATGGACATTGAA 

ATGAGAAACATAGATGTAATCAGC^TTTTGATCAAGAGCATGTG 

CATAATGGCTTAAAACAACCATTTATTTAGTCT 

TTCCTGTGTCTTTGCTCAACCAATCAGTTGATCAGCTCTC 

GCGA.CTAGGCCTTGCAAATCTCATCAGACTAGTTTGGGATTGTCACTTAGTAGAGGAGCAGGA 
ATAAACGCAAGATCTCTTAAAGTCTAGGTTTAGAATTGGCACACATTAACTTCATTCTTGCATTGCOT 
AAGACCAGTCCAGATTCAAAGGATATCGCAACAGACTGTTATTTGOT 
GGGTGGATACAGGGAAGGTATAAATCTTGAGCATTTGTGGGTCT^ 

ACTTACCACATCTGTTCTCAGCCCCATACTAGAATACGTGGCATGAAGCCAGGTATTTACCATCACTTCAACAGAAGCG 
AAAACAAAGCAAAACAAAGTTTAT TTAATGAAAACATTAAATGAAAGAAAATAGATAAAATATATTTAGGAAAATCT CT 
TGGAAAGAGTATATTAATAGATTAGAGAGTGTGAATGAGGTTTTGGAAAACCTTGAGGGTGTAAATTGATGCTAGAAAC 
ATCCTTCTCTGAGTGGCCTACTAATTCTGACATAGGAATCAGAGAAAAGGAAATGTAATCTTAACTATTTCACTTTGCA 
GAAAATAATCTTTAGATAGTCATAAAAATGAAAACCCTC 
/ ATATAAGTCTTAACTGTGTATCAGTGTA7U^TGTTTTCAAACTTAACAATATTAAAAGAC CAACCTGGGAC CCATAGGC A 
CAGACATATCTTTTACATCTTTGAAATTTAAAGCTCAATGTGATGGTCTGTGTCTTGACTCTATTTAGCCAAACCACTG 
TGTCATCTTTTACTAATACTCTTTCCCCATGATAGTAGCCCCAAGACAAGTAAGCTGGTCTAGAGGCTCAGTGGATGTT 
CAGTGACAGTGCAAGTCATCACCCTTTACTTTTTGCAGATACCACAAAGCTGTTTTTAAGAGTCTCTTGCCATCC 
TATGACTTTGTGCAGTGGAATCAGTTGAGTTCATGGGAAAGCAAATAAAAGGATGGTCTCTGTTTATAGACATAGCCCT 
GTCTTAGAAATCTAATCTCTCTTATCACTCTCATCTACAAAGACTGTCAAGGAAATGTGTCCTCTCCTGCCCATGGAGA 
CAGATTGGGCATCTCACATGAAAAAATATGTCCTOT 

ACTTTTCTACTGTAAGCTTGCCAATATTTGGTAATCTCTAGAATAGGAACCCATCTCAATCAGCAGTGCACACCATCCT 

GTTTTGTGCAGTCTAAGTTTAGAGCTGTCTAAGTCCATTTGAGCTGCTACAACAAAATGCCATAGACTAGGTAGTTATA 

AGTATCAGAAATTTATTTCTCACAGTTCTGGAAGCTGGGAAGGCCAAGGTCAAAGCACCAGCAAATTTGGTGTCTG 

AGGGCCCACTTTCTGGCTTATAGATGGTGCATTCTACCTGTGTCCTCACATGGTGGAAGGAGACAAGTCAGGTCTCTGG 

GGCCTCTTTTATAAGGGCACTAATTTCATTCATGAAGGTTCCTCCTTCATGATATAATCACCCCCCAGGCCCTACCTTC 

TAATATCATCACATTGGTGATTAGGTTTCAGCAGATGAGTTTT^ 

aatattgc^tcattttgctttagagacctttctgtt^ 
gtcaggaaacctaagatcttatacttgaatagagtttttat^ 

ctctaacagcagcaatcaaatatttcc^ttcatcacacttgtu^cttggcctcaggtctatggtattttgaaatttttt 

GTTGTTGTTTTGAGAGTGACATGAGTGCAGGCCCAGCTTCATGGATATACAAACTATACATTCACATGGGTTCCACACC 
TAGATGGGCTCTTACATCATGTAGCTGGTCCTACCTGGGAGAGAGCTAAAAATTAAGTTGCAGTCATCAAATTACTGAT 
CAGATACTGAAATTAAACCTGATU^GATGTTGAGAACCCAGAGAAATTCTCAATCATGTTAATAATACTTTCATGCATTT 
GACATTTCTTTTTTCCTGCCTCTTCTCTCTACCTGT^^ 

TTTCCTCCTCCAAAGACTTAAAGAAGAAGTTATGATTAAGCATATG7VAATATGCATACCAGGTTTTCTATAAAGATTCC 
TCGGCATCTCTGCC7UVGCTGTCATATGAGCACTTGCATGTO 
TGTTCTAAGCAAAAAGCACATATTTTAAAAATCTGGAGTTCT 
CTATTTAAATCACTGTAACACAATATTGATGACAAAAT 

ATAGAACTTTGTTTTTCTCCTCTGTTAAGGCATGGCTTAACTGTAATTTACTT^ 
AAGAGAACCACCTTGAATTATTCTAACCCATTCAGATTTAAGAAAATGCATCGTAGCA^ 

GATCATTCTGTCTGTATCATAGAAATATGGTTCACTAGTGAATCAATGAGAGATAAAAGGTGATCATGGTCTGTGAGAT 

AAATGCTGCCCCTCTGAGTTGCTTCCAACGTAGCCAGCTTCAGTGTATCAGTTAGAGTAGTTAATACTAACTGTTG 

CAGATAAATACCCAAATCCCAGTTGCTCAAACAATTC 

TTCACCAGCTGCCTTCCACCTGGTCACCC^GAC^CCTGGGTTTCTTCCTATGGACCTGTGGCTTCATTTTCCTCTCAAA 

CTTCAGACTTCTCTCCCATCAGTATGTGAATAGGGAACCCAGAGATGTTTCCTATGAG 

TTGCTTCCATTTACCTTACATCTACATGTCTAT^ 

ATTTCATTGACTCTCTCCCACTCGCTGCT^ 

CTTAAAACAAATGTGTTGCATCCATATTATATT^^ 

CTTGACTGATACATCCCAAGATCATCTTTACTGACTTAG^ 

AATATGCCTTATTGCAGATCTTTTCCAACTTCTAGGTAAGAAGTAAACTCATTCCTAATCTTACTACTTGGACATAGTC 
TCTCCCTGCTACCATGTCCTCACAGGACCTCT 
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CTGGCTTCTCCTTCTTTATCTCCCTO 

TTTTATTG C CTTAC ACTATACTTC C C ATGC CTCTGATTTCAATG AT CACTTATATACTAAGGACT CG CCAATTTGTAT A 

TTCAGCCCATATTTGTCCTCTGGAACTCAGACCTGTATATCCTACCGCTTOT 

GGGATTTTAGATCGAAAATATCCAAAACTGAAATTCTGTTTT^ 

TTGTGGCCCTTAAAACTATGAATATCAACAGTCATCCJ^ 

CCTATC^CTAAGGCCTGTCGATTTCACCTTCCAGTTATGC 

GCCTGTCTGTGCTGGCATTACCTGTTTCCTGAACC^CAG 

CCCTCATCCAATCTGTTCTCCATATTGCAGTCAGTCACCTGTTTGAAACAGAAGTCCAACCTTAT.CACTCACCACACAC 
CCTTGCCTTAAAACCAGTTAGCGGTTTCCCATTGTTCOT 

CAATAATCTGAATCACACCTTGTCTCCAGCCTCCTTTCTGCCTTATCCTGAAGTATCCCCTGCCTGTTTCAC 
GCTTCTTGTACACCGACTTTCCACCCAGTGCCTCAGGGCACTTTCyCATGCTGTTCTCTCTGCCAGGAACACATGCTTC 

TOCTTTTCTCPCCCCETTACCT 
CTCTGGACTGTTATATTGTCAGAACTATCTT 

ACTTATCAGATATGAGTAAATGTATAATTTAATGTAAATGTGATTAAATTGTTAGTCTCTTTTATTCACTGAATAA 

CTATTTGCTCATCACTGCATCAGTAGTACCTAGAACAATGTCTCACACACAATTGAATCCAATAAGCATCTTTGTTCTC 

GGCAGCTCCTCGTTTTTTAATCTTAAGCC CTAC C CTACCACCTAGC ACAGAGAGAGTCTAAATAAGTATTTATTTAGTT 

GAAGTGGCTGTTAATGGCTAGTGTTTAAATATATTCATTTGAAAGACAT^ 

AGTTTGACTCCCAATAAAAAATACAAGTGTGCCATTTTGTTTC^ 

TTTTATTGATATATTAAGACTGCCTTGAACATATCAAGTTAATTTAOT 

CTAAAGGAACAAAGATTTGGTAGAAGTGGTAATAAATACTCAGATA 

TCAGCACTTACTATGAAAAAAAATAAGTAGATTATGGCAGAATAAAAGTAAAATATTTTCTGCTTGATATTTAGAGTGT 
TGTTTTGG(^TCTGTGACTTGTGCTAATGACCTCGGGTTTAAGTTTGGTTTTTATTGTCTGAAGATAGCTGGATTTGGG 

agagtaagtcaacaaccttttttttttttttagcaaaactctaa^ 
c(2agtcaaatgttgaatatgtat^^ 

TAATGGAGGTAAAATCATAGTCAAACGCCCTTTTAACTCAAAAGAAC 

TTGCTTCTTTCAGGCTAGGATATTTGGGATATTAAAGGGCTCTTTTAACTCAAAATAGCAAAACCATAGCCCTCATCTT 
CTTATTTAGGAAGACGGTCTTTAAC^^ 

ATATTGGGAGAGAGCCAAGATAAGGTGAGCATTGAGCAGGATAAACTAGATGATTCCTTAATTCAGCAAATATATTTTG 
ATTCCAATTGTGTACCAGAAATTCTTCTAGGTACTGGGAATTTATCAGTGAACAAATAACATTTCTATCCTCACAGAGC 
TTACATTCTGAAAGATAGGTAATAAATAATTATCTATCTATCTAATTGAATCACTCTTCTCTCTCTCTCTCTCTGTCTT 
TCTCTCTTTGTCTCCCCGCTTGGGTCTTTCAAAGACATTTCTGCAGGAGTACAGCTATGAGCTGTTTAGCAGTCAGTAC 

AAC CTCTGGAAGATGGGTGTACCTGC CCAATAAAGGGGATCTGAGAAGAC CGTCAGTAGCATCTACTATAGAAGATAAA 

TGCAGTATTCCAGGCAGGAGATTATGATGGCTTGGACTAGGGTGGTAGCTGTGTTTACGGTGAGAAAGATAAGATCTGG 

ATATATTTCTAAGGTAGATTTCACAAGTTTGCTGCTTGATTGAGATCAGTTGCAAGGAAAAGGAAAGTC 

ATATAAATTCTGGTCTGAGAAACTGTGCAAATAGAGATACTGTTTACTGAAATGGAAAGGGAGAGATCAAGATTTTCAT 

GTTAAATTTGGTACATTCATTCAGATATATCAGTGGAAAGATAGGCAGTTGGTTATGGTAGTCTTGAGTTCAGGTTGGT 

TTTACAAATCTAATTTGGGTATTGATGATTTTAAAACTGAGGAGTTACCATAGATAAATAGGAAAAGCCACTCTAATGT 

TTTGAAGTTGGAAATTCAAAAGGAAATGGAGCTTTTGAGAAGGAGCAGCTGGTGAGGCAGAAATACAACCTAGAGTG 

G AAAGG CTTGGAAGT CAATG AAGATAGTGTTTTACAAAGGAATG CATGATT AATTGTGAATG CTG CTG ATT ACTT AAG T 

GAGAACTGAGAATTGACA7UVTGAATTTAGCACTGAGAAGACCTTGGATGATCTTGAGAAGAGCTGTTTCAGTGGAGTAC 

TATAAACAAAAACATAGGAGTACATTCAAGAAGAAATGGTGGGAGGGCAAGAA 

TTTTGAGGAGTTTTACTTTAAAGAATTTAGGCAGAGAAATAAGATATATAGTAGTTAAGACTTAAATTGGACATATTAT 
GGCAGGTTGCTATGTAAATGGGAAGAATCCAGAGAAGAGGAGGAAATTAGTGATGCAACAGAGACAGTAATAACTGGAG 
TGATATACTTGAAGAGGAGAAAAGAGATGATATCAGGCACATAAATGGAGGATTTGATAAATGTGATGGGGGCTGCAGA 
GAAAAATTGTTTTCTGATTTGCTATTATTTTTTTCAAAGAAATAGGCTATCAACTGAGTGTGAGGATAGAGCAGAAGCT 
GTTAAAAATTTAAGGAGAGTTGTGAAATAATCATCTGTAAGCAGGAGTGTGAATGAACTAGGAAGATGTAGTAATATTT 
CTGGACAGCCCTGAGAGCTGAAATATTGTAAGAAATAATCTGAGGAAGTTCTGAGTACTTAGACAGTTGAGGTTAGGGG 

GAGCATTTTATTAAAACAATCACAAAGAACATGGGAAAAA 
CTAATTTTGGAAAATTAAACTAAAAAGATGTTATATGCATTA 

TAGTTTCTTTATATAAGACCCC^TAGTTTAATTATATAATTAAGTGTTACGTTCAAATTTTGA 
TGTACCACCATGGGAATTTGAAAATGCGACCATTTGTA 

TATCAAAGTGAAAGATTTCCATGCAGTATTATTTGGTTGTGGGGTAATTGTTTAATTTA 

TTGCTTAGCCACATTTTATTTTGTGGTCAAATTCAAATGCTGATCTAATGGCTTCAGAGTAAAATGAGAAAG 

GGGACTGGAAATTAGGGTTTTCTTCCTGTCATTAGGTATATTTATTTATAAAATAACTGGAAAATTCCTCATGTATTTA 

ACATCTGTTCCTTCTTTCCCTGGTCACTGCATATCAAGAAGACTTTGACATTGAGGTTTGATACGGTTTGGCTCTGTGT 

CCCCACCCAAATCTCATCTTGAATTGTACTCCCATAATTCCCAAATGTTGTGGGAGGGACTCGGTGGGAGATAATTTGA 

ATCATGGGGTAAACTTTCCCCCATACTGCTCTCATGGTAGTGAATAAGTGTCACAAGATCTGATGGTTTTATCAGGGGT 

TTCTGCTTTTGCATCTTCCTCATTTTCTCTTGCCACTGACGTGTAAGAAGTACCTTTTGCCTCCTGCCATAATTGTGAG 

GCCTTCCCAGCCATGTGGAAGTGTAAGTCCAATTAAACCACTTTTTCTTCCCAGTCTCGGGTATGTCTTTATAAGCAAT 

GTGAAAATGGACTAATACAGTAAATTGGTACCAATAGAGTGGAGTGTTGATGAAAAGATACCTGAAATGTGGAAGCGAC 
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TITGGAATTGCCCAACAGGCAGAGGTTGAAA.CA.GTTTGGAGAGCTCAGAAGAAGACA.GAATAAT 

GCTTCCTAGAGACTTGTTAAATGGCTTTGACCCAAAGCCTGCTAGCAATATGGACAATAAGATCCAAGCTGAGGTGCTC 
TCAGATGGAGATAAGGAACTTGTTGGGAACTGTAGCAAAGGTGATTCTTATTATGTTTTAGCAAAGAGACTCACAGCAT 
TTTGCCATGCCCTAGAAATTTGTGGAACTTTGAACTTGAGAGATGATTTAGGGTATCTGGTGGAAGAAATTTCTAAGCA 
GCAAAGTATTCAAGAGGTGACTTGAGTGCTGTTAAAGGCACTCAGTTTTATAAGAGAAGCAGAGCAGAAAAGTTTAAAA 
AATTTTGTAGCCTGACAATGTGATAGAAAAGAAAAACCTATTTTCTGAGGAGAAATTGAAGCTGGCTGCAGAAATTTGC 
ATAAGTAACGAGAGGCCGAATGTTAAGCCTTC^GACGATGAGGAAAATGTCTCCAGAGTATCTCAGAGGTCTTCACAG 
CAGCCCCTCCCATCACAGGCCTCGAAGCCTAGGAGAAAATGGTTTTGTGGGCCAGGCCCAGGGTCCCCGTGCTGTGTGC 
AGTCTAGTGACCAGGTGCCCTGCATCCCAGCCACTCCAGCTGTGACTAAAAGGGGCCAAAGTACAGCTCGTGCTATGGC 
TTCAGAGGGCAGCAGCCCTAAGCCTTGGCATCTTCCATGTGGTGTTCAGCCTGCAGATGCACAGAAGTCAAGAATTGAA 
GTTCGGGAACCTCCGCCTATATTT(^GAAGATGTATGGAAATGCCTGGATGCCCAGGCAGAAGTTTGCTGCAGGGGCAG 
GGCCCTCATGGAAAACCTCTGCTAGGGAAGTGTGGAAGGGAAATGTGGGGTTGGAGCCTCCACACAGAGTCCCTACTGG 
GGCACTGCCTAGTGGAGCTATGAGAAGAGGGCCACAGCCTTCAGACCCCAGAATGGTAGATCCAATGACAGCTTGAAGC 
ATGTGCCTGGAAAAGCCACAGATACTCAACGCCAGCCCATGAAAGCAGCCAGTGGGAGGCTGCACCCTGCAAAACCAAA 
GCAGCAGAGGTGCCCAAGACCATGGGAACCCACCTCTTGCATCAATGTGACCTGGATGTGAGACATGGAGTCAAAGGAG 
ATCATTTTGGGGCTCTAAAATTTGACTGCCCTGCTGGATTTT^ 

AATTTCTCCCATTTGGAATGGCTGCATTTACCCACTACCTGTACCTGCATTGTCTCTAGGAAGTAACTAGCTTGCTTTT 

GATTTTACGGGCTCATAGGTGGAAGGAACTTGCCTTGTCTCAGATGAGACTTTGGACTGTTGACTTTTGGGTTAATGCT 

GAAATGAGTTAAGACTTTCAGGGACTATTGGGAAGGCATGATTGGTTTTGAAATGTGAGGACGTGAGATTTGGAGGGCC 

CAGGGGGGAATTATATGGTTTAGCTCCGTGTCCCCACCCAAATCTCATCTTGAATTGTACTCCCATAATTCCCACATGT 

TGTGGGAGGCATTTGGTGGGAGATAATTAGAATCATGGGGCAGTTTCCTCCACACTGTTCTCGTGGTCGTGAATAAGTC 

TCACAAGATCTGATGGTTTTATCAGGGGTTTCCACTTTTGTATCTTCCTCATTTTCTCTTGCCACCAACTTGTAAGAAG 

TGCCTTTTGCCTCCTGCCATGATTGTGAGGCCTCCCCAGACACATGGAAGTGTAAGTCCyUVTTAAACCTCTTTTTCTTC 

CCAGTCTTGGGTATGTCTTTATCGCCACATGAAAACAGACTAATACAAGGTTATTCTATGAGTTAGAAATAATTCCTCT • 

AAAAGTAACACTTGCTGAGAATTTCCCTACCTTTTCTGGGCTTTTAAAAATGCATCTTATTCCTCATCCCCTAAAGTGG 

GTGTGTTAGTCAGGGTTCTCTAGAGGGACAAAACTAATAGGAGATATATATATATATATCTCCTATATATCCTATATAT 

ATATAGTATTAACTCACATGATCACATGGTCCCACAATAGGCCTTCTGCAAGCTGAGGAACAAGGAGAGCCATTCCGAG 

TCCCAAAACTGAACTTGGAGTCCAATTTTCAAGGGCAGGAAGCATCCAGCATGGGAGAAAGATGTAGAGTGGGAGTCTA 

GGCCAGTCTCATGTTTTCACATTCTTCTGCCTGCTTTATATTCTAGCTGTGCTGGTAGCTGATTAGATAGTGCCCACTC 

AGATTAAGGGTGGGTCTGCCTTTCCCAGCCCACTGACTCAAATGTTAATCTCCTTTGGCAACACCCTCACAGACACACC 

CAGGATCAATACTTTGCATCCTTCAATCTAATCAAGTTGACACTCAGTGTTAACTATCGCAGTGGGTAAAAGCCATTAC 

TAGGCAACCCAACCGTTGCTGCAGGTTGATGCAGCAATGAGTAGGAAGATGTGGTGGGAAGATGTGGGAGTATAAACTT 

CGCCAGGCAGTAATATAGGTATATAATACATGAGCAGGGCTGCAATACTCTCTTAGGAACTGGACAGCTTTATGGGCCA 

AACCAAACCTCAAAACCCAGCTGCCCACCTGACACAAGACTGTCCATGGGAGTGAAGTTCTGCAGGGTTCTTTCCCATC 

ATTATCCCAGGGGAAGAGTTACTCTAGAGAATGCCCACTTAAAAGGTATGTGAGTCTGACTCTGCAGATCACCCACTGT 

CTACACAGCTCTTGTTTCTGAAGAGCTGTCCTTGCATTGTCAATACCTTGGTGCAACATATGTGGCTTCCTGCCCTTCT 

GCCAAGTGGACCTCCTCACTTTGAGCACATGGTAAGCATCCTCCATAGGTACACAAAGTTTGTAGCAACTAACTCCTAT 

CTGGAGTTACTCAGACCCACTACCTCTCCTGTTAGTGCATCTATGCTCTTCACAAAGTACAGTAAGCTCTGCTTCACTT 

GTCTTGAAAACATGAATTTGTTCTAATGCAATGGACATATTGGAGAAGAATTTGATGAACAGCTAAAAAAAGCAATAGT 

ATAAATAATTTTCATGGCTCTACATGTAACCTCTGGAATGCATAACAATGCTTTTTTCCATAAGAAGATGTTTTTCTGT 

GCTTGTAGATTATTCTTTTAGACCTGTAAAGAATGCTTGGAAATAATTGATGAAGTGCCAAGTCCACTAAGTTTCTGTT 

TTTAGCTTCTATCCTGAAGTTTCTCATATTCTTTACCTTTACATCTCTCAGTGTGAGCTCATATGAATCTGTGGCTTCA 

GGTCCCATGTATATACTGATGACACCCAAATCTCTTCTTGAATGACCAAAGACCAAACTTTCTGAGTCACAGATTTTTA 

TTTACATCTGAATGTACCCCTAGTATTTTAAATTTCTTAAATATAAAAGTTTAATATTTCTCATACCCACTTATGTATA 

TGCATGTGTGAGTGTGAGTATGAGTGTGTGTACCACATATACTTACTATGTGTGTTAGGCATTGTCCTATATGTTTCAT 

ATCTATTAACTCATTAATTCCCCAAACAGCCTTATGAGTTAAGTCTTCTCATTATGTCCTTATAATAAATGAAGAAACT 

GAAGCCAAGGGATTAAGTAACTTATCCAAGGTCAATGAAGGAGCTGAGATTTAAATCCAGAAAATCTAATTCCAGAGGA 

CAACCATTTTCCAAACATCATGCAATCCAACAAGGTGAAAGCCTGTAAGGATTATTTCAATTCTTTATTTGAATCTCTG 

CTTCAGCAAGCACATTCACTGGAGGAAAGATATCCAGCCTTTGGTTACAGAGAAGGCATGCTCTCAGAAGGCTCATATT 

TGGTTTACAGTTACTTGCTCATTGATTTTTGTGAGTTCCTGAAACTTACAGAACTT^ 

AAACTATTATATGAATAGTGTCCATCATAGTTTTCATATGAACGTTAACCAAGGCCTCTCAATCACAGGTGGAACATGT 
GAGCATAAGGTTAATATCATCAAGTAACTGGTGATAAGGCTAAAATGATGGATGAAAGTCAGATTGTGGAATACCTTAA 
AGGGCAGACCAACAAGGTTTAAGGACTTTATCTTGCTGTTGGTAGTAATAATTTTTTGTACCAGGAGTTTGCCATGAGC 
TTCAGACCATGTTTCAGGAAGAATCAGTTGGGCCTGTGTGTGTAGTTCCTGGATAGTAGAGCATGCACAGACCTTGAGT 
GCACTCACTTTAGGGGTCTTACAGTCTGGTGCTGTGGTTCTCCyVACTTTAGTGTGTATCAGAATCTCTTGGGGAAACAT 

GTTATAATATCCTGGGAGGGCTTCATACCAGGACTCCGTC^ 

AGTGAGCTGCATTTTCATAAACACCACTCTTGAAGATGATAATGCAGGTTGTTTGAGAAACACTGATCTAGTGGCTGTG 
GAATTGATGTAAGTGTCAGGCAAAAATGGTCAAAAGTAGGATAGTTGGAAAGTAAG 

GCCATTTGAGCCCACATGTTTTATTTATTTATTTATTGCAGATTCTCAGTAAACACACACACACACACACACACACACA 
CACACACAACCTACATCCATCCTGAAAAACAGGAAAGGTTTCCATGCAGAGGTCAAAAACTGTGACGTATATCTGCCAT 
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ATATAGTGCCTGGAGGACCAAGCTGAGGAAAGAAACCA^ 

AAAGGAAGTGGATGGGATTCCTGAGAAAAACTTCAT 

AGCATGACAGTCAGCATAAGTAAACCTC 

AATGGGTTGACTGAGTCTCTTGCAGTGATCAGTTCAGGATAGGACTGCTTAAAGTAAGAAACTATGAGAGTTAATGACA 
GAAACTTGTTTGGGTAATGCTCACTTTTAGA^^ 

TGCAGTGGCCTAGAAACAACAACAACAAAAGGAGTGATTTTCAGGAGAATG 
GTCAAACAACATGAAGATAAAGAAAAGATCAATC 

AGAGTGGTGTGAACAGAAGTCAGATTGAGGGGGTGGAAGAAATGATTAAGAGATGAAGAAATGAAGTCATCAAAGGTTC 
AACAGTCTCTCTGTGGTGTGTGTGTGTGTGTGTATGTGTGTGTGTTTGTGTTTAGTAGCAAAAAGGAAAGAGGGTTGGT 
AGCTGCAGGGGTAATCAGAGTAGAATATTTTTATGAGCCAGAGGTCTTCTCTTCATGTATGGTGAGAAAAGGAAAGGAA 
CCAGAAAGAATAGTAACTATTCAAGATGGCGAGGAGTAAGGTGATGATTGATGATGGATCATGTGTTGTGGGATCAGGG 
TCTCTTTAGAGTTAATATAAATCAAATTTCAGGGCCATGAAGTAAGACAGTACATTCATATTTTATTGTAGTTAATTAA 
TTCTCTTAAAAAGGGAATATAAAGGGAAGGTAATAGTTGCATATTTATAGATTGTAGTCTAATATGAGCTGATTTATAA 

AATGTTGGCATTATGTTTTTGAGGTGGTA^ 

GAATGTGTTTGATATAGACTTGTGAGTGGTAATCTGGAATATATCTAGTATCTAAAGATACTAAAGAAAAACAAAGGGC 

CAGTAGGCCTTATAGGAGAAAATGGATTCATAGCTCTTAAGGGATAAAAGTGAAAAAATGACAG 

GTTACTAGAACCATTCCTTTGTTTGGAAAAAGTC 

AACTGAAAAGGAGAATATAAAGTTATATCAACACTATAATTATAATTATTTAAAATTACTTATGTTGTGGATAAGAGTT 
GGAAGGAAATATTTTTTTTTTTAGAAAT^ 

CAGAAAAAATCTAAGTATAGCTAACATTAGCTTATGAAAGTAAGGTGTTTTATTCAGATCTCATAATCTCAGATCTTTT 
GAATGGGTTGTTGCAAAGGGATTAACAAAAATGTTGCTTGCTTTATACCGTTCTC 

TGATAGATGOVAACTGGTGTTC^TO^ 
TTTGCAATTTCCCAAATGTAAGAATTTAATTT^ 

CTATTTAGCAGCAC CAACCGAATTTTC CCATAAAGAAATATCTCATTAACCCAATTATTTTCC CATAAATAATTAACCT 
A2VTTATAGACTATCAGTTTCTGCATTATGAGGTATTTATAAAGCTGACAGAATTAAGAATGTACATTTTCTCCTCTGCT 
CTTTATCTGGGACAACACGTTGGTCAAATTTCTGTTATGAGTGGCTTTAGAATGGGAGACTTCCAAAGGATTATGTTGT 
ACTGGTGGCACTATATGGCAATGGGGGGTGTCAGTAGG CATAAGGGGGTTACC CTTATTAACATCTTTGGAAGCT CAGA 
ATTAAATCTATGTAATTTTTATATGCTATTGCTCCTCCTATAGAACTCTGGGTCTCAACCTTTTGTCTGTGGGCAAAAG 
TTCACATGCACAACACCA.TCTAGGTTGGTCTGTGTTGCACATGGCTGCTGAAGAT 

CTGTTTCTCAGGCCCTCACTATAATCCATCGTTTGCCCTCCCATAGACTTGAATTATGACAACCAGGCTGGGACTCATG 
CTATGTAGAAGACCTTTCTGGAGATGAGTTAAAGATACGTAGTCCAAGCATTGTGGCAGGAGCCATTCTTTAATAGTTT 
CATGTCTTATCTGTAAATAATGTTGTTTACTACAAAGCATAACCTCCAACTTAAATCTTCTATACTAAGTTGTGAGCAA 
AGAATTGAGCACACAACAGCAAGATCTAGGTTACTCCTTTCCCCTCCATTCACGTAAAATCTTATGTGAATGAGTATGT 
GATTCAGTTACTGAATCAGTAAACTGGTCAATAATTCA 

CTGAATATTATATTGATGTTGGTATTATAATACAATGGAATTGTGTCTACCTAGTACCCTTATTTCTAGATCTCAAGTG 

ACTAAACAGCCTGAATCTGGAAATACAGAGAAAAAATACACAAAGAGTCGTGAATTTAAATAGCAATT 

TGGCTGTTTAATTTGAGTGTTTTATTTAAGCTGTGTAAATCCAGGCTTCTCACTGAAAAATAGAGATAATACATAGATT 

ATAGCATTATATTGTGAAAGACACAAGATAGTGAACATATAGTTCTTTGCCCTGTATCTGGTACATAGTAGGTGCTCAA 

AATTACTAGTTTTTTAAAAATAATTATCCTCATTATTTGGTGTCTTCAATGACCTTCTTACATAGTCCATTATGATAAT 

AAATGCAATTAATTTTTTGTTCATGACACCCTGAAGGTGTTTCTGTGTCAGATTCACTCAGAGACCTCATGATGAGGAA 

GGAACATGGTGGCGAATCTTACCCTGGTGATGCCAAACACAGCAGTGACTCATAACCATTCCAGCACTGCCTATGAAAT 

GGATCAATTAAAGGACGGTGACACACAAAGATGGCTACTTCCAGAGGGAGACCTTGGAAATTCTTTTATGTTAACAGTG 

TACCCCACACAAGAATAGGAGAACCACATTCTGTCAG 

ATTTCTGGTAATAGAAAATATGATCTGCCACTTCAATCTACTGAATACTGTCCGTTTTTTTCTATATAATGGCTTTTAG 
GAACTGTTGTGAGGGATCCTAAGTATTATCTAGC^ 

ATCTAATCTATGTGATTATATGTGTAGAGCTTATTCATACATATATATATACACACACATACATACACACATAGTTATA 
TGTATTTATAC^CACATATACATATAATGTCTTTATCAGCCTGAAGTATGGATTTTTAAAGTGGTAATATTC 
TATTGTTTCTCATCCACTGTGACATTCTATGTTATTTCAGTAAGATTTAACAAGCAAAGTGATGATGGATGAGAGTTCC 
TTTGCAGCCTGGTGAGATTTTTACTTCATGTAAAGCAAAGCATTTTGGGGCAACATCAGG 

TC^TTTGGTTTTTCTTTAGTATATCCTGTCCACCATTGGGAACCAGATTC^GTAATTATGTTCTCTGGTTTGTACTCAT 
CATAATGTCITGACCTCC^GCTCTGA 

CAAGTAAATTGAGGATGTCTTTATTCTGCATTTGACTAATCTGAATTAGATAGTCTTAGCCATTAAAACTTTAGAAAGC 
ACATAATGACCAATTACAAGTGAGAGAATTTOT 

TACATTTAAAACATGATTGCCCTACCACTTC^CTTATATTTTAAAAACTAAGTTGCCATCTTGTAA 

GATATCATTTACAAGTGATATGAGTTAATACCTAATGTGAAGATCCATTGTGTACTGAGTCTATGAAATACTACTA 

ACTATGAAAATGTGAGATTCACCGAATCGGGTGGAGCATCAACTTTATTATCCACATAGGTTACCCATTTCTTATATCA 

TAGCTTTGGTTGTATAATTTATTTCAACAGAGTTTAGTTAAACATTTTCCACTGTTATTAGGTA 

CCAGTAAATATTGCCA.CCATGTTGCAGAACAATTTTTGGACAACCAGGCATATCTOTGGAGT 

CTACTGGTGCTGTGAGGGATCACCTGTAAACCTGGCAGTTTTAGGTGGCCTCTAGACGTTATAGGGTCAAGGGAGAAAT 
TTTTTTTGTTCTTGTTGTTTAATACTGTGAGTACATTTAAATGCTCATGTAAAAGAGCCAACTTAGAGGGAGTGGTTGA 
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AGACACAAGAGAGATAAGAGCTGATTGTTATGGGAAGGTC 

TTAGGAACTGACCTTCTATCAGGAGAACAATATTTCTTCCAATGTCATGGGGGAACATAGA 

C CATGTATGGCC C C CAAAGGACTGGACACATGGTGAGCAACTATGGTAGGATGAAGGGAGGCATC CA 

GCTCCGAGGCCTCCACGTGACCCCTAGGTGAGAAGCTGCCA^ 

TGGCAATGTAAGGGTTAAGGAAAAGGTGATTTTAAAAGCTO 

TTTGTTGCATCCTTCTCAATCTTGCATATTGTTGATCT 

GTTTCTTAAGTTTCTTCTATT^ 

TTAGGACTTGCCCTTCTTTTAAATGGTGAACAC^ 

ATTATTGGAGTATAAAATTTTATATTATTATGGAGGCTAAAAAGTACATGACT 
TAAGCCCATGGAACATCCTCTTCAAATGAAGOT 
GAAAGCAGCTTGTGGATAACTCAGGGCAAACAGAAGCAGAA 
CGTTACAGAATGAGGCAAAAATAAAGTTACCTTCra 

TTCTCTACTTGGACCTTGTATAGTGTAGGATATAGCCAGGAACTAAGGATCCTCGGTTGACTC^TAGTCGGCAGAGGGT 

GTTATGGCCCTCCTGAGAGAGTGACCTTGAGGAGAGAATCTATTCAGATGG 

TTAGTTACCTCTTAGCCAGAGTTTAGTGTT^ 

TATTTTGACTAAGTAGAATACCCAATAAAATAAGTCATTCAAGTTGTGACTGAAAGTTCGGATGGTCCTTATGGAATCA 

AGGTGACCAAATAACATGATACTAAACC^GAAGTGAGTCATGTTGTTTATCATAC 

CAACCCCATACGACCCCACACAGTTCAAAACAGTAG 

AATACATTGGTTATGATGTCTGAAATTGGGCAGATAAGCATTTAGTTTTGTTGGTGAATAATGTTC 

ACACACTCTTTGGATTAT(^^GCTTTTTAAAAAGTATAATTAATCAGTTTTTTAATGAAATATACAGAAATATAATGGC 

AGCTCTTCTATTAGTGAAGTTTCCTGAGGCAGCTGGATTGATTGAAGGCTTTACCTGGTTCATTTGGATTCTACTTGTA 

AAGCATGAAGAAACCAACTTTAGGGTCAGGAATTTTCCM 

TATCAAAACATTAAGATGAGATAAAAATAGCTTTTAATCAAG 

AATTAAATCTAGATGTTTGGC^AAGACAAAAATCT 

CCATATCAAATGAGAACAAAACTAATAATTTTATTAACTTTAGGTTTTTATTGTATTAAATAACAT 

TTTATCACAAGGTATATTTTTCTTTAT-TATATGTCTTTGTAGAAAACCTAGTAACATTCCTC 

ATCACAGATATACCCATCTGGAAAAATGCATGCT^ 

TATGCTAATTAGTTAAATGGGGGAAGATGTATGTCCAGAATATTTGCTCTTAATAGGACATCGTAGTGAAAACCATTCC 

AATGATGATGACTAATAAATGTGTATCTTC^CATTGTATAATGCCCAGGAATATTTCCAAATAAAGA^ 

AGATGTTTT^CAAATATATGATACTTTTGTTTTCTGGGTGAATGTTCAAACTAATTTCCTGGGGATCATTGTGCTCAGT 

ACTTATAGTATCATTAATATTATTGTTGAC^ 
AGCTGATTCATAATGATTGTACATATTT^ 
ATCAGGGTAATTAGCGTATACATC^CCTCAAAC^ 
GTTTTTGAAAATACACAATGGATTATAGCTAAC 

ATCTAGCTATAATTTTATATCTGTTAACCAACTCCTTCCCATCCTCCTCTTCCCCCATCCTTCCCAATCTCTAATACCC 

ACAATTCTACTTTACTACGATGAGCTGAATTT^ 

TCTGTGCCTGACTTATTTC^CTT^ 

TTTTTGTGGCTGAATAGTATTTCATTGTGTGTATATACCACATTTTCTTTATCTATTTGTCTGTTGGTAGACATTAAGG 
TTGATTCCATATCTTAGCTGTTATAAGTAGTGCCGCAATAAACATGATGGTAGAGGTATCCCTCTGATATATTGGTTTC 
CTTTCCTTTGGATAGATACCCAGTAATGGGATTGCTACATCATATGTTAGTTCTATTTTTAGTTTTTAAAGAAA 
AGATTGTTTTCCATAATGGCTATACTAATTTACATTTGCAC CAACAATGTATAAAAGTTGCCTTTT CTCTG CATCTTTG 
CCATGATTTGTTATTTTTTCTTTTTCA 

TAGTGATGTTCAGCATTTTCTCATATACCTGTTGGCCATTTGCAAGTCTTTTGAAAAGTGTCTA 
CACTTTTGAATCACCTTATTTGTTTTTCT 
AGGTGAATAGTTTGCAAATATTTTCTCCCATTCT^ 
AAACTTTTTAGTTTAATATAGTCCCATTTGACTATTTTCGTTTTTG 

TTTTATTTCCTTCAAATAG CTTTGGCATTTGAGTACCACTTCGCTCATTCCAGAAAAGCAACCAC C C AACCAAAAGAAT 

AGGTTTTTAATTTTTTTTTAATTATTATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATA 

TGTATACATGTGCCATGCTGGTGTGCTGCACCCATTAACT 

CCCCCGTCCCCTCACCTCACAACAGTCCC 

CCCACCTATGAGTGAGAATATGCGGTGTTTGGTTTTTTGTCCTTGCGATAGTTTACTGAGAATGATGAT^ 
ATCCTTGTCCCTACAAAGGACGTGAACTCATCATTTTOT 

TCTTAATCCAGTCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTTTGAATAGTGCCACAATAAACAT 
ACGTGTGCMGTGTCTTTAT^ 

GGTATTTCTAGTTCTAGATCC CTGAGGAATCGCCACACTGACTTCGACAATGGTTGAACTAGTTTAC AGT CAAC 

AGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGA 

TGGTGTGAGATGGTATCTCATTGTGGTTTTC^ 

TTTTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATGGCCTTCGCCCACTTOT 

TTTTCTTGTAAATTTGTTTGAGTTCA^ 

CTCCCATGTTGTAGGTTGCCTGTTCACTC^^ 
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TATTTGTCAATTTTGGCTTTGGTTGCCAT^ 

TGGTAATGCCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAACATTTAAGTCTTTAATCCATCTTGAATTGAT 
TTTTGTATAAGGTGTAAGGAAGGGATCCAGTTT^ 

AATAGGGAATCGTTTCCCCATTGCTTGTTTTTCTCAGGTTTGTCAAAGATCAGATAGTTGTAGATATGTGGCATTATTT 
CTGAGGGCTCTGTTCTGTTCCATTGATCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTT 
GTAGTATAGTTTGAAGTC&GGTAGCGTGATGCCTCC^^ 

CTTTTTTGGTTCCATATGAACTTTACAGTAGTTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAGCTTGATG 
C^TTGAATCTTTAAATTACCTTGGGCAGTATGGCCAT^ 

CTTCCATTTGTTTGTATCCTCTTTTATTTCCTTGAGCAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTT 
GTAAGTTGGATTCCTAGGTATTTTATTCTCTTTGAAGCAATTGTGAATGGGAGTTCACTC^TGATTTGGCTCTCTGTTT 
GTCTGTTGTTGCTGTATAAGAATGCTTGTGATTTTTGTACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTAT 
CAGCTTAAGGAGATTTTGGGCTGAGACGATGGGGTITTCTAGATATACAATCATGTCGTCTGCAAACAGGGACAATTTG 
ACTTCCTCTTTTCCTAACTGAATACCCTTTGTT^ 

TGACTAGGAGTGGTGAGAGAAGGCATCCCTGTCTTGTGCCAGTTTTCAAACGGAATGATTCTAGTTTTTGCCCATTCAG 
TATGATATTGGCTGTGGGTTTGTCATACATAGGTCTTCTTATTTTGAGATACGTCCCATC^ATACCTAATTTATTGAGA 
TTTTTTAGCATGAAGGGCTGTTGAATTTTGTCAAAGGCCTTTTCTGCATCTATTGAGATAATCATGTGGTTTTTGTCTT 
CGGTTCTGTTTATATGCTTGATTACATTTAT^ 

TTGATCATGGTGGATAAACTTTTTGATGTGCTGCTGGATTCAGTTTGCCAGTATTTTATTGAGGATTTTTGCATCAATG 
TTCATCAAGGATATTGGTCTAAAATTCTCTTTTTTGGTTGTGTCTCTGCCTGGCTTTGGTATCAGGATGATGCTGGCCT 
CATCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATGGTAGCAGCTCCTCCTT 
GTACCTCTGGTAGAATTCGGCTGTGAATCCATCTGGTCCTGGACTCTTTTTGGTTGGTAAGCTATTGATTATTGCCACA 
ATTTCAGATCCTGTTATTGGTCTATTCAGAGATTCAACTTCTTCCCGGTTTAGTCTTGGGAGAGTGTGTGTGTCCAGGA 
ATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGCGTAGAGGTTTTTGTAGTATTCTCTAATGGTAGTTTGTATTTC 
TGTGGGATCATTGGTGATATTCCCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTTTTCTTTATTAGT 
CTTGCTAGCGGTCTATCAATTTTGTTGATCTTTTCAAAAAACCAGCTCCTGGATTCATTAATTTTTGAAGGGTTTTTTG 
TGTCTCTATTTCCTTCAGTTCTCCTCTGATTTTAGTTATTTCTTGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGC 
TTTTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAATTTTGGATCTTTCCTGCTTTCTCTTGTGGGCATTTAGTGCTA 
TAAATTTCCCTCTACACACTGCTTTGAATGTGTCCCAGAGATTCTGGTATGTTGTGTCTTTGTTCTCGTTGGTTTCAAA 
GAATATCTTTATTTCTGCCTTCATTTCGTTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGTT 
GAGTGGTTTTGAATGAGTTTCTTAATCCTGAGTTCCAGTTTGATTGCACTGTGGTCTGAGAGACAGTTTGTTATAATTT 
CTGTTCTTTTACATTTGCTGAGGAGAGCTTTACTTCCAACTATGTGGTCAATTTTGGAATAGGTGTGGTGTGGTGCTGA 
AAAAAATGTATATTCTGTTGATTTGGGGTGGAGAGTTCTGTATATGTCTATTAGGTCTGCTTGGTGCAAAGGTGAGTTC 
AATTCCTGGGTATCCTTGTTAACTTTCTGTCTCGTTGATCTGTCTAATGTTGACAGTGGGGTGTTAAAGTCTCCCATTA 
TTATTGTGTGGGAGTCTAAGTCTCTTTGTAGGTCACTCAGGACTTGCTTTATGAATCTGGGTGCTCCTGTATTGGGTGC 
ATATATATTTAGTATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTATGTAATGGCCTTCTTTGTCTCTTTTG 
ATCTTTGTTGGTTTAAAGTCTGTTTTATCAGAGACTAGGATTGCAACCCCTGCCTTTTTTTGCTTTCCATTTGCTTGGT 
AGATCTTCCTCCATCCTTTTATTTTGAGCCTATGTGTGTCTCTGCACGTGAGATGGGTTTCCTGAATACAGCACACTGA 
TGGGTCTTG AC C CTTTATCCAATTTGC CAGTCTGTGTCTTTTAATTGGAGCATTTACTCTATTTACATTTAAAGTTAAT 
ATTGTTATGTGTGAAGTTGATCCTGTCATTATGATGTCAGCTGGTTATTTTGCTCATTAGTTGATGCGGTCTCTTCCTA 
GCATCGATGGTCTTTACAATTTGGCATGTTTTTGCAGTGGTTGGTACTGGTTGTTCCTTTCCATATTTAGTGCTTCCTT 
CTGGAGCTCTTTTAGGCCTGGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACT 
TATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGGTTGAAAATTCTTTTCTTTAAGAATGTTGAATATTGGCCCCCAT 
TATCTTCTGGCTTGTAGAGTTTCTGCCAAGAGATCTGCTGTTAGTCTGATGGGCTTCCCTTTGTAGGTAACCCAACCTT 
TCTCTCTGGCTGCCCTTAACATTTTTTCCTTCATTTCAACTTTGGTGAATCTGTCAATTATGCGTCTTGGAGGTGTGCT 
TCTTGAGGAGTATCTTTGTGGCGTTCTCTGTGTTTCCTGTATCTGAATGTTGGCCTGCCTTGCTAGATTGGGGAAGTTC 
TCCTGGATAATATCCTGGAGAGTGTTTTCCAACTTGGTTCCATTCTCCCCATCACTTTGAGGTACACCAATCCGACATA 
GATTTGGTCTTTTCACATAGTCCGATATTTCTTGGAGGCTTTGTTCGTTTCTTTTTATTCTTTTTTCTCTAAACTTCCC 
TTCTCGCTTCATTTC^TTC^TTTC^TCTTCCATCACTGATACCCTTTCTTCCAGTTGATCGCATTGGCTCCTGAGGCTT 
CTGCATTCTTCACGTAGTTCTCAAGCCTTGGCTTTCAGCTCCATCAGCTCCTTTAAGGACTTCTCTGTATTGGTTATTC 
TAGCTATACGTTCGTCTAAATTTTTTTCAAAGOT 

GTAGTTTGATTGTCTGAAGCCTTCTTCTCTCAACTCGTCAAAGTCATTCTTCGTCCAGCTTTGTTCCATTGCTGGTGAG 
GAACTGCGTTCCTTTGGAGGAGGAGAGGGGCTCTGCTGTTTAGAGTTTCCAGTTTTTCTGCTCTGATTTTCCCCATCTT 
TGTGGTTTTATCTACTTTTGATCTTTGATGATGGTGATGTAGAGATGGGTTTTGGGTGTGGATGTCCTTTCTGTTTGTT 
AGTTTTCCTTCTAAGAGACAGGACCCTCAGCTGCAGGTCTGTTGGAGTTTGCTAGAGGTCCACTCCAGACCCTGTTTGC 
CTGGGTATCAGTAGCGGTGTCTGCAGAACAGCGGATTTTCGTGAACCGCAAATGATGCTGTCTGATGGTTCCTCTGGAA 
GTTTTGTCTCAGAGGAGTACTTGGCCGTGTGTGGTGTCAGTCTGACCCTACTGGTGGGTGCCTCCCAGTTAGGCTGCTC 
GGGGGTCAGGGGTCAGGGACCCACTTGAGGAGGCACTCTGC C CATTCTCAGATCTC CAGCTGCATGCTGGGAGAACCAC 
TGCTCTCTTCAAAGCTGTCAGAGAGGGACATTTA^ 

CCCCAGAGGTGGAGCCTACAGAGGCAGGCAGGCCTCCTTGAGCTGTGGTGGGCTCCACCCAGTTTGAGCTTCCTGGCTG 
CTTTGTTTACGTAAGCAAGCCTGGGCAATGGTGGGCGCCTCTCCCCCAGCCTCGCTGCCACCTTGCCGTTTGATCTCAG 
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ACTGCTGTGCTAGCAATCAGCGAGACTCT 
CCGTrnTT ^^ 

TCTTTGACTAGGAAAGGGAACTCCCTGACCCCTTGAGCTTC^ 

ACAGTGTGCTGCACCCACTGTCCTGCGCCCACTGTCTGGCACTCCCTAGTGAGATGAACCTGGTAC 
GCAGAAGTCACCTGTCTTCTGCGTCGCTCATGCTGGGAGCTGTAGACTGGAGCTGTTCCTATTTGTCCATCTTGTCTCT 

TCCTCGATTTTTTTTTCAGGTTTTTAAOT 

AGATTTTTCCCTGTTAATATTTTATAAACCATTTTTTCTTTTAATTTAG 
AATTACTCTTCCTCTTGAAAGATTAAAGCOT^ 
TTTTTTCCATGGAGCTGCTTCTTCCTTCTO 
TATATAAATTCTAGCAATGGTAACAGTTTGGCTCATGT^ 

TC^TCTTTCTACCATATGCTAGTAATATATGGCTGGAATGCTGGTATGGGAATTACTCCCCTCTTTGCTGAAA 
ATCTCTTGTGTCCTTTTCCCCTTOT 

GATATTCCTACTCGGTTCATGTCCACCCAAAAGCAGAGAGGAGCC^ 

GCAGGAAAAATAACTCCAAGGCTCTOACTTAGGCTGTC^ 

ATTTATTCTTCTGGGAATTGTTCTTCTAGGAGCTO 

ACTCATAGTGCAAAGTTTCTCTGAGAATTTTCTATAACACAAACTCCTTAACTTCCTGGTGGGTA 
TTTTTTCTGTTTTCTGTTTTTTTTTT 

AATGGATTTAGTGTGAGGACAGGTTCCTTTTCCTGGCAGGATTGTAGAACT^CTGGTATTCAGTTGACTGTTTACAATGA 

ATATATCTTCTGGTTGGTCATGGCCAGAAGAGAAAATGTCATTGGTTTGTGCCCAAGCAAAT^ 

TGAATATGACCCCATGGTTGCAAACATCCCCT 

TTTCAACTTTCTGGGTAATCTCTATCCTTTCTTTTTGATAAGTCTCTGTCTTCCCTC 
ATTGAAAAACTGGTTCCCTAGCTACCTCAGTCCTC 

AATTCTCTGAATTTATTTAGAGCACTGTTTGTAAAAGTGTAAGTGTTATTATGC^GCCTTGCTTTCCTACCTACCTGAA 

TTCTCTCCCCTACTCTCCCCAACTGATATTGC^ 

TTCAAAAGGCTTGGTCGAGTGACAGGATTCA^ 

CATGTAC CC ACTGTATTGAAAATAAAATTAAAAAAACTAAAAAAAAG CAAAAAAGCAAAAA^CAAAAAACAAAACAAA 

ACAAAATCCCTGGTATATATTAAGAGTCCCAGTGACCTACTTCACTTGCAAATTAATGGCCATCTAGAGTGTGGAGTTT 

GGTTGAATGATTTATACTGCATTGTGATTCTAAAAATTAATTATTTTTAATTTCTTTGATACTCTAGATCAGTTTTCTA 

AGGTAAATGTGAAGTACATCAGTGACTCCAAACTCAATTGAGGTCTCCCGATTTTCTTGGACTGACTATGTATA 

AAGAATTATTTACTTTCATACTTTGCCAAGACCCAGACAGT^^ 

TAATAAGTGTTAGTCATCCACAGTAAATTAAAAATATAATAATAAAGGAAAATTAAACTGCTGTGTGTTTGGGTGTTTG 

CTCTAT(^CCATAAATTCACAACCTC^TCTTCTAGTCTCTGAAAAGGAGTGGGTGTGGCAGGAAGCATTTGTGAAATTC 

CATTAGCATTTTTAGAGACAATTACTCCACTAAATGATTCAGAATTCAGCTCCTAGCTTCTAAGATTCTACTTAGGC^ 

ATGAAGCATTTTATTCTGCAACAGAGTATACATATAATGTAGAATTCCTAGGATTGA?UU^CTTGTTAGCTTCCAACCC 

AAATTCTCTTACTTTTAGATGAGAAAATGCTGATGATTGGCCTAAAGTCTTATATCTACTGGTGGAGGAGTGGAAATTC 

ACTCGTTTACCTTCGCACTGGAGGTAGATTCAAAATACTTCAGAAACGATGTTAGACTAGAGCATAATGCTTGGCCATT 

GATAAATAAATAAATGAATATAAGATGTTGTGCCCTGAGATTCAGAATTGGCAGCAAGAATGTGGGTATTATAAAGGTA 

GAGCTTTGAATTTTGGACCTGCATTC^^ 
CAGATTTTATTATACTGGAGATTTCTAAAGCCTC 

CAAATAACCATATCAATTTATATTGCACTATTCTCAACCCCACAAACTCCATTTAGACCTAACAGCTATGGACAGTGGC 
CCTAATTTCCTAGGAACATGATCATTTTGTTC 

CCAATTACCTTTTGCAAAATCCATTTTGAAGTCTTCTCACAGATGGATGTATTTAAAACACCTAGAAGGTTAACATCCT 
TTGTGAGGCCTCAGCTTTGACTTAGAAAAAGCTCATGCCACAGTGTGTATGTGTGAACCTATTTCCTAAGAGCTGATAT 
ATGCCCATGGTGTCTCACTGCAGGGCTGGTGATAAATGATGAAACCATTTAGTGCATAAACTCATATAACCTTTCAG^ 

GAATCAATAATTTAGTTGCAATTTAG 

CTGATGACAGAAATAGGAGTCTCAGGTATTCTTCTTTTGTTTCCC71AGTGGTATCAAGCATGTGTCTGACTCACTGGTG 
CTATTTTACATTGTGAAGGAAGTATGGATGAGGGAAGGCAAAACCAGTGCAAATATT 

CGCTTTCCCTTCCTCTCrrCCCCTCCTTCCTTTCTTCTTCTCTTTTATCTCTTCCTTCCTAAATTAATATTO 

TAGGTAAAATAGCTATATTACTTAAAAGTCAAACTTTATAAAAAGGTAAAGCGGAGATGTCTGTCTCCCAATCCCATCT 

ATTCCTCCTTCACCCTGTTCCCCATCTATGAGAAATTATATTTATTAGTGTCATGTTTATTTTTTCAGTGTTTCTATAT 

GTAATACTCATTATATGTTATACAAA^ 

CTCACTGTCCTGCTCCTAGCTTTAATTTTACCAATT^ 

TTTTCCTCTTTTTTCTTTCAACTGCATAAT^ 

GGAATATTTGAGTTGTTCCAGGGTTTTCTTTCTTTCTTTCTTTTTTC 

CATCATTTCTCATTTCATATGTGTACAAAGTATCTGTGGGATAGAGTTCCAGAACTOAAATTGCT 
ATTGTTTCTGTGGATTTGTAGAAATTTCCAGATTTCCCTTTATAGTAGTTA 
TGAAAGTGTATTTTTCACACATCCTTTC7VAAAACATTCAAACTTTGGATTTTTG 
TACTTGTTTTCATTTTCAATCTATTCTT^ 

TTCTCGGTAAACCGTATTTCCTTTGCTAATTTTTCACTGGGCATTTGGTGTTGATTTCTGTCAAATCTT 
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AGAAGTTTGTACTTTGTTTATGATCTGAGTTGCAAATACTTTTATTCCTTCCTTGACATTTATCATTTGCCTTAACTTA 
TGGTGAATTTTTACC&TGCAAATGTT 

TTAGTGGCTAAAACTTCCCAAATGTTGGTAGGAATATGGATGTCTAGAOT 
AACGCAAAAAATACTTTTCCTAGACACATTAAAATCAAATTGTCAA^ 

AAGAGAAAAACTACT CAT C AC ATGGAAGGGTACTC AC AAAGGCTACAAG CAGATTT CT CAGCAGAAAC TTTGCTGGGCA 
GGAGGGAGTGGAATGATGTATTCGGAGTACTAAAAGAAAAAGAAAACTGCC^ 

GTACTTTAGAAATGAAGAGACATAAAATCATTCCCAGAGAAAAGAAAGCTAAGAGAGTTTATTTCCACTAGACCTGCCT 
TAAGAGAAATGCCAAAGGGAGTTCTTCAAGTTGAAATGAAAGGAC CCGAAGTAACATCATGAAAACACAGGAAATC CCA 
TAGCTAACATC^TACTCATGTTGTAAAGCCAAAAGCTTTT^ 
CC^CTTCTATTCAACATAGTACTGGGAGTCCTAGCCAGGGC 

TAAAGGAAGAAGTTAAATTGTCTCTATTTGCATAAGGCATGGTTTTTTATAGGAATCTCTAAAAACTTCATCAAAAAAC 

TTAAAATTAATAAATTCAGCAACGTTGC^GGATAO^ 

CAAACTATTTGAGAAAGAAATTACAAAGACAGTCCGTTTACAATAGC^ 

AACCAGRGATGTGAAAGATCTGTACACTGAAAACTATAAGGCATTGATGAAAGAAATTTAAAAATACACGAATGAAAAC 
ATATTTTATGTCTATGTATTAGAAGAATTAATATTGTTAACATGCCTTTACTGTC C ATGTAATATACAGATTC AAC CC C 
TATO\AAATTCCAATTGCATTTTTATATAAAAATGTGTTGGGTACATTATAATTC 

ATAAATTATTGTTAACTATAGTTTTCCTACTGTCCTATCTAATGCTAGAACTTATTCCTTCTATTTAACCATATTTCTG 

TATCTATTAACCAACTTCCAGGCTGTGTGTTGACAGTTTTTCTAAGAGTTTTCCCAAGGCAAAGAGTAAGTGGAAGTC 

ATCTTAAATCACTGTGTCTGGCCGTGACCCGTGATAAAAGATTTAATGGAAAATTTCAGTTTAGATGAGGGTAACAGAC 

ATTCATCAGATACTGGGTGCTGGAGATAGATTCAGAGCTAAGTAAGAAATCCTATTTTTGAGATTAAGTAATCTCACTT 

CACACCCAGTGACACTGCAACTGTTGATTAAGAGTTTTCCAGTCTCTTTTTATCCCCGTTAGCCTACAGGAGCAGGTAA 

ATATCTAGTTCCTTCTGGGTCTGAAGATTCTGTAAACTTAAAAGGAGAGATCCTTTCTGATTTGTATATTATTGGATTT 

TCTAATGTCCATCACAGCACCGGATTTAACACTCACACACATGCACACACACACAGGATATATTGAATGAGTAAATA^ 

TAACAGAC^GGAGAGTTGTTACTAACTGATCTCTAATATTACCTTATTGTTCTAATAACTGTGGATTTGATATAACTTT 

GGGAGCAAGCAAGGTATCAGTCTTAAAGTATAGACAAATTTACTATGTCACCTCAGATACTCAAATAGAGAATATCCTA 

TGC CCAAATGGCAAGGCTGAATTGAY C CAAGTGATTAAGTCATACTCTTAAAACTGTATAACCTAATAAC CTTTTATTA 

AGAATAAGTTCAGAAAAACAGTTCAGAATTTCTTTTTACTTAAATTGTATATATTATATGTGCAGTTTTCAGATGTG^ 

TGGGATTTGAGATCAGAAAGGCAGGGCTT(^TACTGCATTTCTCCAACTTGCTCTCTATTTGTCCTTTAGCAAAAGAC^ 

ATCTTTCCTTCTTTACTTTTTATTTGTTAAACACACACT^CACACACACACACA 

CACAACTTCATAGC ATCCAATGAGCAGTATCTAGGTACACGGC CAATGCAAAGCACTCATTTTCTTATTTCTC CTT CAC 
ATGTTTTTCATTCCTATTTTCCATCTTTGCCATGGACAAGACTTCATTCCCTAGCTGTGGCTTTAGAATAACAGTATGA 
CTAGATCATATTCATTTTTAGCTTAGCACATTACCTCCCA^ 
AATGCTTGAAAGGACAATGTCCATCCAAGATCCAAGTGAC 

TTTCATGATGTTTTCTGAGGCATTAACTGTTACTCTGAAAAGAAAGAAGAGTGTTGGTAAGACTTGGGTATGAGATAAA 
ACAATTAGATATTTGCTTATAAACTGGAATGACCTTGTAAATGGCCCAGGAGCAATGTAATTAAATACCATAAAAGCTC 
AGAATTC CATTGTGCCCCCTGGAAACATCATAATTG CCTCAG TCATTAGCTTTCAGGGTTTCAGCCTTAAAC CAGGATA 
TTTCTAGTCT C ATCAAAACTATACATTAGCATTCAGTGACTTGTAAGAGTAAACTTCCTTCTAGATAGTC CTGTGTG CT 
TATGAAGTACATCCAAATGAACATATGACATGAGGTGGAGTACAACTTAAAGTTGCCTTCTTTCATCCTATATATTTTT 
GTTTATTCTTAATGTATCGTGAACTTCAGTAGAGAGCAAACAAGTTGTCTTTATAATTTGAAGTTTTGCTTTCTCTTTT 
TGAAAGAAAACGCATAATTTGGAGATTCCATCTGTGAA?U\AAACTTAATTAAA 

TGTATAAGGTGTAAGGAAGGGGTC CAGTTTCAGTTTTCTGCATATGGCTAG CC AGTTTTCCCAACAC C ATTTATTAAAT 

AGGGAATCCTTTCCCTATTGCTTGTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAGAGTGTGGAGTTATTTCTGA 

GGCTTCTATTCTTTTCCATTGGTCATAAAAACCCTAGAAGAAAAACTAGAAAATACCATTCAGGACACAAGCATGGG^ 

AAGGCTTCATAACTAAAACACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAA 

CTTCTGCAC G GC AAAAGAAAGTATC ATC AGAGTGAACAGG CAGC CTAC AGAATGGG AGAAAATTTTTG GAATC TAT CCA 

TCTGACAAAGGGCTAATATCCAGAATCTATAAAGAACTTAAACAAA 

AAGAGGGTGAAGGACATAAACAGACACTTCTCAAAAGAAGGCATTTATGTGGCCAAAAAATAT^ 
CATCACTGGCCATCAGAGAAATGCAAATC 

AAAGTCAGGAAACAACTGATGCTGGAGAGGATGTGGAGAAATAGGAATGCTTTTACACTGTTGGTGGGAGTGTAAATCA 
GTTCAACCATTGAACTTGTAGATAGACAACTTGTAGATAGACAGATTCCATTGTGGAAGACAGTGTGGTGATTCCTCAA 
AGATCTCAAACCAGAAATACCATTTGACCCAGCAATCTCATTACTGGGTATATATCGAAAGGATTATAAACAATTCTCC 
TATAAAGACACATGCATATGTCTGTTTACTGCGGCACTT^^ 

CAATGATAGACTGGATAACAAAAATGTGGCACATATACACCATAGAATACTATGCATCCATAAAAAAGGATGAGCTCTT 
GTCCTTTGGAGGGAGATCGATGAAGCTAGAAACCATCATTCT^ 

ATGTTCTCACTCATAGGTGGGAGCTGAACAAAGAGAACACAGGGACATGGGGAGTGGAACATCACACACTGGGGCCTGT 
TAGAGGGTGAGGGGGCTGGAGGAAGGATAACATTAGGAGAAATACCTAACGTAGGTGATGTGTTGATAGGTGCAGCAAA 
CCACCATGGCACGTGTATACCTATGTAACAAACCTGCACGT^ 

AGTAAATAAATAAGTAAAAAGAAATATGTTAAAAAATTATATTATGTAGATATTTTTGTTATCTTGCTTCATGCCAAGT 
GCTTTCATAAATGCTAGACTTCTATTTGTACATTTTGCTTTCATGAGGGTGAAGACAAATAAAGAGTGATCATTCAAAA 
ATATTAATGTACGGAAAAGTAAAGTAACTGTAGGGCTTCCATAACAAAAGTACAACAAATTGAATGGCTTAAAC^GAG 
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AAATGTATGTATTGTCTCAt^ 

AGCTGAGAGAAAGATCTGTCCCTGGCCTTTCTTCTTOT 
TTGTCTTCCATCTGTGCACCTCTCTGTGTTC^^ 

TGTCACTCACATTGGGTTAGGGCCTACCCTAATGATTTCATCTTAACTTGATTACCTCTGTAAAG 
CCAAATCACATTCTAAAGTACTGGGGGTGGGTGAGGATTTCAAT 
AAGTAGCCATTTAAATAGAAGTATTTTTAGTC 
TGTGTTATTTAGAATAATCTAAAAAATTATATATOT 

GTAAGCTGCCCATAAGTGACTTTAATCACTCACTGTATACCACTGACAGATCATTTC 
TTTGAGACTGAGGAAAGAGGGAAACTTGGCCTTACT^ 

ACATCTTGCTGCCTCCAAAGTTAGTGATATATGCATGGTCAATATTATTTTAAAATAC 
AATAAAATGCTGATTTTCCTGATTATAAGTGTAAC^^ 
GAGATTAATATTAAAATTACTCATAATTT(^ 
AACATTTTTATTATTCAATTTATAT^ 

AAAAAAACATTTTTACATTTGCCCAGTTAAAAATCACCATTAATCTTAGT * 

AGAATATTTTCATTTTTGCATTTTTCTAGAGAGAGCATGGCATAAGCCTTGTAAAGTTACTCCTGAAATTTAATTTT 

TTTCTTATTTCCTACTCTCTAGTCCTAAGAGATGAGTGGTTCAAGACAGAGTGGGGGTAAGGCAACAGTCAGCACTTTG 

TCTTTGCTCCACTCTCTGGTTCATCTCTGAAGCCTGATTTCTCTACCCAGGC^TGAAGATACTTGAATAAGTAGCCTTT 

TC(^TCCTTTTGCCCTGATATGAA7^CTGGTATATCTCTTGAGAGAAGAGCCTCAAAAAATAATCTGAGATAGGAAC^ 

GTGGAAAGCAGAGATAGTCTCTTCTTTTTAA 

AC^U^CATGGTGTCCACGGCAACCATATCTAGGTATTGC^GAATTTTAGAGAACCCATGAAATC 
AGGGGATCTA^TCGTGTCAGATGTATAGCACCCAGCACAGA 

TTTGATGGCAAT ATCACTTCAAGGCTTCTT CAGAAAGATT CCATAC CTACCTCTCCTTCTCACTTCTTTATAATCTGTA 
ATTTACACACTTACCTCACAACTTTTCTGGGACACATO 

ATTCTGCAAGTTTTGGTGTGGTAAGACTGGAATCGTACAAATGATATGCTTGGATCAGGTAGTCCCTCGTGGTGAGTCA 
TGTCTAGGCTCACCCCGATGCAGTCCAGTCATGCTTCCCCTATGACTTAGTTGTTTGTATTGTCCCCAGAGTCAAGAGT 
GTCCCAAGTCTATGAATCTTGCTCC^GAGCATTGTAATTTAGCCTACGGCCTTGTTCACACAAATAAATCTGGCATTAG 
TTCCAGCTGGCAGTGATATGGGCTTGGTGATTCACTTTTAGGCCTCATTGGAGTAGAGTTAAAGAAACTTCATTGTCAG 
AAAGAGTGAGATCTCTACCATGTGTCTTCTAAGAGTGTT 

TATTCCTAGTACCCTCCATTCTCTCTTTTTTTTATTGAAACATAAGAATTGTGCATATTTACAGGGTACATGTGATATT 
TTTATACATGTATACAATGTGTAATAATCAAAT 

GTGCTGGGAACATTCCAAATCTCTTCTTCTAGCTATTTTGCAATATAAAATAAATTACTATTGCCACCTTATGATACTA 

TCAAACACTATAACTTATTCCTTCTATCTAACTGTATTTTTTTACACATTAACCy^TTCTCTTCATCTCCTCCCTGCT 

TCCCTTCCCAATGTCTGGTAACCATCATTCTACTTTCCACCTTCATGAGATCCACTTTTTTAGCTTCCTTATATGAGTA 

AGAACATGCS^TATTTGTCTTTTTGTGC^ 

GAATTTCATTGCTTTTTTATGGCTGAATAAT^ 

TTTTTTTTGAGACAGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGACTCACTGCAAGCTCCACC 
TCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCGCGCCACCATGCCCGGCTAAT 
TTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTCAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCTGT 
CTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTC 

ATAGGTATATAGGTTGCTTCCATATCTTGGCTATTGTGGATAGTGCTGTAATAAACATGGGAGTGCAGATATCTTTTTA 
ATACAGTGATTTCATTTTTTAAAATGTATTCCCAGCAGTGAGATTGCTGGG 

GAGGAACCTCCATAGTGTTTTTCACAGGAGCTGTACTAATTTACATTCTCACTAACAGTGTATTAGCATTTCTCTTTCT 
CTAC^TCCTTGAAAGCATTGTTTATTTTTTGTCTTTTTGATAATTACCATTTAAACTGGGGTGGGATGATATATCATT^ 
TGTTTTTCATTTGCATTTCCCTGATAATO 

TCCTTTGAGAAATGTCTATTCATATCCTTCTCTGCTTTTCAATGGGATTATGTACTTTTTTACCTTGTATATTCTGGAT 

GTTAGTCCCTTGTCAAATGAATAGTTTGYGAATAOT 

ACATTGTTGTGCTGAAGCTTTTTAGCTTGATGTAA 

TTACCTAAAAAATCTTTGCCCAGACCAGTGTTCOT 

CTCTTAAATTATTTTCAACAGTGTTTTATAGTTT 

TGTGTTTTTGTGTGTGTGTGTAAGTATTGTA^^ 

TATAGAAATGTTACTGCTTTTTGTATGTTT^ 

TTTGGTYGAGTCTTTAGGTTTTCCTAAATATAGGATCATGTCATCTGTGAACAATGATAGTTTGACTTTTT 
ATTTAGATG(^CTTTGTATCGTTCTCTTGCCTAACCGCTGTGATAGGACTTCCAGTGCTATCTTGAATAACAGTGGTAA 

AAGTGGGCMCATTGTCTTGTTCAGATC 
ATTTGTCATGTAAGATCTTTATTGTTTC^^ 

ATGTCAAATTTTATCAAATGCTTTTTCAGCATCTATTGAAATGAG 
TGTRTC^CATTGATTGATTTACATATGTTGtf^ 

TTTTAATGTTTTGTTGAATTCAGT^^ . 

GTAGTTTTCCTATTTTGTTGTGTTTTTATCT 

ATAGTTTAGAAGTATTCCCTTCTCTTCAATTT^ 
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TTGGCAGAATTCAGCAGTGAAGCTGTCAGATCCTGGGCTTTCCTTTAATAGGAGGCTTTATTACTACTGCAGTCTCATA 

CTCATTACTGGTTTTCAGGTTTTCTC 
TTCTTTTAGGTTTTCCTATTTGTT 

ATCAGTTGTAATATATTCTTTTTCATCTCTGACTTTATTTTTTAGACTTCTGGTTGGTGTAGCTAAAAGTTTCTTGATT 

TTTTTTTCAAAAAACCAACTACATTTTC^ 
TTTATTATTTCTTTCCTTCTACTAATTTTCSAGOT^ 

GTTTGTTTGAAGTCTTTCTACTTTTTGATGTAGGTGTTGATTGCTACAAATTTCCATCCTAGAACTGCTTTTGGTATAT 
CCTCTAGGTTTTTGTATGCTGTATTTCCATTTTCATCTGTCCTAAGAAAATTTTTTAAATTTCCTTTTTAATTTATTCA 

TTGACC^TTTGTTTTTCAGTAGCATGCT^ 

TTTATAGTTTTATTCAATTGTGGTCAGAAAATATACAGGATATGATTTTGACTTTTTTGACT^ 

TOACCTAACATATGGTCTATCCTAGAGAATGTTC 

ATGTTCTGAAAATGTCTGTTAGGTCAATTT^^ 

TAGATTACCTATCTGCTGCCAAAAGTGGAGTGTTAAAGTCTCCTACTATTGCCTTCTCTGTTGTTTTTAACTGTCCTTG 
ACTTAAGGTCTGTTTTATCTGATAATTATAGCTTTACTTCTGCTCTTTTTGTTTGTTTGTTTTCCATTTGCTTCTAATA 
TCTTTTTAAATATCTTCAGATTCAG 

ATCCTTTTAAAAATTCATTCAGCCACTCTGTCTTTTAACTGAAGAATATAAOT 

TTGATATGTAAGGATTTAGTATTGCTATCTTGTTACTTGTTTTCTGGTTGTTTTGTAGAATCATTTCTTTCTTTTTCTC 

TCTCTCTCTTACTTTCGTTTTTGTCACAAAATAATTTTCTCTATTAGGACATGTTGATTTCTGGCTACTTAOT 

GTATCTATAATAGGTTTTTGCTTTGTTGTTACTAC^VAGGCTTATAAAAATATATTTATAACAGGTTATTTTAAACTGAT 

AATAGTTTAACTTTGATGCAAATAAACAAAT^TAAACTCTACATTGTAATACCACCCCCTCCCACATTTTGACTTATTG 

CTGTTTCAATTTACATATTTTTATATTGCCTAACTCTTAATCAATTGTTGAGATTATTTAATAGTTCTTCCTTTTAGCT 

TTCATACTTAGGATATAAATTGTTTACTTACCCTAATTATAGTATTATAGAATTATGCATTTTTCTGTTTTTTAATAGT 

GAATTTCATACTTTAGGTTTTTTTC 

TGAAGAATTCCCTGTAGCATTTTTTGTAGGCGAAGTGTCGTGTTGTAAATTTCCTCAGCTTTTGTTTGTCTGAGAAAGT 
TTTTTATCTCTTTTTCCTGTTTAAAGGATAGTTTTCPTGGGTATAGTATTCTTAGCTGGCTTTTTGTATTTGTTTCCTT 
CAGCACTGTGAATATAGCATCTCACTTCTTTTGGTCTGCTAAGTTTCTCYGAGAAATCCGCTGAAAGCCATATTAGAGA 
TGkGTTGAATGTAATGTTTCTTTTCTCOT 

AATATATCTGGGTAGTTTTCTCTTTGAGTTGAATTTGTTTAATATCTTTGAGCTTCCTGCACTTGGATAGTGTTGGTTT 
TCTCCAGATTTCAGAAATTTCAGCCGTTACT^ 

TGGAAATTTCTATTATGTGGAAGTTAGTTTGCTTGATGGTGTCCCCTTATTCTTCTTTACTCTTTTTTTAAATTCTTTT 
TCCTTTTGCTTCTCTGACTGGGTAATTTC^ 

TGCTATTGAAGCTTTCTATGGAGTTTTTCAGTTCAGTTATTATATTGCTTGCTTCTA?U^TTTGTTTGCTCTCTTAAAA 
TTGTTTTTATTTTTGTGAAATTTCTTATT 

TO^CTTCTTTAAGAGAATTATTCTGAATTTTCTGCCTGACATTTTGGAGATGTTGCATTCTTCTGTGTCTATTGTTGG 

AGTTTTGTTGGTTTCTTTGAGTGGTGTCATATTTCCCTGAGTTTCCACAATCCTTGTGTCTTTATGTTGATGCTTGTGT 

GTTTGAAGAGTCAGCTACCTCTTCC^TTATTGTGGGGGTTTTTTTGGTGGTGTTAGGCCTTTATTCCTTAG 

ACTTCAATGTTGGCCTGTTATTTCTTCCCATTCTGGGAGTCTTATAGTGTGCACTGGTACAAAAACACTTTGCTGGAAC 

TAACTTGTTGCCCTGCCATTGTTTCCCACTCTGGGGATGTTTTATAGTGAGCACTGGAAGTTAAAAGCTGTCCTGAAAT 

TATATTGCTGCCCTACAGTTTTTTCCCAGTCTGGTAAAGACAGGTGAGTACCAGAACTCAGTCCCAACTTTTAGTTGTT 

TCTGGGCCAGGGGAAAGCTCCACCTGGGATTTATAAAAAATTCAGCCACAGATTTGGGCCTTTGCTTGAATGGTGCCCC 

CCCTTGCAGCACTATGGCATCATCCAGTCTCTTCAACATGGCACCCCCACTGATTGAA.GCACAGAGTTGCTGCCTAGAT 

CTGCATGCCAGTCTTTGAGATTAATGTCCTGTGCCTTGTCTTCCAATCAGCCCTCTGGGATACCCAATGGTTCCCATAT 

GATGGGACTGGAGTGGGCTTCCCATGT^AGATTCCCAGACTGATGGGGAGATTGAACATTTCTCCTGCTCTCTTGAGTTG 

TCAACCATGTGTTTGCATTTAGGC&GCAGAT 

ATCTTACAATCTACTTTTCATATAATTGTGATGAGTTTTCTGCTGTTATGGAAAATTCCATTTATGGCTAAAGCTTTTA 
GTAAATGCTATGAAGCTTGATGACTCTCTCTACTGAATGGGAATAATTATGCATTAGTTCATAAAATGTTCTTATGAGT 
TTGTTTAGTC^CTAGAAAGGCTAGAATACTGATGCTTAAATATAAAAAA 
AGTTCTTTTGTTTCTAAAGCTCCCTGGA 

ATCAGAAAGCCTAAATAGTATTTTAAAAATAAAGCTTCCATATATTCAATCTTATTGGAAAAA 

AC CTCAGCTTCC C CTGTTGTTTTATCTAGAATATTTAAGACTTTCTTAACATAAATCATCAAAAATATGTATTTTTTCT 

AGTTGAGATTTAACTAGATTAATTCAGTGTGTGGTATTTTTGGCTATCATAATAAAGGTATTGCATTTCCAAACTGCAG 

AATATTTGCACTGAGTAAAATAGATGCCATTTTTTTACTAAGTAATTAAAACATTGTCAGAGGATATGCTTTTAAAAAT 

TATCACAATAGCTGTAAAGTCAATTGTGTTAATATTGGCAATCTGTCCCTTCTATTTAGAATTTTGTGC 

GATAATTGC7VTGATTTACAAATCCCCT 

TTGATTACAAGTGACAGAAACTCAAATGAAAAT^ 

TTAGTTATCTTAGCTGGAAGGATTTTTAAAGATGTAGAAATAAAATGAGTAACTGTAGAGTCAGTGCCTCAGAGACTCA 
CCTCGTCATGAGTAGGACTTTTTCCCTCCATCACTTTCTTACCTCTTCTTAGCTACATCTACATGAAGGCATTCTCCAC 
TTGGAAAAAAAGACGGAGGCACAACCTCCCATAGAAAAGAGTTTCTTTCTCCCATTATCAATATATCTGCTTGGATTCT 
GCTTGGCTATTTGCTTGGATTAAATGTTTACTTTTTAGATACATTACTGCTAATAGAGAATGAGAAAATAAGACTGGCT 
ATGCCTGGAGGTTAGGAAGTGAGGAACAAGAGAGGGGCTTCGCAAGAATCATGTGGAATGATTGTGTGATGCTTTCTGA 
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AAGGACATGAGTCTAGGCAGTCAAAAATACCTGGCTAAACA^ 
TATATTCCCTCCCTTACCCAAACTACCC^GCATCTGCTATTCCCG 

TTGGAAGATTAACCTGTGAATAATCTTTTCAGGTTCCTACCTTTAAAAATACAGGACAAAGACAA 
TCTTATCTC^GTGGAGTAAAGAAAGTATCTAGAGTTCTGTCTCTTTTTCAAAGTAGAITATTACTCTTAGGAAAAATAA 
AATGGGCAAATCAGAGTTTATATTGAAAATATCTCGTAA.CACCTAAATAAGGCATGGACGCTGAAC 
CTTTGTGTAGACATTGCATCCTGGAGGCCCGTATTATATCAATCAGGCTTAAATTTCCTCATTGCTGGATCATTACATG 

GTCCTACTTATCTGGCTGATGGGGCAGGTTAA^ 

GACAGAAACTATGTAATATTTTGGTAATAATACATGACTGCTGACTAACCAAGGCGGGTCACTATGTAGGGGTGCAGGA 
TTAACAGTTACTTAATAGAATTAGCCCTGCAGTGACAAACT 

TTCTTTTAAGTAGTTGCTTTGTAGCTTGCTTGTT1TGTTTTCTTTTTCCCAAATGTACTTCAAATGGGTCACTGAATAT 
CTTCAAATTGTATGTAAATTTTG<3AGGGGAAGTGGTATATGCAGATTTTTTTTTTTCTGGAAAGAAGACCAATCACTTT 

TGCC&AATTCTCAAACAGGCCCATATTTCTCTC^ 

ACACGTTAAGATGCGAAGAATCACTGTC^TAAAATGTCATATTTCTAATTTCTGTAAATGGGGAGAATTCCTCAAGCTT 

ATATAAAAGTGATGTAAATAATTC^GTTACAATTATAAAAGAAATGGTATCACAGCAAATCCCTO 

AAATTTCTCTCTGATGTTTAAAAC^CCATTTCTATGCTTACTCTTACAGCTGTATTAATAATCAGATAAGGGGTTTATT 

TCTTGTCTATTTTGCTTAGCATATTACCAAATCTGGTTCATATGAACTCATGGGTAAAATCTAAAAATGTTCATGAATT 

ATTCrrCATGAATTTTTCACAAAGCAATAATGTATGAAAAAGTGAACAATATAACATCAGCCAGAGACGCCTCAGTTCG 

CAATTTACAATGAAGAAAACTGGCATATACTTTAGAGGGAATTTCTAATAAGCCAAAAGGTTAAAAGCTAAATGGGGTC 

AAGAGCTGTCACCTTGACAAATGGTAAAGTCTAACCTTTGGCTCCCACCAGGCCAGACCATAACCGTAGAGTTACTAAA 

GAAAGCAACTGTCAAGGAACAAGCCCATTATTAAGACTGTTACTTAAAGTTCTAAGGGAACTTCCTTAAACCGTTCTAT 

GTGTACTTTATTTATCTTGAAACTTTTTGGGAACAGCTGTATAACAGGAAGTAGTATTTCTGAGGCCCAGGAAGTGAGT 

AAGGGCTACACAAATTGGGGCTAATGACTCTATTTTGAAAAACAAACAAACAAACAAAAAAACTAAAAAACTTCTCAGG 

TGTTTTATGATGAAAGTCTACTTCTCTATCTTCCATACTGTTTGCCATCTTCCTTGATGATTACATCTGATGACCAAGC 

TCAGGCTTTCCCATACAAATTTATTTTGCCAAGTTTGCTTTGAAAGAATATTAGA1TTTGTAGAGTTTTACATTATTAA 

AATCGTGAGTGGCTTCTTTTGCTTTTCACTGTTGAGTGTTTTTGCTACAGCCTAACCTATCTTTTTCTTATTGCTTGTT 

TTCTTTGTATTTGCTACTCAATATAGCTTGTCA^TGTGTAATTCATGTCATATACAGTGCTGTCTAATATAATTCATG 

GGTATAAAGTGAGAGAGAAATGTAATTCTAAAGTTACTTGAGGTGGACCACTAAAAGGTCCTGAGTTCATTTATTTATT 

CAGCAAATATATATTGTCCAATTGCAAGCTAGGC^TCAAGTATATTCAAGGTGGTAAATAAAATGAGCCTGATCA 

TTTTAGGGCATTTACAGTGAAGTGGAGGGGACGGACATGACTCAATCAGGTGAACACATCAGCCATATAATTACAAATG 

AACATGAGAGCTGCAAAATAAATAGACGAGAGAGCTTTGAAAAAGAGTAATAAAGGGGGCTACCTCAGATGGAGGGAGG 

AGAGGTTTTATAGCAAACTTCTCTGAGAAGAAAATATTTTAGCTATGACCTGAGAAATCAGAAGGTGTCAGTCAAGGTG 

GGAGAAAGAAAATTTAAGTAGAGCGAGCAGCATGCCCAAAGGTCACATGAGGAACTGAGGAACTGATGGGAGGCCAGCA 

TGGCAAGAATGAGTAGGAGAGAGAATGGCACAAAATGAAGAACAAGAGGGCAGTGTGGCAGCACTACTGCTGATACCCA 

GATATGTGACAOTCCACCTCATTCCAGACACAAAGTAGAATTGCACTTCCTGGCTCCCTTGTGTTTGGGTGGGGCCCTG 

CTACTAGATCTAGCCAGTGAGTTGTGAGCACAAATGATGCCTGTAACTTTCTGGTCAATTTCTGAAACTAAAGTATGTA 

ATGGATCAGATCACCTCTGCACTAGAGTAGTCATTCAGTAAGACAAGGAGGAAAAATGGTGCTGGGCCCTATGTGAGGA 

GACTATAGTGTCCTAGTCAGTTTGGGTTGCTGTAATAAATTACTATAGATTAGGTGGCTTAAGCAACAAACATTTATCT 

CAGTTTTGGAGGCTGGGAAATCCAAGATTAAGGTGCTGGCAGATTCAATGTCTAGTGAGGGCACTCCTCTTGGTTTGCA 

GGTGGGTGTCT^CTTGTTATATCCTTACATCGTGGATAACAGAGA 

GTATTAATCCCATTTATTAGGACTCTGCCTTCATTACCTAATTACCTCCCAAAGGCCCTACCTCCTAATGTCATCACAC 

TAGAGGTTAGAATTTCAACATATAAATTTTGGGGGGCAGAAAAACATTCATTCCCTAACATAGAGGGTGAGGAAGATGA 

GAGGAAATGTCCCTTTCAGAGACTGAATTGGGAAGTAAACCACTTTGTGTAATATTGCAGTAGGTACTGCTATAGTGAG 

GAATGGAGAGTGGATGGGGAGAACTCTCCTTTGGTAAGAAGAAGGAAGAAAAAGATGTAAAGTAGTGCCTATGATCCTG 

ATGAATTTACTTTACTCAAACTTTCATTAACCTCTACAAACAAAAAAGAACCTGAGAAGACTTTTGTTAGTCACTT 

TGTGCATTGAGGAATTGTCCAGAGGGACTAGGGAAGCCCATCAGACTAATGGCAGACCTCTTAGCAGAAACTCCACAAG 

CCAGAAGAGATTGAGGACCAATACTCAACATTCTTAAAAGAATTTTC^GCAGAGAAAACTCAGGATTAAGAAACTCAC 

TCAAAATCCACACAATTTCATGGAAATTGAACAACCTGCTCCTGAATGACTCCTGGTTCAATAATGAAATTAAGGCAGA 

AATCCAGAAGTTCTTTGAAACCAATGAGAACAAAGAGACAACATACCAGAATCTCTGGGACACAGTTAAAGCAGTATTA 

AGAGGGAAATTTATAGCACTAAATGCCCACATAAGAAAGCTGGAAATATCTCAAATCGACACCCTAATATCACAATTAA 

AAAGAGCTAGAGAGGCAAGAGCAAACTAATCCAAAAGCTAGCCGAAAACAAGAAATAACTAAGATCAGAGAAGAATTGA 

AGGAGATAGAGACATGAAAAACTCTCCAAAAAAATCAACAAATCCAGG 

AATAGATAGACCACTAGCTAGATTAATAAAGAAGAAGAGAGAGAAGAATCAAATAGATGCAATAAAAAATGATAAAAGG 

GATATATATCATCACTAATCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACTTCTATGCAAATACACTA 

GAAAATCTAGAAGAAATGGATAAACTCCTGAACACATACACCCTACCAAGACy^AAACCAGGAAGAAGTCAAATTCCTGA 

ATAGGCCAATAGCAGTCTCTAAAATGGAGGC^GTAATTAATGGCCTACCAACCAAAAAAATCCTAGGACCAGACTGATT 

CCCAGCTGAATTCTACCAGAAATACAAAGAGGAACTGGTACC^TTCCTTCTGAAGCTATTCCAAACAATTGAAAAGGAG 

GGACTCCTCCCTAACTCATTTTATGAAGCCAG(^TCATCCT 

ACTTCAGGCCAATATCCCTGATXSAACATCC&TGCGAAAATCCTCAT^ 

AWAAAACTTATTCATCATGATCAAGCCAGCTTCATCCCTGAGTTGCAAGGCTGGTTCAACATATGAAAATCAATACATG 
TAATCCATGACATAAACACAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTAATAAAA^ 
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CAACATCCCTTCATGTTAAAA 

ATAAAC C CACAGCCAATGTCATATTGAATGGG C AAAACC TG GAAG CA.TTCCATTTGAAAACTGGTACAAGAC AAGG ATG 

CCCTCTCTCACCACTCCTATTCTACATTGTAT^ 

GATCAAATAGGAAGAGAGAAAGTGAAATTGTCTCTGTTTC 

CAGCCCCAAAATTTCTTAACTGATAAGCAGTTT^ 

TTCTTTTACAGCAATAATAGGAAAGCAAAGCAGAAAGC 

AGTAAAATACCTAGGAATAGAGCTAACAAGGGATGTGAAGGACCTCTTCAAGGAGAACTATAAGCCACTGCTCAAGGAA 

ATAAGAGAGGACACAAACAAATGGAAAAACATTTCATCCTC^ 

TGCCCAAAGTAATTTATAAATTCAGAGCTATGCCCATC^ 

TTTAAGTTTGATATGGATTCAAATAAGACTTT^ 

AGGCTACCTGACTTCAAACTATACTGCAAGGCTACA'GT^ 

ACGAATGGAGCAGAACAGAGATCTCAGAAATAACACTACACAT^ 

GAAGCAGTGGAGAAAAGATCTCTTATTCAGTAAATC 

GACCCCTTCTTTATACCTTATACAAAATTTAACTCAAGATGGATTAAAGACTTAAATGTAAAACCCAAAACAATAAAAA 

CAGTAGAAGAAAACCTAGGCAATACTATTCAGGACAT^ 

TGCAACAAAAGCCAAAATTGAGAAATAGGATCT^ 

GTGAACCTACAGAATGGGAGAAAATTTTTCCTATCTGCCTATCTGACAAAGGTCTAATGCCCAGAATTTACAAGTAACT 

TAAACATATTTATAAGAAAAA^(^^CTCCATCAAAAAGTAGGCAAAGGATATGAACAGACACTTCTC 

TTTACATGGCCAGCAAAC^TATGAAAAAAGCTCAATGTCATGGAT(^TCAGAGAAATGCA^ 

TACCATCTCATGCCAATCAGAACGACAATTATTA 

GAATGCTTTTACATTGTTGGTGGAAATGTAAATT^ 

AGAACCAGAAATACTATTTGACCCAG(^VATCCCATTACTTAGTACATACCCAAGGGAATATAAATAATTCTACTAC^^ 
GATACATGCACTTGTATGTTTATTGCAGCACTATTTACAATAGCAAAGACATGGAACCAAACCAAATGCCCATCAATGA 
TAGACTGGTTAAAGAAAATGTAGTACATATACACCATAGAATACTATGCAGCCATTAAAAGGAATGAGACCATATCCTT 
TGCAGGAACATGGATGAAGCTGGAAGCGATCATCCTC^ 

CACC(^TAAGTGGGGGTTGAACATTGAGAACACATGGACACAGAGAGGGAACAACAC^CACCAGGGCCTGTTCTGGGGA 

GGGGATTGAGTGGAGGGAACTTAGAGGATGGTCAATAGGTGCAGAAAACCACCATAGCACACATATACCTATGTAACAA 

ACCTGTATGTTCTGAGCATATATCCCGTTTTTTTTACAAGAAATAAAAATAAAGAAAAAAAAGAAAATCTCTTGCAACC 

AATGAAAATGAAAACAAAATATACCAAAACATATGGGATACAACTAAAGCATTGCTAAGAGGGAATTTC^ 

ATACCTATATTAGAAAAGAAGAGAGGATTTTAATTTAGCAGACTCACCTAGAGAGCACAACTCTGATTTTGTTGAGAAA 

GCCTATCTCCACAGAACCTAAAAC^CACAAACTTTCAAGGTAGGGGAGATTGGAATCCAAGAAGAATGCAA 

TGCAAGCTGGTAAGTCTCTGGACTGGAGAATATCTGGATCAGGAAGGAGGCAAGATGGTCGACTAGATGCAGCCAGAAG 

GAACATCTCCCACCAAAGGACTGGGACATCAGAAAGACTGGCACACTCCTAGCAGATCTTCACAGGGAAGGCACTGAGG 

GCAGATAGAGGGAAGACACAGATGCTGGGCTGCAGAGGGAGGAAGCTGGGAACCCTGAGCAATGCTAGTGCACACCAGG 

ACCGGTTCCTGGTCCCCAAGAACTCCTGGGGATGGGGTGAATTGAACAGGCCAGGAGCGATCCACTCTCGCATGGATCT 

CTGGAATCCTGGCATGGGGAAATCCTTTAACCACCATGGACATTTGAATTGGCAGAGAGAGCTGCTTAGAGAAGTGGAA 

GGGACAGAAGTCCAGCCAGTGCAGAGCCCAAAGGGTTTGGAGTGGGAGCACCTATAGTGGAGCATGGCCAGGGACACCC 

ATCTCCCTAAGCTAGACTTGTTTCCATAGGAGACTGTAGCCCTAGGGGAACTGTCACCTGAACTCTGCAGGGAGGTCYT 

GCCCATGAAATGGCAGTCCACCTTGAGTACCCCCTTGGTCTGCTGGCCTCTCCAGGGGCCCCAGCCTGGCTGCAGGTGC 

TTGCAGTGCAGTCCCCAGGTAGCTCGTGGGGGCCTGCATTACAGCTCCTGTTCTAGTGGGTCAGGCCTGACTGGCAGAG 

TGCTCCAGCATAGCAGTCCCTGCAGACACCAGCATGCTTGTGGCCTCCCACAACTGCAGCGTCCCCCATGCTACTTGGC 

GTTCACATACTCACCAATGGCCACCCCCACATTC 

CCACCAGGATATGTGCATGCATGCATCCTACCATACCGCTGCTGCCTGCATGAGTGCACCTTGTTGCCAACACCCCACT 

AAACCACCATTGTTGTTAGAGCACTGGGTGGCACAGAGCCCACCAGCCCTGCCTTTGCCAGCATTCTGCTCTGGCACCA 

AC ACTTC CAGCAATGTGAAACTGGACACAGAGAACAGCAGAGTCACC CCTG CCTTGAGCAGCGACCAC TGCCTGCATGA 

AAACACACAGAGGGTCCACAGTCTTGTGTCCATCAGCACTTCAACCCCATGCTAATACCACCACCAGCACGAATGCAC^ 

CAGAGTCACTGGTGGGGGTCCCCGCCCCCAAGCCATGTCGCCATGTGGCCACCACTGCTGCTGTGAATGCCCACACAGA 

GGCCAGAACCCCAGCACCTGCTAGCACACTGCCACATCCAACAAGCATGCACCCTGCTGTGTTGCCACTGT 

CTGGCACATGCAAATGAGAACAGATTCTGCTGCCTCTGCCCTATGAAGCTCTTTGTCTGGCACTACCCATCAGAGTGTT 

GTGACCAACAGTCCAGAAGTAACTCAGCCCCTCCAGTGCAGCZVGGTTCCTAACCTTGAGGAGCCAGAAAACAAAGTTGG 

GAACTGATACCAGTCCCCGAGGGTTAGAGCACACAGTCCACGAGTCCTGAGTTGAGTCTTGGTCCCCTAAAATCTTCC^ 

GAAATTGAGCCAGTCAACTGAACCCACCTTATACCACCATGAA^ 

TCCAAAGGACAGTAATTTCAAAGATTGGAGGAACAGGCCAGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGA 
GGCCGAGGTGGGTGGATC^CGAGGTC^GATATCAAGACCACCCTGGCCAAC^TGGTGAAACCCCATCTCTACTAAAAA 
TACAGAAAACTAGCCGGGCATGGCAGTGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGA 
ACACGGGAGACGGAGCTTGCAGTGAGCCGAGACTGCACCACTGCACTCCAGACTGGGCAACAGAGCGAGACTCCATCTC 
AAAAAAAAAAAATTCGAAAAAGATTGGAGGAAC^TCAGACCAC^^ 

CTCAAAAAGCCTGAGTGTCTTCTTTCCTCCAAATGATCATACTAGTTCTCCAGTAAGAGTTCTTAACTGGGCTGAGGTG 
GCTGATATGACAGAAATAAAATTO\AAATATAT^^ 

TGAGGAAGCTAGGAATCACAATAAAATAGTACAGAAGCTGACAAACAAAACACTCAGTATAGAAAAGAGTGTAACCAAC 
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CTGATAGAGCTGAAAAAACACAGTACAAAAATTTCATAATTTAATTGTAAGTATTAA(^GCAGAATAGACCAACCTGAG 
GAAAGAATCrTAGAGCTTGAAGACTGGCTTTCTGAAATAAAATAGTCAGACAAGAATAAAGAAAAAATAATAAAAAGGA 

ACAAACaAAACCTCCAAGAAATAAGATATTATGTAAAGAGA 

AGAGAATGGAAGAAACTTGGAAAACATATTTCAGAATATCIATCCATGAGAACTT^ 

ATTTAAATTCAGAAATGCAGAGAACCCCC^TAAGAGACTrCACAAGAAGATCATCCCCAAGACA^ 

CTCCAAGGTTGAAATGATAGAAAAAATGTTAAAGGTAGCTATAGAGAAAGGACAGGCCACCTACAAAGGGAAGTCCTTC 

TGACACAGCAGACCTCTCAGCGGAAACTCTAC(^GCCAGAGAGATTGGGGGACTATATTAAACATTCTTCAAAAAAAGA 

TATTCCAACTGAGAATTTGATATCTGCCCRAACTAAGTGTCATAAGCAAAGAAGAAATAAGATCCTTTTCAGACAAACA 

AATGCTGAGGGAATTCCTTATCATAGACCTGCCTTACAAGAACCCCTGAAAGAAGCACTAAATATGAAAAGGAAAGACC 

GTTATCAGAC^CTGCAAATACACAGTGTCTCTATAAGTAC^ 

CTGCATAGTAACCACCTAACAACATGATGACAGGATCAAACCCATACAAATTAATACCAACCTTCAAGGTAAATGTCCT 
AAATGCTCCCAATTAAAAGGCACAGAGTGGCAAGCTAAATAAAGAAGAATGACCCyUlTGGTATGCTGTCTTCAAGAGAC 
CCATCTCATATGCGGTGACACCCATAGGCTCAAAATAAAGAGATGCAGAAAAATCTACCAAAAAATGCAAAACAG^ 
AAACAGGGGTrGCAATCCTAATTTCAGACAAAACAGACTTTAAACTAACGAAGCT 

TGTAATGGTAAAGGTTTTAATTCAACyvAGAAAAGCTGACTATCCTAAATAGGTACATACCCAACAGAGGAGCACCC^ 

TTTATAAAGCAAGTTTTTAGAGATCTTGAAAGAGAATTGGACTTCCACACAGTAATAGTGGGAGACTTCAACACCCCAC 

TGACAGTATTAGATCATTGAGGCAGAAAATTCACAAAGATATTCAGGACnTGAACTCAACACTGGACCA 

ATAGM»TCXACATATCZKZrc^ 

TTGATCACATAATCAGACTTTAGACAATCCTAAGCAAAAGAAACAAAGTCATATTGAACCACAGTGCAATAA 
AATC^GACTAAGAAAATTGCTCAGAACCATACAGTTAC^TGGAAACTAAACAACCCACTm 

AATAATGAAATTAAAGCAGAAATCAkGAAGTTCCCAGAAACTAATGAGAACAAAGATAAAATATACCAGAATCTCTGGG 
ACACAGCTAAGGCAATGTTAACCAGGAAATTTATAGCACTAAATGCTCACATCAAAAAGTTAGAAAGATTTAAAATAAA 
CAACCTAACATCACAACTAAATGAACTAGAGAAGCAAGAGTAAACCAA.CCCCAAAACTATCAGAAGAGAGTAAATAA.ee 
AGAATCAGAGCTGAATTGAAGGAAATTGAGA(^TGAAAAGCCATTCAAAAGATCAATGTATCCAGGGGCTGTGTTTTTG 
AAAAATTAATAAGACAGATGGACTGCTAGCTAGACTAATAAAGAAGAAGAGAGAAGATCCAAATAAACACAATTTTAAA 
AATAAGATAGTAATTACCACTGACCCCAGAAAAATACAAATAACCATCAGAGACTACTATGATGGTTTGTGTACTATGC 
ACACAAACTAGAAAATCTAGAAAAATTGATAAATCCCTGGACATATACACTCTCTCAGACTGAACCAGGAAGAAATTGA 
ATCCCTAAGCAGACCAATAACGAACTGTGAAATTGGATCAGTAAATTTATCAGTAAATAGCCTACCAAACAAAAGAAGT 
CCAGGACCATTCATATCACAGCCAAATTCTAGTAGATATACAAAGAAG 

AAAAATTAAGGAGGAGGGACTCCTCCCCAG(^CATTCTATGAGGCCAGCATCATCCTGATTTAAAAAAAAAAAAAACAC 

CTGGCAAACACATAGAAAATAAAACTTCAGGCTAGCATTCTTGATGAACATGCATACAATAATCTTCAACAAA 

GO^AAATGAATCCAGGAGCACATCGAAAAACTAATCCACC^ACAATAAATO 

CAACATACACAAATCAATAAATGTGATTCATCACATAAACAGGACCAATGCAAAACCCACATGATTATTGTAATAGATG 
CACAAAGGCTTTTGATAAAATT<^TCACCTCTTC^TGTTAAAAACCCTCAACCACCTAGGTACTGAAGGAACGTACCTC 
AGAAAAATAAGAGTTATCTATGACAAATCCACAGCCAACATCATACTGAATGGGCAAAAGCTTGAAGCATTCCACTTGA 
AAACCAGC!ACAAGACAAAGACGCCCTTTCTCAC<^CTCCTATTCAACATAGTATTTT 

GCAAGAGAAAGAAATAAACAGCAAGGCAATACCAAACAGCCAAGGCAATACTAAGCAAGGAGAACAAAAAAGAACAAAT 

CTGGAGGCATCACACTACCTGATTTCAAACTATTCTAC^GGGATACGGTATCCAAAACAGCATGATTCTGGTATAAAAA 

CAGAAAC^TGACCAGTGAAACAGAATAGAGAGCCCTGAAATAAGGCTGCACACCTACAACCATCTGATCTTAGACAAAG 

CAAAGGGGAAAGGACTCCCTATTCAATAAATGATGCTGAGAAAACTGGCTAGCGATATGCAGGAGATTGAAACTGGACC 

CATTCAGTACACTATACATAAAAATTAACTCAAGATGGGTTAGAGACTTAAACGTAAAACTCyU^AGCTATAAAAGCTCT 

GGAAGACAACCTAAGCAATACCATTCCAGACATAGGAACTGGCAAAGATTTTATGATGTAGATACCTAAAGCAATTGCA 

AC^AAAGC!AAAAAAATGATAAATGGGATCTAATTAAATACAGAGCTTCCTCACAGCAAAAGAAACTACCAACAGAGAAA 

ATAGACAACCTACAGAATGGGAGAAAATATTTGQU^CTATGCATCTGACAAAGTTCTTATATCCAGCATCTATAAGGA 

ACTTAAATTTATAAGAATTAAAC^CCCCATTAAAAAGTGGG 

TGCAGCTA&CAAGCATATGAAAAAAACTCAGTATCACTGAT^ 

TCACATCAGTCAGAATGGCTATTATTAAAAAGTC^GAAAATAACAGATACTGGTGAGCTTGTGGAGAAAAGGAAATATT 
TATACACTGTTGGTGGGAATGTAAATTAGTTAAACTATTGTAGAAAGTAGTGTGGCAATTCCTCAAAGAGCTAAAAACA 
GAACTACCTGTCAACCC^GCAGTCCCATTACTGGATGTATACGCAAGGGAA^ 

GCTCACATATGTTCACTGCAGTACTATT(^CAACAGCAAAGACATGGAATCAATCTAAATGCCTATCAATGGTAAACTG 
AGTAAATAAATTGTGGCACATATACTCCATGGCATACTATGCAGCCATAAAAAGGAATGAGATCGTGTCCTTTGCGGGA 

ACATGGATAGAGCTGGAGGCTGTTATCTTTAGO^ 

TAAGTGGGAGCTAAATGATGAGAAGACATGGACACAAAGATGGAAACTAGGCTTAGCAACTGGGTGACAAAATAATCTG 

TACAACAAACTCCCATGACACAAGCTTACTTATATAACAAACTTGC^ 
TTAATATCTGGATCCAAATTCTTTTACTGGCCAATGGAAAAAGATTTTTTGCCC^ 

TTTGTGAAAAAGACTTTTAAGATTTTTGAATAATATTTGTGAAAAAGACTTTTAATAATATTAGTGAAAAAGA 
TACAGAAGGCAAATTAAGTCTTAATTTAATTTGGCAGCTTTTAATGTGG 

CTGTGTGCACCAATTAAAGAATGCATCCCATTTGCTAAAGAAATTAAAATTTAAAAGAAAAAA^ 

TACTACATCTCAAGGAAGTAGAA(^TAA(^CAGACTAAGGCCAAATTAGGCAGAAAGAGGGAATTAACAA^ 

AGCAGAAATACATGAAACGGAAAATTCAAAAATAATAGAAAAAAA^ 
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ATAAATATAAACTAAATTGGTAAAACCTTAAGTAAACTAACTAGCAA 

AAATGAAAGAAGAGAAATCAGAAATGATGCGACAAAATAAGAAAGAA^^ 

AACAAACTGGATAAGCTAGAAGAAATGAATAAATTCCTAGAAACATAC 

AAAGTCCGAACAGACCTATAACTAGTATAGATATTGAAATAGTTATTACAAAGCTCCCAGGAAGGAAAAGCCCAGT^ 

AGGTGGCTTCACTGGTGAAATTCTAAC^AACGTTT^ 

TGAAGGGGAGAGGGAACATGTCCAAATTCATTACTCTG 

TAGGCGAAXATCCCTGAAGAATGAAC^^ 

GGATTATA^CC^TGACCAAATGGGATTTGTACTO^ 

CAGATTAACAAAATAAAGCATAAAAACATGTGATCATCTCAAGA^ 

TAATTAAAAACTCAAACTAGTAATAGATTATGTCTVAATACAAATACAAATATTATATACCTC^ 

ATATTAAATGCCCATCACTAACGTCATACTCAATGGTGAAAAACCGAATGAAGGCTTTTCCTCTAAGATTAGAAACAAG 
ACAAGGATGCCCACTTTCACTGCTTCTATTCAGCAG^^ 

TAAAAAGGCATTTAAATTGGGAAGGAAGAAATAAAATTTTCCCTGTTTGCAGGTAACATGATC CTATATATAGAGAAAA 

CTCTGAAGATTCAATTAAGAAACTGTTAGAACTAA^ 

GAATCAGTTGCATTTCTATACACTAACAAG^^ 

CAAAAAGAATAAAATAATTTAGTAATACA.CC 

CATTGATGAAAGATACTAAGCAAATCAAAAGACATTGAATGTTCATGAACTAGAAGACTTAAC^ 
TACTACCAAAAGAAATCTAC^GATTCAATGCAATCCCTATCCAAATCTCAATGTCATTTTTT^ 

GCTCTAAAATTTATATGGAGCCATGAGTCAAGAAATAACCAAATCAATCTTGAAAAAAAGAATAAAGCTAGAGACA^ 
CATTTCCTGATCTCTAGATATGTTACAAAACCACAGAGATCAAAAC^ 
CGAATGGAACATAAGAGAATCCAGAAATAAATCTA 
TACCATAAACTGGGTAGCTTATAAGAACAGAAATATATTTC 

CAGGTACTGATGGACTGCTTCCTCATAGTTAGTGCCTTCTCACTGTGTCTCACATGGTGGAAAGGTGAAGCATTCCTCT 
CAGATGTCTTTTATTCATGAAGTCTCCACTTTTATGACCTAATCATCTCTGTAAGTCCCCGTCTCCTAATGCCATTCAA 
CATATAGATTTAGGGAGACAAAGATTCAACATATGGATTTTGGGTGACACG^ 

G ACGTTTG ATAAAGGTGT CAAGAATACACAT AGAGATTGGAGAGT CT CTTCAAC AAATGGTACTTG GAAAAC TG GAT AT 

CCATATTAAGGAATGAAACTGGATGCTTGTCTTACATCATATGCAAAAATCAACTTGAAGTG 

AGACCAAGACTATAAAACTACTAGAAGAAAACCTTCATGACATTGGTCTTGGCAATGGTTTCATGGAT^ 

AGCACAGGCAACAAAAACAAAAGTAAACAAATAAGAATACATC^ 

GG AGTTCGAGGC CAGC CTGGGCAAGATAGTGAAACCTTGTCTCTACAAAAAAT^ 

AGGCTC AC AC CTGTAGTAC CAGC CACTTGGGAGGCTGAGGTAGGAGGATTGCTTGCACCTGGGAGGTGC CAG AGGTTGC 

AGTGAGCTGAAATTGGGCCACTGTACTCCAGCCTGAGTGACAGATCCAGACCCTATTGCAAATAATAGTAATAATAATA 

ATTAATAAAATAATGATATGAATCAACAGAGTGAAAAGGACACTTACAGAATGGGGGGAATATTTGCAAACCGTATATC 

TGATAAAGGGTTAGTATCCAAAATATCTAAAATAAACCCCTTC^GGTTATTAGTTAAAATAAAAGAGAGAGAAAAATAA 

ATAAATAAATAAATAACCTGATTTAAACATGGGCTATGGACTTGGATAGACATTTCTTCAAAGAAGAC^ 

CAACAGATATTTTAAGAAATACTCAGTGTCACTAATC^TCCAGGAAATGTGAATTAAAACTATAATGAAATATCACTT^ 

ACACCTACTATAGTAGAATGGCTACTGTTAAAAAAAACAGAAAATAGCAAGTGTTG^^ 

CCCTTGCACACTGTTGGTGGAAATGCAATATGGTGCAGCTTTTGTGGGAAACAAATGAAGTTCCTCTAAACATTTAA^ 

ATGCAATTACATGATCCAGCAATCCCACTTTGGGGTGTTTATTCAAAAGAATTGAAATCAGGATCTCAAAGATGTATTA 

GCACTCCTATATTCATTGTAGGATTATT(^C^TAGTTAAGATTTAGAAACAACTTAAGTGTCTATTGACAGATGAATA 

GATGAGAAAATATGGTATATAAATAGTGGACTATTATTCAGCCTTAAAAAAGCAGGAACTATTGCCGTATGTGACAACA 

ACATGGATGAAACTTAAAGAC^TTGTGCTAAGTGAAATACATGAGTCATAGAAAGACACATATTGCATGATTCCACTTA 

TATGAGTTATCTAAAATAGTCAAATTCATAGAATCAAAGAGTTGGATTGTGGTTACCAGTGGGTGGAGGTAGAGAGAAG 

GTAGAGAGAAATGGGGAGTTACTAAACAATGGGCGTAAAGTTTCAGTCAAGAAAGATGAATAAGTTCTAGGGATCTGTT 

ATACAACATTGTACCTATAGTCAACAATAATGTATTGTACACATATGCATTTGTTAAGAAAGTAGT 

TTTTTAGGACAATTTTTTAAAATAAAAAGACAGTG 

TAAATTTGGGGCATGTTCTTACATTTATAGGTAACAGTTCATTTATTATTTT^ 

TAAAGGGAAACTCCCTTTAATTCATCTTCCTTCCTGATATTCAAGAACATAGACTGAGCTTTCCTCTATCTCTTTCAGT 

TCTAGTTTATATTTGCAAAGGTGTGTCTGGGCCAGTCCAATCTTTCTTCCTACTGOT 

ATTACAGATCACATGCCGAACTTTAGGGGAGAGGAGAAATTACTGGGATTAA^ 

TATTTTCTAGGTTTAGGAGACTTGAGGAAAATGAATAAGTGAAATGTAGACATATATGAATGAATATATCAAACATCAG 

AGGAGAAAATTTAGCTGTGTCCAGAGAGGACAGAGATGCTATCTTTCTATTGCTTGTTTTTGAACTTTCTTTCGTATTT 

TATTATTGTATTGTTAATAATCATTGAAGTAGTGTGAGAAATTTCAGAGAAGTAGAAGTAGAGCAGT 

CTTATAGATGGTGACAGATGACC^CATAATTGTGTGACAGTAAAATGCTGTATTGAGCTTCCTGCTGTATTATAGAAAG 

AACATATGAATAGATAAAAGCACAACAGTTTTCCTTTTCACTATGTC^ 

GAAACAAATGAGATTAGTTAAAAGAAGGAATTTAAATTATGTAGACTAAGCCAGGGTAATGCTTACGAATGAGATGACT 
CATCTAATAAAAGCATCAAAGAGAAAAACTGTTGTTTCAGTTCAGATTTTCTTGGTCGTTTTCCTGAGATGATGATGAT 
GATGATGATGATGATGATGATGATGATGATAATTTGCTTTAGGAAGGAGCTGCACACTACAAAATGCAACAGAGT^ 
AATGATAAGATTAGTTGAATTAAGTAATTCTAGACCCCAA^^ 

CTTGTTGCAATGAACTGAGTTGGTTGTAAAAAGTCTACTATCTTATCAAAAGATTGTTCAAAAACATCTCCAT 
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AATACTATCAAGCAAAAATATATTGT 

ACAAATTTACAAGAAAAAAACAAACAACCCCAT 

ATTTATGCAGCCAAAAAACACATGAAAAAATGCTCATCATCACTG 

GATAC CAT CTCACAC CAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAAC^ 

AGGAACACTTTTACACTGTTGGTGGGACTATAAACTAGTT 

CTAGAACTAGAAATACCATTTGACCCTGCCATCCC^ 

AAGACACACGCACACGTATGTTTATAGCTGCACTATTCACAATAGCAAAGACTT^ 
GATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTACGCAGCC^TAAAACATG^ 

TTTGTACHMACATG^^ 

CACTCATAGGTGGGAATTGAACAATGAGAACAC^TGG^ 

TCGGGGGAGCGGGGAGGGATAGGATTAGGAGATATACCTAATGCTAAATGATGAGTTAATGGGTACAGCA 

GGCACAtGTATACATATGTAACTAACCTGCACATTGTACACATGTACCCTAAAACTTAGAGTAT 

AATAAATTGGTAACTAGTTTAAGGTCATGTAACCTACTCACACAAATAATCAGAATAAGATGTAATATAGA 

GTAAAACATAAATTTTATACATAAAATAAATAATAGATCATAGCCCTGATGCATGCGTGCACAAACACACACACACA^ 

CACACACACGACACACACACTTGCACTATATTTGCAATAGCCTAGCTACTAA 

OTGCATATCCGATTTCTTAATAGCAGAATTAAGAGCTTCTTGGAAGAAAAGGCTTATACTCAAAATCTGC 
TCCTTTTGAGTTGAG CACAAAAGGAAAC CAAAAAGAC C CAAGAATAGC AATG C AATGTGTGTATTGAAGGTTTGTTAG G 
AATTATTCACTATTGTATTTCTTTTCTGTCCTACATTACAGCATAGGCTTTGCCTAGAGGCAAAAGAATTAAGAATTAC 
TTGCAGTTCCTACTCTTTTGCAGTCAAGGCAGTAATAGGGTGATGGATAAGGTGTATAGAACAGCAGTTCTCACCAAAT 
^CCCTTGAAAAATCAAGGAAATAGATGGCTTCACATTTCATTATCTAACCCCGATATGGCCTGAG^ 
CAGAGATGCCAATATAACTGAAGGGTTTTGAAATGGCCCTTTGAGGAAAGGTGATGAGGTATCCATTGATTTAATCTAA 
GAGGAGATGGAGAAATAATACAAGAGGGACTTGATTTCACATGCAACTTGTTTAGGAGACCGCATCTCAACAGTTTTTG 

AATGGGATATTTCTAGCTGTTCATGT^ 
AAAATATTACATTTTATAAGTGGAAGGGTGCAAAATAA 

TGTGTGGATTTTTTTCTAATTGAAAACAGCACAACGAGAGCTCTGAGTATGAGATGTAGTTATACAAAAAGGCATAAGA 

TGCTAGACACCTTCAAATACTGGGTGTTCTCCTTACTAGCCATATGACCTTAAGCAATGTATTTAACCTATTCTTTGTT 

CTCATTTTCCTCATTCATAAAATATGCACAATAAAA 

GTTAAATTATTTCGAGCATTCTTTGGTACACAGTAAAC^ 

AATGGAAATAGATTTATTATTTTTATCTGATTATGAAAATTATATGTGATTATTATTTAAAAGATTTTAAAGAAAGATG 
CAAAGAGAAAWIATTACTTAAAATCAATTTGTCCTCAGA^ 

CTTTTGTGTTCAAAAGATGCATAATGTATACAATTGTGTCATGGGCACATCTCCTCGGGCCAATCTATGGCTGACCCCT 

ACTCCATCCTACCCCTAAAGTAAACATGCATTTTGACCTGTATCACTGTCATCTGTCAAAATCCATGCTCCTCAAAGGC 

AGTATCTTCTGTAAACCCTCAATCTTTTTATTACTATCTAGATTCTCAGGCTTAATTGTTCCAAATTAT 

ACCTCCATGCAAATCTCACTTACCTACCTCTTTATCCATCAAAAATAATCTATTAAAATCAGTTATACTTACTTATTTA 

GCACTTAAATATTTTAGACTTTGTGCTAAGTGCCTCAC^TATAGCATTTTTACTCITCCAGATAGCTTTCAAGGGAGCT 

TTCATAACAACCATTTTAGCATTGTTTCGATCTCATTCTCAATCTCCATCTCTTTCAAACTATAAACTAAA 

TTGGCAAGGTTGGCCTACACCCAGGAACAAGCAAGGAAAGCCACCCTCTGAGGCTAGAAGCAAGATGGA 

CTAGCCTTCTCTCATTGTTATAATCTTTGCAAAGCTGGTTTCATATTTTACTAATCTTTCTCTGTTAAATGGACAAACA 

TCCTTCTTGATGCTACTTCACACACCTTTO 

TATTTATAAAGTTAAGAAAGAATCACTTTATACCTAAGAGTGGATCCTAATGTTTACATAAATATATTCCTGTATTG 
GTTCTTCCTTTCTCCCCAATTACCAAATTCT^ 

CTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCTTTCTTTCTTTCTTTCTTTCTTCTTTAAGTTTTGG 
GATACATATACAGAACATGCAGGTTTCTTACACAGTATATGTGTGTCACGATGATTTGCTGCACCTATCAACCCATCAC 
CTGGGTTTTAAGCCCTGCATGCATTAGCTATTTGTCTTGATGCTCTCCCTCCCCTCGTGCCCCCATGACCCAACAGGCC 
CTGGTGTGTGTTGTTCCCCTCCCTGTGTCCATGTGTTCCCATTGTTCAACTCCCACTTATGAGTAAGATGGATTTCTGT 
TTGCTTTTCTGATCCTGTGTTAGTTTGCTGTGAATGATGGCTTCCAGCTTCATCCATGTCCCTGCAAAGGACATGAACT 
CATTCCTATTTGTGGCTGTATAGTATTCTATGGTGTATATGTACCACATTTTCTTTATCCAGTCTATCATTGATGGGCA 

TATTTATATTCCTCTAGGTATTTACCCAGTAATGGGATTGCTGGGTCAAATGGTATTTCTGGTTCTAGATCCTTGAGGA 
GTTGCCACACTGTCTTCCACAATGGTTGAACTA^ 

GGCTCTCTAGCATCTGTTGTTTCATGACTTCTTTTTAATAAGCGCCATTCTGACTGGTGTGAGATGGTATCTCATTGTG 

GTTTTGATTTGCATTTCTTTAATGAT^^^ 
TTTGAGAAGTGTCTGTTCATGTTTTTGCCCACT 

CTTGTAAATTATGGATGGTAGCCCTTTGTCAGATGGGTAGATTGCAAAAATGTTCTCCCATTCTGTAGATTGCCTGTTC 

ACTCTGATGACAGTTTCTTTTGCTGTGCAGAAG 
GCTTTTGGTGATTCCATGATAAAATCTOT 

TTATGGTTTTGGGTTTTACATTTAAGTCTTTAATCCATCTTGAGTTGATTTTTGTATAA 

TTTCAGTCTTCTGCATATAGCTAGCCAGTTCT 

TTGTCAAGTTTGTTGAAGATCAGATGGTCTTAT^^ 

TACCTGTACCATGTTTTGGTTACTGTAGCCTTGCAGTATAGTTTGAAGTCAGGTAGTGTGATGCCTCCAGCTTTATTCT 
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TTTTGCTTAGAATTGTTTTGGCTATACGGGCTCTTTTATGGCTCCATATGAATTTTAGAGTAGTTTTTTTCTAATTCTG 

TGAAGAAAGTCAATGGTAGTTTGATGAGAATAGCACT 

ATTGATTCTTCCTATCCATGAGCATGGGATGTT^ 

TAGTTCTCCTTGAAGAGGTCCTTCATGTCCCTTGT^ 

ATGGGAGTTCATTCATGATTTGGCTCTCTG 

TTTGTATCCTGAGACTTTGCTGAAGTTGCTTATGAGCTTAAGGAGATTTGGGGCTGAGACAATGGGGTTTTCTAAATAT 
AGGATCAAGTTGTCTGCAAACAGAGACAATTTGACTTTCTCTTTTCCTATTTGAATACGCTTTATTTCTTTCTCTTGCC 
TGATTGCCCTGGCCAGAACATCCAATACTATGTTGAATAGGAGTGGTGAGAGAGGGCATCCTTGTCTTGGGCCAGTTTT 
CAAAGGGAATGCTTCTCGCTTTTGGCCATTCAGTATQATATTGGCTGTGGGTTTGTCAGAAGTAGCTCTTATTACTTTG 
GGAAATGTTCCATG^TATCTAGTTTATC 

ATCTATCGAGATACCAATTACCAAATTCTAAGATT^ CA 
AAGTTCAAGGAAGCTGAGAGGCTGAAGAGGCTGACATATCCAGCTTC 

TAGCCAGGTCCCAGGTGGCTGCAAGAGGAGATGGTGGTTCACTGCAGTGTTAGCCCCAGACCTAGGAATTATTTGCTGT 
AGTGAAGGAACATGTAGGACAGTTGAAATCAACTCCTCAGGGA^GGCAAGCATGCTATGTAAATCTGCCTAAGGGAA^ 
GATTTATGGTTGAGGCTGTTTTGAAGAAAGGGT^ 

CTGGAACTGGGGTAAATCAGATGTC^VGTATGGTGGACTGACAATGAAGATGGAGTTGCTTTAGTCTCCACACATGGGAA 
CAGATAGAAAAAGGTGTCTTTATAACCAAAATGTTGGCTTTTACAAAGCTCTGCTGTAATTCTAAATAGATGGAAGAGG 
ATAAATCAAATAACTGAATTAACTTAAAAATTCCCTTTTTAGAGTAACTTCTTCAAATTTAAAAGAATTTTATCAAAGT 
AGTGTGGGCATATCTACTGGGGGATGGAGAAACATAGAGCAAGAGAGAGAGAACTTTGTGATGGAAATCAAGATTTTCT 
TAAATCTCTCATAGAATAATTATTAGAGTATTTATGAATTTTCTTCTCTTCTCCAAATTATCTTCACTTGGGGTTATTT 
TATCTTTATTTGTGTATCTTGGACTGTCTTTTTTCAAAGGAAGCTTTCTTTAGATGCGTGATGAGCTATGATTATAATT 
TTATTCAAGTTTAAGGAATGAAAAGCTGATTGGGCTCTGACTTGCACTTTGCTTTGGAGTCATGGGGCTATGAATTAAC 
AGTTTTCCTGGGGGGGATCAGAACATGCCAGATGATGGAAGTCTTTTGTCTGGAGCTATTATTTTGATTTAGAAAGGTT 
TTATTTTAGTGAAGTTATAAAGAATCCTCAAATATTTCTCTAAGCTGGAGAGGCCTGTCTCCTGGGTGTCCTCTTTCCT 
GCAGGGTTGGATAGTGGCTATTTCTACCCATAGATACTTQTAATTGTCAGTTCCCCATGTCACTCCTGTACCCTTTCCT 
GTCTTCATTGCATGTGGTGTTTTGGAATTCTTAGCCTTTCTGGAAAGGCAATTTCTCTCTCTCAGTCTGTCATATTTAT 
ATCCCTTCTAGATAATCTAACCTGTGGTTGACTGTATTTCATGTGCTATCTCTTCTTTATCTGCTTTGTCATCTATACA 
TCTGTTGACATATTTTGTATTCTCATGACTCTCTTTCAGTTCCTTACTACCATTAGGGTTTTGTACTTTTCTCCCCTTT 
AGTGACATCTAAGATGGGAAAGATTGTAAATACATATGACCAGATTCATCAGGGAAATATATGCTATTCTAGGTAGTTC 
ACACAAGATATTATGTAATACAGGTAATTAAAAGGTTACATGGTCATTCTGAGAACTTGGAGTTAGGTGATTAGAGAAG 
TTGCTACTAGAATGCAAGAAACTGGGAAGTGGAAAGATCACAGACAGCTGCCAACAGTGTTCTCTGGTGCCAACAGCTT 
AAAACTTAGTTCTCAGGAAAATCTCCAGTGTGTTTTGGGTTTTGCCAATTACATTATATCATGTATCCACCATTACTGT 
ATCATAGkGAATGGAGAAATAAGATGTTTATTGAAT^ 

TGACAATGCCAAAAAAGATAGATAGAACTTCTAATTTCATTGATGTTTCTAGTTTCCTGAAGAAGCTAGAAAGAATGGT 
ATGGATATCATTTTTCTGAATATATACATAAAGGTTGAAA.TTAATATAACTATTCAGAATTTTAAAACAATGAATAACT 
GTGATATGGGATTTATTTTATTTTTTUUUUU^TGAGGAAGATTTTCATGTTATGATGCTTTCATACGGTATCTCTCGTA 
TGAGTGACAATACTGCCTTTTAATTTTTTCTCAAAATGTTATAGGGCAACAAGAGATTGGCAGTATGAGCTGTCTTTTT 
ATTGTATTTTAATGGTAAACTTGTACATGATTATGGGGATATTCTAACTTTTATGATTTTTTAAACAACTCTCAGTTCC 
ATC CC ATAAAAGAGCTTTATGTAGAAATACTTTTAGCAGCTTTTAAGTTTATTTCATCTTCTCTTC C C C AGGAGACAAG 
GTAAAAGTAGAGATTACATTTTCTGGAGATATTACTTTCATTTATATCTTTATAAATATGGATAGACAATTTTATAATA 
ACAGTGCT7^ACACTGAAAAGGAAAAGAGTAAGATTTTGTAATTTATAAATAATCCTTATGGGGATGTTATTATTTAACT 
CTGAAGATGTTGTTTCACTTTTCATTATTTTGGTTTCAGTCACTGCTTGCAGAATAGTAATCTCTTAGCATATGAAGTC 
AGCAGATCAAATGCAAGAAACAAAACAAAACAAAAAACTCAG^ 

TATTTCACTGTTTTTAATCATACTCAGGAAGGGTTTTAGTGAAGAAAC^GGAGTGAGATTAATCAAAATAGCTCAAAAT 
GCTCAAAACTTAAGTTATATATTC AGGAGGCTTTAAATTC C CACCATTTTAAAAAGTGTTCTTTAAAC CTCAATTTCGG 
GTACCTTGCTGTTCCTTGGGTTTGACTGAGGATCAGTATTTTCTTGCCATTTATCACACTTAZWICATAGAGCATCCAGA 
ATCAATAAACTACAAAGGAGAAGATTTAGAGAATCTATCTTTCCAGAATAATAGTCATACTTTCCCAAACATGTTCTAT 
ACAATTTTAGGGGACTATAGACCTTTGGTATATATATCAGATGTTAAGCTTTTTGTTCCATTAACATTACTGTAGTCAG 
TTGTAATGCTATGTTGTTAATCTAGAGACAGGAATATATAACTTCTATTTTCTTCAAATGAAAAA.TGGCTTTGGTCATA 
AGTACCTATACCCAAATCTTATTTCAATATACTCTACATTAACAGCATGTTACAGATAGGAATCCAGTATTATATTTAC 
ATAAATTAGTTATTTATCTCGATATTTAC^ 

AAACTCAAC ACTAGCTAATGGGAGAC CAG C ATCAAAATAAAAAAATAAGAGCAATACAGTTTTCTATGTGCAAGAC AGA 
CACAGTTCTACAGGGCTGGGGACAGAAGGCACTGAAGAGGAATGGAGAAA 

TGTGGCTGGAGCTGAGTATTGAAATAGGAGAAATATTTGTTCAGATATTACTCTTTTTATTTTTTCATGACTGAATTCC 

AGGCATACGTACCTTCAAATACCTTATTGCAGATGACCT 

ATATTGTTGCTTCTCAAATTTCACAACTC^ 

CTTCATTGATAATCCTGATTGATGTAGTTTTACTTTCATCATCTAAATATCTCTAGTTTCTAATTTATTCTGTGTAGAG 
ACTTTAGTTTCATCAAATATAAGTGGGCATGAAATTATATACCTGAGCCAATAGAAGAACTCAAGACTTTTATTTGCCT 
TAATGTAGGATTTAAAAACCAATTCAAAAACAATTGTTTATATATGTGGGAAAATTCCTTTAAGTTTCTGTTGATAGGT 
ATTGGAATAGGTTTCCTAGTAAGATATTAAATGTGTCATCCAAATAAATTTTTAGGTTACATAAACACTGATCTTGAAT 
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AAAATAGCTATAGTTCTACCTGGAOTTAGAG 

TGCATACTTGTGCACGTGCTGGCTTTTATGTACAAAATGGTC 

ATAAAAGCTAAAAAGGACACTGTATTTTAAAG 

AGAGCAGAGCCCAGAACTTGGGCCTCTTGACTTCC^ 

ATCATAGAACAGGAAGAAACTGTATGATCATCCAGAGCTCATO 

AACCCTCTGCTGTCTCTCTTCCACTTAAATTTGCGGGGAT^TCTAGTTAGCA 

ATGCTTTTTTTTTGACAGATTGTCCTGCTA 

GCAGAGTCTCAGTGAAAACOTGTTTGGGGGTTGGTGCCT^ 

TGTTTAATATAGGCAGCGATTTTCTGTATTATGAACTGAAATAGAAAATC 

ATATCTTACTTACAATGAAGAAATCAGGCAATTO 

TCTTTTATGAGATTTTGATATGGCACTTAATGTTTTATGCTGAGAGGAGATGAAGATTTCTCATTTO 

CTGAGAAAATCATACAGCAAGGACACAGAACTTCATGC 

CCTTTCTTCCCTTCCTTGCTTCTCCT^ 

ATAATTGATTTTGCTTCTTTGTGTTACTACTTTCTTTCCATG^ 

GTAGTGGTTAAGAGCATAGGCTCTAAAGTC^GACTGCCTGGCTTTGAATCCTCTCTACCACTTACTGACTGAGTGACC^ 
TGGATTGAGTCACTGAACTTCACTTTTCAATTTTTTATGTCTTATTGGATAAGTTTCAATCAGAGTTGAGGATGAAGTG 
AGATATATGAAAGTGCTTAGTACAAAGCAGATC 

CATTTATGGTTATTCCAATATATACATTTTGTGTAGAAGGCTTAGTCTTTCAATTACAATAAGCTATTGGTATAGTTTA 
GCGATCTAATGCTAATGGAAAGGAGAATGGGCTCAAT^ 
AGAAAGGTATGAGGAAATTAACCACAGAGATGTGTGCACACC^ 
CCTTGGCTAAGACTCCTATGTAAGTGCCATTGTTGCT^ 

ATATCTTTTTTCAGATATTTAATTAAATTTAATATATATTTGCAATCTATAAC^ 

AAAGATATATTGTCTGGTCCCTGGTCTCTCGGAGCTGCCAAGGCTCCTAGCTGCTGGGAAAGCTGATGTATATGCAACT 
TGGAACATAAGGCAGTGTTTATTGATGCCATTGATC 

CCTTAGTCTTTGATAATGACTTCACATCTGTAGTTATCTCTTTATATTTGTTGAGTTGCTTTTTGCTGCCTGCAGTATT 
CTAGACATTTTATAATTAGAGATAAAGCTTGGAATTTCCTATGCAACATGTTTTGTATTCAGCCTGCTTTCTTCTTCCC 

ACAGTTTTGGTCTGGTTTTGTTTATTAGTT^ 

GTATAAAATATGCTTATTTAGGAGAGAATACTTTAAAAGGCTTATGAACTCTTGATGACTATCCTTTAGTTTATAATTA 
CCTTGGTGGTTTGCCACACCAATCAACCCA 

CCCACCGACAGGCCCTGGTGTGTGATGTTCCCCTCCCTGTGTCCATGTGTTCTCATTGTTCAAATCCCACTOATGAGTG 
AGAAC^TGCGGTGTTTGGTTTTCTGTTCCTGTGTTAGCTTGCTGAGAATGATGGTTTCCAGCTTCATCCATGTCCCTGC 
AAAGGACATGAACTC^TCCTTTTTATGGCTGCATAGTATTCCATGGTATGTATGCCACATTO 

GTTGATGGGCGTTTGGGTTGGTTCCAAGTCTTTGCACTGTAAACAGTTCTGCAATAAACATACATGTGCATGTGTCTTT 

A(^GTAGAATGATTTATATTTCTTTGGGTATATATCCGGTAATGGGATTGCTGGGTCAAATCGTATATCTGGTTCTAGA 

TCCTTGAGGAATTGCCACACTATCTTCGACAATGGT^ 

TTTCTCCACGTCCTCTCCAGGATCTGTTGTT^ 

CTTCTTTTGAGAAGTGTCTGTTCATATC 
AAGTTCCTTGTAGATTCTAGATGTTAGACCTTTGTC 

TGTTCACTCTGATGATAGTTTCTTCAGCTGTGAAGAAGCTCTTTGATTAGATTCCATTTGTCAATTTTGGCTTCTGTGG 
CCATTGCTTTTGGTGTTTTAGTCATGAAGTCTTTGGCCAGGCCTATGTCCATAATAGTATTGCCTAGGTTTTCTTCTAG 
GGTTTTTATGGTTTTAGGTCTTATGTTTAAGTCTTTAATC 

TCCAGTTTCAGTTTCCTGCATATGGTTAGC CAGTTTC CCCAACAC CATTTATTAAATAGGGAATCCTTTCC CCATTGCT 
TGTTTTTGTCAGGTTTGTCAAAGATCAGATGTTTTTAGATGTGTGGCATTATTTCTGAGGTCTACATTCTGTTCCATTT 
GTCTATATATCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTTGCAGTATAGTTTGAAGTCAGGTAGC 
ATGATGCCTCCAGCTTTGTTCTTTTTGCT 

AAGTAGCTTTTTTCTAATTCTGTGAAGAAAGTCAGTGGTAGCTTGATGGGGATAGCATTGAATCTATAAATTACTTTGG 
GTAGTATGGGCATTTTCATGATACTGATTCTTTTTATCAGTGAGCATGGAATGTTTTTCCATTTGTTTTTGTCCTCTCT 

TATTTCCTTGAGCAGTGGTTTGTAGTTC^ 

ATTCTCTTTGTAGCAATTGTAAATGGGAGTTTGCTCATGATTTGGCTCTCTGTTTGTCTATTACTGATGTATAGGAATG 
TTTGTGATTTTCACACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGA 
GACAATGGGGTTTOCTAAATATATGATCATGTCATCTGCAAACAGAGAC^ 
TCCTTTATTTCGTTCTCTTGCCTGATTGCC^ 

ATCCTTGTCTTGTGCCTGTrTTCAAAGAGAATGCGTCCAGCTTTTGCCCATTTGGTATGATATTGGC 
ATAAATAGCTCTTACTATTTTGAGATATGTTTCATCAATACCTAGTGTATTGAGAGTTTTTAGCATC 

ATTTTATCAAAGGCCTTTTCTGCATCTATTC 
TGTTTAATGATTTGCATATGTTGAACCAG 

GATGTGCTGCTGGATTCTGTTTGCCAGTATTTTATTGAAGATTTTTGCATAGA 

TTTTTTCGTTGTGTCTCTGCCAGGCTTTGGCTTCAGGATGATACTGGCTTCATAAAATGAGTTAGGGAGGACTCCCTCT 
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TTTTCTATTGATTGGAGTAGTTTCAGAAGGAAT^ . 
TGTCTGGTCCTGGGCCTTTTATGATTGGTAAGCTATTAATT^ 

GATTCAATTTCTTCCTGATTTAGTCTTGAAAGGGTGTATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTCTAGTT 
TATTTGCATAGAGCTGTTCATAGTATACTCTGATAGTAATTTGTATTTCTGCGGGATCAGTGGTGATATCCCCTTTATC 
ATTTTTTATTGTGTCTATTTGATTCTTCTCTCTTTTCTTCTTTATTAGTCTGGCTAGTGGTCTATCTATTTTGTTAATC 
TTTTTTAAAAAAAAACAGCTCCTGGATTCATTGATTTTTTGAAGGGTTTTTCATGTCTCTATCTCCTTCAATTCTGCTC 
TGGTCTTAGTTGTTTCTTGTCTTCTGTTAGCTTTTGAATTTGTTTGCTCTTGCTTCTTTAGTTCTTTTAATTGTGACGT 
TAGGGTGTCGATTTTAGATCATTCCTGCTTTCTCCTGTGGGCATTTCGTCCTATAAATTTCCCTGTAAACAGTACTTTA 
GCTGTGTCCTAGAGATTCTGGTACATTGTATCTTTGTTCTCACTGGTTTCAAAGAACTTATTTATTTCTACCTTAATTT 
CATTATTTACCCAGTAGTCATTCAGGAGCAGGTTATTCAGTTTCCATGTAGTTGTGTGGTTTTGAGTGAGTTTCTTAAT 
CCTGAGTTCTAATTTGCTCTGTGGTCTGAGAGACTGTTTGTTATGATTTCTGTTCTTTTGCATTTGCTGAGGAGTGTTT 

TACTTCCAATTATGTGGTC^TTTTAGAAT^ 

GAGAGTCCTGTAGATGCCTATTAAGTCTGCTTGGTCCAGAGCTGAGATCAAGTCCTGAATATCCTTGTTAATTTTCTGT 

CTCAGTGATGTGTCTAATATTGACAGTGGGGTGTTAAAGTCTCCCAATATTATTCTGTGGGAGTCTAAAAGTCTCTTTG 

TAGTTCTCTACAAACTTGCTTTATGAATCTGAGTACTCCTGTATTGGGTACAAATATATTTAGGATAGTTAGCTCTTCT 

TGTTGCGTTGATCCCTTTACCATTATGTAATGCCCTTCTTTGTCTTTTTTTGATCTTTGTTGGTTTAAAGTCTGTTTTA 

TCAGAAGTTAGGATGGCAACCTCTGCTTTTTTATTTGCTTTCCATTTGCTTGGTAAATATTCCTCCACCCCTTTGTTTT 

GAGCCTATGTGTGTTGTTGCACGTGAGATTGGTCTCCTGAATACAGCACAACAATGGATCTTGCCTCTTTATCCAATTT 

GCCAGTCTGTGTCTTTTAATTGGGGCATTTATCCCATTTACATTTAAAGTTAATATTGTTATGTGTGAATTTGATCCTG 

TCATTATGATGCTAGCTGGTTATTTTGCCCATTAGTTGATGCAGTTTCTTCATAGTGTTGATGGTCTTTACAGTTTGGT 

ATGTTTTTGCAGTGGCTGTTACTGGTTGTTCCTTTCCAAATTTAGTGCTTTCTTCAGGAGCTCTTGTAAGGCAGGCCTG 

GTGGTGACAAAATCTCTCAGGATTGGGTTGTCTGTAAAGGATTTTATTTCTCCTTCACGTTTGAAGCTTAGTTTGGCTG 

GATATGAAATTCTGGGTTGAAAATTCTTTTCCTGGGGGAGGAGCCAAGATGGCCGAATAGGAACAGCTCTGGTCTACAA 

CTCCCAGTGAGAGCGTCACAGAAGACGGGTGATTTCTGCATTTCCATCTGAGGTACTGGGTTCATCTCACTAGGGAGTG 

CCAGACAGTGGGCGCAGGTCAGTGGGTGCATGCACCATGCGCGAGCCGAAGCAGGGTGAGGCATTGCCTCACTCGGGAA 

GCACAAGGGGTCAGGGAGTTCCCTTTCCTAGTCAAAGAAAGGGGTGACAGACAGCACCGGGAAAATTGGGTCACTCCCA 

CCTGAATACTGCGCTTTTCTGACGGCCTTAAAAAACGGCACCAGGAGATTATATCCTGCACCTGGCTTGGAGGGTCCTA 

CGCCAACAGAGTCTCGCTGATTGCTAGCACAGCAGTCTGAGATCAAACTGCAAGGTGGCAGCGAGGCTGGGGGAGGGGC 

GCCCACCATTGCCCAGGCTTGCTTACGTAAACAAAGCAGCCAGGAAGCTCAAACTGGGTGGAGCCCACCACAGCTCAAG* 

GAGGCCTGCCTGCCTCTGTAGGCTCCACCTCTGGGGGCAGGGCACAGACAAACAAAAAGACAGCAGTGACCTCTGCAGA 

CTTAAATGTCCCTGTCTGACAGCTTTGAAGAGAGCAGTGGTTCTCCCAGCATGCAGCTGGAGGTCTGAGAACGGGCAGA 

CTGCCTCCTCAGATGGGTCCCTGACCCCTGACCCCTGAGCAGCCTAACTGGGAGGCACCTCCCAGCAGGGGCAGACTGA 

CACCTCACACGGCTGGGTACTCCAACAGACCTGCAGCTGAGGGTCCTGTCTGTTAGAAGGAAAACTAACAAACAGAAAG 

GACATCCACACCAAAAACCCATCTGTACATCACCATCATCAAAGACCAATAGTAGATAAAACCACAAAAATGGGGAAAA 

AACAGAGCAGAAAAACTGGAAACTCTAAAAAGCAGAGTGCCTCTCCTCGTCCAAAGGAACGCAGTTCCTCACCAGCAAC 

GGAACAGAGCTGGATGGAGAATGACTTTGATGAGCTGAGAGAAGAAGGCTTCAGACAATCAAATTACGCTGAGGTACTG 

GAGGACATTCAAACCAAAGGTAAAGAAGTTGAAAACTTTGAAAAAAATTGAGAAGAATGTATAACTAGAATAACCAATA 

CAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTACATGAAGAATGCAGAAGCCTCAGGAG 

CTGATGCAATCAACTGGAAGAAAAGGTATCAGCGATGGAAGATGAAATGAATGAAATGAAGTGAGAAGGGAAGTTTAGA 

GAAAAAAGAATAAAAAGAAAAGGGCAAACCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTATGTCTGATTG 

GTGTACCTGAAAGTGACGGGGAGAATGGGACCAAGTTGGAAAACACTCTGCAGGATATTATCCAGGAGAACTTCCCCAA 

TGTAGCAAGGCAGGCCAAAATTCAGATTCAGGAAATACAGAGAATGCCAAAAAGATACTCCTCGAGAAGAGCAACTCCA 

AGACACATAATTGTCAGATTC^CCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTA 

CCCTCAAAGGGAAGCCCATCAGACTAACAGCGGATCTCTCAGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGGCCAAT 

ATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATOCAGCCAAACTAAGCTTCATAAGTGAAGGAGAA 

ATAAAATCCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACCAGGCATGCCCTAAAAGAGCTCCTGAAGGAAG 

CACTAAACATGGAGAGGAACAAATGGTACCAGCCACTGCAAAATCATGCCAAAATGTAAAGACCATCGAGACTAGGAAG 

AAACTGCATCGATTAACGAGCAAAATAGCCAGCTAACATCGTAATGACAGGACCAAATTCACACATAAGAATATTAACT 

TTAAATGTAAATGGACTAAATGCTCCAATTAAAAGAC^CAGACTGGCAAATTGGATAC^GAGTCAAGACCCATCAGTGT 

GCTGTAATCAGGAAAACCATCTCACGTGCAGAGACACACATAGGCTCAAAATAAAAGGATGGAGGAAGATCTACCAAGC 

AAATGGAAAACAAAAAAAGGCAGGGGTTGGAATCCTAGTCTCTGATAAAACAGACTTTAAACCAACAAAGATCAAAAGA 

GACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAAGAAGAGCTAACTATCCTAAATATATATGCACCCA 

ATACAGGAGCACCCAGATGCATAAAGCAAGTCCTGAGAGACCTACAAAGAGACTTAGACTCCCACACATTAATAATGGG 

AGACTTOAACACCCCACTGTCAACATTAGACAGAGCAAC'GAGACACAAAGTCAACAAGGATACCCTGGAATTGAACTCA 

GCTCTGCACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAAATCAACAGAATATACATTTTTTTCAGCAC 

CACACCACACCTATTCCAAAATTGACCAGATACTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAACAGAAATTATAAC 

AAACTATCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGATTAAGAATCTCATTCAAAACCGCTCAACTACATGG 

AAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCA 

ATGAGAACAAAGACACAGCATACCAGAATCTCTGGGACGCATTCAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAA 

TGCCCACAAGAGAAAGCAGGAAAGATCTAAAATGGACACCCTAACATCAC^TTAAAAGAACTAGAAAAGCAAGAGCAA 
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ACACATTCAAAAGCTAGCAGAAGGCAAGAAATA^ 
TTCAAAAAATTAATGAATCCA(M 

GAAAAAAAGAGAGAAGAATCAAAT AGACGCAATAAAAAATGATAAAGGGGATATCAC CAC CAATC CGACAGAAATACAA 
ACTACCATCAGAGAATACTACAAACACCTCTACG(^ 
CACACACTCTCCCAAGACTAAACCAGGAAGAAGTTGAATCTCT 
AATTAATAGCTTACCAACCMAAAGAGTCCAGG^ 

CTGGTAC C ATT C CTTCTGAAACTATT CCAAT C AATAGAAAAAGAGG GAATC CTCT CTAACTCATTTGATGAGGC GAG C A 
TGATCCTGATACCAAAGCCAGGCAGAGACACAACCW^ 

AAAAATCCTCAATAAAATACTGGCAAACCAAATCCAGCAGCACATCAAAAAGCTT^ 

ATCCCTGGGATGCAAGGCTGGTTCAATATACG 

ACCACATGATTATCTCAATAGATGCAGAAAAGGCCTTTC^ 

ATTAGGTATTGATGGGATGTATTTCAAAATAATAAGAGCTATCTATC 

CAAAAACTGGAAGCATTCCCTTTGAAAACTGGGAC^^ 

TGGAAGTTCTGACCAGAGC^TTAGGCAGGAGAAGGAAATAAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAAT 

CCTGTTTGCAGACGACATGATTGTATATCTAGAAAACCCCAATGTCTCAGCCCAAAATCTCCTTAAG 

TTCA.GCAAATTCTCAGGATACAAAATCAATGTACAAAAATCAC 

GCCAAATCATGAGTGAACTACCATTCAGAATTGCTTGAAAGAGAATAAAATACCTAGG^ 

TGAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAAGGAAATAAAAGAGGATAC7VAACAAATGG C C 

ATG CT CATGGG T AGGAAGAATCAATATCGTGAAAATGG C CATACTGC C C AAGGTAATTTAAAGATT C AGTGC C ATC C C C 
ATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAAAACTACTTTAAAGCT 
CATCACCAAGTCAATCCTAAGCCAAAAGAACAAAGCTGGAGGCATCACACTACTTGA 
ACAGTAATGAAAACAGCATGGTACTGGTACCAAAA^GACATATAGATCAATGGAA^ 

TGCTGC^TATCTACAACTATCTGATCTTTGTCAAACCTGAGAAAAAOUVGCAATGGGGAGAGGATTCCCTATTTAATAA 

ATGGTGCTGGGAAAACTGGCTAGCGATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAA 

TCAAGATGGATTAAAGACTTAAATGTTAGACCTAAAACCATAAAAACCCTAGGAGAAAACCTAGGCAT^ 

ACATAGGCATGGGC AAGGACTTCATGTCTAAAACACCAAAAGC CATGGC AACGAAAG CCAAAATTG ACAAATAGGATCT 

AATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACC^TCAGAGTGAACAGGCAACCTACAAAATGGGAGAAAAT 

TTC^CAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATGAACT 

ACAAC CCCATCAAAAAGTGGGTGG ACATGAACAGACACTTCTCAAAAGATGACATTTATGCAGC C AAAAAAC ACATGAA 
AAAATGCTCACCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATC 

GTGATCATTAAAAAGTCAGGAT^ACAACAGGTGCTGGAGAGGATGTGGATAAATAGGAACACTTTCACACTGTTGGTGGG 
ACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCC 
AGCCATGCCATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGCTATAAAGACACATGCAC^ 
' GTGGCATTATTCTVCAATAGCAAAGACTTGGAACCAACCGA^TGTCCATCAATGATAG 
ACATATACACCATGCAATACTATGCGGCC^TAAAACATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGA 
AATCATCATTCTCAGTAAACTATCGCAAGAACAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGAACA 
ATGAGAACACATGGACACAGGAAGGGGAATATCACACTCTGGGGACTATTGTGGGGTGGGGGTAGGGGGGAGGGATAGC 
AATGGGAG AT AT AG CTAATGCTAGATGAC GAG TTAGTGGGTG CAGC ACACCAGCATGG CAC ATGTATAC ATATGTAACT 
AACCTGCGCATTGTGCACATGTACCCTAAAACTTAAAGTATAATATAAAAAAAAAGGAAAAAC 

TGTCAAAGATGTTAAGAAACAGGATCTTTTAAAAAATTGTTTTTAATTATTATGGGTACATAATAAGTGTATATATCTA 
TGGGATACATGTGAAATTTTGATACATACAATATATAATAATCTTATTGGGGCAATTGGGGTGTCCATCACCTCAGGCA 
TTTATCATGTCTTGTATTAGAAAGAGTCCAATTCTCCTCTTTTAGCTAT^ 

ATAAAAAAAAAGTCCACACCTAGTCATATTATGTTCAAATCACAGAAAACTAAAGACAACCAGAAAACATGAAAGAAGC 
TACAGAAGAGAAGAAATTTACCTAAGGAGGGACAAGGATAAGAATTACATCAGAAAT 

AGAAGAAG GTAGCGTGAAATATTTAAAGTGTTTAAAGGATAAAACT AG AATTC TGGATACAGTGAAACT AT C CTT C AAA 
AGCAAAGAAGAAATGCTTTCTO^ 

TTTTTCGGTCAGAAATGAAATGACATAGGTCAAAAACTGAAATCTACGTAAAGAAAAGAAGAGCTTTCAAGAAGG 
AATGAG(^TAAAATAAACTCTTTAATATTCCTTAACCTTAAAAAAAAAAAAAGAAAATTCCTTCCTTTAAGAGTGGCCC 

CCTCTCTTTTCTGTCTTGTAGGGTTTCTGC^GAGAGATCCACTC 
GCTTTCTCTCTGGCTGTCCTTAACATTTTTTCCTCCATTTCGACCTTGGTG 
CTCTTCTCGAGGAGTATCTTTGTGGTGTTCTCTGTATTTCCTGAA 
ATTCTACTGGATAATATCCTGAAGGGTGTCTTCC^CTTC^ 

GTAAGTTTGTTTTTTTCACATAGTCCCATATTTCTTGGAGGCTTTGTTCATTCCCTTTCAOT 

GTCTTCACCCTTTCTTTCATTAAATTGATCTTCAATCTCTGATATCCTTTCTTCTGCOT 

CTTGTGTATGCTTCAGGAAGTTCTTGTGCTGGGTTTTTCAGCTC 

TXCTAGTTAQCAATTCCTCTCACCTTTTTTCAGTC 

GGAGCCATTTGTTGTTACCCACATTTTGAAGTCTACTTCTGTC^ 

CTTGCTGGTGAGGAGTTGTGATCCTTTGGAGAAGAGGCATTCTGATTTTTGTAAm 

TCCC(^TCTTCATGGATTTATCTACCTTTGGTCTTTGATGTTGGTGACCCTTGGATGGGGTTT^ 

TTTGTTGACGTTGATGCTACTCCTTTCTGTTTGTTAGTTTTCCTTCTAACAGTCAGG 
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GAGTTTGCTGGATGTCCACTCCAGACCCTCTTTGCCTGGGTATCACCAGCAGAGGCTGTAGAACAGCAAAGATTGCTGC 
CTGTTCTTTCCTCTGGAAGGTTTTTCCCAGAGGGGCACCCACCAGATGCCAGCTGGATCTCTCCTGTATGAGGTGTCTG 
TCGACCCCTGCTGGGAA.GTATCTCCCAGTCAGGAGGCACGGGGGTGAGGGACCCATTTGAGGAAGCATTGTGTCCCTTA 
GCAGAGCTCAAGCACTGCGCTGGGAGATCCACTGCTCTCTTCAGAGCCAGCAGGCAGGAATGTTTGTCTGCTGAAGCAG 
CGCCTACAGGCACCTCTTCCCCCAGGTGCTCTGTCCCAGGGAGATGGGAATTTTATCTATAAGCCCCTGACTGGGGCTG 
CTGCCTTTCTTTCAGAAGTGCCCTGCCCAGAGAGGAGGAATCTAGGAAGGCAGTCTGGCTACAGTGGCTTTGTGGAGCT 
GAGCCCAGTTTGAACTTCCTGGTGGCTTTGTTTACACTGTGAGGAGAAAACCGCCTACTGAAGCCTCAGTAATAGCAGA 
CACCC CTC CCCTCACCAAGCTCAAGTGTC C CAGGTCCACTTCAGACTGCTGTGCTGGCAACAAGAAATTT AAACTAGTG 
GATCTTAGCTTGCTGGGCTCCACAGGGGTGGGATCCGCTGAGCTAGACCACTTGGCTCCTTGGTTTCAGCCCCCTTTCC 
ACAGTTGTGAATGGTTCTGTCTCACTGGCCTTCCAGGTGCCACTGTGGTATGAAAAAAAAAAAAAATCCTGCAGCTAGC 
TCGGTGTCTGCCCAAACAGCCACCCAGTTGTGTGCTTAAAACCCAGGA^ 

CTGGTCTGCAGGTTGCAAAGACTGTGGGAAATGTGTAGTATCTGGGCCGGAATGCACCATTCCTCACAGCACAGTCCCT 

CATGGCTTCCCTTGGCTAGAGGAGGGAGTTCCCCAACCCCTTGAACTTCCCAGGTGAGTTGATGCCCAACCCTGCTTCA 

GCTCACACGCCGTGGTCTGTACCCACTGTCTAACCAGTCCCAATGAGATGAGCTGGGTATCTCCGTTAGAAATGCAGAA 

ATCACCTGCCTTCTGCATTGGTCTCGCTGGGAGCTGCAGACCGGAGCTGTTCCTATTCGGCCATCTTGCCAGCCAGCCA 

CTGTAATTCACTTATTTTCAAATGTTACCATTAGAACTGTATACCATATTAGARGTTTCAAACACTATCCTGC 

ACAAAAGAGTTCCTAGTTGCCTTAAAGAATTAGCTATTGTTTCATCTGTGTGTGGCTTCGTCTCAGAGGGTGATTGAAA 

CATGACAAGAAGTGATTTTTTTTTCTCAAGAGAAATGGAGGCTTTGGACATTAGTGTCATAGCAATGTCATGTAGAACA 

TACATAGAGAATTCTATGAAGAAATCAGCCAAGCCGTGACTATCGACCAAAATTTTCAACTTTCAACAATGAGATGAAT 

ATACTATCTATATATCTAATAATCCAAAGCTTCATTpTGAACATATTGCTTCTCAAAATAAAAATTTGGAGCAGTTTG 

TGATTTAATGATGGAAATTTTTTATAAGAA.CTATAATGGCAGTTAAATTATAAJ^ACTGAAGTTACTAATATGAATCAGT 

GAGCCTTTCATGAGCTTTTATTTTAACCAGCTAAAATACTAAAATACTTTTATTTTAArCAGCTAAAGCA.TTCAA.CTTA 

TAGTGAGGAGAGTTTTGTTTTCAACACAGTTACGAAAGAATTCGGGCTCA.CTTAATTGTAAATAAAAATCTTAAAGAAG 

AAACCATTGTTTAAAATGTTACCTCATTGAGTTTTTCAGTAAATGGAAC^GAATTAACATTTAGGGTAATAATAGTTT 

ATGTCTGTTTTTAATTATCGGACAGAATACTTAGGGAATGGACAGAGGCAGTAAAGAAAAATAGTTCATTATATTATAA 

TGTATCATTAGTTTTGAATGTGCATACACCTAATATTAACTGTATGTATAGTACAOVATTGGTCATTTTATTTTTAAAA 

TATTACCTCATATCAATAATCCTAATTTAAATGGTTAAGAACATGGAAATAATTTCCATGAAGTATGCATTTCTGAGTA 

ATGGTTGTATATAACCAAAATGAAAGCTAATTAATTCATTTGGTGAAAGTTATAGTGAGATAAAGCACAGACTGTAGAC 

ATATACAACATTAATTAGGACAATGTTATTCTACATCTACAGGTGGAATTTCCACCCAACCTGGAGGCTCATCAGCATT 

TACCTTTTATTCAAAGGGGAAATTGGTGAGAGAGTAGAGGCAGATAATCACAGCATCCCACTCTACTAGAAAAGCAAGC 

CACAGCTCCCATCCTGCTGGTGATGTGACAGCACTGGTCTTTCTACACAGCAGCACACTAGTACCAAAAAAGAGGCTTT 

GCTTTTTCTGTGTGATGAGCTGTAAACCTTCATATTAGAAAAACTCAGAAAAGAATTTTGCTTAGACGCTAATCAAATA 

CAAAAATTGTGGCTGATGGAAACTACACATAGATAAATTAGTCCAATATTCTTCTACTTGTGAAATTTAAATAACTTCA 

TCTTAAGAAATAAAGGTAATTGGGAAAATTGAAAAGGAAGTGTTTCCAGTTTTGATAGAGTGAATGGGGCATTCAAAAT 

ATATTTCTAAATGAATGATAAAAATAAAATACTTGCAATATTATCAGAATTTATTTCCACAATAAATATGTTCAGGAAT 

GTTAAGTGGGGAAGCCTGGGCAGCCATTGTGCTGTAACTGGCTCTGTTTATTTTTTGCTCTTCAAAAGAGAAAGAAAGG 

AACCTTAGCACAATAGCAGAATTTCCTGATGGTGGCTATTACAATTTTACCACTGAGGAAAGGACATCTATGGGTCTTT 

GAAAAGCTAGGAAACATCTTGAATATCAGAAATTGTAAATGAATACTACTTGGTGTAGATTAAACTAAAGACATGGGAT 

TATATGGTCTCAAAGCCACAGATGTAGTTGGGTCCTAAGAACCTTGTCATATATATCTATATTTTTTATTTTTTTTATT 

TTTTTTCTTTTATTATTATTATAGTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATGTGTATACAT 

GTGCCATGCTGGTGTGCTGCACCCATTAACTTGTCATTTAGCATTAGGTATATCTCCTAAAGCTATCCCTCCCCCCTCC 

CACCACCCCACAACAGTCCCCAGTGTGTGATGTTCCCCTTCCTGTGTCCATGTCATCTCATTGTTCAATTCCCACCTAT 

GAGTGAGAATATGTGGTGTTTGGTTTTTTGTTCTTGTGATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGTC 

CCTACAAAGGACATGAACTCATTTTTTTATGGCTGCATAGTATTGCATGGTGTATATGTGCCACATTTTCTTAATCCAG 

TCTATCATTCTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCACAATAAAACATACATGTGCAT 

GTGTCTTTATAGCAGCATGATTTATAGTCCCTTTGGGTATATACCCAGTAATGGCATGGCTGGGTCAAATGGTATTTCT 

AGTTCTAGATCCCTGAGGAATCGCCACA.CTGACTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTAAAA 

GTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATCACCATTCTAACTGGTGTGAG 

ATGGTATCTCATTGTGGTTTTGATTTGCATTTCTCTGATGGCC^ 

GCATAAATGTCTTCTTTTC4AGAAGTGTCTGTTCATGTCCTTCACTCACTTTTTGATGGGGTTGTTT 

AAATTTGTTTAAGTTCATTGTAGATTCTGGATATTAGCCCTTTGTCAGATGAGTAGGTTGCGACAATTTTCTCCCATTT 

TGTAGGTTGCCTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGTATATGGAACTAAAAAAGAGCCTGCATAAGCCAAAA 

GAACAAAGCTGGAGGCATC!ACIACTACCTGACTTCyVAACTATACTACAAGGCTAC!AGTAACCAAAACAGCATGGTACTGG 

TACCAAAACAGAGATATAGATCAATGGAACAGAACAGAGCCCTCAGAAATAACGCCGCATATCTACAACTATCTGATCT 

TTGACGAACCTGAGAAAAAGAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCAT 

ATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAATTCAAGATGGATTACAGACTTAAACATT 

AGACCTAAAACCGTAAAAACCCTAGAAGAAAACCTAGACATTACCATTCAGGACATAGGCATGGGCAAGGACTTCATGT 

CTAAAACACCAAAAGCAATGGCAACCAAAGCCAAAATTGACAAATAGGATCTAATTAAACTAAAGAGCTTCTGCACAGC 

AAAAGAAACTACCATCAGAGTGAACAGGCAACCTTACyVAAATGGGAGAAAATTTTCGCGACCTACTCATCTATATTTTTT 

AATGGATTTAACCAGCAAGAAAGACCATGGAGCCACCTAAATTTTTCCAAAATCTGCAAAATGAAGGTGATATAAATAT 
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GTCACTTAGACAATATT^ 
CAGTTGTCTTAAAATATTTTAGGGTTGCra 
ATGTTCCATATTTCAGAACTACCTTTGATTTC 
.TCAGATGTGCTACCTGTCTCCCTTCAAAACACTCATT^^ 

GCTTCAGCAAAAACCCC^CCAGGGCAGAGATCACTCTCCCTCTTGTTTGCTTTGAA 

TGG CACATAAACATTATTAAAAC CAATG AATGAGG AAAGCAACG AATAAGTAAACAAATGGGC C CAGACTAAAAAGTAA 
GTTATATGTATTAGTGAGAGTCAATAATAAATTAAT^ 

TATGAACCTTAAATCTTTTTGTAAAGATCTAGTACCAATAAGATAAAAAAAATGCTCATCCTT 

TATGTTCAAATGAGCTTTGTOTCTA^ 

GTATTGCATGTAATATTCCCTAATGCCCC^ 

GATAGTGTTATCCACATACATTCTCATCTAGT^ 

TTAACCTGGKIATGC^GGTAACTGAAGTGCA^ 

GGAGGTAGCGTTTTTTATAAGACAAAATGTTTTTAAAT^ 

TTTTCCTCCCTCTACCCCTTTCCAAAATTA 

TAAAGCAATGGACCCTGAAGTGTCGZUVGTCAGAGT1TATO 

GGCCTGTGAGGACACGAGGGTAACTAGGCAACAAAGTGCCGTAGTCAGGCT^ 

ATTGACTTGAGTGTCAGGGCATAAAGGAGACTCAGGACT^ 

TCCCTAATATTCTTTTAACAAGAGTTCGGAGACATC 

AAAGTTGAATAAATTATTAGGTTAATGGCCTGTGTAAATTCACCAAC^CCTTTTCACTATCTC^ 

GAGTTATTGTGATTCACTCTGCTGATGAGCTCACACCCTTTTTTCCTGATACAGGAATTATTGTACACCAGGGGACTGG 

ATTTTAAACAAAACGTATTCCTTAGAATAACTTGA^ 

GTACAAGTGTGTCTGCATGAGCTTTAGGAGkTTAOT 

TTTTCCTTAGTTCTTITAAAATATTTTC 

TGTC ATATCAACCCAAAATGAATATGATCTT CCAGGTAATGATGAAGGATGATAACTATAATATTTC CAGC CAAACTTT 
ATTTTGAAACATCACTCAGTGTTTCACATC 

ATTAACTTATTTGGTTGTTGTGTATCTTTTAAAATCACAGTTTGAATCTGCTGGGAATGTTATAGTGGC^ 

AAGGAATGGCAAGGATGTTAAGACTTTCTCATGCTAAGACCCCAGCTTGGTATTGAGTTTTTAGGAGGGGCCCGCATGA 

CATCTCTAATTGCTTTGGCAATCCAATTATTGAGACAAGTAAGTGAGCCCATCGGGTGCC^CCCAAGGAATTAACTTGG 

TCATTTGATATAATGTTGCACTCTCCCTATTTGGGAGGAGGGGTGGCCACCCTCACCTCTGCCATTGAAGATTAACCCA 

CTACAAATTTTCAAAAATATAATATCTAATTTATTACAC^ 

ATTTTATTATTATTTTAGATTTTTAAATAA 

GTTTGGCTCTTGGTTCTCAGAGTGACTCGCCATGTGAACATG 

AATCTGTAAAACAGAGACAAAAATGCCTTCCTCAGAGGGTGAAAATAAGGATTAAGTACAATAATGAATGCAAAATACC 
TGGCAGAGGACCTACCTTGATGTGCTATTCTCAACATTGATATTTAATCAGTATACACAAGTATGCCCTTTTTTTTTTT 
TTTGAGACGGAGTCTCGCTCTGTTGCCCAGGCTGGTGTGCAGTGGCGCCATTTCAACTCACTGCCACCTCCGCCTCCTG 
GGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCATACGTCACCATGCCCGGCTAATTTTTC 
TATTTTTAATAGAGACTGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACTTCAGGTGATCCTCCCGCCTC 
AGCCTCCCAAAGTGCTGGGATTAC^GGTGTGAGCC^CCGC^CCCTGCTGCATGCACATTTTGCCTGGATGATCTTCCAG 
4 GCTACCATGTGGATCTCTCTCATACAGCAGAGGGAGAGTTGTACAGCAATGAGGGCTTCAGAACTGTGTCTGACCCATG 
CTGATTGCTCAGTGCCCCTGAGCACAAGTTTTTAAACATTTTGAATCTCACCC^TAATATTTCTCATCTTGCAGAGACA 
GAGAGCATTGTGGCTATATAATGCAGGTAAAGTACCTAGTGTAACGAATAACATGCGGAAATGATAAATATCATAAGTT 
GTATTACTGCCTGTGGTAGTCTGAATAATGGTCCTCAAAAGATATCCAAGTCTTAATTTCCATAACCTGTGAATATGTA 
ACCTTATATGTGAAAAGGAACTTTGCAGATGTGGTT^ 

GGCAGGCCCTAAATGTAATTATAAAGGGGCCTTTTAAGAGAGAGGCAGGAAGGTCAAAGGCAGAAGAAGGCAATGTGAC 

AGCAGAAGTAGAAATTGGTGTGAAGCCGCAAGCCAAGGCATGCAATGCTC 

GATGAATCCCCCATTGGCATCTCCAGAAGCAATTAATC^ 

TCAGGACTTCTGACTTATTTGTGGTGTTTTAAACC^ 

GCACTTCCCATCCATAACCCTGTCTCTAGCTATGTTGAAGTCTTTACCATCCCCCAAATCTGACTTTTACTO 

TCTTGCCTTTACATATCTGCTTTTCCTTCCTGCTTCTTCCTATCTCCCACATCATTGCCTTTCTCACAACTTCTCTACT 

CAGCAAATTCCTGCTTATCCTCTGAGAGGGAGGACAAGATCATCTCAGATATAGTTTGCTAGCTAAGAAAAGAGTCCTG 

AGACTGCTTTCAAATCTTGTGK3TCCTTTATCC 

TTCATCCTGGAACTATGTCTTAGCAATATTTTT^ 

TTGCCAAATTTCTCTGGGTGCTTTACTTTCACTGCACTGATTCTAGAAATTGTATTGACAACT^ 

CTTTGATTCATCCAGATGGTGTGAAAATGTTCCTCTT 

CTCTAAATCCTTAGGGTGTCAAGAAAAGCAAAGGGCATATT^ 

AATATTTACAATTAATGGAGATTACCTGACTTTAATAGTGAGATTGTGTAGCTACTTO 
TTGTTGTTTTAGAAATTGTGGCAAAAAATGGATAAAATAAAATTCACCCTTTTAA 
TAAAAGTGGTAGGATAACCAAAACATCCTCTTTCTTGTTGAACC^^ 
CTTTTCTTTGAAAATCCTCGTGCAAAACTTCACACCATC 

CTGGGGATTTTTGTGTTCTGGTTCTCAGTATACAACCAAAGGTAGAATATTGACATTGAAAATAAATGTCACTCGTTTC 
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TCAAGGAAAATTTGTAGTTTACCGAACAACAGCAC^AATGAAAGCTGAGATACTTTACCAGTGATATTGTAGGTCTCAG 

TGAGTAAAAACTCAATTAAAAGTATATTGGGGTGGCGGGGGCACTGTGTATAGATAGACCTGGACATGATCTCTAATCA 

CAAATGCTACTTTTAGAAGGGCCAGATTCTTGATACAGAGACATTTTATTTGGTGGCAA>rAACCATGGCTTGTCCACAG 

AATGATGCCGTATTATTCTCCTGACCTAAC1TCAAAGAAATAAAGAGTTTGCAAGAAGAACTGCAGTTCTTCAAAGTAC 

GC^IATATGGATTTCCAAGATGAATGTAGTTTCTCTCTCTGAGGAATTCTGAACAGTGGTAAAGTTTCACAAGTTT 

ATATCTTTTGCTCTACATCCTTCCCTAAAAGAACTTGTGGCAACAAACAAAGGGAAAGAAATAACATTTTTTAATAACT 

ATGTGGAAAGCTCTATAGTAAGTGCTTCACATGTTACCTCATTTAATTCTTACAACTACCTTATCTAGTAAATTATCTC 

CCATTTGACACTTTAAGGAAGCAGCTAAGAGATGTTTCATAACTTTCCTAGAAAAGGTAGGATTTGAATGCAGGTTTGT 

ATTATTCCAAAGCTCACAATGTGCTTTACGCAACATCAAAGTAACATATTGCGGGAATGAGTACCTTTCCCATTTAAAA 

CAI^TGAGTCCTGGAAACTCTTACCCTGTTTAGTTATGGAATGGCTCAGAAAATAGAAAGTGTTGAGATCATCAAAGAG 

AGAAGTTAACAAAGAGCATTGTAATCCAGAAATAAGAACGCAATAGAGAAGTAGAAGTTGTGTGGCTAATTTTACCAAA 

CTAAATAGCCTGAATTATTCAGTGTGACTATACACAITGATCAAATTAAATGAGC^TACCATAGTCTAAAGGGGACGAG 

ATTTATATTCTATCCAAGAAGTCATTAATTATGTTTGTACTATCTTCATCATGGTTATCATTTTTCTTAGACATAGCCT 

AATCTATAAGATTTTACTGTATTTCCCTGAATTACTAAATTCTTCTATTTTTGAAGTTTTACTAAGATTTTATTGTATT 

TCCCTGAATTACTAAATTCTTCTGTTTTTGAAGTTTTACTAAATACTTCAGAAGCTTTACTAATTAAAAAGGTAATTTA 

TAATGTTTATCACTAACCAGTTGATAATAAAGCGCTTCCTTATAGCTTCTTAAGATAATAGCTAGAAAACAAAGCTGAT 

TTTAATTATTCTTGTAATTTGCTTCAACTTCACTGACAGTCTGTTGTATATTTTCTGCATATGTAATTACATCAGGTTT 

TGACTATTTTCTCTGAGGTAAATAATTCCAATTACTTTAACCTGTCATTGTTTCTCTTTCTCTCTCATTTCTTTCTCTC 

TCCCTCCCTCTCTCTTTCTCTTATTATAAGACATATTATTTGTTTAATTTTAATAGCTATTCCAGCAGTTAAATATTCT 

TATCATAAATTTCTTGCAATTrTTAAATGTGGAATTCCAGTACAAAACTTrGGTTTAGCAGTAGGTAAAAA 

GAAATTTATGTAAACATATTATTCTTCATCAGGCAGGGCTAGCTGACTGACATCTGCTTTGGTTTGGATTCAAATACAG 

ATTTAAAGGGAGGCTATACATGGAAATTATCCCCAGGCTCCTCCCCGCTGCTGTTCCCAATTTCTGCAGCAGCCTGCAT 

GCTTGTATTTAGGATTCACCAATTTTTTTGGCCCTTGTGTGTGCTTGGCTTTTGTTTTGATTTACTCTACAATGGCAGG 

ATGTTCTGGGAACTGATGTGATGAAGTAAAGGARAGCAAATAGCCTTTGTCATGTTTAATTTCCCTTAAAATCTATTTG 

CCAGTGAAAGGCCTTTAAAATTTTTCATTATAATTAAATGTTTGTTAAAGCAAAAAGCCTCTTCTTGTATCTATAGACT 

AAATGA.GGGTTTCTTTAATCATAGGTGGTTAATCCTCACTACTCCTTTACCCAAATACATTTCATAAGATGCTAAAGAT 

GTCAAGGAAAATTCATATCTCTGACTAACAGAAAATATTCTTTCACAAATAAAATGTGAAGTGTTCTTAGTTGTCCACT 

ATTCTTTTAGGTCCTACATTATTCTATATCTATTTTCAACAAAAGCATAAATTATGGGAACATTGAATTAAAATAACAT 

GAAGGTCCATACCATGTCCCTGGATCAGAAGTCTCCAAATCATAAAAATTGCAGTGGTCCATCAACTGATCTGTAGATT 

TGATATAATTTAAGTCAAAATACTGACTTGTTTATTTTGGGGGAACTTGCCAATCTGGGTCTAA^ACTTACACGGAAAA 

GCAAAAATTAATAGGCCACTGTAGATTTTCCTTACGAGGTAGTGTGAGTTTTTAAATTCATTTATTTATTTATTTTTGA 

ACATTTAATTTAGGTTTGGGGTATATGTGCAATTTTGTTATAAAGGTAAACTCGTGTCACAAAAGCAOT 

CCATGTTATCTATGGTTGAAATATAATAGGGAGCGAGTTTATTTTAAAATCATGTGTCTTTTTAAGATTTGATTTATGC 

TGACTTCAGAATGTGACGAGTTTTAGAAATCTGAGTGTAGGAATGAATGTTCTATTGGAAGTATCTAGTTTATTGCTTT 

CAGCTCTACTGATCATGGATATTAACCAACTCTTGTTTTTGTTTTTTGTTTTTTTGTTTTTTGAGACGGAG.TCTCGCTC 

TGTCGCCCAGGCCGGACTGCGGACTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCTTCCCGGGTTCACGCCATT 

CTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCCGCCACTGCGCCCGGCTAATTTTTTGTATTTTTAGTAG 

AGACGGGGTTTqACCTTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTTAACCAACTCTTTAAGCAGTGTTTGGCTCATGGACATTGGGGTT 

AAGTCTGTGTAATTAGGGCTTTAGGATATTGGGATTAATTAAACCAGTTGCTGCTTTAATCCAGCATTTTAGGCATCAA 

TGGTTGATGATGGGAATGATTCTGTAACTTGCATTTATGGTCTAAGAGCTCACTGGTGTATATACCTGGGTTAATTGGG 

GATTTTAGGTAGCCAGAATTGGAAAATAGAATGCACAGTATGAGAAATTCCCCCGTCTCTGAGGATGGGGGATGCTGGG 

GCCCCCGTACCATCAAGTAGCACATCCACAACTCACTCCATTTACCACATCATCACCATCACCACCACCAACAAGCACT 

TGACCTCCATCCTAACTTCAACAATCACCTTCAGTCTGCCTAACTGATGCTATGGAAGAACAACAGAGACTCAGAAGGG 

TAAGAGGGTGGTGGTGGCGGGTGGTAGATGATGAAAGATTACTTACTGGTGTGAACCTTCAAGATTTGAGACAAGTCTT 

AGTTAATTTGGAAAGTTTATTTTGCCAAGATGGCATTGAGGATGTGCACCCCTAACAGCCTCAGGAAGTCCTGACAATA 

TATACCCAAGGTGGTTAGGGCATAGCTTAGTTTTATACATTTTAGAGAGACATGAGACATCAATCAATGTATGTAAGAA 

GTGCACTGATTCAGTCTGGAAAGGCGGGACAACTTGAAGCAAAGGCAGGAAGACTGGAAGCGGGAACTTACAGGTCACA 

GATAAGTGAGATGAATGGTTGCATTATTTTGAGTTTCTGATTAGCCTTTTTAAAGGAGGCAATCAGATATGCATCTATC 

TCAGTGAGCAGAGGGGTGACTTTGAATAGAATGGGAGGCAGGTTGGCCCTAAACAGTTCCCAGCTTGACTTTTCCTTTT 

AGCTTAGTGATTTGGGGGCCCCAAGATTTATTTTCCTTTCACACTGGGTATAAGGTACATGATTTGAGTGATGGATACC 

CTAAAAGCCCTGACTTCACTGCTATGCAATCTATGCATGTAACAAAATTATACTTGTACCCCATACATTTATACAAGTA 

AAAATAAATAAATAACAAAAACAAAACAAAAATAACAATGGCCCTAGCCATAAAGCAATTTTTAATTTAGCGGGGAGGA 

CAGATATGTATCTAACCAGTTATACTGGAAAGTGGAGTGAGCTCAATATGCTAAAATAGAATTATTGTGCATCATAAAT 

GTTTAAGAGGAGGGAAAGGGTAATCTGACTGGAGGGATTGAGGAAGATTAGAGAAGTTGTCATTGACTTGGCCTTGAGG 

CAAAACAGGGGTTTATTTATTCAGCAAATCAATATGTATTGAGTGCCTAGAATTTAGGAATCATTGGAAGGGCATACTG 

GGAAGAGATTATATTGAGATCAAAGATCAAAAGAGAAAAAAATGCAAGGAAGTTTTTAGAATGTTGAGTCACAGAAGGG 

TCTTAAAGCAAAGAACTATAGGAGGAAAGAGGCAGTTGAGGAATGTAAACTAGGAATATGGATCAGGGGCATTTCATGG 

ATTTTACTCATTTTTATACAAGTAATTGGGATACTTCCTTCAGTCAGCGGCAACCATGAAAGGTTTTGAGTTGAGTGAA 

ATGAACAGAGCATGATTTATTGGTGGATATGTTGGAGGGAAGGAAAAATTATACTGAGGAAGACCAATTAGAAAAATTT 

Fig. 6\T£j 



WO 02/074992 



PCT/EB02/00565 



133/375 

cacaatagtttaggcaaacaa^ 

tttatacagatgtgtgttgagattgcacagt^ tacatt 
gtatccagtgtgaaaggaaaataaatcttggggcccccaaaa^^ 
aaagatagaagaaaaagggaaagagagctcaaaggttatc 
tgggtccatgaaatagtgatgtatttgggc^vaat^^ 

aatggagaagtgaaataag^gagaagtatttcagggtcctctgt'ttggaggtgaatgacagttgaggccataagaggac 

atgatcgtatcaggcatagaatatagaac^gagattct^ 

gac&cgaaagttttaactc^gttatttgatggca^ 

aaaaatatggatagattctttattcc^c^ 

ttttgctgtattgagattcatttatttaatcaacaaatctttattgagtgtccagcatgcatc^ 

cctggggxtatgtctgtgactgaaactggcaaagcctgtgatc 

accagtaatggatgagatatttcagaaaacaagtactatgatggaagtaaaacat^ 

gggcaacagcaaagacatggagtcaatctaggtgcctato 

catggaatattatgcaatcataaaaaagaacaaagtcatgtc 

taagtgaattaaagcaggaacagaaaacctvaatacctc^ 

agatataaagatggaaac^tagacactagagactccaagagggaagagggagggagtggagcaagggttaagaaacta 
tctattgggtacaatgttcactatttaggtgacaggttc^^ 

taacaaacctacacatgtgcctgctgaatctaaaattaa^^gaaaaaaagagagaaggaaaaaaatggcgggggaatg' 
agagggtatgactaaacttctctgaagaggtaacctttgaactgagccctgaataacaacgaggatacagttatacttt 

GGGAC^GTCACCTGGACAGAAAAAATTTGCGTGTGTAAAGGCTTTTAGGTGTGAGAAGCTCA.TTAGTATGGAGAAA^ 

AGAAGTCTAGAGAAACATGAAGGAGAATGAAATTGAAGAGTGAGC^ 

TATTTTAAATGCCACAGCAAATCATTGAGGGTTTTCAGCAAGAAGATTAAACGATCT 

CTCTGCCTAGGGTGTGGAAAATGTGTTGCATGGGGCTAGAAGTGAAAACTGGGAAAACAGCTGAGGGGATGGCTAATGG 
ACTTATCATGGTGTTGAAAGTGATGAGCAAAAGACTAACCCCTAAATATTATTCATCGAGTTTATCATTTTCCTGTATA 
ATTGGACTGAGTTAAAGACAGCTAATCACATACATO 

ATTCTCAGGACTCAAATTAATTAAGTACATGTGAGCACTTTAAAGATTTTATGATCTGTGCATGAGGAATGATGTGTGA 

AGATAAGGCCAGAATC^TAAATGGAAGGATGATGCCATGTTGTCAGGCTGCTCTTGCCAAAAATGTGAATGTGTCTATC 

TTACTGCTGAGTCATTGGTGCACTTGTCTACTTGTCTGGGTGGACTAAAAGAGTCTCTAGTCCACTGTTTTTGTTGCTG 

TTGTTGTTGTTTTGTTTTAAACATTCCCATGGAAATATTTAGCAAGGACATTTTCAATGAAGAAATA 

TTTGTTTCGTGACTAATGCTGTAATTTTTGCACATGTAAATGAACTGAGCCTCAAATTATTCACATTCTGATATATCTC 

TATTC7VACTCTCAAACTATCATTTCATGTTATAATTTTGCTACCATTTATAAAAACCATCACCACATTACCTTTTTAAT 

AGTTGAATGACAGTGTTCTGACTTTGAGGGAAAAATCTGCTAACTAGAC^TCCCATGTGACCC^CAATTTGTTGTTAA 

GTATAAAAAATAAATTAACTCATAATATTTAGGATTTGTTTGTTTGTTGTTTCTGAGATAGGGTCTCACTGTATTGCCC 

AGGCTGGAGTGTAGTGGTGCAATCTTGTCTCACTGGGTTCAACTGATTGAATGCAGTGAGACTCCACCTCCTGGGTTTA 

AGTGATTAATATTTAGGGTTTTTTTTAAATCATGATC 

TAGAAAATTCTAACCATGAGTACTATTTATATTTTTCAGGAAGAATAC7VTCTAGTAGTGGCACAAGCTTTCTAAGTCTC 
TTCTCATTATATTAGAATTTTAC^ 

ATGATTTTACATGCTGAGAAAAATCAAGAAAAAAAGTTGTTTTGAGTGGTCTCTTGGTAAATGCAAAACACTTTAAAGT 
TAAGACTATGTCTGCTTTACTTGGAGTTGAATCCCGAGGATCT^ 

GGGATGAATAAATAAAATCATTAGTTGCTGGAGTAGTCGGGGGCATAATGTCTTTGATTCAAACTATTGCTTCCA^ 
TTTGCTTAACATAGATGTGAGTCTAACATTTTTC 

TTCAAGTTCTTTGGCAATATCTTGACAGACTACTTTATAAGTGAGGCCAACTAATAAAGTAGTTACATCATTTACATCT 
GTATCTTCAGTCTAATAATTGGTATAAATCCAATTTATCTTCATATTCTTGATTATTCAACAATGCTTTGTCCTGTAAA 
AATACAC CTCAAAAATACATCTCAAGTGCCTCTTTTTGAAT CAGAACAAATCTAATCTAACTTGCCCACACAGAGCTC C 

ACCAAACTATCCCTTGCCAGGAGTTCTACCTTCCTTGCTGCTTTTGAAACAAACAAACCTTGATGATACTTCAAGCAGT 
TTTTTTTTTCTCTGCTTGTTT^ 

CTGTTTTTCCAAATTGATTTATATGTTATATA^ 

CAGCTAAATAAGGCTGATTTTGTATCTCC^^ 

AAATTTGTGGCCAACTGCAGTGCTCATTTGGAGTTCCATAATTGTGCTTGGGGACTGTTACATGATGCCTTAAATCACC 

AAATGCCCTGTGATGTACCCCATGCTTCAAGGTTGTC 

GCTTTTGCTCGWUVCATAACTGCTTGTGACCAC^ 

TTGAAACAATAAATACAGAGTGACAGTTCTCTAAAGTTAGAATCTCTAGACTTATTGCTATTTTCAGACTAGCTTCAA 

AAGAAATGCAACTAAGCATAGTTTCATGTCTGTACAGAGAACTTTTC 

TGGTTGAACCAGTGGTTATGTGTGTGCATGTTCAAT 

TTTTATAAATTCTCTCTCTCTTTCTCTCTCCCT^ 

TTTTTTAAGGAAAAATCCTVTCTAGGTAGTAGTATAAGTTTTCTTAGTCTTTTCTC^ 
TAGTGAATATTAAAAATATTGTATTTTGTAAAATTOT 

GCAAAATTCTCTGACC(^TTIT1TAGAGAAATACTAGCCCTATGGTTGGGAATTATTAGTGA 

GTGCATACGTTCACTTTGATTTGATTACAGTGTTAGTGACACTTGCTTCCCCAACAACTCTGATG 

GTCACTCATTATATGTGAATATTTTCTAC^ 
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TCTGCTTCTAAGGTTGTTT^ 

ACTTGAGGTAACACCCTTTTAGGAGTGGAGAGAAGG 

AGGAGCATGAGGGTGATTGATGCATGTGAAGCAGGAAGAAAGGCTTAAAAGACATTGTTAGTGGGGAAATG 
TAAGAAAAGAAAC^GGCCTTTGGAGCTGAGGTCTAGGAAAT^^ 

GAGTCAGGCAGCTATGAGCAAGTTCAATGGTAGGTATAAACCATGCTTTCAAAC^ 
AGCCCAGATGCTAAGGACATGGGGAAATTAA^ 

ATAGCTGCC^TTATTTGACTGCTTATTATGCACCGTGGAGAGTTCTAAATGCTTTAGCTAATTTAATCTTCATGAGACA 

CCTAAGAGATAAATCCTGCTATTATTATTCATATTTTGGATAGGAGATTAAGGC^C^GAGAGGTCGTACAAACAAGTGA 

GTGTCAGGATTCAAAGAAGGAGGTTTTGCTCCAGAGGCCTCCTGAATTTAACCACTGTGCTAGAGACACAGGG 

AATGGAGCATTAATGTCCCGAGCTGGTGACAGGTCGAGCTGAGGCTATAGATGTGTTGAGGAGTCAGCATCAGTGGAGG 

AGGAAAGAGATGCGGATGGAGGGAGACTCGGTGTCTTTGAAATAGATAAGAGAGAGAGAC^TGTAATGGTTTCCACTT 

GGCACAGAAAGAAATGCCTTACTAATTAGAGGACCAGGGAGACACAAGAGGAGCCTAAGAAGAATGGAATGAATTAGAA 

T CAT C ACTGTGGAGTCTGTGATAGG GAGTCAAC TAAAG TGGAAATAAGTAATTAC CAAATAACAATGAGG GGTCAGC AT 

CGGCAAAGGAATATGTTTGTAATAGAGGCTTCGCAGCTGTATCTGGAGCCTGGGAGCGCAGGCTGAGAGGGACATTGAG 
ATGTAATGAGGGATGTGACATCTTAGACAGAGAGAGAGCTGGGATGCTCTCAAGAACTTCATTGATATCCCTGTCTGTA 
ATAGAAAGAGGTAAGTATAGCAAAAAAGTTAGAGCCATAATTGGTTTTCAC^ 

AAAACATTTAAAGACCTTGTCTAAAGGAATATAAAATTCTTGAGTCTAGGCACTCTCCATAACTTAAATTAACTTCCCC 

ATTTCTTCTACAGGAATACTCCTCTGTTATAAGGATTCAATAAATATGGTGACTTTATTGTTATTCGAAAGATTATAGG 

GAACTTTAGGAGGTGGTATGGGTACAGAGGAGTCCATCTACAAAAACGTTTTTAGCCGATCTTCTAAGCTAAGCTGATT 

TTGGAAAAGGAGCTCTTTTAAGGAGAATAAAGCTACAAAAATGACCTTTAAAACTGTCCTATCCAGACTCTGGCTCTCT 

AAATTGGAATCTTTGAGAAAACCACAGCTGGAAGACAGCAGCCAGTAATACAGCAGCCATTAATACAGCTCCATGTCCA 

AAGAGGAGGGATGTTTGTTTCTACTAATTACACAAAAACATGCAATATTCAGCCAGGTGTGATGGCTCACACCTGCA 

CCTTGCACTTTGGGAGATCAAGTCAGAAGAATCACTTGGGCCTAGGAGTTTGAG^^ 

TCCATGTCTTTTAAAAAATAAAATTAAGGTAAAAATAAAATAAAAATGCAATATTTACTGCTAAGATGT 

GATGGACTTGAAATGGTCCACCACCAGGACATTAAAGACAGGGTCTGCTCCTGCTTTCTCCTGAGAGAGGAAGAACACT 
GG TTAG ATTTAC AG AAGTATC AATACCAATATTCTTAGTC 

TTGACTTGAAATTTGACCTCAGCTTTTCATCCAGTATGCTAATGATGGTATAAAATTTACACTCCTTACATAAATAAAT 
GTACCCTCAAATGTGTC^TTTTCCTGCATTGACAGATGGATCCCATGCTTAA2\ATTACCACAAATTCTTATTCTGAGCA 
GCTTTGCACAGCACTCTGCATCCACTTTTGTTGTTTGCCACGTTATAGCACTGCTTGTGCCCTGAGCTTGCGTCTCAAG 
GTGGCTACAGCGTGACATTTTCCTTGAAGAGCGATAGGCAGAATTTAATTGATTTCATTTTGCTTGGATTCTCAAAGGC 
TTCTGTGGCTATGCCTATTACCTAACACTGCTCTCAGGAGGTATAAAGCTGTGTCCAGTTGTTCTTGTTGCATGTCATT 
GAGTGACTTGGTGCCACTTGCAGCAGCCCTTCTTGCATTCCAATGACTGCATTCCTGAATCTATTATGACATAGAGACT 
CTAGGGACCAATGAGGTTTTGTGTAGGAGGGCTAACTTTTATTTTCCCCTTATAGTTCCTTTGTCTGGATTTTCCCCCT 
TTCCTATCTATCTTTATAAAGAGACCTTAAATGAAGGCTACAGCTATAAGATGAACAAATAGCTGGCTATTAAAAATCT 
CCAAATTGTCATATAAATGCAAACATGATCCCAAATGATTGGTTTGAATAAAATTCAGACTTTACTGATTGGAGGTGGG 
CAATTCCCAGTTATAGGCTGACCTTCCACTTCCTTCAGAGCTAACCCTCTAAACAAGATTAAGCTTATGTCTAGGATGG 
GAGAGAGAATGGCTGGAAGAAAAGAAGATGTTTCACTTCCTTATGTTGTGGCTTAATGTAATGGCTTAAG7VACAATAAT 
TATTTTTTTTCCTCACAATTTGTTAGGCCAGATCAGGTATTGGCTTGGTGATTCTTCTCTTCATGTGGCATCAACCTAG 
CTGCATTCAACTGGTGACAGGACTGGGCTGAGCTGGGCTGGGCTGGGTTGGTCTGGGCTGGAAATTCCAGGAAGCCTTC 
ACTCCTATCTGTGGTGCCTCAGGGCTCCTCTGTATATTATCTTTTTTCTTTCACTGTCATAGTGTTCTCTAGAGAAATA 
GAACCAATAGGCTGTGTGTGTGTATATGTATACATACAGCCTGTATGTTTGTGTGTGTATGTGTGTATACATAAACATA 
CAAATGAGGCATGCCTCATTTTATTGTGTTTTGCTTTATGGTGCTTGACAGATATTTTATTTTTTCACCAATTGAAGGT 
TTGTGAAAACTCTACATCTAACAAGTGTATTGATGCCATTTTTCCACAGCATGTGCTCACTTTGTGTCTCATTTTGGTA 
ATTCTCACAATATTTCAAACTTTTTCATTATCATTATATTTGTTACGGTGTTATGTGTGACCAATGATCTTTGTTGTTA 
CTATCATAATTGTGTTAGGGTTTCAAAAACCATGCCTATATAAGATTGTGAACTTAAGTGATAGATTGTGTGTTTTCTG 
ACTGCTCCACCAACCATCCATTTAGTCCATTTATTATCTCTCTGTCTCTCCTCAAACCTCCCTATTCTCTGAGACACAA 
CAATATTAAAATTAGGCCAGTTAATAATCCTACAATGGCCTCTACATG 

AAAAGCTAGAAATGATTAATCTTAGTGAGGAAGGCACGTTGAAAGCTGAAATAGGCTGGAAGCTAAGCCTCTTGTGCCA 
AGG&GCTATCCAAGTTGTGAATGCAAAAAAATAAAATAAAAGTTC 

TGAAGGAAATTGAAAAATACC^CTCCAGTGAACACATGAGTGGTAAGAAAGCGAATAGCCTTCTTGCTCATATA 
AGTTTTAGTGGTCTGGAGAGAAGGTTCAAACCAGCCACAACATTCCCTTAAACCAAAGCCTAATCTCAAGCAA 
AACTCTCCTTATTTCTTTGAAGGCTGAGAGAGGTGAGGAAGCTGAAGAAGAAAAGTCAGATGCTAGGAGAGGTTGGTGC 
ATGAGGTTTAAAGGAGAGAAGCCATCTCCATAACATCAAAGTAAAAGGTGAAGCAGCAAATGATGTAG 

AGTTACCCAGACCTAGCTAATGCCATTGATCACAGTGGCTACACTAAATAACAGATTTCAATGTAGAGGAAACAGCCTT 
ACATTGGAAGAGATGTCACCTAGGACTTTCATAGTTAGAGTGGAGAAGTCAGTGCCTAGCTTCAAAGGACAGGTTGACT 
CTACTCTTAGGGCTAATGCAGCTGGCGACTTTAAATTAAAGCCAGTGCTGATTTAGGATTTCA 

TAAGAATTATGCTCACTGGTTTCAAAGAACTTCTTGACTACTGCCTTAATTTCATTATTTGCCCAGGAGTTATTCAGGA 
GCAGGTTGTTCAGTTTCCATGTAGTTGTGTGGTTTTGAATGAGTTTCTTAATCTTGAGTTCCAGTTTGACTGTGATGTG 
GTCTGAGAGACTGTTATGATTTCAGTTGATTTGCATTTGCTGAGGAGTGTTTTACTTCCAATTATGTGATTGATTTTAG 
AGTAAGTTGTCTTGTGGCACCAAGAAGAATGTATATTCTATTGTTTTTGGGTGGAGAGTTCTGCAGATACCTATCAGGT 
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TCACTTGACCTAGAGCTGAGTTCAGGTCCTGAATATCCTT^ 
TAGGGTGTTTAAGTCTACC^CTGTTATTGTC 

GTTCATGTATTGGGTGGATATATATTTAGGATAGTTAGCCCTTCTTGTTG^ 

CTTCTTTGTCTCTTTTGATCTTTGTTGGTTTAAAATCTGTTTTGTCAGAAACTA 

CTTTCTATTTTCTTGGTAAATTATCCTCCATC 

TGAATACAGCACACTGATGTGTCTTGATTCTTTATCCAGC^ 

TTACATTTAAAGTTAATATTGTTATGTGT^ 

GATGCAGTTGCTATATAGTGTCCTTGGTCTTTATATTOT 

ATAGTGCTTCCTTGAGGAGCTCTTGCAAGGGAGGCCTGGTGGTGACTAATTCCCTCATC^ 
TTTTATTTCTCCTTTGCTTATGAAGTTTAGTTTGGCTGCTTTGAAATTC 

ATGTTGAATCTTGGCCCCCAATCTCTTCTAGCTTGTAGGGTTTCTTCTGAAAGGTCTGCTGTTAATCTGATGGACATGA 
ACAGACACTTCTCAAAAGTAGACATAGATAC^ 

AATGCAAATCAAAACCACAATGAGATACCATCTCATGCCGGTCAGA^ 

TACTGTTGAGGCTGTGGAGAAATAGGAACGCTTTTACACTGTGGCTGGGAATGTAAATTAGTTCAACCATTGTGGAAGA 

(^GTGTGGCAATTCCTCAAAGACCTAGAACCAGAAATACC^TTTGACTCAGC^ 

GGAATATAAATCATTCTATTATAAAAATACATGCAC^ 

AATCAACCCAAATGCCCACCAATGAT^ 

TAAAAAAAATGAGATTATATTCTTTGCAGGGACATGGATGGAGCTGGAAGCCATTATTCTC^GCAAACTAA 
CAGAAAACGAAACACCA.C3VrG^TCTGACTTATAAGTGGGA 

ACACACACTGGGGCCCATTCAGGGGGTGCTAGGGGAGGGAGAGCATCAGGATAAATAGCTAATGCA 

TCCTAGGTGATGAGTTGATAGGTGCAACAAACGACCAGGACACACATTTA 

GTGTATCCAACAACTTAAAATTAAATTAAATTAAAT^ 

AGCCTGTATTACCGTATTTCTGTCTGCAGCATGATATACTGAATATTTTAAGCCCACTATTGAGACCTACTGCTTAGGA 
AAAAGAGATTTATTTCAAAATATTACTGCTCATTGACAACGGA.CCTGATCACTCAAGAACTCTGATGAA 
AAGATGAATGTTTCTCTCATGCCTGCAAAAACAACATTCATTCTGCAATCAATGGATCTAGGAGTC 
AGTCATACTATTTAAGAAACT^CATTTCATAGAGCTATAGCTC 

TAAATTTTAAAACTTCTGGAAAGTATTTACTACTCTAGATACAATTAAGAACATTTATGACTCTCAGGAAGAGGTCAAG 
ATATCAACATTTACCGGCATTTGGAAGAAGTTGATGCTAACCCTCATGATGACTTTGAAAGTTTCAAGGTTGCAGTAGA 
GGAAGTAACTGCAGAAGTGGCTGAATTGCTGCAATTTCATGATAAAACT^ 

GCCAAGAAAGTGATTTCTTGAAATGGAATCTACATCTGATGAAGACGCTGTGAACATTGTTGAAATAGCAGCAAAGGTT 
TTAGAATATAATATAAACTTACTTGATAAAGCAGTGGCAGGGCTTGAGAGAACTGACTTCTATTTTGAAAGAAGATATA 
CTGAGGGAAAAATGTTATCAAACAGC^CCACATGCTACAGAGAAATCTTTCATGAAAGGAAGAGTCAATGGATGTGGCA 
AACTTCATTGTTGTATTATTTTAAGAAAT^ 

TACCACCATTTAGGCAAGACCCTCTGTCAGCAAAAAGAGTACAA^^ 

AGTATAAAGTATTTTTAACTAAAGTGTGTAC^ 

GCAATGTAAACATAACTTTTATATTCACTGAGAAACAAAAA 

TGCAGTGGTCTGAAACTGTACCTGCTATATCTTTGAGGTATGCCTGTGTGTATGTGTATATATATGTATGTATACACAC 
ACACAAACACACACACACACACACACACACACACAGAGAGAGAGAGAGAACAGAGATTAT^ 

CAGGAGGCAGAGCTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGACTGAGTAAGACTCTGTCTCAAA 
AAAAAAAAAAAAAGAATTGGTTCATTTGGTCATGGAAGTTGGTGAGTCCAAAACGTGCAGGATGGTCCAGCAGACTGAA 
GACCCAAGGAGTGGATTTTGCAACTCAAATCCGAAGGCTATCAACTGGCAGATTTCCCTCTTCCTTTGAGAACATCAGT 
TGTTTTTGTTATTGTTGCTCTTAAGGCCTTCAATTCTTTGAGTGAGGCCCATCCAC^TTATGGAGGGTACTCTATTTTA 
CTCATTTACTGATTAATCTCATCTAAAAAGT^ 

GGCTAGCCAAGCTGACATATAAAGTTAATCATCATACTCTCTGTGTAGTGTCTCATCATTTAGCCCAAAGAAGCTTGGG 

CTTCTTTACAGCATAGCAGCTGGCTTCCCAGGGAGAGCAAGTGGGTCTGTCAGACCTGGGCTCAGGAGT 

CATTACTGTTGCATTCTATTGGTGAAAGAAAGTCACAGGTCTAGCTC7VTAGCTAAGGGGAAGAAAACTAC 

CATGGTGTGAGGAATAGCATATGTGGGCAGGGATGAGGGGAATAGTTGGAGACTAGCTATCACAATCTTCCCTCTGGCC 

ACAGCACTTCTTGTCCCTTTTCAGAAAGTCTCATGACATTACAGTGCTGGGCCCAGCTTCAAGGTCCAAAATCACATAA 

TCTAAATTGGGTATATTTAAAGTTGATGTTCCCTCTTTATCTAGATACTTGTACCTAAAATGATACCTTCTGTGTAATC 

CCCCTTCCCTGCAACATAGATTGATGAGAGAGGGATTGTTC 

AATGAGAGGCAGATAGCAATCGGTGCTTCATAAAAATTCTGAGATC 

TAGGTTTCCTGAAAAGGATCCTGTTCTCTGGATGTGGATTTCTATTCCATTGTTTTCAGTGCCTGTTGACT 

TAAGTTAACCTTCCTTTTCTGTAAGAAATGGCCCTCATTCGCAAACGGAGTCACTTTGTGAGACTATTTAT 

AGGTTTGGAGGCCTAAAATCTTCTTTTCATT^ 

AAACTTTGTAATTTTCTAATGTATCCAGTTATAT^ 

AGACACTTTTCTTCTTTAGACTGAGAGTCAGAATCCTGTC 

GCAGAGTGGAACTTATAAGGGTTTTAAGAGGTATCTTACT 

GTACTAGCAGTACTTGATTTGATCAGAGACCATTTTTTACTCTGAAAACCTTCTGCCATCTGGAGGGGTTGAGAATGAG 
AAATAATATTATTTTCTAAGCCAGCAAGTCCTGAGTTC 

TAGGATTOTCCTGAGTATGTCTTCTGCTCCATGTGGTATrGATTAGGTAGGTCACTTACGTGGCTACATTTAGTCAATA 
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GCTGGTCTGGGCTGGATGGTCCAAGAA 
AGTCTTGCTCTGTTGCCAGGCTGGAGTGCAGTGGCA^ 

TTCTCCTGCCTC^GCCTCCTGAGTAGCTGGGACTACAGGTGTGCACCACC^TGCCC^GCTAATTTTTGTATTTTTTAG^ 
AGAGATGGGGTTTC^CCATGTTGGCCAGGATGGTCTCGGTCTCTTGCAGGCTGGTCAGATTTTTTATATGGAGGCTGAC 
TCCAAGGGAAGGTGTTTTAAAGGAACAGGCCTGCCCAATGTGCAAGC^ 
AATGTGCCAAAGTAAGTC^TATGGCAAGGCCAGGATC^^ 

CATTTATTATGGGTCACCCATATAACAATCTCTCACACAGAGTAGTTTGGTAGCTGGACAGAAATAAATTTGTCATCTT 

CTTGTACCTTTTACTAGTAGTATAACTTAGGGCAAATTGCTGTGCTTCTGGGATTCTTATTTGCTGCTTC 

AAACATGACAC^GATGCTACTAGATCTTTGTGACAACTC 

TGGTACTTAACAATGGCTACTATGTTTTAATGGTGTACTTGGCAGACCAGCAGTTAGGTTTTGAATGGACTAACTGTGG 
TTTTATCATATCAGGACCAGGTTGTAATCAGAAATCAGCGCTTGCATAGCTCAAGGTGATTAA^ 

AGTTGAGAAGAAAGGTTGGTGTTAGATACTATTAGTTCTTGGCCAAAAGCTGTTGGCCTTGGGAGAGGTGGAAGTTTGA 

GATCAGGGATCACAGTTATATGAGAACACACAGTGAT^ 

TCCAAAAAAGCGGAGTCAGGGCACTCATGAATCTAAACCAGATAT^ 

ACACAGGCAAGAAATCCAGGAAAACAAGAATTAGATATACCCAGTATGTTGAGACAAATAGCTATGGGGCGCAGAGGCA 
AGAGAAAAATTTGGTAGTTTGGAGCCATTGTCTCCAAACATAATTATAGCCAAAAGTAAAACATGTTCACAGCATGTGG 
GCAGATCTTGAGCCATAGGTGGAAAAAGACATCTGGTTAGAATACGATGGCAGCAAATTGGTAGCTCCTGACATGCATC 
AGAACCCCTTTAAATTTTCATGGGATTCAGGTTGTTCCTC 

ATGATGTTTTCCTAAAAAGGGGACTCCCACACAGAAACTGTCAGGCTATGAAGCTGTCGATGGCATTTGTAGTACTCAC 
ACAGTTCAAAAAAATGATGCTATCTCTGCCATCTO 

CGTCTTCCTTGAATGGTTCCTACCCAGAGGGAAATCGGAATTGCCGGTACTCCTATGTCTCAGTTGCAGAAGTCAGGAT 
TTTTTCTGAATCATTCTGAGCATCTTATCTTTCCTCATGCTGATTATTATTTCAGTCTGAAAGCTTATGCTCTCTTATA 
AAGTCACATTGTACTTTCGTTTTCCATTGAAAATTCTGAATAGAATAAAATGAAATCATTTAAAGTCATGTTTAAGAAA 
AGTAGAGTTTCTTGATTAAAAAGGAGAAATTTAGAGTGGCATTCAAAAGAAATACATTAAAAGGAAAAAGTAGCATGC^ 
CTCATGCAGTTCTTGTTGGGAGGATAGTTTCTTTTCCTTCTCATTCGGCCCATTAAAAAGTTCAATTAATTTCTTTTAA 
AGATTTCAATTATGAATGTATCTTAGGCATTGATAGGGAGTAATTTTTAGATCTGACTTATTTTTATATATTATTGTTC 
ATTTTTATAGCTTTTCTGAGATTCTTGGCAGTGAG^ 

TACTTTCATGCACCACTGTGATAGTGATGTCTCGGTTAGTGGCTATCATGGTCAGTAGCCTGAAGATCTATAGCATCTA 
CATATTTAGAATGGATTTTTAATGTCTATGAGAGCCTTTATTTCTCCACTACCCGGTTCCTTTGTGGATCCTGAGTCTG 
AGGAGAACATAACTGTCAATTAGAACCACTTTTTAAGAATTGCTGTAATTAAGATTTTTGATGACCGAGTTATTAATTA 
GGAAACAGGGTCTCCATATTTTGCTCTGCTGCTTCTTTATGTCCTAGAGCAAGGGTCAGCATACTTTTACTGTAAATGG 
CCTGGTAGTAAATATTTCCAGCTTTGTGGGCCACATCATTTCTGCTAGAAATACTAAACTGCCATGTGGTACAACAGCA 
GAAAAGGACCTATGCATAGACTGCTGTTTTTAATGTCAATATAGTATCAGTAGAAAAGACAGGGCTTAATAAAAACTTT 
GTGTAATATGGTCTCTTTGGCATAAAATTAAGAAATGTATAGAAGTAAACGTTGTTACAAAAACTTTTGCAAATGTGTG 
TCGCTTTTCCCAGCACTCACGAATAACAGTCATC 

TAGTAACAGTCTAGGACAGGTGTCAGCAAACTACTGCCACAGGCTAAATCCTGOVCCTTGTCTTTTCCTCTCATGCCAC 

ATAGATATTCAAATGAGGAATCTATGCACAGGTCTTTGACCCACCCATCAGCAGAACATGCCCTTTCTGGAGCTCCATT 

TCTCACTCTCAATAGTGCTGACCACTTAGGAGGAGCTGTCCATGTTCTTTTGTTTGAAATTCTCTATGAAAAATGACAT 

CTTTTCTGAAGTGATTGCTGGAACTAATGGGGCCTTTTGTGTTTGCAGACCTGTTTTCCTCAGTGAAGCTGGCAGGGAC 

TGGTAAGGAATCAGAATTACAATCTTGTCTTTATTAGCACTGTGTTTGCATCAGTCCTCTCCTGAGAAACAGTGCAGGT 

TGAGATAAATTTCTCCTGTGAAGTGATACAATTCATTTTCATCTCACATATGCATGGCCTTTGTGCCATGCAGAACACA 

CTTTTTACTGTTGTTGATGTAAGTGAGATGTTATTAAGAGGTTTTAGTTTGAGTTTATTTTAGATAATACCAATAATTG 

AATGCTTTACTAGTGTTTACTACAAAGGTTTAAAAAATCATTACTACCTATAAAACTGAGTAAAATAAAAATGATTTAG 

AACTAAAGATAATCTCAAAATTGCACATTAGATAGCTATCCTATGTTGTAGAAGATATTCAGTCTGCATCATAATATTT 

GAAACAAATACAACATTTCACCATAAGACAAGAGCAAAATGCACAAAGAATCGAGTGTTCCATGCAATAGGCTT 

ACACAAAGCCTGTGGCCAAAATGAGGCAAGAGGAAGTATGAGGGGTACACAGATC 

CCTGGGGAGTGATAAACTTTTTTGTGTATTTGCATTT^ 

TCACATCTGAATCCACAAAATGTCCATGGTATATTGACATGTACCCCTAATTTATCAATTTTGTATGAATG 

TTAGAGAAACATGTTTGAGAATACATTGTGCTTTC 

TCTTCACAATTACTGCATGCGGTGGGCACTATTTTCATGCCTGCT 

TTGCCAGTGGCTTTGAGGAAATACGTAACAGTATATTAGAGATGGGATTGAGTTATTCTAATTTTCAGGAAGAAGAGGA 

AAGTGAATTCTCCCCACTTATGTCCTTAGGGAGTAGGACATTAATTGTATTTCTTTTAGTTCTTTTTGCAAATGTTACT 

TTCACAGAGGCTTCTCATGGATCCCTATCTAAAATTACTCCCCATTCTATAGACTTTTGTTTAAAAAAAATAGAGGCCA 

CAATGTACATACTCCAAGAC CAACTGCCATTAGCCACATAACCAAAATTTAAATTATCTCAATTTTCTC CAAAATACTA 

GGTCTAACCATAAACAAAACGTGAAATGTGAGCTTTT 

GCAGACAAATCAGCTTAAACAGTTTTACTTGTCCTAAAAGG^ 

TGCAGTTCCTTAATTATGCTTTATAAGCTGCATTTTAAATGCTGTGAACAGAGCTTCTTACCACTTTTGATTTGAGGTC 
CCTGGTTTGCAAACTGTCCTTTTGTATGCTCAATAAACTTTAAAAAATTTTTCTAACTTGATCTGATTTTAACACATTC 
TATCTACTTTAGTGCTTTTTATATCCTAAACACATGACGCTAACATTCTATATAGCTCACTTGTTTATACTGTTTATTT 
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TCTCTTCCCCTACACTAGTGAAATTCTATGAAGG^ 
TATAGGCACTCGATAAATAATTATTGAATGAATGAATCAATCAATTC 

TAAAAAAAAATCTTGTGAGCCTTTAGAAAGGAAAGTGATGATCACCTCGAGC1TGTATTAGGTCACTAATAGTAAAGCA 
TATCAGATTAAATAACTTACTTTTCCCATAAGACCAGTGTATCTGAGGAGTGCTGCTCCCCCTGTCTATCTGAATTTCA 
ACGTTTGATAAAAACCTTCCATGATGAACTTATGCTTAAGATGTAGGAAGGCAGTTGATGATACT 

CAGCTGAATGCCTCTATTCATGAATCAATGTTTAGAGAGAGACCTCTAGTAATTGGCTGAAGGATTTGGTCTTCACATT 

TCCTGTTCACCATTTTCATTGrTAATTTTGAGGGTGGTATTAATGGCATAAGGAGCTAATC(^CAGATGAAATAAAAAT 

GGCAGGAACCACTAATATGGCTGTTAACAAAATCAGC^TACAAAATTACTTGACAGACTAAATGGGAGAGGTAAATATA 

ATAAGACAAAATACTAAAATGAAAATATAAAGTCTAAAA.CACCAGAGGGAAGTAGGAACTAATGTTGTTTGAGGAGCAA 

TAGGAGCAAAGGTGAGACATAGTTTAATAACAACTGTAGGTTTAGGTGGTAGTTACIAGAAGCATAAATCAATAATATGA 

CATTATTCCCCCCAAATATTCATTCATTCTTGGGTTTCATGAATAGAACTGGGTTTAGAATAGAAAAGGTAATGATTTG 

GCTGTAAATTTATGTTGCTTCTCCCATAGCTAGAGCTATGACCCCAATCCTGGGCAATTCACTTTAAGAACTTTGAGAA 

GTAGTGTACACCTAAAACTTGCAATCCTCATGGAAAGATGAGTCCAAACTGTGTCACGTGAAGAATACCTAAAGCTGTG 

GTTCCAAACTTATGGCCTTCAGATGTGTTCTAAATGGCCCATATGGGGTTTTTAGAAATTTGAATTTGCGGCAGATGTT 

TCAAAATTAGTAGATGTCTCATTAAATATAGATTTCTGGGATTTACTCTTGCTACTGTGAGGGTGTGTGATCCTGTGTT 

TGTGTTCCTCTCAGACCACTTTACTCATTTACTTTAAATTTCTGGTGCCTATAGCAATCGGGGTGCTAACACCCGGGGG 

GATAAAAAAGGACTGGGGAATTCATGGCCTGTAAAACAAGGTTGGGGTTGGAGAGATATAAATATATCTGGAGAGCTTT 

CATAGGGCAGAGCAATTAGACCCAATCTTTGTGTCCCCAAAATGTTAAAGACTGGTATTAATAATAAGAAAACATATT 
CCATTAACGATATAGAATAACTATCTTATAGTGACT2GAGACTC 

AAGAGTTTCTGACAATGTTTGTACTCAGCCACTCTTAACTGAATAAATGTGGCAAAACAGGTTGCGAGTGGTGAATTCC 

ATTCCAGGAGC^GCTAGAATATATGCTCTTTGAGAGC^GAGATCTTTGTCAATTTTGTTTACAGCTATATCAGAGCACC 

TAAATCAGTGCCTGCCATGTAGTAGGAGCTAATTAAATATTTGTAGATTTCATAATTGGAGATATTCAAACATAGAATC 

ATGGTCTACTTGTCAGTGCTGTAGGAAAAAGTAATTAACAATATAAGTAGAGGGTCATGAAACAAGGGAAATACTGAAG 

TAGATGACATTTAAAGTTACTGCCAACCCTGAAAGCCTATCAGACAGTGACATAGAATGGGATTATGTATTTTACATTA 

AATATTAAGCATAGTAAAGTTAAAGTAGTGTAGGTATGTGTGGTAACAAAACTGAGAAAGCAGTTTGCCAGTTATTTAT 

TTATGGTATGGACAGGAAATTATTGGCTAGATTTTTAAATGAAAATATCCAATAGTTGAGATTTTTCTGATA 

ATATCTTATATCTTATGTCCATATTGATGAt^GTGATTATTCCATTTTCAATCGTTTTGTGTCATCTAAGCAGCAGTTA 

ATCATTCCTACGTGATGCAAATATACTTTTATTCCCTGGTATTTGTAATTTAACTTACAAAACACACGTTC 

TTTGGCATGATTTGTTATTCTATCCTTCAAGAAGACCCATGATAACAAATCAAATCATTGAGAACTGATTTCAGTTTTC 

ATTGTTTGGGGTGGTAACTGAAGGTGACGTTTTGAAAAATCATACTATAACTAACCTAGAAAATAATGTTCAGAGGCCA 

ACATGTGGCAAAGGAACACATAGTTAAGTATATAGTTTTTAATAGAAATTCTATGCACCTTTTATTGTGAAGGTCTAGC 

ATTTTAATATTTTCAAAATCCAGAAAGATGAAAAATTTCTTTATAAACTTGAAGGGAAAATAAAAAGTCTAAAGCCCTG 

AATTTGAGTTCTAGAAATGAATGTATTTAAAATGCAGTCCTGAGGTGCTGTATGCTAACTATGTAAAGCAATAGCTTAT 

TAAATTCTTGGAAACTTGCTGTTTATTTGAAATTGGATATGGTAATAGATTTTTGTTAAATGTTATTTTATAAGGGATA 

ACATTTTCTCCTGCTTAGT1TGAGGAAAAAAGAAAAGAAGGACTTAATTTTTAAAAGGTTAATGGATACTTAA 

GATTAGACCTATGCATCATCATGTTTACAGCACAGAACAATGGGAAAAATTTCTATTATGGAGCAGTGCCACATAACCT 

TAATATCCTGTATCATCATTATCATCATTATTATGTGTTGAGTATACAAGCGTCTATCTCTGAGGAATACTTAGCAATT 

TATGAAT1TOTTTTAATTAGTTTTCTCAGCCTTCTCATAGGGCATGGGGGACATATTGCTTAACCCTAGTTTTAGAGCC 

AGCCTTAGGTAAAATGGTGATGCAAACACTGTTTTACTTTGGTGACTCTTCTGCTTGCAGGGATACCTCCTTTTTGCAC 

AGCACCTTATTTCTCCTTCTGTAAACTAAAGGAGAAAATTATTATACATTTTTATACTTAAAAATACGTAGTTGAGAAT 

TTCAAATATATGCAAAAGTACAGAGAATAGTAATTGGTTGGCGCGAAAGTAATTGTGTTTTTTTGCCATTTAATGGCAA 

AAACCACAATTGCTTTCGCCCAACCTAATATAATGCATCTTAAATACTCATCACCCAGTTTTAACAATTCTCGATATAC 

AACTAGTTCTTGTTTCATCTGTACCTTTACCCATATTTCCTTCCTCTACAATTATTTTCAAATTCAATACACAATATTT 

CTTCATCTGTAAGTCCTTTAGTATGTATCTAAAAATAGTCTTTTAAAAATTACCTCAATAACATTAAGATGCTTGTAAA 
TTTTCCTAAAAAATTTCCTAATAATTTCTTATTAT 

TTTTTGGTATGAAATGGTAGCAACTAAGGTTAACAGATCGAAATCATTATGTGTCTGAATTCTCTTTTACACTATAAAT 
TTCCTCTTTCTATCCTTTCTCTCTGCACCCTTTTAAAAAAACTGGGTCATACATCTTACAGAGTTTCTCATAGGTTCAA 
TTTTGCTGATTGTATCTCTATTGTGTTGTTCAACCTGTCCTTTGAATTTTCTATAATTATTAGTTAAAT 
GATAAATGACTAATGTTTTATTATTTTGAGAGGATAAGCATATTTTC 

ATAATAAATAAAAATTGTATATATTTGAGGTAGACATGTGATGACTTGATATAGGTATAC^TTGTRTAATGATTACCAC 

AATAAAATTAATCAATGCATCCATCCCTATAAATGGTTACCTTATTCTATGTATGTATGTGTGTGTATATGTGTGTGTG 
TGTGTGGTAAGGATTAAGTATTAAGGATACTTAACATTTACTCTC 

TTGTGACCAAGCTGCAATATTAAATCCCCATAATGTATTTGTCTTATAACTGAAAGTTAGTATGCTGTGTC 
CCCCATTTCTACCATGTCCCAGATTCTGGCAACCACCATTC 

ACATATAAGCAAGATCATACAGCATCTGGCTGTCTGTGTCTGGTTTATTTCAGTTAGCATAATGTCCTCCAGGTT 

CATGTTTTCTCAAATGGCAGGATTTGTTTTTCTTTTTACTGTTGAATAATATTCCATTGTATATACACCACAGTTTC 

TATTAATTCATTTGTCAATGGACACTTAGGTTGGTTCCATACCTTGGCTATTGTCAATAATGCTGCAATGAAGACGACA 

AGTGCAGAC^TCTCTTCAGCATGCTCCTTTCATITCCTTTGGATATATACCCAAACATTAGAGTGCTGGATCATATGGT 

ATCTCTATTTTTAAl^TTTGAGGAATCTTCATACTGTTTTCCATAATGGAGTTACCAATTTACGTTOT^ 

CTACAAGCGTTCCCAATTCTCCACATAGTCACCAACACTTTTTATGACCATCCTAATGGGTGTGAGAAGATACCGCATT 
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GTGGTTTTGATGTACATTTC CCTGGTGATTAATGATGGTGAACAC C^TTTTATATACCTTTTX^CCATTTGTATGTCAT 
CTOTGGAGAAATGTCTATTCAAGTCCCTTC^ 

TTTTTTGTGTATTTTGAACATATCAGGTACACTCAGCCCTTTGTATCTGTGGGTTATGC^ 
GAGAATCAAAAATATTTGAAAAAACATAAT^ 
TGTTTACATAGTATTAGTATTATAAATAACAT^ 
ATACTATGCTATTTTATATGCAGGACTTGAGC^^ 

CCCCCATGGATACCAAGGTAAAACTATGTATGGTTTGCAAATATTTTCTATCATCCATATGTAGA 

GCTGATTGTTTCCTTTGCTGTG(3UU^GCT^^ 

TTGGTATCATATTAAAATAATAATCACCAA 

TTTAATGTTTTAATTTCTTTTAA 

TGAACATCCAGTTTTCC(^GGAAC^TTTATTGAAGAGACTATTATTTCCCCATTGTATATTATTCATG 
GACTAACTGATTATATATGCAGGGTTTATTTCTG 

AGTACCTCACTGTTTTGATTACTATAGCTTTGTAATATAGTTTGGAATTAGGGAGTATGACGCTTCC^CTTTGTTCTT 

CTTCTTCTTCTTTTTTTTTTTTTTTTTT 

TGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGC^ 

TGCCACCACGTTCGGCTAATTTTTGTATT^ 

TGACCTCATGATCCACCGACCTAGGCCTCCCJ^^ 

TTCTTAGGACTGCTTTGGGTATTCAGGGTCT^ 

AAATTCCATTGAAATTTTGATAAGGATTGCATTO 

AATCCATAAATATGGGATATATTTTC^ 

ATTCCTAAGTATTTTGTTCTTTTAGATATTATTAAATGGGATTGTTTTTCTTAATTT 

AGTATATAGAAGTGCAACTAGTTGCTGTATGTTGATTTTATATCTTGTAAATTTGCTGAATTATTTTCTTAATTATGAC 

AGTTTTTTAGTGAAGTCTTTAGAGTTTTTTTTTAAATATAGAAAATGTCATCTGCAAATCTAATTTGGATGCCTTTTAT 

TTCTTTTTCTTGCCTAATTGCTCTC 

TTTGTTTCAGATTTTAGAGAAGCAGCTTTC^^ 

CGTTTATTGTCTTGAGGTTCATTCCTTCTATTCCTAATTTGTTGAGAGTTTTTGTCATGAAAGGATGTTGGATTTTGTC 
AAACACTGTTTCTGCCTCTATGGAGATGATTATAGATCATATGATCTTTATCTTTCATTGTGTTCATTCGGTATATTAC 
ATTTTTTGATTTGTGTATATTGGATCATACTTGCAAATCTAGGATAAATTCCACTTAATCATGGTGAATTATATTTTTA 
ATGTATTGTCAAATTC^GTTTGCTAGTATTT^ 

TTTTTTTCTTATAGGGTCCTTATCTGATTCTGGTCTGTTGGTAATGCTGGGCTCATAAAATGAATTTGGAAGTGTTCCC 
TTCTCTTCACTTTTTTTGGAAGAGTTTG 

CCAC^TGGTCCTGTGCTTTTCTTTGTTAGGAGTTTTTTTTTTTAATTATGGATTCAATCTTCTTACTTGCTATTGGTCT 
GTTGAGGTTCATGTAATATATTTCCCTATCCCTTTGCTTTCAGCCTATGTGTATCCTTAAGGCTTAAGTGAGTCTCTTA 
TTGTCCCAATATGAGACAGGA.TTTTGTTGGAT 

AATCCATTTATATCCAAGATTATTATTTATAGGTAAGGAGTTATTACTGCCATTTAAAAAATTGCTTTCTGATGGGTTT 
GTCTTTTCTGGATCTATTAGAGTTTTTOTCT 

ATCTTTTAATTATAATATTTTATTTTAAGCTGATGACAAGTTAATTTCAATCA 

TCCCCCGTCATTTTGTGCTACTGATGTCATGCTTTGCATCTTTTTGTATTGCATATCCATTAACAAATTACTGTAA 
TGGTTTATTTTTAATTATTTTACCTTT^ 

AAGTATACAGAATTTAATTATGTATTTACCTl^ 

AGCTTTTCATTCCAACTTGAAGAATCACATTAGTATTTCTTATAAGGCAGGTCTTGTGGTAATGAAC^TCCTCAGTTTT 
TGTTTGTCTGGGAATGTCTTTACCTCTCCATTTCTGAAGGCTAACTTTGCAGGGTACAGTATTCTTATTTGACAGGCTT 
TTTTCTTTCAATGTTTTGAATATATTATTCCATATTATTTATTTGTTATCCATGTAGGCTTGCATTGGTGTCTGTG 
TTGAAGAAGCAAACAGTCTTTCGGTCTTTACAGGC^ 

AGGTATGCAGATAGGCGTGGTTCCCTCTGGGTTTCTGGAGGACTCCCCCTGGCTCTCTGAGTATGTCTATGGGTAGGGA 
GAAC CGTC CC CAGATCAACATGAGAGAGCTTGGAACTAAGT 

TCCAGGGAGTTGGATGGGCATACATCTCTGGGGACT^GATTGACCTTGGGCCAAGTCTAAGTGGGAATC 

ATAGGGCCATCTCAGAATCTGCTGTGGAACCAAGTTTGGCAAGCCTGTCTCCGAGAACATGGATGGGAATGAGTCCTGA 

CAGGTCGCTAAGTGGAGACAGGACTGCTCTGAGGCCAC^ 

ACAAAACTCTACTCCTTTATATCTCTGCCC^^ 

TTAACATAGTTTTATATTTATATTT^^ 

ATTATACGATTTTTATTTGTCTAAATATTO 

ACTCCTTTTAGCAATTCTTGTAAGTC^GTCTAGTGCTAAAGAACTACCTTAGCCATTGTTTATCTTTATTTCTCCTCC 

ATTTTCAAAATACAGTTTTGCCAGAAAGAGTATGCTO 

CACTCCCTTCTGGCCTATAATGTTTCTCCTC 

TTCTCTTCCTGCTTTCAGGATTCCCTT 

TTTCCACGTTTGAGTTTTATCAGTGTCTTGAATTTGGTTGTTCATTTCCTTCCTCAGATTTGGCAAGTATCTAGCCATT 

GTTTTTTTCA^TAAGCTTTCTGTCCTTCTCTCTTTCTATCATCTCCTTCTCAGATTTGCATTATGTG 

ACTTGATGGTGTCCCATATGTTTCTTAGTCTO 
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^^^^^^^^^^^^^^^ 
GTCATGGTTGACGTGAAATGCCTTTTC 

^^^^^ 



GCTCTCTGCAGACCCCAGGCATCCAAAGTATGTAGATTCCATTAGTGCTCTGA 



^AGGTAC 
TATTTTA 
VACTTAG 



T 



\AGCTCCCATGGAACCAGCC 
^CTAACCTGTTTAAG CTTCA 



CATGAGACATTGrm^TCIGAAGCAAGGS^ 
TGCTGTTCTCATTCCAGGCAAACTAACCTCTGTACAGTTGATAGTGT 



GCTATTTACAA 
TGAATGAGAGA 
AAGGACTTCAG 
&AACCTATCTG 
TTCTATATACA 
TTTATTGCCTT 

^^^^^ 



^^CTCTACTAACAAAATAOMT^^ 

tactgaatgagaga 
tagaaggacttcag 
ttgaaacctatctg 
:ttttctatataca 



TA 



Jaaaac^tagg^tac^aatcatgatSS 



^mCIWOTTraCAATOCTCTa^^^ 



ATTT 



taagtgctaggggtacaaaagttgttttgtctcccttccttccagatgtgt7 

GTCACACAGGCAAATCATTCTCCTACAGTTGTCAGGCTGAAGGCTGACTTG( 
TTGTATTCATTGTCTTGGATGATATTTTCAACTTGAGTAGGCAGATTGAAA? 
ACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGTGGATCACCTGAGGT 
ATGATGAAACTCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGTGTGGTC 



rTGTATTCATTGTCTTGGATGATATTTTCAACTTGAGTAGGCAGATTGAAAAGAA? 



VTGCGGCCGGGTGCAGTGGCTC 
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GATAGCAGCTTGGACAATGCCTAGGTTTTAA^ 
AGAAGCAGATAGACAGAAAGCAAAAATAAATGTCCAATTTAT^ 
" GGTGTTCTCTTTTTGTCGATGTCACAAC^ 

CTAAGTTCTCTGTTACAGCTTTGATCATATACTGGTGATTATCTGTCTATTATATTTTTCCTCAAATGAACTGTAAGTG 
CTTAAGCAAAAGGAGGTGCCTAATTCATCTCTGCAT^ 

AAATGATTAATTGGGAAA1TAATAGGAATGGAAACACAATTAAGATAGGTTGAACTCC 

TAGTACTACCTGTAACAAGAAAATGCTAAATTTTTGTGGATTACC CCAACAGAAGATTATCTGTGGCTCGTGTAC CC CA 

AATT7VAGTGTTTCTGATTGGCAAGTGTCTCTCATGTAAATAATGATTAAGAAACCATGGCTTCTTCCATCTTGTGACTC 

TACCATCTTCAACACATGGTGAGGGGCTACAGAGGGGAAGAGA^ 

GGCCTGAAAGTGGCACATACACAGACCCAT 

GACATCTCTATAGCTACCTGTAAGGGAGTCTGGAGATG 

ATGCCTATAT^TGTATATGTATAAATATATATATGTATATACATGTTTACATATGTATGTATATATATATGTGTGTATA 
CATATACTGTATGTGTGTATATGTATATATACACACACACACACATCTTAAGGGGATTTTCTTATAGAAATTTTATTTC 
TCCCCCCTCTCTATATATATATGAAATAAATATCAGAGACTGTGAGATTATTAAGAACCACAGAAATTTATTTAACCCT 
AGTAATGTGCATGCCTGTGTTTTAAAGGCC^TTAAGTAGTTTATTGTCTACTTTTGAAAGAAAAAAAATTAAACAAAGA 
AATTAATTAAAT ATCTTG GATAAAAACTGAAACAAAC AAAAAGGAAAATAATAATAATAAATTTAACATTCATC C ATTG 

taagtgtcaattattatggaattgcttactt^^ 

AAAGTTATTTGTCTGTCAATTATTCCATATT^GTTGGCTAATTTTTGAATATAATTTTATTTTACTACAAGGTAGCAGG 

TTCATATTACAGTTATTTGAATATGTGAGCAT^ 

GTCCCATCAATAGCAAGGTGAATGTTGTATCATTTT^ 

CATCTTTATTATAGGGAATACAGAAGCTCATAATT^ 

AGCCATTTTAGAGAATTAGGATACATCCTTAAACAATTGTTTTATGAATATAATATGTGACTTTTTTGTTTTGTTOT 
TATTATTGTTTTATAAAAATGGGAGCACTCT^^ 

TTCTTCTACATTATTTTAACAGCCTCATAGTATTTCATCATATGATGTATCAACATTTACTAAGCCAATCCTTCAGTAC 
AGCAATTAGATTACATCCAGTTATTTGCTATTATAAATGAGCTGCAGTGAACATCTTTGTGCCTGGATATTTGCCAAAC 
AGTTTTATTAAACTATGTCTAAAATGTCAAAACCATTAGTTCTCAAACTTTAATATGCACTGGAATGATACTGGTGACT 
TATTCAGACTCATAAGC C CTACTCATAGAGATTGTGTTTAGGAAGATCTGGAATAAGACC CGGGAGTCTGAATTTTAGC 
AAGCACCATCTATGATTCTAATGCAGAGGGTTTGAATGTCACATTTTGAGAAATAATGACTTGGAGACATTAGAAATAC 

TTTAGATCTCTCTCCAAAATAAAGGCATTTAACCTCTTACCTTCTACCTGATAAGGTTGTTCTTTTTATTTCTGAACCA 
TAACTGATACACATTGATCTAGAGTGTGAAAAAAGCCTCTTATACTGTTTTGGAATGGAAAATGTTAGAATATAGCCCT 
CTAGTGCTTTATCATTTTTATTGTAAAGATAAAAGTATTTATAGAAAGTGGGTTTAAACTAACAGAGTATAAGCATGAG 
TGTAAACTTCATTTTTAGTAGAGATAATTATCTCAAAAAAGTTACGTCTTGAGGCAGTTTTATCTAAAAAAGAATGTCA 
AAAACATTAAGTCATTCAACAGATAACCTCAGTTA 

AGCTAAATGCTTATAAAAAGATGTTAACTTTGGCCAGCTATATTTAGTGCTACTGAAGCTTTGCTAGACTCATCCTTTG 

TTCTTCTTTTCTATGTTCATCCAGAAGAAGAGTATTTACACATGTATTAGTCAGGGTTCTCTAGAGGGACAGAACTAAT 

AGGATACATGTATATGTGAAAGGGAGTTTGTTAAGGAGTATTGACTCACACGATCACAAGGTGAAGTCCCACAATAGGC 

GGTCTGTAAGCTGAGGAGCAAGGAAGCCAATTCGAGTCCCAAAACTTCAAAAGTAAGTAAAGTGGCAGTGC^^ 

AAAAACCCATCACTCTGTAGAAGC^TGTTGTAACATTTGATGAOT 

TGTTTTCAGTCTGTGGCTCAAGGCCCAAGAGTCCCTGGAAAACCACTTGTGTAGGTCCAAGAGTCCACCTGTTTAAGAA 
CAGGAGTCTGATGATCGAGAGCAGGAAACATCCAGCACAGAAGAAAGATGCAGGCCA 

TTCCATGTTTCTCTGCCTGCTTTTAACCCAGCTGTGCTTGCAGCTGATTAGATGGTGCCTACCCACATGGAGGGTGGGT 

CTGACTCTCCCTGTACACTGACTGAAATGTTAATCTTCTTTGGTAACACCCTCACAGACACACCCAGGAACAATACTTT 

GTATCCTTCAATCCAATCAAGTTGACACTCAGTATTAACCATCAGAACACATAAGTCATTAACTTAATCATGACCTGTT 

TCCAATCCAGGAATGAAGTTCTGTTCTTAGAGGAACTTCCTAAGTA 

AAAGCTAAGACTGTTCCAAGTGCATATGCTTTCTGTT^ 

TGGTTCTTGCAAAATCAGTATTTTATAACT 

TGGAGACTAAAGACCAGCT^GGTTAAGACCAGC&GATCT 

TAGCAAATGGAATTATTGCAAGGAGATGATGGAAAAGATAGTATOT 

GTTGTTCAAACCCTCCGCATTGGGATCAGAGGTGGTGCATACTAAAATTCAGACTCCCAGGTCCTATTCCAGATCTGCT 

GGTCTTAGCCTTGCTTGTCTTTAGTCTCTGCAGACAAAAAATCAAGACATTA^^ 

AGTTATGAAGTACTCTGATTTTGTAACAACCAATGGCACCTCTTAAGACCACCTGAGTAATO 

TAAAATTTCTATCCTCTCATTTAATGACAGATTGTCATTCATTTCTAATGTTTATGTAGGGCTGCTCTCATCTCAGTTC 
TGTTTAATTTTTCAAATGAAAATGTGAAGCTTATTGAGTTATGATCAATTAGTGTGTGTTCTGTTATTTTCTACTAATA 
CTCACTCTGCCAGTGACTATACTTGTTAAGGTAGTGCA^ 

GGGTTTGGATCCTGACATGTAGGGTGATCAATCATCCTGGTTTCCTTGGGACTGTGGGGTTTCCCTGGACATAGGACTT 

TGAGTGCTAAAATCAAAAGGTCCCAGGCGAAGTAAGATGATTA^ 

TCTCTGGGTTTTTTAATGGGTAAAATTGGA 

AGTATATGTAAAACACGGCACTACTTAATAAAGACTCAGTAAGTA 
AGATTCCTCAAAGCACAGATTCTCAGAATTTAGGATT^ 

Fig. 6. /1 55; 
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TTGTTTGTTTTTTAAATCTTCTCAGTACCCTO 

GAGTCCACCATCTCACATCCTTTTACCTTTTTTCAAGATATAAATCAGGAAGACAAAAATTTTCTAOT 

GTGAAGAGTGAGCATCAAAGACAGCATAGAGCTATGGAGAAAGGGGAAATTAGCCTGGATTATAATAACAGCTGCCATT 
TTGTTGAGTGCAAACTCTTTGCCAGATATTGGTGCTTCAAATACTTTATATATTTGGTCCACACAATGACT 

TAAATATTATTATCTCAGTCTTC^GATGGAGAAACAACCTCAATGAGCCTAAGTGACTTGCCCAAAGATAGTTGTATAG 
TAAGGAGTGTAATAAATGAGGTCTGGATGTTCCAAGCTCGATGAA 

AATATAAACTTC1TCACCTGTAAAACTCAGAAGGGAAGGAAATTGCCATATATGAGTGCTAATCCCAATGCAAG 

AACTATGCACATCATATGCATGATCTCATTTAATTCTTGTATGTAAATATTAGTCCCATTTTTATAATAAAGAAACAGA 
AGCCTTAGAGAGACTAAGCAACACACTATCAATACAAATAGTAAAGTC^ 

ATAGAAGCATGTTATAACATTTGGTGATTCTATAATTCTCAGTATGTGGATATAATAAATATTGCTAGAGTAGACTTTC 
CAGCCATTTGGAAATAATTATTGCTCATGTGATAGTATATTTTTCTCAACTAGAATCAAAATATTAACTT^ 

GTTTACCTTTGCATGTGGATAACATGGATCAAATTTGCAAAATTCTGCTGAGCTGTGACTTAAATACAGTTCTACTGGG 

TCCTCAAGTTTCTTTTAAAGTCTTTTTTTTCTTACTACCCTCTCAGTCTTATAAAAATTGGCAAGAGTATATCTGAGTA 

AATGTGACATATGAAAACATATGTTTCIAAATATGGCCTTAAATATGCAGAAAAAATAGGACTTTTCTTCCTCTCTCTTC 

ATGGGCATGCATGTAAGAAAGATATATATAAATATACAGTCATCTGCTATATAACATTTTAGTCAACTATGGACCATAC' 

ATACCATGGTGGCCATAAGATTATAATACTGTATTTTTACTGTATCTTTCCTATGTTTAGATATACTTAGATACACAAA 
TATTTCCCATTGTGTTATAATTGCCTACAGTATTTATTACAGTAACA 

GATGTTCACACAAGGAAATTTCC.TAATGATGCATTTCTCAGAATGGATCATTATCAAGTGATGCATAACTGTATGTGTG 

TGTGTGTATATATATATATATATATATATATATATGACACATGCATATGTCAATGTATATATTTAATGATGTTTGCAAT 

TCATTTCATAGAAGTTATAAAAACATTTTGATTTATCCTTGATTTTATAGAATTCACACACAAAGCTAATAAATTCTAA 

GATTACTGAAGATGTTAGTTAACTGTTTTAACCAAGCCACACCTGGTGAACAAATrTGCTATTTTAAAAATAAATTTAG 
ATTTTAGTTAATCAAATATTGTTCAGTTAATGTCACTC^ 

TCTTTCC(^GGAAAGTATTAAGCCATTATGTAATGATAAACAGTGTGATTTTTGTTGATTATATGTACTTTCTTGAATT 

ATTACCTCAGGCCTCTGAGGAAACACTACATTCCAGTAATGAAGAGGAAGACCCTTTCCGCGGAATGGAACCCTATCTT 

GTCCGGAGACTTTCATGTCGCAATATTCAGCTTCCCCCTCTCGCCTTCAGACAGTTGGAACAAGCTGACTTGAAAAGTG 

AATCAGAGAACATTCAACGACCAACCAGCCTCCCCCTGAAGATTCTGCCGCTGATTGCTATCACTTCTGCAGAATCCAG 

TGGGTGAGTGCCCTCAGATGTC^TTTCCCCATTTTATATTTTAGATGGTGATTGTTGTCTGTGGTCITTTGAGTO 

TGGCTCATTGCTTGATTTGAGTGGGAGAACAATGGGGTTTCTAGAGTCAAAAAAAAAAGGATGAATTTCTCAGGTGACA 

1TTCTATATCTGCAGGAGAAGACATTTTAGTGAAATTGTTTTACATGGAAGAGCTGAAAATGTATTGGTGAATGCTAAT 

AAA.CATTTGCCAAAGGGCAGTTGTACTTGGAAAATTAATATTGGCCATATGTGACTTGATAGAAGACATTTTAA 

GAGAACTAATGGACAAATTACCATGTAGTGATACATGTCTAGAAACAATAGGAAATGTTCACTGATGCAAAATGAATTT 

GGAATCAAGAATAAATTGTATTGTAATTAGAATCAAAAGAAATATGCAATGGTATTCATGAGTCTAAAAATTTTGCCTT 

TGACATTTTGAGGTATTGCTTACCAGAATACTATTTCAGCTCCCAGTATAAGGTGATTTTATTTAGCATrAGTACTTAT 

AGAGGAGTCAGCCACAGCCACGTCTCCATCATGTAACATTTTTATTTCCTACTTTGGAGGGTATAATTTTTGTTTTTAT 

TCTTTTTCGTGTTGTTTACCAATGGAGTTTTACACTTTAAAGCAATGTCACCAGTTTAAAAATTGTGAAAGAAAGTAAG 

GATATTGGGCACATCAATTATTTGTTCTTGTGACCAGCTGCATTTTTAAGAAGCCTGGATAGAAAGGAAAGAGGATGAA 

GCCAGTGGGCCATACATAGATAGACTCTTGAACATTTGCTAAAACTACAAGAACAAAACAATTACTATGCTACAAATGT 

GATGGTCCCACATTCTCTGCCAAGTTAAAGGCATCTCTGGGGAAAATGTCTTTTGGATCTTGTTAAAGTTAGGAAGGTT 

GTGCTCAGAGGAAATTTGGCTAGTAACTCAACTCAAAGATACTGAATTTAGCTGTTTTACTTGTTATTGACCAGTCTAA 

GGGACCTGTGTTAGAAAAAGGTATGAGGAAAATACTACTAGATAAATAATAAGAAAACAAATATTCACCTTGAAGCAAT 

GAAAAGAGGAAATATATTTTGTTTCTGTTGTTGTAATTGAACTATGTGTTTAAAGAAGAATGCACACACATTGATCAGA 

CTCATACTAAAGCAGATGGGAATTTTATATGACAGCTTGACCTGAACATTTTTTGAAAAATGCTOTTCCCCTGAAACTA 

TTTCTCCTTTCTTTGGAAATAACATTGCTGCCGTTCATTCTGTGTAGAAGAGATTCACAGATATCAGGTGTATCCAGGG 

ATCCCAAGATCACCCTCGGGTTCAATGATTTGCTAGCAGAGCTCTCATAATTCAGCAAATAGTGATATTCATGGCTCTG 

ATGTGTTATAGCAAAAGGATTCAATGCAAAATAAGCAAAGGGAAAGGTAGATGGAACAAAATCTGGAGGAAACCAAACA 

TAAGCTTCCAAGAGTCCCCAAGTGAAGTAAGACAAGATACACTTAATTCCTCCAGTAATGAGTTGAGACAACACTTGTG 

AAATGTGTTCACCAGGGATGCCTTTACCAGGGAAGCCTATTAAAGACTCAGTACCTAGAGTTTTTACTGK3AGGCCAGTC 

ACTTAGGTACCCTCTGCCTAGGATATAC!AAACTTCC!AGATTTCCAGAAGGAAAGTGGATATGCAGCATAAACCACATTA 

TTTGCACIAGACAGTTTAGGCAAATTGAGCCAGTCTTACCATTTAGAGAATGGTGGATCACTCCTGAAAGTCAGGTCTGC 

TAAAGGCCAATGTTTCAAACAGGTCTTCCTATATTTAATTGACACAGTCCTGATTAACTGTTTACTACACACCAGGTTA 

TCTTAGAATAGTTATCTTACTTTCTTCAC^CTTGTGGAAGAAGAGATTATAATTAAAATTAAAATCCACTAATTTAAAG 

CCCTGATATATTCAATTAGCTTTGGTATCTCAAAAATTTTGGTTGCTAACCATGATTTCTCATra 

ATCATGTGCCCTTAAAATAAAATGATGCAATATACCTAATATATCTCTATGTAGTTGGATATTGTGTGTAATCTAAAAT 

CTTGAGCTGGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGGATTGATTGACCTCATGAA 

TTTGAGGCAAGCCTGGGCAACATGGCAAGACCTTGTCTCTATCAAAAACACiAAATAAATAACTGGGTGTAGTGGCATGC 

GCCTGTGGTCCCAGCTACTCAGCAGGCTGATGCAGGAGGATCGCTTCAGCCTGCTTGAAGGCAGAGGTTCCAGTGAGTC 

AAGATCCTGCCACTGCACCCTGGCCTGGGTGTCAGAGAGAGAATGTATTGCTAAAAACAGTTTCCAAGTGCCAAGGAAC 

TTCAGGGTTCCGAATTGTCTATGTCCCAGCATTTCTGTTGATTCACATTCATTTCCATCTTCATTAAGATTTAAGAATC 

AAGTACAATTCACCCTTGAACAATACAGGTTTGAACTGCACAGGTTCCTTTATATGAGGATTCTO 

AATGGAAAATATAGTATTCCTGGGATGTGAAACTCATC^^ 
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GGCCAATTGCAAGAATTGAGTATGCATGAATTTTGGTAC^ 
AATGACTATGTAAGCAATGTCATGCTTACTATTTACAAA 

AG ATGG AACAAG G G TT T C ATTT CAAAAGAAACAAT AG ACAATAAT GG C CAAT CAAC AAG AAC CAAACTAAG TAG AT ATT 
AAAGGTATTGTTATTACATTTGGAAGCCAGAACAATTTGCGAATTGAATATTGAGG 

tttctggaatgtcgaagctttggaggagaagtagaaggtaaagtgcggggccaggtgcagtggctcacgcctgtaatcc 

cagcactttgggaggctgaggcgggcagatc&caag^ 

tctgtacgaaaaatacaaaaaaaaattagccgggcttggcm^ 

caagaggatggcgtgaacccgggaggcagaggttgc^gtgagccgagattacgccactgcactccagcctgggcgacag 
agtgagactctgtctctvaaataaaaaacaaaaaacaaaa^^ 

gccattttagttaaccaggagccccagattcctttac^gctgtcagaaagagctaatgg 
tgagttgtctcc^gcccattgcctc^ttattaaaggttagtatgcctttaagtcccattg'ccaacc 
taccttagcaattgcaaatctttgatggtgaaggcgacttttcat^ 
tcatagccttttgctctttct 

gacttgtaccacccctttagaaagccacagtatggccctgagaatcattagtttctg7vaaaagaactct 

aataagtgtcgtagatgacagctattagcttcctcatgaagtacttgggtc^ 

ttattcacacttccatatttctactttgacttot 

TTTCTTTTGAGTATGCCCAAACTGTTAGGTTGTGTGTATC 
AAACAGAATTATTAAGACCTGGGATGCCTATAACCCTGAATTCATCTGCCAG 

TCAGGCTTCATGGCTGTTTACTGACCTTCCTCGAAGTAAGAGAGACAGCTATTAATGACTTGAAATGTTATGAACGTGG 

CATAGAAGTAATTTGGAAAGTCAGTTTTTCATATTTTCCTCCTAAATAATTTTCTATTACCTTTCATAAAA^ 

TTAAGGTATAATTTACATGCATTATACATCTTGAATT^ 

AACTGATCACTAAAGGTTATTTTGCCTCCTCTTGGACTTCACATAAATGGAATTGTACTGTATGTACTTGTTGTGTCTG 

GCTTCTATTAGTCAAAATTTTTTTTTGATATCGATGTTTGTGTATATCTCAGCAGCTTGTTTTO 

CATAATGTATTTATTTTTACTCTCTTACTAATGAACCTTTGGGTTGTTTCTAGTTTGAGGGGAT 

TATGTACACTTATACCAGTCTTTTTGTGAATATATGCACTCATTTCTTTTGGGTATATTCCCAGGAGTAGCATTTCTGA 

GTCATAAGGAGGCAAATATTTATTTTCATTACTGCCCAACAGTTTTCTAAAGTG1TGTACTCTTTTACCCTCCCACCA 

C^TACGTAGTAGGTACAGTTGTTCTACATTCTCACCAACACTTAGTATTTTCAGTCTTTT^ 

TGAATGTGTAGTGGTATACTACTGTGGTTTTAATTTACATTTCCCCGATGAGTAGGAATATTGCTTACCTTTTGATGTG 
TTTATTGAACATTTGGATATCTTCTTTGTGTTATGACCATTCAGACATTTGTTCAGTTTTTATTTTACTTATTGATTTC 
TGAGGGCTCTTTGTATATTCTAGACATGAGTATTTTGTTAGACATGTGTATTATAAAGTGAATATTTTGTTCTAAACAG 
TGTCTTGAATTTTTACTTTATGTTTACTCT^ 

GCAGGGAGAGGAAACTGTAAGGCAAGAAGTGGACCCACCTTAATAAGGGGAAAACAAGAATGACATTTAACCTGCAGAG 
CAATTTCACTTGGAGACAAGGACAGCTGGTCCCTTGAATATTGGATGGTGGCAAA 

CAGGCAGAGAAGAGTTGAGAATGAAGCAACAGCATGCTTATGGTGGCTGATGGCCGGGTAGTGAGTAGACAAGAGTGGG 

GCTCTGGACATAGATGGTCTGAATTTGAGTCCTGTCTCCCACCTACTACCATCTTGTGAAGGTACTTAACCACTCCAAG 

TTCCTAATTTTAAAAAAGCAAAAGTAGGAATAATGCGAGCACCTACTTCATGGGTTTGTTCTAATGGTATA 

CCCCATTTTTCACATATTGTGAATACTTAATATATAACATCAAAAACTGCAACTCCTATGCTGGGAAAATATTAGAACA 

AATAATGTTTGTTGTTGTTAATATTTGTTTACTTATTGGAATTGGCTTCAGAGATACTCTACAAATAACTCTTGGGGTA 

GAGATGGATGTTCTAGCAGATTTGGGAGTCAATCAGAAATTGGCTCCTGTTTCAGAAAGTTACAGTTATTATGGACTTG 

TGACATTTCTGTTCAGAAGTCTGTATCTGGCATCTTCCCGCACACATGTCTTGCTTTCAAGTGCTGTTCAGTTATGTTT 

GGAATGAGAATGGTGGTCTCCCTACTTCTGCTTCACTTCTTCCACAACCTTGCTGACTTCTAAA.TAGTTTCCTGCTTAG 

AATCCTTAGGAGGAATTAGGATCTC CTTTCAGCCCTATCTTGGGCACTGACTTAC ATTCC CACATGTGGTC CATGTGCC 
CCTAGACAATCTAAGGAGAGTCTAGCTTGCCACACATGTC 

GAAGAAAATGTGGGGGAGGTAGCAATAAAACTCTCTACTTACATTTCATTGCTGCATCTGCTATAATAAAATGAGAGCC 
AAGAGCAACTTATTCCCTTGTGACATGATGACACACCTCTGGATAGATGTATATTCAGGGATATGGGTGGGTGGAGAAT 
GTTACAAACACTTTCTCATCCCTAGTATCCTATTACCTGTCTGAAGAAGTACACTGTGTACCTTCGTATCACTATGTCC 
TATAAAAAAAGAAAATGAAAAGAATGTAAAAGAAGACATGGTGACTTTTC 

GAAGAATTACTTTATTCATATAAGGGTTCATTTTACAAGGATCTTCCAGAAATATTTCCTTGATTTGTGTGCTATTCAC 

AGAGGGACTGGTCACAGATGCCAGTTAGACATTGGATTCTTTGACTAACCACTCTTCATCTTGTC 

CAGTACGTTAGAGAGAACATTAAAAAAAAGATTGTTTTCAGCAATTTATTCCTGAATC^ 

AAAGGAAAAACAGAAGGCTGGATCAGACACATCTGATCTTTCAAATTTGGCCTTTTAAACTT 

CATTTCATATTTTAAATAATTTGGATATAAGGGTGTTTATAAAGCTAGAGATTGTATTTC^ 

GTACCTTCATGTTTGATGTATGTTCAAGCTTTAAG 

ACCCACTAGGC^AGCTTCCC^AAATTGAAAATAAAACACATAATCAT^ 

TCTTGAGCTAGATGAAAOTTTAAAAGTAATCT^TGCCAAAAATTGGGAAACAAT^ 

ACTAAGCAGACAAAATTGGATTCTTTTGGTTTTGATTGATTTACATC 

TC^GGATACTCACAAAATATCACAAGCCTTTTATTTTAAAGCATTGTTCTGATTTAATCTTATCTC 
CTTTGTAAATTTGTGATTATTTTTGTTOT 

TGGAGTGAAATGGCGTGATCTCGGCTCACTGC^CCTCCGCCCCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCA 
AGTAGCTGAGACGACAGGCATGTCCCACCACACCAGGCTAATTTTTGTATTTTTAGTAGAAATGGGGTTTO 

Fig. 6j|3^ 
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GGCCAGGCTGTTCTGAAACTCCTGGCCT^ 

GCCATCATGCCTGGCCCCAAATTTGTGATTTTCAAGAOT 

TGGATAAAAATCATCTTATTTCCAGAATCAGGG<^^ 

TTTTTCTCACCTATCATAGACTCT^ 

TGATTAAACTCC^GTGTCTTTTTCAGGTT^^ 

ATATGCTGAATGGACTGATACTATACCACAGTATOT 

AGGTTTACCTTTAGAAATCAAAGGCTTCTATTT 

CTGCGTTCACCAACATCAGAGCATCTAGTCCCT^ 

GATTGGTTGGGGAATCCCATATTTTTTAAGGCAAACCCAAGGAAGCATTT 

tactatattaagcacaaggcagaactcaacaaagccctttcctttg 

tccatagatagtttctttgcaacaaagact 

gtttaaggagagcttataattctttaaaagcct^ 

AAAAATATTCTGACCAAATTGTATTTGTOT 

CCAGAGTGCATTGCTTGGAGAAATCCAAAATGAAAAATATATTTTC^ 
CTTTTTTTCTCTACA^TGAGCACTACAAAATGGCAAAAGTTTTCTTO 
AAAAAATATATGACTTCTTGGGTTAAACAGACTO 
AACTTAGAATTTCGATATTATTTTT 

TGGAGCCGGGCACTTTTAGATTATTTCAAATCTGAGGAATT 
TCATGTATGG^CATATCTGGATGATGGGTCAACTT 

GAGCTTCGTTAAAGTGAGACCTTTGTCCACATTCCCAGGAGGGCTTTTTCTCAG^ 
AATTCCTAAACAGTTGTGATTAGTGCTAAATGOT 

GCTAGATATAGATATTAAAAACTTTAGAATACTTGTTTTTTAAATATGTAATTTATAATATATAAATAATATTTAGAAT 

ATAAAGTTTATAATACATAAATACTATACTTCTTTAC 

CAAGGGTGGTCTCCCTCTTTACTCCTCTACTAACT 

CCAACATTATTTAATTCAGACTAACTTTATTTCTTGAAGGTATATACCAGACATACCTCGGAGATA 
TCC^GGCCACTGCAATAAAGCAAATATCACAATAAAGCAAGTCAC^ 

TATGTTTACACTATATTGTAGTGTGTAATAGOVTTGTCTCTAAGAAAACAATGTACATGCCTTAAGT 

ATTGCTAAAAAAAAAAATGCTAACAACCATTAGAGCCTTC^ 

CTVATGTTCATGACTGCTGACTGATCAAGGTGGTGGT^ 

TACAGTGAAAATTGCCACATCCATTGATTCCTCCTTTGATGAACAATTTCTCTGTAGCATGCAA 

TTTTACCCATAGTAGAACTTCTTTC^^^ 

ATAATATTTTAAATCCTTTGTTGCCA^ 

CATTTTCTTTGCTTpATCCAAGAAACAACTC 

TTC^GGTTCCATTTCTAATTCTAGTTCTCCT 

AGTCATCCATGAGGGTTGGAATCAATTTCTTCCAAACTCTT^ 

AATATTCTTAATGGCATCTAGAATGGTGAATCCTGTCC^^ 

TAAGTGTCTATCATAGCGATAGCCCTATGAAATGTATTTCTTAAATAATAAGGCTTAAAAGTTGAAATGACTCCTTGGA 
ACATGGGCTTCAGAATGAATGTTGTGGTAGCAGGCATGAT^ 

GTGACTAGGTGCATTGTCAATGAACAGTCATATTTTGAAAAGAATCTTTTTTTCTGAGCAGTATGTCTCAACAGTGGGC 

TCAAAATATTTAGTAAACCTVTGCTGTAAAC^ 

AAGTAGATTTAGCACAATTCTCAAAGGCCCTAGA^ 

ATCTGCATTAGCTCCTACCAGGAGAGTCAGATTTTCCTTTGAAGC 

ATGAAAGTTGTAGATGGTATCTTCTCCCAATAGAAGGCTATTTTGTCTCCACTGAAAATCTGTTGTTTAG 

TTCATCATTGATCTTAGTTAGACTTTCTGGATi^^ 

CCTTTTTTTTTCCAGCTTTTATTT^ 

ACTTTTATGTATTGGAGATGGCTTCTTTTCT^ 

GTCCTTAACTCTCTCAGACTTCATTGAA 

TTGCGGCTGGTTTGATCTTCTATCCAGACCACTGAAGTT^ 

TTTCTGTGTTCACCAGAGTAGTACTTTTAATTTCCTTCAAAAGCTTTTTCTTTGTAOT 
AAAAGGCCTGGCTTTCAGCCTGTCTTGGCTTOT 

ATGCGAGAGACCTGTAACTCTTCCTTTCACTTGAACACTTATAGGCCATTGTAAGGTTATTAATTGGCC 

ATTATTGTGTGTCAGGGAATAGGGAGACCTGAGGAAAAGAGAGAAAT 

TACATGCAACATTAATCCATTAAGTTTACTGTCTTACATGGGCATGGTTTG 

TCCAAGACCACTGATCACAGATCACCCTAGCAGATATAATJ^ 

TATGACATAGAAACACAAAGTGAGTACATGTTATT^ 

AATATTC^TTGGTAAAAGCACAATATTG 

ATACGTGTGACTGGCTAATTTACAAAGAAAAGAGATTTATTO 

GKIATCTGCTTGGCTTTTGTGAGGCITC^ 

ACAAGAGAGG G AATAAGAGAGGGG G CA.GGTGCCATATTCTTTAAA.CAATTAGATCTCACAATAACTCATGACCACAGGG 
AGGGCACCAAGCCATTTATGAGGGCTCTGACCCGATC^ 

Fig. 6/ljJT 
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CAAATCTCAACATGAGATTTGGAQGGTATAAATACCC^ 

TTTATACAC ATATTACAAAACAGAATTAAAAACAATAAAAT CATACATG CAAGGGATT CTGGTAAATATACTGAT CCCC 

TCAATCATGCATTAGTCATATATTAATGTATT 

TACTGAGGTATGC^CTGGCGACCCAAGG^ 

GGGCACGTGCAAGAAAATAGACCACTATAATCTTGTOT 

AATATGAAATCTCACTGGGGAGCAAACTCACTTTGGCTT^ 

TTCCAGGAAGAGAGAACAGGAGGTCAAAGTCCAGGGATC^ 

GCTAAAAC^TGGCTAGACCAGAATGCCAATTGAAGGTACAGOT 

TGTGAGGTTTTGTAATATTTTCCAGTATG 

AAAATTGGAAAGCAGGTGC^TATAAGAAAAATAGGGC^ 

GAATTGTGGCAACTTAGCTGGTTATGGAAATGAGTGAATATAAGAAGATACTGATATAGAAAGTATTC^GGTCTCTAG 
AAATCTCTATGATGTCAAACAGGTGAATTAGAATAACTGAGCAAACAAAAGATAGATCATACT 

CTTTAAGATGTAAGTGCTAGAGGTAATTTAAGGTATGTTCAAGACATAGAAGGGTGTGAGGGAAGAGGGTGACTGCCT 
GGAAAAGATGTAGCTGAGGAACTGAGAGATCGGGGCATGAGGTGATC 

GCAGCAGGATTCAAGCTGTCAAGATGACAAAAAGGTGGGGAGTTTTCAGTGAATGAGAAACT 

GAAGTCAGAGACAAGGAAGTAGAGTTGATTGGCATAGATGTC^^ 

AAAAGTGAGTAACCAGGAGAGCACCCATTTCATCT^ 

ATCCACCACAGGGAAGTGACATCTTTAGCGAAGAGTCAAATTTGAG 

AAGGCTGAGGATGAAGTGAAGTCTGTTTGCGATGGGA 

AGAATGGGAGGATAGACAGOTGAGAGAAATCACAGTGCAACATGGGGATAAGAAGTTGAAAGAACAC^ 

AAGCTCTGTATCAGGTGGTTGTCTGAGATATGATTATGAAACAGCATTCCAAAATATTTTCAATAATT 

CCTCTGACTGATGGGTGTTAAACCAGGGAACAAGi^GTTGAGCATAGCTAGTAGGTCTTTTGGAAAGACCATAACGTTT 

GTCCTAGTCCCAGTAAGTAGGTCTGCAATGGTGTCCTTGGGTTCCTAGTACATTTCAGCATCTATTGGAGAATAGGAGC 

TTCTGGTGTTTCAGTACTTCTGCATCOT 

.AAGGATCTGATTTTTTAAAAAATATGAATTATCATTTTCAAAGTATTAGTTTATTTTAAATAATTTTTATATCTAACTC 
TAATATTTTGCCAGCAATAATAACATCTTAGGTATTOT 
GAAATAATAATTGAATTAAACACTATTGCTTTCOT 

TTCGTGATGCTGCCAATTTTAGCAATAAAATAAAGAATAAAATTGAATTCAATGTG 

ATTCGTCTGTAAACGGGGTTACTGTTGTGACCTTAGTGAAAC^CAGAAAGGC^CGTGCATACGGTTTTGCCCTTAGCT 
TGGATGTAACATATTATTTGCAGACTTTAAGTCATAGCAACCTATGATCATGCTAATTTTTATTTAAGGCTATTTGATA " 
GAGTTGTATGATTGAGACCTGGAACCAAGATCCTTGATGTAA^ 

TGGTGACCTTGTCTGGGTCATTTTTTTGTTTGTTTGTTTAATTTACACTGTTTGAAACAGTATCTGTGACTAGAATTTG 
GCAACTGTAGAGTATATCATATGTAC&CAGTGC 

AGGAGCCTTCATTTGTCTTAAGAAGAAATGTCAAGGTTAATO 

GACTCATATCTTCTTATTTTGGC1TATAAATTCTGGTATGTTCTGTTCAATATCCACTGAAAAAAACTGAGATGAGAGT 
GTTTCTATAAAACTCTATATGTCAAAGCATCCTTTC 

TGGATTATGATATAGTCATTAAAATGATTATTATGATAAGTATATGGTAACATGGAAGTATTTAGAATGTTTTGA 

AAAAGGAAAATATACAAGTATATCCAGGTTAAAGTTAAAACACTGCAAAATATATGCCTGC^ 

AAACAATGTGAAAATAATTTGAATTTTTTGATTTACAAAAT^ 

GAAAATAAGTGTTTATCCAATCAATAAAATTACATTAAAATTTATTATTTATTTACA^ 

TATTGTGTCTTAGTATATGACAGACACAGTTTGAGGTACTGGGAATATTTTATATGTAGATTTTAAAAATTCATGAACT 

TTTGTTTTTCACAGGCAATCCAATAGGAAGTTTTGG^^ 

TCCAGATCACTTTGTATAACCATTCCTCTGTTC 

AAGTATTCATCTCAGTGAAATAAGGGAGGAGA^CACC 

ATATTTGTAGAGTTTTATAGCCAGGTCTGGGAGGCTGATCTTGCAAGGTGGAAAAATGGCTGGC^TTAGGCAGAATTTA 
GAGCCTAGCAGTTCTGGATTAGTGG6GTCTCTAAGAGCAGTGAGGTTCTCAAAGTGAACCTTGATAAGTGAACTGTTAG 
TC1TATTGAATAAGCTGGTTCAGGCCATTTACAGCCTTATOT 

TATTTTTGCTTGGTCTCCATGTGCTCAGCATTAAAACAGGCATTTAAACTTTGACTC 
GAAAAGTATTTTGGTTTCAGTTTTTACCTTC 

TCCTTTGTCCCTTATTTTATTTTTTTAGACTTATATTATTGTGACCTATATTGCTTGGAAATTT 

TGGGATAGCTGGGGGGATGAGAAGTCAAGAGAGGTAAGGTCTTAGGGTAGACAACTGGGTAGATACTGGGCTACTCAGT 
ATCCAATCCTCTTCTGTTTTGGGGGAGTTTCAGAATAGGTGAGAGAAAGGACCTAGCCTTCCACTAGGGGAGTAGGAAT 
ATGCATTCCCTCTGCATGCCCCTCTGGCAGAGAGAGGGAGGGTCTATAACCTCIAATGTAGTCIAATCTGATGTTCCTAGC 
CAGGACTTTGAATCTTGAGGGGATGGCTCAGACGATCACATATGCCACTATCGAGTGGA 

TAGCTGCTGACAGTGTGGCGAAGAGCAGTGTGTGCCCAGCAGGTGAGGAATAGGGTCCCAGGCAGACTGATCCAGCCTC 

CCAGCTGCTTATTATCTTCACTGGATTCTGCTCAAGTCTGCTTCTTCAAGCTCCCTGTTTATTCTGAGTTCTATCCTAT 
ATTCTTTTGATGGATTCCTTTTCCTGCTTATGTCAA^^ 

TAGAAACTAAAGTACAGAAAGTGCCCTGACTTTGCTAGAAGTTTAGGTGTAAAATTAGTAGTAAAGTTAGTAAGGAAAA 
ACCAAAGGGGAAGATTGAATTTTATTTTAATGC^^ 

AAGAGTCTCTTGAGATGTCCGTGGCAAAGTTTTTAAAGCTC^ 

Fig. S.jfft 
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TCCCTTTTGACTGTTGAAGCTGGTAGGCTTACAATGGA 

TGACATTATAAACTG CATGTCTCTTC CCTCTGGAGAATATTCTTC CTATATAAGTG CTATTTTGTTTTAATTTCTCTCT 

CTGTCTCTTCCTCTCTGTTTCCCTCTCTTTC 

AAGTTTTAGGGTAC^TGTGTACATTC 

AACTCGTCATCTAGCATTAGGTATATCTCCC^^ 

TGATGTTCCCCTTCCTGTGTCCATGTGATCTCA^^ 

TTGTTCTTGCGATAGTTTACTGAGAATGATGATTTC 

TTTATGGCCACATAGTATTCCATGGTGTATATC 

GGTTCCAAGTCTTTGCTATTGTGAATAGTGC 

GTCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGT^ 

ACTGACTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTAAAAG 

AGCACCTGTTGCTTCCTGACTTTTTAATC 

CATTTCTCTGATGGCCAGTGATGGTGAGCATTT^ 

•CTGTTCATGTCCTTCACCACTTTTTC 

GGATATTAGCCCTTTGTCAGATGAGTAGGTTGCGAAAATTTTCTCCCATTTTGTAGGTTGCCTGTTCACTCTGATGATA 
GTTTCTTTTGCTGTAGAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCAATTTTGGCTTTTG 

GTGTTTTAGAC^TGAAGTCCTTGCCCATGCCTGTGTCCTG^TGGTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGT 

TTTAGGTCTAACGTTTAAGTCTTTAATCAAAA 

CTTCTCTTTTAATACTGGAAGATATCTTTGTC^ 

TACAAA<^TTTTGAAGACAATCGTGAGGAAAAAGATGAAAAAAGTTGCATTTAACTTTTGTT^ 
CCAGAAGTTACTGTCTTTGTTGTAGTGTGGATGC^ 

TTTGTCCGTTCTCACACTGCTATAAAGAACTGCCCTAGACGGGGTAATTTACAAAAGAAAGAGGTTTAATO 

GTTCAGCATGGCTGGGGAGGCCTCAGGAAACTTAGA^ 

GCAAGGAGAACTGC7\.GAGCAAAGTGGGGAAAAGCCTCTATAA 

CAGTATGGAGGTAACTGTCCCCATGGTTCAATTACCTTCTACCAGGTCTCTCCTGTGACACATGGGGATTATGAGAACT 
ACAATTCAAAAGATGAGATATGGGTGGGGACAGAGCCAAACCATGTCAAGAAGTA 

ACCTTATCATCAGGGTC^GACCTGGCAGGTGAGACATTAGCAGGTGAAC^CAACATTCTCAGAAACCCTTGAGAGTAC 

TCCTTTCCCTCCAGGCATCTTCTTTCAACCTTAATATATTCTATTCAATTATATTCACAGCTTTOT 

TTCCATTCTTCCAAATTTGTTTTCTTCTCC^ 

AAAATAGAAAGGATCTACAAAAGCGATTCTTTG^ 

AATGGTGGACTTGTGAAGAGAAGTGGGTAGATATTTGAATTTC 

ATTTCCTGTAGCTTAGAAGAAATTGGTTGGCTTAACAG 

ATAATAGAAATATTAAAGAAACTACATATTATAT 

TGATGAACAGAGTACTCTTTCTTCTTTGTCTTTTATCTTCCATCTCAAATTGTCAATAATA 
TAATACATTATCACGTGCCAGACCTTATGCTAAACACTGGA^ 

GTAGGTACCATTATTATCTTATTTTACTTATAAGAAAACAGAAGCCTGGAGAAGTTAAACAATTTCCTeAGTATCAGAA 
AGAACCAAGATCAAATATCTAGGTTAAGGTATTTTATCTTAACCTAGATATGCCAGAATATCAAATCTAGGTTTCACTA 
TTATTTTGTATTCTATCCAAATTTCTAAAACTGCTAATGATGGAGGGCTGTTATATGGTTCTAGCTTTATATATTTTTT 
TATTTCAACTTTTATTTTAGATATAT 

TATATCCCATTACCCTGATAGTGAGCATAGTACAAGATAGGTAATTTTTTAATGCATCCC^ 

GTAGTCCATGGTGTCTATTGTTCCCATATTTATACATATGTCC^CGTGTGCTGAATGCTTAGCTCTCACTTATAAGTGA 
GAATGTGCAATATTTGGTTTTCCATTCCTC 

CACACCTGTAATCCCAGCACTTTGGGAGGTCGAGACAGGTGGATCACCTGAGGTCAGGAGTTCTAAACCAGCCTGACCA 
ACATGGAGAAACCCCGTCTCTACTAAAACTACAAAATTAGCCAGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCG 
GGAGGCTAAAGTAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTC^ 

CTGGGCAATAAGAGTGAAACTCACTCTCAAAAAAAAAAAAAAAAAAAAAAAAARGCATATGG^ 

GTTGCTGCAAAAGACATGATTTTATTCTGTTTTGGGGTTGCATAGTATTCTATAGTATATATGTAC 

TGCAATCTACTATTGATGGGCACCTGGGTTGATTCCACATCTTTGCTATTGTGAATAGTGCAGTGATGAGCATATC 

GCATGTGTCTTTOTAGTAGAATTATTTATTTT 

TCTGTTTTAAGTTCTTTGAGAAATCTCC^^ 

TAAGCATTCCCTTTTCAGCCTCGCCAGTATCTG 

GGTATCTTATTGTGGTTTTGATTTGC3VTTTCT 

GTATGTCTTCTGTTCATGAAGCCCTTTGCCC^ 

CCCTGTAGATAGTGAAAATTAGGCCATTGTCATATGCATAGTTTGCAA^ 

TACTCTGTTAGTTTCTTTGCTGTGCAGAAGCTATC 

TATTTGAATGTTTTGCAATTTCTGACTGAAGTTAC^ 

GAGAGTGACATAAGCTGACTCCGATTATGCCAAAGTAACCCTTACGTGGTATGAAAAGAAAATGAAGGTGACTATGATT 

CCTGGGGCATTTGAGATTCTGAGAAAACTCCAGGT(^GCTCGC^ 

ATTAGGAAATTATATATTOGGGGCTAAATGGTTTCTG 

AAAGTTCTCTGCTAGGAATATCTTAAATACAGTGAAAATCTGCCTTGACAGTGGACAGTAAGTTAGATTTCATTGTTGT 
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AAATTGGCACCATTAACTAAAACCCTTGTCCATT 

CTGCCACAGATTATTGCTTTAACAGTTTGAAA^ 

TAATTGATGAGAAAACCAAACTCAGATGACATT^ 

TTATTTAAAAGACATTTTTGATCTGGAAAATG^ 

TGGGTGGCTTCTTATTTGCATTTAAATTATO^ 

GACATAGGCCTATAC^CCTGAGAGAGAAATATGTCATCTACAAAATGTAAAAATATAGGTTTTTGTAAATGCCTCTGAA 
AGGATTATAAGAATCTACATTOTCCCCT 

ATATACTTTCCTTGC^GGGGTCATGA^^ 

ATCCTGAAGTAGAGAGATGTTATTTTACTGTTC 

TGTTGTAAACTAGTAGCGAACCAGAGATTGAGTTGAGAGGTGGGGGTAACAGATGAGATCCTCACTTGTGAGGGCTCCA 

AGGGCCTGTGAGGCAATGGAAAGGGCTGACCTTGCTACCTGG 

TTTAGAAGATGAGTTj^CATCCATAAAA^ 

TGCCACTTGTTTTATAAATGAAGGTTTCTTGGAGCTTGCACTACTACTGCAGAGTAGAGTAGTGGAGATGGAGACCATT 
CGGCCTGC^GAGTCAACAATGTTTAATATCTC 

TTTAGTAAGAAGTTACTGACTGCACAAATTACCAGGATATTTAAGCTTGTAAAGTATTAAAATACCATAACTATCTGC^ 

TCTTGTGGCAGGGAGGGGGCCAAGGAGAGGTGAAGTGGTTATAATGCTCGTGCATTGGTTCCTTCATTCACCAGAGTGA 
TTGTGCGCCCTCTCTGAAACAGGGATAATGCCAGGT^ 

TTAATGGAGMATGCATK^ 

GTTTTAGGGTAACCATGGAAGATCTCACTG 

GCTGCTAGAGTTTCTCTGGAGAGGAAAGGGGAGTGATGAGATAT^ 

TAAGTTGAGGAATTAACAGC^TGGTTGTATGCTGAGGGGGAC^ATTCAGTGGAGAGGGAAAAATTGATGTTGCAGGAAA 
TTGCTGGGATAATGTCTTTGAGCAGATAAAAAGGGATTGATCCAGTGTACAACAGAAGGGACTAGTCTTGGTTTTGGAT 
CAAGGACAGTTTATCCATAGTAAAATAAGAGAACGTAGAGTATATGGGCACAGATGCAGGTCATTGGGTAGTCGTGGTG 

TGGTATAATCAAAGAATTGAGAGAAGAAAAACATAATCT^ 

ACGAGGTACAC^GGATACAGACGTCAGCAAGACTAAGAATATGGTAATGCTAAACCAATTAAGAATGGGGTTAAA 

ATTTGCCTTTTTAAAAAAAGATGACTGTGGCTACTGATAGAGATTGGATAGGAGAGTGC1AACAAGAGTTTCTGTGGAGA 
GACCAATCAGGAAGCTACTGCAGTAATTGA 

AGAAATGATCAGATTTTGAGAQATATTTAGAGGCAGAGTAGATAGACTTACCTCACTTATGTTTGGGTATAGftAGACAT 

TGCCTATGTAAAGACTGAGTAGAGAAGAGAGCCTAGGAGTAGATGTGGACACTCAGGAGAAGGATTGAGATCCTGGTTT 

AGAACACTGAGTGAAGAAGCTGGGTATTGTTAAA.GAAGAGAGCCAAACTTCACAACTGCCTAGGA 

CAACAAAAATCATATGGTGCGGAAGGGATACTTGCCATTAGATTAGTCCAGCTGAAGCCAAACGCTG 

TTTTTTAAATCCTATAAATATATTGGTTAATTTTATTTAAAAAAATTGAACTTTTCATTCTCATAATGAGACCAAAGT^ 

AAGGTCAAAATCTTAAGAAGAGAATGGGTCAGAACATAGCAGGC^^ 

AGTTGTCATGTTCTAGGCCCATTACATTGGCCTTTCCTCTTTTGAAGCTTCTCTCATGGAACCAAGTGCATTTTATATC 
TGCATCTGTTCCAAATATGGGTATAACACAGACTCTC 

AACTCTGCTTATAAAAATCTGCTTGCAAAAATCATAGAACTTGC^GATCCTGTCAAAAGAATTACTATTAGATGAAGTT 

AAGAAATGACTGTAGAAGTAAAAGAAC^GAGCTGGTCTTAGGAGTTCCATCCCTTCATCAGTCTAGGAGGGTTGGGAT 

CTTAGAGGCATTTTTGAGCTGAAAACTCAAGGCAGGAAACAAGCCATCCCACTCTGAATAGGGCTGTGTT^ 

AACAGTGAGAAGAGGGTGTTATATTTTCTAATAAAATCCCACATTAAGTTAGACAAAAACTCTGTATAACTATGGAATA 

GACTTTACTAATGGAAAGAGTAATGTGAAAAGCTAAATAGGAAAATTTTAGGCACGTATTTTCACAATAGATCTTGCTG 

TACTTGGGGGAGGCTTGTCTTCTTGATTACTAAGGTTAACTTAGTGCTTCAGAA.GCCAGCCCGTTTTTATG 

TTTTCCTGATTTTGGTGTGTCTTGATGC^ 

AGGGAGTGTGAGTGTTTTGTGC^TGGGCGAGCACATACAGATGTTAGGTGACAGTGGTTATTCAGTCATGCTTTCAGA 

CTGGAGAACAGTTCAGGTCAAAATCTCCAAGTCTGTGGAATGAAGCTTTGGGGGAATTAATCAAAATGTTACTGAAAGA 

AAAGGGAAATCAAATCTGACTTCCACCCCTCTGAGATTTTTGTTGAGGACACAGAATGAGAGCATAACCTTCAGGTCCA 

GAGTGGAATATAGAGAGATCTTCCACTGACAATATGCTATCAACAAAAGCAAGGTAGAGAGGAAACGTTGAGCCTCAGC 

AACCTGTAAGTC^GACCCTCTCCATCATCCCTAGATGCTTTTGCTCTGTCATTGGGATTGTGTCCCTTTCTATAACAC 

TGTGACTTCTTTGGATCTCCACAGCCTGACTGTGTT<^CGTTCTCCTCTCC^GTCTTTTAGTTTCTCTTACAGAGCTGG 
TGCATTTCTGTGGGGACAGAGCAGCTC^ 

TAACAATTACTAATATAATAGAAdCCCAAT^ 

TTAAGTTAACATATATCCCAACTACCACAAAAT^ 

TACATTTTCCCCTATGCTTGGCTAAATA 

GAGATTGGGAAGATACTTTAAACTTTTCTTCAGGATTC 

ATGTCATATACATTCTTAACATTGOT^ 

CAGGGCATTCGATGTGGTGTGTGTGTTTGTGG 

GTCATCGAAGTGTCACTGC^TTTGTC^^ 

AAATTAAAAATTGTTTCAATGTGTGTTAGOT^ 

ATTCATCATATCTATTTGAAATTT^^ 

CAATGTACTGTCTGATATCTGAATAATTTCTATTGATTTAACCACTTGGCTTTACTGCATTTTCTTCATAC^ 
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TTGTATTTG&AATTTTC 

CGTATATTGAAATCAGQAGTCAGTAATTTTTCACTTGTCT 

GGGATAATTTTAATTTTACTTTTGCAAATTTTGCCA^GCATCTGGCT 

GAGCCTCGGCAGGTACTTATGCAAGCAGAGAGCCCTGCAGCTTTGGCTTTTAT^ 

TTCTCCCCTTTCCCTACAGCACTTO^ 

TATGCCCCTTTTCTGTAGTATTTATATCCAT^ 

TTATTGTTTATCTCTCCACA^ 

ACCACAAATGGGTGGCTCGAAACAGCAGAAATTTATTCTCTCTGAGTTGCAGA^ 

TCAAAATCAAGGTGCTGTAGGGCTGGTTCCCTCTGGAGGCTQTGGGGGATG 

GTGGCTGCTTCCAACCCTTGGCACTCCTTGGCATGGGGCTTCATGAGGTTCAATCTC!TGCC 

TTTTTTTTTTTTTAATCTGGGTCTCTGTGTCTTCTCCT 

ATOGGACTTGTAGCTCACCCTAATACATGGTG 

TTACAAGTAAGTTTAGAITCTTATTCCGGGTGAACTTATCT^ 

TTTTTCTGTTATGCTCACTGATGTGTCTCCAGCACAT^ 

TTGAAGGAATGC7VTTGAGAGCCTATAGTGCCAGATGCTGAGGTAGGTACTTAGAGCACTGCAATTTAAATATTC 
CTATAATTTATCTTCTCTTTTCAATTCACA.TATAAATATTTTTTTA 

TACATGTGCAGGTTTGTTACATGGATATATTGCATGATGCTGAGGTTCGAGTTTCTATTGATCTTGTCACTAAGATAAT 
GAACATAGTACCCAATTGGAAGTTTTTCAGCCCTTGCCTCCTCTCTCCCTCCCCTGTTTTTGAGTTCCTTGTGTCACTG 
TTCCGA.TCGTTATGTATGTGTGTATGGAAATTTTAGCTTCCACTTA 
TCTGCATTCATTCATTCATTCATTCAATGGCTTATGGCTGCATC 

TGTGGCTGTGTAGTATTCCACAGTGTATATGTACCATATTTTCTTTATCCAATCCACCGTTGATGGGC^ 

TTCCATGTCTTTGCTATTGTAAATAGTGCTGTGATAAACATACATACAAGTGCAGGGATCTCTTT 

TTTTCCTTTGGTATTATACCCAGTAATGGGATTGCTGGGTCAAAATGGTAGGTCTAATTTTAGTTCTTTTG 

CAAACTGTTTTCCACAGGGTCTGAACTAATTTTCATTTCTGCAAACAGTGTACAACCAT^ 

GCCAACATCCGTTATTTTTTTACTTTTCAATATAGTAGCGATTCTGACTGGTGTGAGATGGTATCTC 

ATTTGCATTTCTCTGATGATTAGTGATATTGAGTATATTTTCATGTTTATTGGTTGCTTGTATGTCT 

TGTCTGTTCATGACCTTTTCCCACATTTTAATGGG 

ATTCTGGATATTAGGCTTTTGTTGAATGCATAGTTTGCAAATATTTT^ 

TGATAGTTTCTTTTGCTGTTCAGAAGCTCTTC^GTTTAATTAGATCCTAATTTTCAATTTTTGTTTTTGT^ 
CTTTTGGGGACII^AGTGATAAAATCTTTGCCTAGGCCAGTGTCCAGAAGAGTATTTTCTAGGTTTTA 
TATAGTTTGAOTTCTCCCATTTAAGTCTTTAATCC^^ 
TGGTTAGCCAGTTTTCTCAGCACTGTTTATTGAATAAGGAGTCCCOT 

GATCAGATGGCTGTAGGCGTGCAGCTTTATTTTGGGGTTCTCTATTCTGTTTCATTGGTCTATGTGTCTATTTTTGTAC 
CAGTATGATTCTGTTTTGGTTACTGTAGTTTTGCAGTATAATTTGAAGTCAGG 

TTTAGGATTGCTTTGGCTATTCTGCTCTATTTTTGGCTCCATTTTACATTTTAGAATAGGTTTTTCTAA 

AATAACATTGATAACTTCATAGAAATACTGTTGAATCTGTAC^^ 

TCATTCAAAGCTATGAGCATGAAATGTTTTTCCAT^ 

TGTAGTTCTCCTTGTAGAGATCTTTCACCTTCTTGATAGTCCTAGGTATTTGTGTGTGTGTGTGTGTGCACCTGCGTGT 

GTGTGTGTCTATTGTTAAGTGAGATTGTGTTCTTGATGTAGGTCTCAGTTTGAATGTCACTGGTATATAGAAATGCTAC 

TGATTTTCGTACATTCATTTTGTATCCTGAAACTTTACTGAAGTGATTATCAGGTCTAGGAGCCTTTTGGTGGAGACAT 

TAGGTTTGTCTAGGTAAAGGATC ACATCGT(^GCAAAGAGAAATAATTTTACTTC CTCTTTTCCTATTTGGGTGC CTTC 

ATTTCTTTCTTTTGCCTGATCGCTCTGACTAGGACTTCCGTTACTATGTTGAATAGGAATGGT^ 

GTCTTGTTCCCATTCTTAAGGGGAATGTTTCCAGCGTTTGCCTGTTCAGCATGATC 

GACTCTTATTATTTTGGGATATATTCCTTTGATGCCTAGTTTGCTGAGGGTTTTTATCATGAAGGGATGTTGGATTTT^ 

TCCAATGGTTTTTCTGTATCTATTAAGATGATAATATC 

TTTGAAGATGAAAACTCTGTCTTTTATGGTGTTTC 

TAAATAGATATGCAAATGAGTAAGAGAGTCATTTGGGATCACTGCTGATTTAACTTATCTTGCCATGAAAGCATTCTGT 
TCCTCTTTCCCATGCTTGGTAATATATCCTTTTGGAAGAAACACTCTTG 

GGAAATATTATTTGCCC^GAGTGTAAAAATGTATGAAAGAAATATGTAAATAAAATCCTATATGTAAAATOT 
ATCAAAGTTTAATGATGAAATTTGTCAAGATGATTATAAAATATCAC^GOT 

C C ATTTG T ATG C T AAAAAC TT AT AATG ATTTG AATGT ACAAAAT CAAAAAT CG GGAG AAAAG AAG AT AG AT C AGAG C C T 

ATTACCAATAATTTATCCTTTACCTCCATAAATGTT^ 

TTCAAAAAAGCATTCCCCAAGTTGCCTATTTACTCTGTTATC 

AATGTTGTATGGAATTGATAGAACAATTTCTTTTTTATGTTGTACTCATTCACCATTTAGTTACTTAGA^ 

AGAATGACAAATTCTAAGT CTCAAAATATGAATGAAAATT CACTCATTTT CAG^ CATCACACTCT CTT 

GAGCAAAATCTCACTAGAAAAAAAGATAGAGAAAATACGTTATAGCAITTGAAGTCTGCTACCTC^TG 

G CTTTCTAATTTATTAGAAAT AAATATGC AATTAAAATATGACTTTCCTTAAC CTTTAC AT AATTAT AATTATTATGAA 

AAATATGTGTAAAAATATACATGTTATATTCCTTTTCTCTATACTACCAACAGCCACTCCCATTCATGTACTCATATTA 

GAAGGGAAGAGCTTTGAATATCATATATAAC^TTTTCAGATAAAAGAACTTAGGTCCAG 

GTGACTAAACATACACATACGTGCACTGACACACACATATTAAGTTACTGAGOT 
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TTATATGGAAGTAGAATTATGTAAAAATG 
ATGACAACACTCAGTATTCAAAAGCAAAGCA^ 

TAAAAAAAGAAATGTACCTATTGTGGACTAGCTGATTGGATACCATGGCC^CAGCCCTGATTTTCAGTAAAGACATAGT 

TTCAAGAATGTCATTCAGATGGTTTCT^ 

TCAAAACACAAAGAATTCCATAAGTCAGTGCC^ 

TATGTAAATGTTATTGCCTTGTTTTTCAGAATAAGAATTTAGAACATTAGAAATTGACTTTTATAATC 

AAACTCTTTTTGGCTTTTCTCTAAATCT 

TTTTTGTTAGCCAGTTTCACCTCTCAGATTCC^ 

AAATAATTAAAAGCAGACTCTGAATAAGCATATAAAATG 

GTGTTCATTTAATTCTGAAAGCATGCCTCT 

CTCAGAAATAGAAAC^TTTGGTTGCGT^ 

TACTATTTCTTGCTTTTTTTTTCCACAATC^ 

TAAAATGAGCACTCTGCTATGGTTGCAGTTACAGTGC^ 

GGGGCAGCCAGAGAGTCTGAGTTCCTGTGAGGAACTGCAAGGGGGAAGGGGCTGTGTTCAGGGGCTGTCCTGCAGGCTG 

AAGGTTGTTATTAGTTGTGTGGTTTCTGGGCCCAC^CAA^CTCCACCTTCTCCCATTAGAAGTCAGTGTCCTGTTGAT 

GTGACCACCTGCTTTATTATTCGGGGTTTTCTC 

TTGCACTGATACCTGATTCAGAATCCGATCAATTGC 

TAGGTGAGCTTTTATTCTTTCTTCCAGAA^ 

TGAAACACAAAAGGAATTTAGAGAGGAGTAAAATAGAGGGCCG 

CCAAAGAAC^TGTCGATCTTACTTGGTGATAC^TTTCCCTATGGAGAAGGGAGATCTGATTGAAAGAAGACCGAAGGGC 

AGGAGGGAGGGAGGGTTGTAAAGCAAGGATGTGGCTCTGTGTAACCGGGATAAAAGCACCCTGCCTTAGGGAGATGTTG 

TGAGAiuVTACCCC^GCACCCTCCTGCTACAAGAGGCT^TCCTTATAGCTGGCTCTTGCCATGGTTAAAATGATTGGGAC 

AAAAATATTAAAAAAGAAAATGCTCCTCGCTATACTGGTTGGAATCCTCAGGCTTGGAGTAGGAGGAGCTGAGTAATCC 

CTGCAGTGTCCCGAAAGCTGGAATCCTGAGTAGATTCAGGCCAATTTGTGTGATATTCCCAGGGATTCCCTCCCTATTT 

TGGGCAGAGGAATGGATTTGGATGGGGCAGCATGTTCCTGTGAGTTGGCAGGCACCCACTGAACAGAATAACTGATTTG 

GTACCCAGACTGCAGATACCAGCTGAATTGCCAAGCAGATATTGCCTGAGGGAAATAOCTGCTAAAGTTGAAATGATCA 

CTACTTGGATGGGTTAAACATTTACCAGTATCAAC 

ACATGAGAAGAATAAGTATTAAGATGAAACTCCCAGTC 

AAGTATATATATAAAAGCTTATATAACCTCTTCTTTTACTTATTAAATACTTGCATTGATTACTTTAGAATGGGCAAGT 

AAAAACTAGTTTAATTGTAATAATTGT^ 

TAGCAATTATGAACCTTATACTAGTCTAGGAAAA^ 

AAATTATATAGGGTATGTTACATAATTTCTGATCAAAGATTTAGATTAAACAAATATGTTTGTGCACTTATTACATCGT 
CAGCACTGTCCTGTGCCTCACTCAATACGTGAACT^^ 

AAAAAGGTCTGGGGCACATACATGGCATTCTTGTGAATCTTTCTGAAAGTGCTCTCTTACCTGACATGGTAGGGATATC 
CTGAAAGGTAAGAAGGGAAACCTTCAGGGCAGTGCCATTTGCAGCTAGGTCTTTGAGAATAAGAATGAATTCTTATTCA 
ATATGCTGGTGCCACAGTTAGGGCTAAAGTATCTTTAGACCTGCCATCTCTAAT2^TAACGGCCATTTCTGACTTGTT^ 
ATCTTCCCGGCTTTTTTCCCTACAATTTTAGGTCTAAATCTTCCATGTAAACACACTCTTTCATGCTGAATCCTGCTCA- 
AATAACTGCCAAGATGTTTGTTTAGTAATCCTGAAATAGAAGATTGGCTTCTATGCTAAGATAATTATTGGGAGAATCT 
CTTCTTTTAATAAATACCTGGTTCTTCTCAAACCCATGCC^GAAGAATTCTTATAATAT(^TTTCTTCTCAAACCCAT 
GCCAAGAATAATTGTCACCATATCATTTCT^ 

ATGCCTGTAATCCCAGCATTTTGGGAGACCGAGGCCGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAA 
CATGGTGAAACCCGTCTCTCCTAAAATACAAAAATTAGCCGGGCATGGTGGCGCATGCCTGTAGTCCCAGCTACTTGGG 
AGGCTGAGGCAGGAGAGTTGTTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCATCGCACTCCAGCCT 
GGGCAACAAGAGCAAAACTCTGTCTCAAAAACAAAACAAAACAAAAAAACTAGGAAAC^ 

AGCGTTAAGTGGGGTCTAACATTTAATATGACTGTAGAGTAACTCCTCTTTACTAAGTCTTTTTACTAGTTTCTCCCTT 
TCTCTCAAATATGTACAGTTTAAATTGGATGGGT^ 

AATGAATTATATAATATTAATTGTTCATAATATTCCTTGTAATTTATAGCACTGTGAGCAGTATAAATAATTTGATAAG. 

CGCTGGGCCTGCCCAGCCTTTGTAATGTCTTGTCAAGAGTAGATTGAGAACTGTGACATGATGTTAGGAAATGGAGATT 

TACAAGCTTACTGAAGAATATAACTGAGGCATO^ 

TTATCAAGTGAGTGTTAATGAGAAATTTAGTTGGCTCC^ 

AAAATAATAGTCTAATTGTTTCATTTTTATGGCTT^ 

AACCAGTAAATATTTTGATGCATTAAATCGCAAAATATCTTTTATAATTGCTGCATCT 
CAATTCCCATTTTCACTTTTCTCACATAAACATGAAACCATTTCTTAT^ 

AACATATACTGCCTTATGTTTAATTGCATGAGACCCGAACTTATITAGTGAGTATTTTGAAAAGCAGTTAAAGAAAAAA 
GATGATGAAACATTAATGGCTCCCTTCCTCCAAGTAGAAGATAAGAGTAATATACGGTCATGGAGTTCCTTTTTAAGGG 
GATGTATTAGTTTTCTATTTCTGCATATAAAGT^ 

TGGTTTCTGTGAGTCAAGAAATTGAACAAGGTAGGGTAGAGATAGCTGGTCTCTTGTTATGTAATGTCTAAGGCCTTAG 
CTGGAAGACTCTAAAGGTTGAGGGCTGAAATCATCTGAAAAGTTC 

GAGACTTCAGTTCATCTCCATGAGTTCTCTCCTTGAGGGTTAGTTTGAACTTCCTCATAGCATAATAGCTGATATCCAA 
GGGCAAGCATCCCCAGAGAGAGTAAGAACCTGTTAGAATCTGTGTCCTTTTTATGCTTTGGCTTGGAAACCACAGAG^ 
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TCACTTCAACCACACTTCATG 

CATAGATTCTACCAGTCACAACGTAAAGTAACATAAG 
GAGGAGTGGACACAGGTTTAGCTAATGCCAGGTTAGGGTTTTATTAAGTGG 
GAGAAAGAGGGAGCAGGGTTGGATGGGGTGAGAATTTTAC^ 
CACTGCTATAAAGACATACCTGAGACTGGGTAATTTATAAAGAAAAGAG^ 

GAGGC CT CAGGAAACTTACAATC ATGGAGGAAGGGGAAGAGG CATGTCTTACATGGTGGCAGGTGAGAGGAAAAAGAGT 

GAAGAGTGAAGGGGGAAGAGCCCCTTAGAAAACTATCAGATCTCT 

GGGAAACTGCCCCCATGATCCAGTTACTTCTACCTC 

GATGAGATTTGGGTAGGG GCACAAAGC CTAATCATATCAGGGACAGAGAAAGGAGAAGTGAGGAGGCTGACATTATGAG 

ATGGATTTTGAGGGAATAACAGAGATGTTTAACGGGGATATTTATGCAGCTTTGCTGTG 

TTTCTCTATATTTTTATAATCTTTAGAGGAAACATCCCACTGGGTTGTAGAGTTGGAT 

TAAGTTGCTGAATATGGCTTCTATGTAGAGGGAGGGAAAAAGTAGAGGCCTACTAAATCTAGGTTACATCTGTTACATC 

TGCTTTCAGAAAAACTTAGTAATAAATGTGGCTGT 

AGCCAGTCCATGGTAAAATTTTCATTGG 

TTGTTCAATTAAATGAAATGATCTTTATTG 

GAGGA^TGATGGTGACAGTAGATAGTACTTGTC^ 

GACCACCATACTTTAGTTTCTAAAACAC^ 

TTTGCATTAGGTATTTTTATTGACATTAGATATAAGAGAATAGTATAAATTTACCTAAATACACAGAAA 
ACTCTTTATAATCCCAAAGAAATATTCCTTAGTTCT 

TTACATGAAAATATTAATATAAATGTTACAACATTATCTTTCTTACGCAGGTTTGTTGTGA 

TTTATGAAGAACTTTGAATCATGCCTAGCATGTAGTATGGACTCAAATATTGCTAATAATATTGA 

ATTGCTCTTCTTCTGTAACACTCAATTTATGC 

GTTGCCCTGGAATAACTTGTTTCTTTAATCATAACTGGTACTTTTTTAACCTATTTAAGCT^ 

AAACGAGGAAAAAAGAAGAAATT AAAAACAGTAATAAAAC CAATTTCT C AGAAAGC C AAAAGATAAC AACAAAATAAAC 

TTTAACTACAAAAGTCTTTTTAGAGAAGAAATATTC 

CAAGAATATCTTAAGTGATATCCTGGGCTTTGTTO 

TTATCTGTATATCTGTCTATTCATCCATO^ 

ATAAGATATCCACATCCCTCCAGGAAAATGTAGCATCTATTTTATAATACTTATGAATATTACTGAAGATCTAATTAT^ 
AAATAAATTAAATCATTTATCAAATATAAATTCTATTAATATGAGTTTATATGACCACCTATAATGATAACAAGTATGA 
GTTCCCTCTTTTACTTTTATCTGGCCTTCCCTCAAAAGATAGAGCTAACTACCTAGCTACTGGGCTGAAAATACTGAGT 

cagaac^uu^tcagaaaactataatctt^^ 

ACATTTAGGATAGATACCATCAGACCAGTTCTGTACTCTGCCTATACTATTTTGAAAATCTTCCTTAAAGAAGCTTTAA 
CTCTGATGTTTGAAGTGGCTCATACAATGAAAATAGGTCT^ 

TTGTGTTATAATCATAAAGTGGATTTGCTTTGTTTCATGTTTCTTCTTAAAATAATATAAAGCAAATAAATGAAACAAA 

AATGGAGGTGTCCTCTGCTAGGTCTACAGTTATATAAGGAAAACCGGAAAGATAACATA7VAAATCTCCCTAAATCAGGT 

CTATACAGAAACAGATTTGCT^ATTTAGAGAGTAGATAATGCATGTAATCTCAAATATAAAATATAGCAGG^ 

TTATGGGGAAGTTTTTTCTTAATGTTGATAGTAACATATCTGTACTTGACATTAATTAATCCATATCG 

ACC^GAGAATC^GGCCC^CTTGGTCATAGAGGCAGTCAAGGAATGGGCTCTCCACTACAATTTGATGTGAATTGTCTAC 

TTATGATGTCTCATAGTTAAACCAGATAGTTTGGTAGATTCTTTATCACGTGTGTTTCTAATACAACCAGGA 

ATCTCGGCTTACTGCAAGCTCCGCCTCCCAGGTTCACGCCATTCTCCTGTCTCAACCTCCTGAGTAGCTGGGAATACAG 
GCTTCCGCCACCATGCCCGGCTAATTATTT^ 

CGATTTCCTGACCTCGTGATCCACCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCAGC^ 
TATCATATATTCTTACATTCTCTCT 

ACTGCCTTAACTTTCAGAATAC7^GGTTGAGTCCTCTGCCACATACTAG(^GTATAATCCTGGATGAGTTACTTAAACT 

TACTTTGCTTCAGTTTGAGGATGAAATGAGAGAATATGTGT^ 

TAACTATAAGTAGGTGACCAGTTGGGGCCCAAGGAGAT^ 

CAGAATTAGAATCTACATAATGATTCTCAATTCAACCTCCTTTATACTAAGOT 

GTGTTAACTTTCTGTACATGAAGGGTTTGCC 

ATATCTTCATCAACCATAGGTTCTAATAGAGACTC^ 

TTTCAACTTCACAATAGTTAACCTGAAATTC 

AAGAACAGCAAGCCATTATCATTCTCAGCATAAAATTAGAATTGCACTCTO 
TCCTCAGAGAAAATCATACAATTTTCTACTATATTTCTGCAGTATGAAGAAAATAATTT^ 

T CTC CA.TATACA.GAACTTATATATGGCATTACT CAATCAC CAAAGAATTC CATTATAATTTAG CTT ATTGTTATGTAAA 
TTCAGGCAT AAC CCAGGC QACAATATGATC CCAAGAATATAACAAGTATC CATAGGG CTGGTAGAATAACTCAA 
GAGTGGGAATTATTTTTAGCTTTGGATGACTTTTAT^ 

ACACTCGCTAGTAAGCTAATATTTGAGGTCGATTTTTTACATCTCTTTGAGAGTATA 

TTACTACCTTGATTGCCTTTGGAGCTACTCTTTTTTTGAGACAGAGTCTTGCTCTGTCAC 

C^CCATCTGAGCTCACTGCAACCTCCACCTCTTG 
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ATAGGCGTGCACCACCATGCTCAGCTAATTTTTC 

TTGAACTTCTGACCTTGTGATGCACCTGCCTCGGCCT 

CCTTAAGAGCCAACCTAGCATATCCTTGTAAATCM 

AAATTCCTCTCTATCAGTATCTAGA^ 

TTTCAGTTTTCTCTTGATGCTGAGGATGAAC^ 

CTTGGACTGGTTTGTCCTCACAAAATGTAAGACTTAC^ 

GGGCCGCCCACACTAGATTTTTAGTCC 

CAAGTTAAGAGAGAAGGAAAGAACCTG CTGAGCCTTG CCTTC CAAGGGATATCAGGAAGTTACTCAAAAGACGGCAAAG 

TGCTCTCTACACAAAAGTGCTGGAAGAACTGCAGTTATATTC^ 

GCCAAATGTAATCACATAAGAACCAATTOT 

TGGTCTCATTGGCAACAAATAGAATTT^^ 

TTTGAAAACTAGAGCCAAACTCAGTTATATAAAAACAGGGATGTAAGAGAAAGAGCAAACA^ 

TATGTGTGCAGAACATAATAGTTTGAAGAGGGAGACTTCTCGATGGACCAGAATAAATACTAGAATGTAATACACAACT 

CGGTTATACAAGGTAAAAATGAGTTACTGGCCCOT 

TATGCGTGTAGCAGTTTATCAGTTAGAGAGTC 

GCCTGGGTCTGAAAACATATTCTGCAAAATAAGCCCCTCACTGTTAAAACCTGGCAAATGCTAAGGACTC 
AGCAAATGGCTTCTATAGTTGAATAATCT^^ 

GGAACCCAGGATACTTTAGAAAGTCTCTTGGTCCAGCACTCCGACTTGTGAAAGACAAATATTGTCATACAATGCTTTG 

GCTGATCTCTTATTTCTTGTCAACCTAAGGTACAGTGGGTATTAAACTCTTTTAGCTTCCTGAAGACAAACTAATTCC^ 

GACCTCCCTGTAATAATTGCTGAAC^TGGGAAGTTTTGGGGTCTGAGTTTTAATTCCAAGTAATTCATTATGTCTGTCA 

TTGTCTGTGGTAGGTTGCTTGCCCACC^CTTTG 

TCTGAGTCTCAGCACTTGGGTGGCAGATGTGACAGAGATA 

GCCCCCAAGCCCAG^TATGGGACCATCTAC^ 

TTATGATCTGTTGAGCTGTTC7VTCATTTTCACTTGAAAATGAGGGGTGGCTGTTTTTAGGCTGTCAGCCTCAGATTTGA 
ATTCTATAGTGATTAGGTGGTGAAATGGCTGCTCTCTC 

AATCAACAGGAGCAAATAGCCTCACCAAACCAGCCTTGAGTCATTCCTTTAAGTGAGGGTGATTAGGAGGGTCAGCTAT 
TTTTAAGAAAGAAATTCAATAATCAGTCTGTC^^ 

CTCACCATCACTTTGTTGG(^TTAGGCTTTGAGACATGGTTCTCACCAGCAAGATGGTTATTTTTATGTCTTAT(^GG 
TCTCTAACAGGTCCTATGACACGCAAATGTTAGAAAGGAGAATAAAGC^CAATTGAGTAAAGCAATAGTACAGTGGGA 
AGAGAGACAGGAAGATGATGTTGCCATGTTTTAGTTTAATATAAATTGTTAATATCTTTGTCTCAGTCACTGTATAGAA 

ataaaatattttcagattaaaagatcctagatctt^ 
cacaaactccaaactgtaattc^gctctaaaataaaaggct 
gatttttactggtttttcatgaaaagcacttaattcaaatattattcttcc 
tgatactctcttctgatatactcctctcaaagtc^ 

tccaataatgcagtattgaatacactgaagcacggaaaaattaactaaactacttttatgcactttcaaaagaag 

agaaaaacttggcaaagtaataatagtgaaattttattgcttctcaatagattaatatacttaataatatcc 

tgctgcactttgaaattttaacatc 

tactttatatagtctatattctttgtgagatttgggtttaaacacatcagagtttaaattctgcgaagactgcagagta 
aagaagattaagatggagggaaggaggaagagcaggaagagggaaagtaggtatagaggaagaagagaaaaggagatag 
tagaaaggggaaaggaagatggcagggaggaaggagaaatacctcaagtccatgaggggttagtgctgaaggatacctt 
catcattaagtaaagggtgaattgcactgggttc 

gtaatcccagcactttgggaggccaaggtgggcagatcatgaggtcaggagatcgagaccattgtggctaacacggtga 

aaccctgtctctactaaaaatacaaaaaattagccgggcgtggtggtgggggcgtgtaatcccagctactcgggaggtg 

aggcaggagaatggcgtcaaccccggaggcggagcttgcagttagccgagatggcgccactgcactacagactgggcga 
c^gagcgagactccgtctc^aaacaacaaacaaacaaacg^^ 

aagtatgccc^gatacaatcctaatgcaaaattttatcagatggaaaagtatcaaaa 
gttcatgaaatgtattcaaagaaattttaaaaatagctcaggtacagaatctgttaaagcaa 
tcttcttaatcttccacacttgactccac^ 
tgaaaggaaggttgacattccctggacacttta 

atagatatgtcagcattttagtgcattgtttggctccaagtgacctttcctccctgcatttcctcatttgccattcatc 

ttcttgcttcccttcgtctgccataatagtccctggggtatagtataagtgcttctagggcactcctctaactgcacgg 
ttattgttactgcacaattaaaggacttagat^ 

gcagggaacaattggaacacctaaaaaagggtcagagtccagaacga^ 

tggtccatttttcagtgctgcccgcacgagctgtcagttgctggaactgcagagtatttcaaggaaaggcgcggctaag 
cagaggtgaaatctttagacagatgagtctcaaagaggaaato 

ttgaaaccta^ctataagtgaaggtctcttccctaaatgatacactcagacttaacaataagctaataaggtggttca 

ataaagaaaatgtgggtctgatggaagagtagagagtttagaaggtgagtaagagatatctatgatattagcttgggtg 
tgtttttggtattgatgccattgtgttggga 

aataggccaacattggaatctgagctccactgccttcttcacctgggactaatcacttaccctctcagtctcctcatct 

GTAAAAAAAAAAGGATAATAATAATAATAATTGTTACCTTTGGAAAATTACACCTTTCTCTTCTGTACCTTTAACCTTT 
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CTCTCAACTAGATACTTTCCATG^ 

CACCTTCAACCACTTATTTCCCTATGTTAGGGTTTCTCTTGACGTTTG 

CTGTGCGTTTTGGGATATTTAGCAGCATTCT 

AAGTTGTCTCTAGACATTGCCAAATATCTCCT 

ACTGCCTCATCTCTTGTCTeCCTTGCAAAGCCACACTTGCCCAGTTTTGC 

CCTATCACAGCCGATCCTA^TCTAGTCT 

AACCTGGATAGTTCTAAATGTAATGAATATTG 

CCTGGCTCCTCTGACACTATTCTCTCTCGGCTTGATCTGTGAAGCCTGGGTCTCCTGGAATAGCTGCAGCCTTTCTCTC 

CACTTTCTTACCATATTCTCTCACTGTC 

CTGACAGAGGGCAAACCTCACAGAGCAAGCTTTTCTTAAGCT 

ATGCCCAGAGTCACATGGGAAGAGCCTACTGAAGGCAGAA^ 

CTTCCTTTAACCCACTCCCCAGTAAAACTAGTGAAAACTATGATCAAACAAATAAAAACT 

GGAAATGATCCTAAGGACAAATAGCAAATGAAGAAACATCTATTC 

GCCTGTGGTATTTAAACCAAGACTGCTCCCTCT 

TGGAATCAAGAACACAGAGCTCTCTCCCCTCCAGCT 

TCCTGGCC^TAGTTACCCATTGCTAAGGCTAAGCTCTGGTGA^^ 

TCCCCCATCATTGAATGGAGGGGATACCTTAGGCACT^ 

CCTGAGGTGGGGGTTCCACACCAGGAGAGATAAATATAGAAGATAOT 

CCTAGAGTGGGAGTTTCATGCAGTCATGC^ 

GAGATTTTGCCTGGTGGTGGCGGGGGCAATAATCCAra 

TCATTTGCAACAAAGTATGGAAAAGTTCAAGCCTTAGAGTGCGCTCAAGAACAGTGGAAGCT 

GGAGGAGAGTCAAGATAGAGGCTAAATTGCAGACTAGTTTGCA 

CCTGACTTCGAACTATTTCTTCAAAGGAGACAC^ 

TGTTGAAAATAACACAGCAATTGTTCACCAATTAGTGGAGTTGAACAGCTGAATGTGGTTAAGGA 

ATCACACGAACATCACTCTCATGCCGGCTGGGCTGTCTGTGGACATACCCAAAGATGTACCTCCCTGATAGCAAACTCA 

GTGACTTAACTGAGGGAAATTAACTCACCTGACTGTGAAGGAAATATACTTATTAAAATAATCCAG 

AACCAAAGAATAATAGCAAGCCCTGGGTGGTGGTAGGGGGAGTAAGAAGAGTTGCTACAGTATATTATCTGCAATATCC 

ACTTTCCAACCAAAGATCACAAAGCATGGAAAGAAACAAAAAA 

GAAACTATGGGTGAGAGGGACCCAGATGTTGGATTTAATAGAGAGATGGAGAGGAGAATGAATGCAGCC^GTGTGCAA^ 
GTGTCATGTCCTCTAAATGTTCAAGTCCCTCAAGTCATAGATCCACCTATTTTTTCTCAAGOT 

GTTTTAATTC CCTGTCATGTATACAGGACTCACACATTTTATCTTCAACTTAGGC CTTC CCTCTGAGCTCCGGACCTGT 

GTATCATTCAGCCTTTTTGAAATCTCTATCCATATGTCTCAAAGGCACTTTTGATTAAATACTACCAAAAATTAAC 

CTCTATCTCCCAGTGTTCTCTATTTCAGTGAATGA 

CTCTAACAGCTCCCTGCTTATCACCCCACCCCATCATATTGAAAACCAAACCCATTTAAATACCTT^ 

CCTCTCTCTACCTCCACCACCAGTACTGTAGTGTAATCTGCCATCATCTCTCACATGGATTACTGCACAAGTCTCCTAT 

CTGGTGCCCAAATTAGGAGCACCCTCCTAACTGGTATCCAATCTAATCTCTACACTGTAGCCAGAAAAAATCCTTTGAA 

ATTCAAATCTAATCATGGTATGTGCCTCCCCCTTCTTCTATGGAGACCATAGGAAAGAAACCGAAACTCCTGTGGTGCT 

TGAGTTGATGCTAGTAACCTCTAAACCTC^TTTCATGCCTGGATCTGTCACTTCCTGAAGCTCCATGATAAAGCACAGC 

CTCCTCACCCTCCAAGTGCGGGGGTTCTCTAGTTGTCTCTTCCAGGTGCCACCAGAGGGACTTCTCTCATAAAAGGCCT 

GTGCACCCTATGCTCTTTCTCTCTCTGTTATGGACTTCCTTCCAGAGAGCTGGTCCCCATTCCTTGATATGGGACTGTC 

CACTTGTATGAGTAATAAAAATCCTTCTCTGATCATAC 

TTGAGAGGGAACTTCCCCATGTCACAGTGAAGGTGTGATGATACCCTCTTTCTACCATCTTTAT^ATTCTTCCGTCGCTT 
CCATTC^TTTTCTCTTAGGATAAAGTTCA^ 

TGCTTTCCTTCCTTCCTTCACATTAGTTATGCTCCCCACTGCCTGAAAACATGCAGACCTGCTGCATCCTCTACCTGAA 

ATACTCTTCTCCTCACCCCTGCCAGACTTTACCTAATTTGCCCTTCGTTTGTCTTTGTAACACCGCTCAGAAATCTCTT 

CCTCAGAAAGGCCTTCTCTGACACCTCAGOkCAGTCCTC^ 

TTGGTTTAAAATTTGTATTTATTCATGTAATTATTTGGAGTGCATTTATCOT 

CAAGGGCITTATATGTTTTGCTTGCCATTGTGTCCTCAGTGCCTAGGCCATTCACTGACCC^ 

AATATTTGTTGAGTGTAGAATAAATGAAGACCC^ 

AGAATAAGTTAGGTTCAACTATATTAACACTCCTTACTA^ 

ACCAAAAAGGCTTATTTCTTGTGCACACTC 

GACCTTGGCTGACGGAGGCTACCACTTGGAATATTGTCTATTTTCAAAG 
ACTCTGGCAATTAAATATTCCAGCTAGGAAAT^ 

TGGTCCTGCCCATTTGTAAAGGGGAAATAGGTAATCATCTCATGCATTGAGGAGGAAAGAAGAA 

CAGTAGAAGTCTCCTTACTGAC^TTTTAATGTAGAGCTGTATGTGATTAAAGTTAAAATTGAATCT 

AAAAATTCAAGAGGATATGATATTTAATAATTGAACGAGGCTG 

TG CTAGCAGGAAAGACAAAATAAACATAAT CAAG AAGTATGT ATGAACG TGTG C C CAGGGCAGTGAGG AGTGATCAGC C 
TCCTTGAAGTGGAGGATGTGTGTCAAGGAACCAGAGGAGATGATTAGAGTGGCAGACCTGATTATTAGCATATCCATGC 
TTCTGTCTGAAGCCTTTTTGGCCTATAATGTAGAAATATCCTTGGAGTAAGCAGTTCA 
GGTCATCTTGGQTGGATTGCATATTC 
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GGATCTGACTTAAGAAAATAAAA^CTGCTTTAATC^ 
TGTCCCTGCAAGTGTGTGAACTGAGCTTCCT^ 

ACCC^TAGCAATGATACAAAGTGAAGGATGGTATAGAATAATAGGTTTTCTGAAAACCTGAATGC^ 

ATTTAATAAATCTGTCCCTAGAAGCTAATAGCACGTAGTC^^ 

AGTTGTACTGGTTTTGGAAAAGGAAAAGTCATGCTGTTAC^^ 

AGATTGGAATAAAAGCACGTTGTTAAACAAGAAATCACAATAAAGTATTGAGTAGAGAG 

TATGTCATACCTAATATGCCCTCTTTTCATTGATCCTTAGAGGAAGCATAAGATCGCAGCTAAGTATGGTCTCTTGAGC" 
CAGCCTGCCATGATTCAAATTGAAACTCCATCATTCACCACTGTGTGACCTTGAGAAAGTTATG^ 
AGTGATTCTTACTGCTATGGACAGATTTGTGTTCCCCCCAAATTCAAATGTTGAGGCAACTGTGTGAGGAGAGA 
TTTAGGAGGTAAAGTTAAATGAAGTGATAAATGTAGGG 

AGTTTTCTCTTTTTCTTTCTCTACTTGCCTGCACCAGGGAAAGTCCTTGTGAGGACACAGTGAGAAGGTAGCTATCTGC 

AAACTGGAAAAGAGTCTTCACCAGAACCTGACCATGCTC 

AAATAAATGTTGTTTAACTACCCATTCTATGGTA1TO 

CAGGGATAATAACAGTGCCTATATGATAGTGTGTOT 

ATATGTTAGCGTATATATTATTTTATGTCTATCTCTAATTCCTCATTGAGGATACTTAAGAATTCTACTTTCCATGTT 
GACAGACCTGGTTTGGATTTCAGTTCGACCTCTO 

CATTTTCCTATCTGTAAATGGGGATGATAACTAGTGCTGCTTGTCTCTTCAGGTTGTTGTGAGGATTAAAGGAGATATG 

CATGAC^TTCATCTGCCAGGTAGTAAGCATTC 

CTTTTGCATTAAGTAAGAGACTATTCTCTCCAGAAAACTOT 

CTCAACCTTGGAACTCTAAAAATGTTTTTTCTAAGCC^ 

CATTTTGGTTTTATTTAATATATGCCATGAGTGTCTTTCTCCCTATCATGATGTCAATGTTACATTACAGATTCTAAGG 
AGCAGGGGCCATATCCCTTAAACATGATTTATTT^ 

AACTGAAAGATGGGAGAGTGAGATTTTTCTCACAGCTATGGAGTGGCAGACCTGAGCACTAAAATCCAGTCTCAGAACC 
raGTTATTATCTCAC^TGTGAAGG<^GGAA 

TTAAGCTTATATGTATGACAAAATAGTATTTTGTGCAGCAGTGCTTCTCAAACATTAATAAATGAATCACCTGAGGATC 
AAGTTTTAGGGTACATGTGCACAACATGC 

AACTCGTCATTTAACATTAGGTATATCTCCTAATGCTATCCCTCCCCCTTCCCCCTACCCCACAACAGGCCCCGGTGTG 
TAATGTTCCCCTTCCCGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTT 
TTGTCCTTGCGATAGTTTGCTGAGAATGATGGTTTACACCGTTGGTGGGACTGTAAACTAGTTCAACCATCATGGAAGT 
CAGTGTGGCAATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATTCTGTTACTGGGTATATACCCAA^ 
GGATTATAAAACATGCTGCTATAAAGACACATGCACAGGTATC 

AACCAACC CAAATGTC C ACCAATGATAGACTGGATTAAGAAAATGTGGCACATATACAC CATGGAATACTATGC AG CCA 
TAAAAAATGATGAGTTGATGTCCTTTGTAGGGACATGGATGAAGTGCTGCATTTCTAACAAGCTCCTAAACGATGCTAA 
• ATCTGCTGGTCCTCAGACTACTCTTTAAGTAACAAGGAT^ 

AAATTAAAAGCCAACTTTGCAAGAATTGAATTACACACATTTTAAACTTAAAATGCTTCGGTTCATTTCT 

GTGTATTCCTAAATCATTCACAATGTCTTTATTTTTTACCCCTTTTTTATCAAATGAGGAAGTAGTACTCCTCTGACTT 

TTTTCAGTTTTTATCTTCCATAACACATT^ 

TGTCTTGAGTCTCCATTTCTCAACCCCTAAGTCATGCCCA71ATCCTGTTCTCTGACATTTTCTCATCTCTCTTACTTTC 

TTCTCCTTGGGAACTCCCATCCACTGCCACATAT^ 

TTCATTCGAAAGTCTTTTCTAAGTTTTATTCTTC 

TCAACATGTCAAAAAC CAGAATTCATATACTTCTTACTGTTAGGCCCCAAGCCATCTG CCCACAACCAC CAGGTTATAT 

TGTTCCCTTTATCAAAATTTTCAGTGATT^ 

GTCGTCTCTCCAACTTCAATATTTTTTTGT^ 

GAATCCTGTTTCCAGAATGTGCCTGGAAACTCCCAACCTCCATGCCATTTC^CTCTGAATCTAAAGATCTCGTACCAAT 
CTTTGCTTATTCAAATGTTGCATATCT^ 

TACCTGAAAGTGATTGGTCCCTCCTCTGCACTGCTATAATG(^TATTCTTTGCTATTTAGAAGAC^GCCCATGCTGCAC 
TATATATTATAGATCTATGCAAATATCTGCCACTATCTGAAACTTCAAGGCTCCATCTCTTCTCCATTATTCCTCCAAA 
CACGACTCACAGCAGGTTGTTGTCAG 

GCAGGAATCAACTGGAATTAGAGTGATAGAACGACAGCCCTTAGACATGTATCAGACACTCCCTG 
TGGACACAGAACTCCTCACCTCCAGATACTTCCTCTTC^ 
AACTGAATGCCTTTTACTTCGTTATGCAGTA^ 
CAAGGTGGGCGGATCACCTGAAGTCAAGAGTTTGAGACC^^ 

ACAAAAATTAGCCAGGTATGGTGGCCAGTGCCTGGAGGCTGGGGC^GGAGAATCGTTTGAGCCTGGGAGGCGGAAGTTG 

CAGTGAGCTGAGATGGTACCACTGCACTCCAGCCTGGAGGATAGATTGAGACTCTGTCTCAAAAAAAATAAAAAGAAAA 

AGAAAACCCTCACCTTCTATAATCAAATAGGTTTTTAAGTGTTTTCCTAAGCTTGATAGCACTTCAGTCTCTCAGAGGA 

ATTCTGCAGTCCTGCAGTTGTCTTGGGTCAACCAGCCAAAAGTTAACTAATTTGC^TAATGG(^GCCCCATAAAATGCG 

CAAAATTATTATCTTTTATATGAATGCTTATTAATATATATATATATATATATCTCCTTTTACATCTATCTAGAAAAC 

TTTTAAGGGAAGAATGATATAGCTTCAAACATTTO 
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TATCATGTGTGAGTTAGGGGACTTTAAGCAAGTO 
AATAGCTACCTCACATAAGTGTGAGGACATAGA^ 

GCCCTGCTCTCAGTACAAGTTTAAAATGTCTGTTGAATGCTAAAAGATTACT 
GAGTATAGTGTTTCACTGTAGGATTCCAAAAGCTGTCT 

ACATTTCCATAGTGTTCTACCC TTAATTGAACAGAGATAGGAAATCAC TTTAAAACTTTCAGCG TTAAGAGTAAAT 

GACACATTAGTTTAGAGACATATCAATAATTATC 

GCAATCAAATCGACTGAATTAATCTGAGCAGGGTCAGG^ 

GTGTGCAGTACAAGGTGOTCCAGCTACAAATTTTCTGiu^^ 

CTCAAAACTTCTGAGTCCCATAGTGTTTTGGTATG^ 

TTTCTAAAGGGTTAGCTGCTCCCTGGGGATGACAGA 

AAATTGCACAGAAATTTTCTAGGGAAATATTCT^^ 

TTCCCTCCATGTATGAATTTTCTCTCTGTCTOT 

TCCTCCAAGTTGGGATAAATCATCATTTCCTCCTCTGTGTTCCTAGTGCATAGAAATAAAATCATTT^ 

GGTTACTGATGATGGTGGGGAGGTCTTTACAGTGTGATGGCTTGAA.GTACAAAGTACAAACTTGAAAGTCAGATTAC^ 

CTTACTTTGGACCTTAGGCAGGTTACTTAAC^ 

AGCAAATGAACTTACTAATAGTAGCTACTTTATGATT^ 

CAAGAGTTGCAAAGTAGAAAACTGTCAGTGAATGTCAGCTCTCTCTATTATCCCTCAGAGAC 

GTAGAAAGCTCCTTAATAATTGTGACCATAACATGTTTATT^ 

TGAGTTGAACTGCATTTTTGAC^GGAGACAACTTAAGTTATAA 

TGATGGCTATGCTTTTAACACTTGACCTACCTGAATGTC 

AGTGTATGGCAGGATCAGAAAGGCATATGTGCCATGGCTTGAAT^ 

CCATGGCCGCGCCCCACAGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATTACGAGGTCAG 

GAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTGCTAAAATCACAAAAAATTAGC^ 

GGTGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCT 

GAGATTGGACCACTGCACTCCAGCCTGGGCGAC^GAGTGAGACTCCGTCTC^AAAAAGAAAAAAAAAAAAAAAAAAGAA 

GAAGAAGAAAAGTGTCAGTATAGAGAAGTGAGACCTTTAAGAGGTGATTGGGTCATGAGGGTTCTGCTCTCAAGAATAG 

ATTAATTGATTTCTGGATTAATAGGTTTTCATGGGATTGGGACTGGAAGGAGAGGAAGAGAGACCTGAGCT 

CAGTCCCCTTGCCATGTGAAACCTTGTGCCAACTTTGGACTCTGTGGAGGGTCCCCACCAGCAAGAAGGTGCTCACCAG 

ATGCAGCCCCTTGACCTTAGATTTCTTAGCCTCCGTAACTGT^ 

ATGGACTAGGCAGCATGTAAACCAAATTAATCAACATACACAAATTTTTC 

ATAAAGCCTTAAAACAAATACTATTTTGAAAGAAACTO 

ATATGTAAAGTTTTCATTGTCCAAACATGTTGAT^^ 

GAAAAGTATTGCTTTGATTAAAATTCATATTGTCCCAACA^^ 

TTTTTCAATGCAGTATTTGTTTTCCTTGAAAGCTTTCAAAAGGGAGAGACAAGAATCCCCAGAATATTAGAAATCTTTC 

ATATTTTTATTACAATCACTGTAATCCTGAATATTTTTTTCTAGCTTGAAGCCTAAAATTACCAGTACTTTAATATACA 

AGATGAAAGTTTGTTTACTCATACCACTGCATATTATTC 

ATTATTGTTTCAAACAATCATTTCTTTCAATGAC 

AAGTTTCTCTCCTTGAGCAATGGGGCCCCTACTCTGCCTGGTTTTC 

GCTGAGCCCTCATTTAAGATTGATTCTATATTAGTTTCCTAAGGATTCTTTAACAAATGACTGTAAGCTGGGTGGTTT^ 

AAACAACAGAAATTTATTCTCTCACAGCTCTGGAGGTCAGAA 

GGAGACTTTAGGAAAGAGTCCTTTCCTTGCCTCTCTCCTT^ 

ATAACTCCAATCTGAGTTGATGGAAGTAGAGATCTCCATCAGTACATGGTCTTTTTCTCTCTCTGATTCTCTTCACTTC 
TTCTGTTCTCTTCTAAGGGCACTTATC^TTGGATTTAAACTCCACCCTAATCCAGGATGATTTCACCTTGAGATCCTTA 
ATTGAATTACATCTGCAAAGATCCTTTTTCCAAATAAGTTC 

CGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGA 
TGGGGCCGATTTTTAATCCACTAACAGGTACCTTGAGACTAGGGCTCACTATACTTTGGTCAGAGATGCTCTA 
AAGATTATATTTGCATGAAGCTAACATTTTTTCAAGACTACGTGATTGCACTGCTCAAACTT 
GACAGCTAGAGCTTCCTTGTTCATTAACTTTGAAAGGAAGCATTTTCCCTGGGAAGAGGTG 

GGTGGGCTTGTCTTAGGCAGTAACTAAGCCTAGAGTCAGGTCTACTAATAATCCATTAAGATGCTGTGTTAGAAAAATC 
CTCTC.CAAATATGATGGAAATAAGTATGTATAAG 

CTGTGTG CTTG CTTAAATTTTTCACATTTT CAGACACTTAACATATTATAGAAAATAAC ATCC AAAGAGAACATGATGT 

TTAGCTTTTTGGATTCTTTGGGATAAAGAGCAAACCAATTT 

AAATAACTCAAAAGTTTTGTACCAAAGGCTACTT 

GAGAGGCAGAGAAATTGGTTTTTTTAAAAAAGTGGGAATAAGT 

TTCCTCAGAGATTGCTAAAGCTGATATCATAAATTACCTAAGGACAGGGAGAATGAAGTGAATTO 

ATATTATACTTTTCTTGCTTATACTAAGCTAAACT^ 

TCACCTGTGTACATGCAAAACTGCTGCATTTGCAGATTAAGTCAAAATO 

CACACAC^CACATATATTGAAAATCTTTAAGTACATCTAATTTTTTATGACTCAGAAAAGAATCCT 
TTTACTACAGCAAAAAATGTTAATGTCCATTAAATTAATC 
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gtagggatatatatatgatctaatatatagaaatggatatatagaatatatatgtatatagaatatatagaaatttcta 

atatatagaaatttctaatatatagaaatc^ 

tataaagagagatatatacagagagagtaataacaggtagtcccagg 

tac<^tatttgttctattt(^tc 

atctcggctcactgcgacctccaccgcctgggttcaagtgattctcctgtctcagccccccgactagctgggattatag 

gcgcgcaccaccacacctggctaatttttc 

actcctgacctc^ggtcatctgcccacct 

tcaaaacttgttgaaactccctctccatcagattctgtgtc^ 

ttcattttaatgtctggccttggtgattgtttaagaagtcccctgaatgaatttttgggtgaactcggggcctagactg 
gctcaggaaatctggcactgagccccatatttactttgg 

ctgctcacaccacgcagcttgagagctttgtccctgattcaaatctgctgggtattattcagtctgaaaatttactttt 

actvccaagcatataaacaaaatgaaataca^ 

cagcttatggaaatgccacatgtgaactgtaaactttat^ 

gctttgtttcagtataagtgatgtagaatattaccatccatcagcttgcagttttgttttaaaacttgttgaaccatgt 

atatcatcaaaaagaacttttggttacatttctgt^ 

ttcgtactaattagcacctgcactgaattcagaaagcagcact^ 

aaataccaagttccaagatttcttgttaatggagatgaacagtacactttgttgatgttcttattcacatgtgtcttct 

taaagtatgagaatttagtatatgttctttcagtatatgcaaatatatccacatgggtattttcaaacta 

gtgctttgtctggttaccagtttttattctagtacaagaatgc^ggatgttattcgtcacattca 

aacctcctaggtctgggaggagagaggaggaaaa:ttaaaggaggcccaagctttgcatttgagagaaaaagtgaactgg 

gtcttgaaagatgtcttaagaaacaaaagagag^ 

ggagtaaagaagagc^tggagagaatactattagtcaa 

aacaagctaaattccactcttcctttagttcatgtgttttc 

ctcccatacctcatagaatgtgtttggaagtattctctcctcttctatttttcagaataaattgggaaaattggtatta 
cttctttaaatgtttggtaaaatgcagcagtgaggccatcagatcctgggcttttctttgctgggagactgtttattat 
tactttgatctcattacttactattggtctatttggattttggacttcatggttcaatcttggtaggttgtatgtgtc^ 
'aggaatttattcatttcttctagctttt^ 

TTTCAGCAGTATCAGTTGTAATGTACCCTTCTTCATCT^ 

tagaaaaatcctgtcagagtctggctaaaggtttgtcaaot 

gatcctttgtattgttttcttcatttcaatttcatttacttctgcactgatcttgatcattccttttcttctgctcgtt 

TTTGGTTTGGTTTGATCTTGCTTTTCTAGT^ 

TTTTTGATATAGGGTATAAACTGCCCTCTTATTACTGCTTGCAACTGTACCCGTTAGGTTTTGGTATGTTTCTGTTTCC 

ATAACCATTTGTTTCAAGAAATGTTTCAATTTCCTTAATTTCCTCATTGACTCACTGCTCATTCAGGAGCATATTGTTT 

AATTTCTATGTGTTTGTTTAGTTTCCAAAA 

TTTCTATTATTTCAATTTTTT 

ATGTGCTGAGGAAAAAAATATGTATTCTGCAGCCAT^ 
TCATGCTGATCAAGTCCGATGTTTCTTTGTTGAACTC 

CTCTCCAGCTATTATTGTATTGGGGTCTACCTCTCTCTCTAGCTCTAATAATATTTGCTTTATATATGTGGATGCTCTA 
GTGTTGAGTGCATATATATTTACAATTCTTATATCTTCTTGCTGAATTGACCCTTTTATCCTTATATAGTGACCATGTA 
GTCTCTTTTTATAGTTTTTGTCCTGAAATTTATTTTGTCTGATATAACTGTAACTATTCCTGTTCTTTTTTGGTTTCCA 
TTTACGTGGAATATATTTATCTATC CCTTTATTTTCAGTACATGTGTGTCTTTATCAG CGAAGTG CATTTCTTGTAGGC 
AACAGATTGTTGGGTCCTGTTGTTTTATCCATTCAACTACTCTGTGTATTTACTGGGGAGTTTAGTCCATTGATATTCA 
ATATTAGCATTGGTAAGAAAGAACTTACTCTGCCATTT^ 

TTCCTTCCTGTCTTCATTTTAGTAAAGGTGATTTTCTCTGCTAGTATGTTTTTAATTTCTTGAATTTTATTTTTTGTGT 
ATCAGTTGTATGTTTTTTGATTTGAGGTTACTACAA 

ACAAATTA7VAACTGATTGCA.TAAACAAAGAGACAAGGAAAGAGAAAAGTAATAAOT 
ACTTTCTACTTTTTAACTTTCATTGTTTCTTTTTTTTTTGAGATGCAGTCTCGCT 

GGCGTGATCTTGGCTCACTGCAAGCTCTGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGA 

CTACAGGCGCCCACC^CCACACCCAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATG 

GTCTCAATCTCCTGACCTCGTGATCTGCCCGCTTCAGCCTCCCAAAGTGCTGGGATTAGAGACATGAGCCACTATGCCT 

GGCTGTAGTTATTATTTTTGATTGGTTTGTCTTTTAGTCTTTCTACTCAAGATATrAGTAGTTTAAACA 

AATGTTATACTATCCTGCGTTTCTCTGC&T^^ 

ATTAATGTCCTTTTCTTAAGAAATCCCTTTAGC^ 

TTGTCTCAGAAAGTCTTTATATCTCCATGCATGAAGGATATTTTTGCTGGATATACTATTCTAGAATAAGAGGTGAGAT 

CTTTTTTTTTTTTTTTTCCAC^ 

TATTTGTTTATTTTCTCCTGTTGCTTTTA 

GAGGTAGTCTTCTTTGGGTTAAATCTGCTTGGTGTTCTATAACCTTCTTGTACTTGAATATTGATATAATTCCCTAGCT 
TTGGGAAGTTCTCTGTTATTATC C CTTTGAATACACTTTTTATCCCTATGTCTCTCTCC ACCTTCTCTTTAGGGC CAAT 
AACTCTTAGATTTGCCCTTCAGAGGCTATTTTCTAG 
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TTTTGTCTCTOCTGACTGTGTACT 

CATTAAGAGACTCTGATGCATGTAAATTACACTTTTCAACTACAGAAT^ 

TGTTAAATTTATCTGATAGCATTCT^ 

TTTGAATTTTCTGTTO^ 

GATCACGTTTTCCTTGGTGGTCTTGATGCT 

AGTCTTTGCAGCCTGGGCTTGTTTGTACCTGCCTTTCTTGG 

GATCTAAGTTTTTGTTCACTGCAGCTAT 

CCATGGAGOTGTCCCCOCTTQCTOTTCTTQAM 

TCTTCTTTTACTTTCTACCAAACAAATGGGGTCTGTOT 

GACACTAGCACCCTTGTGGCCACCACC^^ 

CAAGGCCTGCAATGACCAGTACCTGGCTACTG^ 

AGCCAAC^VAGGCTTGTATCTGTCCCTTCAGGAC^ 

AGCCAGGACCTGAAGTGAGAAATCTTAAGAAGCTACCTGG 

AGACAAAGACCTCCCCGTTCTTCCCTCCCTTTTCTAAAAGCAG 

TATGGCAAGTGCTGCCTGGCTACTGCCAGTGTOT^ 

CAGGGCTGAGATTCTCCCTT(^GAGCAGTGGGCTACCCTTTTGCTGAGGGC^GGTTCATAACTGCTGTCCGAGAGCCAG 

GGCCTGGAATGGGAGATCCCAAGGGCCTGCTTGGTACTCTACCCTACTGTGGCTGAGCTGGAGCCTAAGCTAAAAGA^ 

AAGTCCTCTTTAC CCTTCTTTCTCCTTTTCTCAAG CAGAAGCAGTCTTTTC CCATAACTACTACAGCTGGGAATGTTCT 

GGGTCACACCTGAAGC<^GCATTTC 

TCAGGGGCCAAGGGCTCTTTAGTCAGCAGATGATGAA 

CTTTTGGTCGAGGGTATTTCTAAAAA^^ 

CCTATC CTACCATGGATAAG CTGGTATCCAAATTG CAAGACAAAGGCCTCTACTCTTC CCTCTCCTCTCCTTAGGTGGA 

GGGAAGGAGTCTCACCTGCAGCTGCAAGCTGCTCTC 

CCCTGCTAGTGTCTCACTAGGTCACATGTCCCCCAT^ 

GAATTTCAGTCTTTGTGGCTTAGACTGTCGT^ 

TTGCTGGATTTCAGATTCTGACTGCTGGAATGG^ 

CGCTAGCTGAGTTCTGCCCAGTGTTGCTTC 

TGCACTCTCCCTYCCCCGAGCACAAAGATTCACTCTCTGTGCCACGTGGCCACTGCTGACGCA 
TCGGCGATTCAAGACTTTCTTTCCTACCC^ 

GCTCACCTGATTTTTGGTTCTTAGATGGTACCTTTTTGTGTGGATCATTGTTAAATTTTGTATTCCTACAAGGAGGATC 

ATTGGTGGAGGCTTCTATTTGGTCATCTTGCT^ 

CCACAAAATTGATAAACCAGACTTCCTTATCCT 

TTTGAATCATGTTTCCAGGTTAATCTCAAGCTATTAATCAATACTGTCTGAGTACAGTATTTAA 
TAATCTACCCAAGAGACTATCATCAAC^TCACAT^ 

ATATATTTAATAGTCCATGTTTTTTTTCTATAAATCAATATTGCGTATCTGGCACTGTAGTACTCATATCTATCCCATT 

TCTTTTGTTGAAATTCTCAATAACCTCAACTTTTGATTTCAAATGTTAGGCCTTATTATATTO 

ACTTAATAATGTTCATATTATATGAATGGCC 

TTTTGCCTAAATTATTTTGAACATTAGACATGTTATATTTTAGCAACCCTAATAATAAT 

AATATCCTGCCCACTTTGAAATATTGACATCATAGAGCTTATGTATGAGACAGGTAATTAAGTAGTTAACATTTAGTAA 

GGATGTTTTATGTGGCAGGTACTATTCTTAGCATTATACACCCATTACCGTACTTAATGTTCACACCAA^ 

TAGACACTTTTTTTAATATACTTTAAGTTCTAGGGT^ 

CATGTTGGTTTACTGCACCCATTAACTCGTCATTTACATTAGGTATATCTC CTAATGCTTT CC CTCCCCCTCCCC CCTC 
CCCCCACCAC^TGACAGGCCCCAGTGTGTGATGT^ 

TGAGTGAGAACATGCAGTGTTTGGTTTTCTGTCCTTGCTATACTTTGCTCAGAATGATGGTTTCCAGTTTCA 
CCCTACAAAGTTATTATCCTTTCCAGATGA^ 

CAGGATTCAAGCCTGGATAATGTGGCTCCAGGGTCTGTTCCCCTAACGACTATTO 
AACTCTGTATGTTACATACTGCTAGTTC^ 

CAATATATTTTTAGCTGCAAATATAAAATACCACAAAGCCAATTT^ 

CATTTCCACAGGATTGTAGAATAATATATTAGAACAAAAATAGTGTTTGTAAT^ 

AATGGGCTTGGAAATGGCAGAGATAAGAATTATAA^ 

CCATACAGAGTTATGTGAGTTGTGAACTGGGATAGGACATTAAAGCTGACAGGGTTACATCTG 

AAAAAGATATGCCTCTTCATGAGCCTCATCAATGCCCCAGCATAT^ 

TAAATTTTACTTATGGTTTTAGTGTATT 

TCATACTTATATCTTTTGTTATCAGAGAATATTAATTAAAA 

CTCATTTAATAATAGGGCTATGTTATTATAACi^^ 

CACATTATTCCTTGGACATTTGAGAGGTTAAAATATA 

CAAATGTTTATTCAGTGTCTACTTTGTGGCAGGCACTGACCTGAGGGCCGAAGAAAAA 
GAAGGAAGAAAAGGAACAGATGGTGCATGATTACCAGGTT 

AGTGTCTAAATC^GATTAGATGGAACAATGTCAGATATGGCTTTTAGAGGATGTGAATCTGACCTCAATTTGAG 
GTAGTAGTTACCTACATAGGGATGACCATTTATGGATAAAGT^ 

Fig. G.[\%&; 



WO 02/074992 PCT/IB02/00565 



156/375 

CTGGAATTCTTTCATATCTAATGAAAGAATAAACCTC 

TGCCTAAGAATGACTGTAGTTGGAGAAAGGAAGGTGAAAACTGAATAATATTCTTGAGCTGAGAATATTTCTATAGCCT 

TACTTTAAGCACACATCTTAAATCCAGGCTAA^CTCTTAGACTGGCATTGGCAATTAG 

AAGGAGACTTGACGTTACCAACCTGCTTGGGGAGTATT^^ 

TTTTTAATTTGAATCAACCTGTTTTTTTAAAAAAGGTTTTGTTTTAACTAAATTCATCT 

GTTTGTTTGTACTTACATATCTCTATGTATACATGTATATATTTTTGAGTCTGCAATATTCTTG 

TTCCTTGAATATTTCAACTATTCAAAAATTT^ 

AGGAGTCTAGGCATGGCCTAGCTGGTCCTCTGCAAGGCTC 

ACCACTGGTGATGGATCAACTCCTGAGGTC^CTC^ 

TCGCAACTTCTTGGTGGCTGTTACTTAT^^ 

TTCGCTACTACCTTGCCCTCGCCATAGACCCOT 

GTGAGTTTGCTAGTATGACTGGATTTTATATAGCATAAGCATAAGAGTGACAGGGCATCACTTTTGCCAC^TCTTATTT 
GTTAGAAGCAACTTAAAGTTCCTGCCCATATTCAAGATGAGGAAAATATAAACAGTTGTGAATACCAGGAGGAAAGAAT 
CATGAGGGTTACCCTGATATCTGTCTGCCACATCCCAAAAAGAAAATCTATTTCAGGCTOT 
TCCAGATAATCAGGTAGTCAACATTAAATAATTC 

AAAAAATACACACACATATACACATACACTTTTTTAAAGCAGAGTCCAAGTGTGCC^ 
TTATTTTTTTAATGTTATTTATCTOT 

ATTATTAAATATAATACTATTTTTCTCCAAATTTATCCCACAAATTTTCTCTTTTTTGTGTAATTGATTGTGTATAGTA 

TAAAACTATAGGTCACTAGTTTTAGCAACTGATTGi^ 

TTAATTACATTAAATGTTTATAGCAGTTC^ 

AATCTATTTTTATATAACAAAATCTATAAAGATATTGACAAGAATATTAGGTTATATTAAAT 
TAGATTAAATAAGTTGCATTGAAATAATGTGCTTCAGTC 

TTAAGCAAGTGTCAAGTATGTACTAAAAGCTTAC^VACACAAGAGCAACCAAGTCACATAT 

TCAGGGCTATGTTAGAAGAGTATTAATATGAAATAATGAATAAGGACATTAAAAGTCAGAGAGTTTAATTGATATATTA 

TAGGTTATAAATTTAGGGATCCTAAAATTGGGATTGGAGTCCAGGTCTTCTGTATCACAGTTTACTGGCCTTTCACTAC 

CTCTTGTAGCTCTOAAGTAATAAGTTGCCTTCATTTGTCAGAGAGGGTGATCAGTGCCCTGCAAAGTTCTTTTCATGAA 

GCAGTTATAGCTTTGTGTTGATCCATAGACTCTCTGGTTTGTTCCCCATTGAGACCAGCTAAGCCATGAGTC^ 

GATGGTTAGAGTTGAGCTTGGAAACATGAAACAGAATGAGGTTAATGACACAGATCAGAATCAAGCC 

TTC^TTAGTATCATGCTCTAGATAAATT^ 

TCTCTTCCTCCTTTGACCTCC^GCCGTGTAATGAAAGACTTCTTCAAGAAGGATGGCCGGGCATGGTGGCTCACACCTG 
TAATCCCAGCACTTTGGGAGCCCGAGGCAGATGGATCACTTGAGACCAATAGTTCAAGACCAGCCTGGCCAAAATGATG 
AAACCCCCTCTCTWCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAGCCGGGC^ 

CAGCTACTTGGGAGGCTGAGGCAGGAAAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGGTGAGATTGCACCATT 
GC^CTCCAGCCTGGATGGTAGAGTGAGACTCTGTCTCAAAAAGAAAAAAAAAAGGAATCTATGTAGTTTTATAGATTTG 
CAAAAAATACTATATTCCG^TGTATGCTGTGACT 

TTAAAAAATATTTCAAAGA.TATCAGTGTTAACAATTAATGGTGAAACAACAATGTGATTA 

TTTAAAACCAAATTATATGTACATTGCATTGGCTTGTCAGACTCTAGTTATTAAATGC3ATCGATTTTACCCTGGGAACA 
CTCTTATTTCCCTACAGTTTACCTTTTAATAAGTGCAGTTGGCACATGTTTTGACCAGAGTTATTATATGTCTTATTGT 
TCACTGTATGTCTGGGACTTTTTTTTGTTTTGCATGAACTTGGCAGCAAATTGAAAACTTTTCTCACATTAATAAAGCT 
ACTGGTTAAAATATGTCAAGGGCAGAGTAGCTCATTCTTGTAATACGGTTGTATATACACACACCTTTGTTTTGTTGTT 
ATAGAAAATGCTAATTAGTATTTCCTGATGACATC 

TGTATTAGGCAGGCTGCGAAGCACAGCTTGCAGGGGAGGGCCACCATTGTCCTTTTCTCCTTCAAATATTATATAAAAG 

TTCAGGAAAAAAAGCATTCTCATAGATTATATTTTGTGACTGACTACCCGTATTTTGGGGTTTGTGTGGTGTGATGAGT 

AGAGATTAAATAATGGAACTAACTTGGTTATAGATAGTTCTGGGGACTAGGAGATTAAAGACAATAACAGATGTGGGGA 

AAAATTACTTTTGTAGAAATATTCAAGAGAAATTATTTCAGAGAAATAAATGTATGTTTCATGTTTAG 

TTTCAAAGGATTATGTACAAGAGAACCCCCACTGTATTC 

AAAGAAATGTGTTCTAAATAAATGAAAATTACCTTTAGAAAAATACCTGATTTACTCATACTTCCTATTAAGAGTAAGA 
CACGAATATGAGAGGGAAAAGTAATACAATCCTGACATAATGCAATGCCTTAGTCCCTAGTGAGGTAAAATATGTGATA 
CATATATGTTTAATGGACATTATTGTGAAGAATACAAGAACAATGAGAGTTATTTATATTGCA^ 
AATGAATGGTTTTCTTTCTCAAAACAAACTGT^ 

AGCTGCCACAAAGCTTATTCCCAGTGTTCTCCAATATGTAGCCA.CAACAAGTTGTTGAGTCCTC 

CAGTTATTAATATAAACTTTAGAGTACTCTO 

TCTTCTTCCTATGGACTCACCTTTCTTCAGTC 

TCCATTCTGCCCTAGYTGGTCATCGATTC^ 

AATATGTCCACTCTAACTCAGAATCTCTATAGAGAAATC 

GTTTTTGTACTCCACTTGAAGCTTTAATAGATT^ 

TCAAACSTGCTCCTTCCCraGAAACCCCACTTC^^ 

CAATTTCTTTTCCTTTCTTTCCTTTTAG^ 

CACACACCCCTATCAGTAAATTATAACCAAGCCTTAACTATACTTCCCCTTCTCCTACCTACTTCTTCCACGCCGGGCC 
AAGCCAGTTATCTTTCTTAATTGTTGAAATAGC 
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TTTTCAACATGGCAGCGAGAGTATO 
CTTCCATCTCATTCTGAATCAAAGTT^^ 
ACACACACACACACACACACATACATCTTCCT 
GCCTCCTAGTTGTCTTGCCC^ 

CTCAGGTCTCTGCTCAAAAATCACCTCAACAGAGAGC^ 

CCAGGCTCCTTACCTTTCCCAGGCT^ 

AAATATGTATATTAATATTGTTGTCTATTGTCT^ 

CACCTAGGACATGTAGTAGTTATTCATATGTATT^ 

ACAAGTGGGAGTCAATATGTCAATTTCAACTTAGAATTO 

CTATTCTTAAACCATATTTAAGAAGGTGAAATAGAGATATGATTTGATGG 

GATACAGCASKGCTVCAAATTATATTAAAACTACAATTTUVAAACT^ 

GATCATCCTTCAAGGCTGTTGTTCTTGATTCT^ 

AATATTAAATATTTAAAGCATATATAAG CTATTTTCACAGTTGATTTG CATTAAGTGGAAGTTAATATGT CAATT CTAA 
CTGAGAATTTCTAAGTAGAAATATACATATTATGCCTGAGGTAGACAAATACAAAT^ 

CTATTTAGTATCTTTAATCC CATAAAAATTAATTACCTGACTTATTTC CACCAAAGCTCTTCTAATTAAAGTTTTGGAC 

CACAGTGAAAGAAAATAAGCTTTAATTTATATGTATTAAATTTTGTATATCTTCCTTTO 

TATGAATGTGTAATTTAGACATGTTTGTCTAQCT^ 

ATTGTAACAACTGCCACACCTACAACCCCAOT 

ACTTGAAAGAGTCAATGTTTCATAGTTAAGTTGGGATT^ 

TATAATAATCATTGGCAATTATCTTGTC CAATAC CTTCCATATAAAAATAAGAAAAAATGAAATATTCCTCATGCCCTT 
GGAAAATTGCTGGCTTAGTTTTCTTTTCCCTGT^ 

GGCTGCCACACTAGCCTATTGCTCCTTCCATGATGTTTTCCGCAATGTTTGTATTTCTGGTTCCTCCATGTCATTCAGT 
TCTCAGCTTGAAGAAC^CTTGTCAGGGAGGTCTTCTCTGGCACCCAATCTAAAGCAGCCTTCAGTCACCTACTAGCATA 
TCTCTTATTTTATTTTTCAGAATAACATGCCTCACTATTTCCTTTCTGAAGTGTTTGTTTTTAGATTTA 
TTGTTCATCATGGTACATTAAATA 

CATTTCCTGGCAATTAGTTGGTGCTCAATAATTATGTATTTAATAAATGCATGATGTAATC^ 

TGTATTAGTGACTAAAAACGATGAGGGGGCCTAAGAATGT^ 

GGGCCATTTAAAAAAACACAAAATTAACTGATCTAATTC 

TTGCCAGACTACTCTTTGATAAACCTGTCAATACAATTAATTTGTTGATAATATGCATATCTCATCACCAAGTGCAGTC 

TTACTTTCCTGCATCTGAAAGAAGAAAGACAAGAATGCTTTCTGCTTCCTCTTGACATTTTCCTTCCCGGGAAATATTT 

TCCTGZ^GTATTTAAGGTGAGTTACATTAAAATA 

TCATATTCATTCAACA^TGATTT^ 

AGGAGCAGATAACAAACAAATAACTAGACGGCAACATTCACG 
ATTATCATTCAGACTCACACTGCCAGCTGCAGA 

TTGTACTTTATTGTTTGGAAAAAGAATATTCTATGAAAATTTAAATAATAATAACAAAACTGTGAGTCTT 
TAAAATCATTATAATTTATACAAAAAAT^ 

TAAGTGCATTATAC^TTACCATAATACATTACTTTAAAC^TCTAAAAAATGAATTATA 
AAGATCATTCAGTTACATAGTTTATCAGTTAT^ 
TAATATGGCAGACATTAGATTCTGK3TAGGTGG 
GTTCATTTTGCCTCCTGCCCAGACAGAGCGAATTTAT 

AGCCTGCTGAACAGGAGACCAGAGTCTTATTATTACTCAAATCAGTCTCTCTGAAAATTCAGAGACTGGGGTTTTTTAA 
GGATAATTTGGTAGATAGGATGCCAGGGAGTGCTGATTGGTTCGGTGGGAGATGAAATCATAGGGAGTTGAAGCTGTCC 
ACTTGAGCTGAGTTGGTTCCTGGGTGAGGGACACAAGACCAGATGAGCCAGTTTATCAATCTGGGTGGTGCCAGCTGAT 
CCTTCGAGTTCAGGGTCCAAAAAATATCTCAAGCACCAATCTTAGGTTTTACAATAGTGATGTTATCCCTAGGAGCAAC 
TGGGGATTlTrAGAATCTTGTGACCTCTAGATG^ 

TCCTACAACAGCCAGTCTGGTCCCCAGGCAAGAAAAGAGTTTGTTTTGGGAAAGGGCTATTATCATCTTTGTTTC 

TTAAACTATAAACTAAATTCTTCCCAAAGTTAGTOT 

GCAAGATGGAATCTGTTAGGTCATATCTCTTTCTC 

ACTCCTATGATAATCCTTCAGTTAGTTCACTC 

ATTCTACTGCATTGTAAATTCTGACTTTACATTTAAGACATGGAGTTCTTTGGGGGCAGGG 

AACTATCAAGGGTTAAAGTGCTTTCAAGGATCTAGTGT 

TCTGTTTGTTGTGTTGAGAGCAGGGACTGATAAATGAGGCACOT 

GATGCTTATAACTTCAAGCTTTTCTCCCACTTGAATC^ 

ATGCTTCTGTTTCTTGCATTTTGTCTGGTTTGGGATCAATTTTC 

AACATGAGAGAGGTGTAAGCTCATAAAATAAGAAAATCTGTTTTTGTTAAAGTAGACGATGTC 

AACCATATCAACTAAATAATGGGTTAAATCAGTA 

TATTCATTGTCTATAGGTATGCTAGGAGAAT^^ 

GCAAAAATGAGACAGGCATACTCACATTAAAAATTAAATGACAATTCAAGAGGCGGCAC 

CCATATGAATAATAGCAACAATAAAGTAGATGAGCTCCCAAAAAGGAAAGATCGAGGAAGGCAGCATG^ 

CATTGCCTTGTGTT^GGAGTTGAACGAGTTGGAAGTGAATAAGTAGAGGTTTTTCCACGTTGCAGAGAAGTACGATGGT 
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GGGGGGTATATATGGGGCATTCAAAATGCATGAAACTAGGAAOT 

CTGACCATTTTATGTGGGTCCTTTATTTTCAAGT^ 

GGTTTTCTACAGGGGACAAGGATAGCATGTTGGAATGACT^ 

GAACGAGAAAGGAAGAAAGCAGAACAGTGGTTCTTGACTTTAATGTGCCACCTAAGGGCMAGGTGCAGT 

SGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATTGCTTGAGTCCA^^ 

TAAAACTCCATGTCTACAAAAAAATACAAAAGTGGTGGTGTC 

GGATCGATTGAGGCCACAACATTGAAGCTGCAGTGAGCCATGAT^ 

GACCCCTTTGTCTCAAAAGAAAAAAAAAATCCACCTAAGGAGCTTC 

GATTCTGGTTCAGCAAGTCTGGAGAGGACGCATAATCTCCCTG 

ACATTTTGAATAATACTAAATTAGAAGGCTGTCACAATAATCTAGGAGTGAAATGGTGAAGGI^ 

GAAGCAGGGATGAAAAGAAAGTGATGGTTGGTAGAGATATAGTGAAGGAAGAATTGATAAGACCTAGAAATGTTTGGG^ 

ATAAGAAATCAAAGGGAAGAAATAGTTTTAAATGAT^ 

GATTTGCAAGTCACTTAACTTACTTTAAAAAGC^ 

TATAAGATCAAATGATGGGTATGGGAATATCTGTAAATAGGAAAGAAATTCATAAAAAATTAAGCTACC 
ATTTCCAAGTGTATTCTAATAATTAGTCT 

AATCATTACCTTTTGAAAGTAGATGTAGAATTCTCAATTATCTAAATCTTCCAC^TTTAGCTGAGAGACCAACTCTAGG 

GAATATATTAGAGTATTTTCATAGTTCCATCAGACT^ 

ATAGTCCATAGTGAATAAAATATACAATCATGGACCTT^^ 

AGGAGGTTATTATGGCTAGGTTCTAGCTTGCATCACTAAGTCATCAAGAATGGGAGACAAAAGGTATAAGGAAAAGTTT 

TCAGTAGAAATTATAATAATTGTCAGAGGAATTATTTCAGTCTCAGGTTGATGCAAATTTGGGTACAGTGGATGCTGCT 

TCCACTTGTTTTCGGAAGCCGTAACCAATAATCAAAAGCAAGCAACTTTTCCAAAAGTAA 

AAAAAGTTTGAGTTTATTTAATATCTTCATTTAGACATGTGAACAAATTGTTTGCCTTTTTCATT 

ACTTGTGTAGATTGCCTTCATAGTTCATTTGAGGCATAATGC^ 

GAATATTGCCTAAAATTGCTGAAATTACCAAGTCTTTAATTTCATCAACAGAAGAAAATAGGCAAAGAAATTCAGGCAA 
ATTGAAGAGTTAAAACGTTATGTATAGGTCAGGTTC^ 

GATGTTTGGTTTGAGAGGGAATGCTTTCACCTTCTGAAAGGGAAGAGGGAGGTCAAATAGTGACAAAAGAATGAGG 
TGGGGGAAGTTTCAGCTAAGAGGACAAGCAAAAGAAGGCTGAGA^ 

TGTAAAGAGAATAGCTCTTGCTTTGGAGTAAACTTCCTCAGTCAGAACTAGGTCCTTGAATTCAGACCAGCTCTCATCT 
CCTTGGTCCACTCTAGGGCTGATGGAGGCTGCTGAAATCATCTTTTGCTACATTAATACTCATTTTTCGCTCAAAGATG 
ACAAGGAGTATTTAAACGCAGAGAGAATGTTATTTATAAATGATGATTTGTTCGTGATAGAACTTGCCACATAGTATTT 
TCTCTTTTTTAACTTTTATTTTAGGTT 

TGTTGTAACAGGTTATTTTATTTCATCACCGAGGTACTACGCCTAGTACCCGATAATTATTTTTTCTTTTCCTCCCCCT 
CCTCCCATCTTCGACCATCAAGTAGATAGACCCTAGTGTCTATTGTTTCTTTCTTTGTGTCCACGAGTTCTCTTAATTT 
AGCTCCCACTTATAAATGAGAACATTTACTAAATGGATCTTTATAAAAACAGTTTGCCGACCACTAATGAATAAGAAAA 
TATTAGAATAAAAAAGCTCAATGTC^CTGATCATT^^ 

AGTCAGAATGGCTGTGATTAAAAAGTCAAAAAAATAACAGCTGCTGGCAAGATTTAGGAGAAAAGGGACCAGTAT 

TTTTCTGTTCCTGCGTTAGTTTGCTAAGGATAATGTCCTCCAACTCCATCCGTGTTCCCGGCAGTGACATTATCTCATT 

CTTTTTATGGCTGTGTAGTATTCTGTGGAGTATATGTACCACATTTTCTTTACCAAATCTGTCATTGACAGGCATTTAG 

GTTAATTCC^TCTCTTTGCTATTGTGAACAGTGCTGCAAGGAACATTCACGTGCATGTGTTTTTATGGTAGAACAATTT 

ATATTCCTTTGGGTATATACCCAGTTGTGGGTTTGCTAGGTTGAATGGTAGTTCTGTTTTTAGCTCTTTGAGAAACCAT 

CACACTGCTTCCTACAATGGTTGAACTAATTTACACTCCCATCAACAGTGTATAAATGGTCCCTTTTCTCCTCCATTCT 

GACTGGAATAAGATGGTATCTCATTGTGATTTTGATTTGCATTTCTCTAATGATCAGTGATATTGAGCTTTTTTATTCT 

AATATTTTCTTATTCATTAGTGGTCAGCAAACTGTTTTTATAAAGATTCGTTTAGTAAATATTTTAGACTTTGTGAGAT 

ATACAGTCTCTGTCATACTC^CTCTGCCACTGAAGTATGAGAGCAATCATTGACATTTACTCATGTAATTACATGGGT 

TTGGCTATGTTCCAATAAAACTTTATTTACAAAAACAGATAGCGAGCTGAATTTGTCTAATAGCCACAG 

CCTGTTTCATTGCAGTATGTGCTATTTCTATTGTGAATGAAAAGGCTAGCTTAGAAGGCTAACTACTTTTTCTGGCTTA 

GGAAGCTAACTACTTTCTCTAGCATAGTTTCCTAGAGAAATAGGTTCTCGATTAAAAATAGATAGGAACCTGACCCACA 

CTGTATCTGGC&AATTCTOTAkCTAAAGAA^ 

AGTGTTTTCTAATTATGAGATGAGGACACATTTTCCTCATCTGTAAATTAGGAATAACAATACCTTCT^ 

CCATGGCTATCAAATGCCATCGCATAAGTGAAGTGCCCACTGCAGCAGCATCTGACATAGTAGGCCCTCCAGTAAACAT 

CTGTTTTCTCCCTTCTCCATTGCCAGGAAACACATATGGA^ 

AACTAGTTTCAGTTTTAAAATACAGAAGCTCTTTATCTCACTAAAATATTCATTGCCGGCTTAAAGGCA 
ACTAGTTCAACACAGTTCATAATTTTCAAAAGCACTACCC 

CTAATTTCCTAAATTATATGTATAACATCATATATGGAATATAATAATGTATATATGCGTGTATACTTAGGTATACATG 

CATTATTTATGTAACAGATATTGTGCTGA^ 

TGATTCTGTTATTTTCATCGATGAAAAAACTG^CAGAGAG 

TTGGAGCTGA^CGGAAACTCAGGGCGTTCTGGCTGTAATGCCCATTCTCTTAATAACCATGATAAATGAC^ 

AAGAATGAATAATATTTAACTGTGATGAGACTACTGATTTGGTTTAGATTCATCATTTCTAAGTTACTTGACCAACATC 

AAAGAAGAACTGGGTCAATTAGTCCAATCTGTGGTTTAT^ 

CCACTTGCACATAAATCTAGATCTACATTTGCCACGCTCCACAAAGCATTCTGAACAATTCACTGTGTTCAAAAATGAG 
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ATTTCTATTATTTATGCATGAAGAAAA 

TATTAGACCATGGATCTTCCATTTATTTTAAATGATAGTG 

TTCCTCCAAATACTATGTCAAAACTACTTTGATTAAAA^ 

CAGAGCAAGCAAGCAAACACATTAAAA^ 

TTTCCTGAAGTTCTTATTTTCTTT^ 

TCTTTTCCCAATATTTAAAAAAATGTATTATTCATTAAAAATTTTGCATTCA 

CTGAGTTAGTTTATGAGTGTTCCCCAGGTACCTATCCTCTCTCTTTTGGAGAGAACATGTATTCC 

AGAAACTAGTCTTCCCTTAATGCTGGGAGCCTC 

CTGAAAAGTATGACATTTGTTATGACTT^^ 

TGACAGCTATAGCTACATTAGAAATTGCATTTTGGAGGTCTTC 

GCTAATGAATTTAAACTTGGATGGCTAATCCTAAAATGGCTTTATTCCAGCAAA 

GTTOATTTAAGGTTTCTAGTTO 

C CTGATTCAGAGG AGT CGGGGAGAAAG AAAGAAACAAAAAGAAAATG C CTTGTTTATTTTATTTACAT ATATACATACA 
TATCTATAC^TATGTAAAATGCACATGGTAAAGCATAGTATTTTGCACAAAATC 

GATTTATAATAGGATTTAGTAATACTAATACCAATAACAGCAGCAGCAAATTCTTGAGTGCATGAAATGGATO 

TGTAATTTCTGCAAAGTCCTATCATGTATATTTTGTCACTAGTTTATTTTAC^GATGAGGAAA 

CTGTAAAACTTGGCCAAAAAGTCATGCAATTTTT 

AATAGAACAATCATGAGGAAATTGACAATCjTCCAGAGACATAAGACACGCTTGCAGAGAAC 

AGAGAGGCAGGC7VGGGAAGACTGGCCTGAAGTATGAGCTTTGAAACTGGCAGTCTTCATTGTAATCC 

TGCTGTCTGTGTGTCCTTGGATGAGTTACCATCTO^ 

AACTAATTTTTGAAAACCAGCTAAAATAATGCCTGGTTCATAGTAAACCCAATAAGTAGTA 

GTATCCTGCCTGCTCrGTCTTATCCCTTTGACCCOT 
TTGCAATATTTTATACATCAGAACAGTTTC 

CCC^TCTTCTATTTTAAACTAGTAATTCTCCTCTCTTGCCTGCAAACCCCGCTTCCTAATCCTTAGGCAACTGTCCTG^ 

GTTCTTGTTAGTTATTACTAATTCCTGCTGTGATGTTCGTTGATAGCTACAATGTTAGATGATAAGGAATATTATATTT 

TAAAGTCAGATATTTGAGAAATAAAATTGCATTCT 

GATATTTAGGAATATATGTGTGCCAGGATTGGGC^ 

CTACACACACCACTT(^GAAAAATTTTTATCTTAATTTGGTATTAACTTTATTTAACTATAAAACTT 
TTGAGAGGAGGATGAATTTTGTTTTAAAGATGTTTGTAGTTATTTTTAGCTCAGAGTTCTATTTAGGTTCCCCAAATTT 

TGTGCTACAACAGTTTTAAAAGTCTGCCCAGT^ 
AGCTCTCTCTTCTGAAATGAGATATTCAACTCCACATG 

TGC TGGTGATGATGTGAGTTC CCTAC C CTGTGGGGTTACAATTGCCCTTATGGTTTTTCTTATACAATATTC AGCATTA 
TAACATATGTAGGTTATAGAGCATATAATATATGAACTGCAATATTATCAATATGrTGTATCTACCTGTGGGCTCC 

CTTCTCTCAGTTACCATATTTTCCTTC^ 

CATTTTTAATACTTTTAAAAAATCATATATGTATGTATCCTCTAAAATCTTGCTATGTAAGTATGGTCCACAGATCTAT 

GGATGAACATTGCCTGGGAGCTTATTAGAAATACTGAATTTCAGCATTGCCCCAGACCTACTGAACCAAAATAA 

TTAACAAGAATTGCTGTTGATTTACAGGCACATTA 

GGGTTGTTTTGTTTGCTTGTTTTCTTATTTGTTTCTTGTTTTTGAGTGTTATAAGAATGA(^TTCTGTTTGTTGTCTTC 
TGCTACTTGCTTTGTTTGCTCAACAGGGCATTTT^ 

TGAAC^TCTGGTC 

GTGTTTGCATGTAAGACATTTTCTGTGCTGTGTACCCAGGAGTAGAATTATGAATTGTAGTGTATGTGAATGTTTACCT 
TTACCAGATAATGGTAAATTGTTTTACC^CCAGCAGTATATGAGTTTTCATTGATCTACATCT 

T(^TCAGGCTTTTTACTTTTTGCTGACCTAGTGGA(^TAAAATGTCCTCTCACTGTGGTCTTTATTTGCATCTCCCTGA 

TAACTAATGAGATTGGTCAATTTTTTCATCTATTTAATTACCATTCTGTTTTC 

ATTTTGACTATTTTTCCATTTTTCTCTGATTGATTCATAGGAGTACTTATTTTGAAAT^ 

GTTGCTATGTTTTCTTCCAATTTATGACT^ 

ATAGTTTATCAGTCTTTCGCTGTAACTGCTOT 

TCTAATAATTTCAGTGGATGGGTGGTTTAATACATAATTAGAGCTCTA 

TTCAACTGGTATTCTTAAATAACTCATCAAT^ 

TCCAGGCAAGATCACAAGTTTTGGACTTAGCTTGACGA 

GTTAAGTAATTGT C C C CAT AAGCTTCAGTTTC CTCATATGTAAAATAGTTGCTGCTACAATTCTT CT ATTTTAAGAAAT 
CCGTTAATTACAATAGTTGAGTCAATTTAATGGGAGCTTTTTAAAA 

AGTGATTTAAAAATGCATACATTTTGCCTTAC CAATG C CTAC C TACCACATTACTTTTCATCATCTCAAACTATAAGAT 

TAAATCTTTTCTACATTAAGAATCTAAAGATCTTTO 

AAGCTCTTTCATGATCTCTTTTACATTIT^ 

TATAATTATCAACCACAAAAAGTTAAACAT^ 

AGTAATGATTCTTCAGGTCTCACAAATCTGT^ 

TCATTTTAACTGTATTGCTGCTGTC^^ 
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GAATAAGAGTTTCGGATAGAGGTATTOT 

AATTTGTGTACTTCTTTAAAATGGTTTTGGATGTTAATAATC 

ACACTTCCATTTCTCTCCTTTTGTG 

TGCCACCAGTCACACTTGTGTCTGCAAAAGGGGCAAAAAGAGTGCCTTTGTAAA 

GAGTGGTGCTTAGGAGATTGCCTTGTTTCTCTTAAGACACAACCTTTCTCAGATTTTGTG 

GAGGGCTCATATTAAACTGATGGAGGAAAGGTATATTTCCAACCATAAAT 

CCTTCTCCTGCCACTTGCACATTTC^ 

TTCCCAGTGGCATCTAGACTGTGTGGAGAGTGTTG 

GGTACTCTAGCATCCATTACATGATATGCTTGAAATGTACATATGAAAATATGTTAAGACTGAGTGTGTGG ' 

GAATAATTACACAGCGAACAAGTTGTTGTGAGTCCT^ 

(^CAAAGAAAAATTCTAGAATTATTTTAAC^ 

GTACAGGGAAAAAAGTGTCTATATATTGCCCTGA^ 

GCTAATTAAAGGAAGACAAAAGTTGAATTTGGATTCTAGTG C CTC ATAGGACTCTAATTTCTGTG AATATTGATACAAC 

ATGTTTTTAAAACACTTTAGTAATAGAGCTGTGTTCTGCT^ 

ATAGAGACTACCGAAGATAATGAGAGGTTTGTAATTC 

TGGCTCTGG^CTAAGGACGACTCGCCTTGATTTC 

GAGGAAACATTGGGCATTCTCCCTGCTGTGGGAAAGAG 

TAATCTTACTATTGGATCTTCACCCAGATCC^^ 

TCACATTCCTOATCTTTGGAAGCACCAGCATG 

TCCATTTCTCTAAGAGCACTGAGGCAAGCGGAGGTGAAGAGGAAGGCTCCGGGGCAGTGGGGAGCAGTC 

AGGCGCGGGCACGGCGAGGGGAAGGATCAAGAGGACAGGTCTGACTCCTGACTGGCTGGAGTGGTTTTGGTGAAAGTCA 

CAGCTCGGGCGTGCCAGCCTGGAGCTGTCCAACTTTTCAGCAGCTCCGGGATCAGGGTTCCGGTGCCCTGGAGGCGGCT 

ACCACTGCCGCCGCCGCCGTTGCTGCTGCTTCTGCAGCCCGAGTTGCTGACAATCCCTGCTCTCGCCGCCGGCGCCCAA 

AGGAAGGGAAGAAGAAAGGGAGG^AGAAGGACCAACCTCTGGCGAAACCGGGCACCGCGCACCCTAGTCTTGGTGACTT 

GGGGAGCCCGGGAGCGTGTCTCTGCCATAGCCTCGGTGGAAGGAGCCCTGCCGCGTTCTGTGACCCCTCCCGCTGGCAG " 

GGCCCCCTCTCGGTAGCCCTGAGGCTCTGGCGCCTTC^GTGAGAAGCTAAGCACCAGCCTCTGCTGGGCTGCAGAAGC 

GGCGGCGGCGGCAGC^GC^GCAGCAGCATCAGGAAGGCGCTCGGGCCAGCGCGGTGAACCCGGGCTGGGCAGCAGGTCG. 

CGGAGCCGCGAGCC^GGATGGAGGCAGAGGGCAGCAGCGCGCCGGCCCGGGCGGGCAGCGGAGAGGGCAGCGACAGCGC 

CGGCGGGGCCACGCTGAAAGCCCCCAAGCATCTCTGGAGGCAC^ 

TTCCGCCTCCTGCATCCCCATCACCACCTGCCCCCGCCGCCGCCACCCTCGCCCCAGCCCCAGCCCCAGTGTCGGCTAC 
AGCCGCCGCCGCCGCCCCCCCTGCCGCCGCCCCCGCCGCCGCCCGGGGCTGCCCGCGGCCGCTACGCCTCGAGCGGGGC 
CACCGGCCGCGTCCGGCATCGCGGCTACTCGGACACCGAGCGCTACCTGTACTGTCGCGCCATGGACCGCACCTCCTAC 
GCGGTGGAGACCGGCCACCGGCCCGGCCTGAAGAAATCCAGGATGTCCTGGCCCTCCTCGTTCCAGGGACTCAGGCGGT 
GAGTGGAGAGCGCCCCCTCCCCCATTCAGGCAAAGGGTCACCTCCCCTTTTCTCAAATACTCCATCTAAGTCGGCTTAT 
CACCACCAATTCTAGACCCAGGGTAAAATGCTAGTC^ 

TGAGAGTATGCTATTCAGGTGTGTGTAAGAGACCCCCCAAAAGTACTGCATAAATGTTAACTGGGGCCGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGGTGCGCGCGCTTCCCAGTTATCTGTGCCACGCACCAGCCCTCTCCCCACCCAC 

TTCCATACCACCCTGGCTAGTGAGACTAAACAGGCAAAATC^GTTTGCTCTGGGTGGAGAAGAAGAGAAGGTGAAGGTT 

TTGCGGGATTTGACCAGCGAAAGCACCCAGCATCTGTCCACTCACCCTATTGGGAAGAGGGTCGGTGGGGCTGCTCTGA 

CTGGGGAGGAGGGGGGAGTGAGAAAGCCTGGTCCCAGGATTGCAGCTAAAAGCCTAAGAACAACTCGCATTTCTCTTCG 

TCAGGTGGAGAAGTAAATTGAATAGCAAAAGGGGAGAACACGTGGGTGACTTGGAGAGTTTGGAGCAAAATGTTCAGCA 

ATCCTTGAGAGAGACAAGGGGGTGAGGGAGGGAGAAGGAGCGAGGACGCTGTGGGAGTTACACTGTGTCGGTGTGTGCG 

AGCTTGTGTGTAGGGAGACCGTGTGTGTATCAGTCGTCCCTGCAAAATCCCAGGAAGAAAGCGCCTTGTTTTAGCAGCA 

GGCAAGACGTAGAGATTTGATTATAGTGATTTCGCCTTAACGTAAGTGCTCCGGAAGACAGGGCAGGGAAGCCGCCTAT 

CAACCGGGAGTTTTAGTAGAAGTTGACCGCTGCTTCTCCAAGGAAATGAGTAAAGGACCAATTACAGCCATTCTGAGGA 

GTC^GCTCC^GATTCTTAACT(^GGCGTGGAGGTGGATGTGGGGCCC^CGTTTGGTCCCTTTCCTGATAACCCAGGGAC 

AGCTCCTTTCTTCCCTGTCCCAGGCCTTCCA^ 

GCTGCTGATCCTTGGCACATCTAATAGTAAAG 

TGCACCTCCAAGCCACAAGTCTGAACAATGGGCAGTTATAAATTGTAAATC^ 

AGGGCTGGGATTGTTTGTCCAACTCTGATTGACAGTAGGTTGGACTGATCAGAAAA 

TTTGAGTTTTGTGTGTGTGTGTGTGTC^ 

GCGAAACTATCATAACCCTGATGTGTACACATGATTTCAGCTTGCATATATGCT 
CTTAGGTACCTTGTTGGAGATGTTCTTGTACCT 

TCAAAGACTG CAGACTTTCATAAATTAATATAAAAGTTTCAT CTTTGTTTGAAGA 
GGTGGATGTCCTTCTCTCTCCCCTTTGGTTGAGCACGACACTATGTAGGACCCCAATGATAGAATGAAGGCAAGCCTGA 

TACTTTGTATATTTGACCTATTAATAGAAAAATAC^ 

TTCTAGCTTGATCTGTGGGCTGATTGATTTTGTAGAGTTTCTTAATTGACTTCATTTTT 
GAGAGAGTGGAAGAAAGAAAAATAAGCTAATTGGAATAGAGGTA^ 

TTTCTAC^TTGATTAATTGTTCTATTTGAAATTTTTAGTTGAATGGTTCACAGGCAAACTAAGATC 
TGTAGCTGCCACTGTGGCTCACCTGATATATCATTGTCATTCTATTTAAGGATCCTTAGACTTAAAATTCTTTA 
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CTTGCATATTCCCCACATC 

TTAAGGAGGACATGGATATTAGTTTCATTCTTT^^ 

AATGCTTTTAAATTATCAAAGAAATTTTACAT 

TATCTCTATTTGATAGACAAGAATGCTGAGCCCCAGAAGATGC^ 

TAGAGCTAAGACTGAAACGCAAGTCTCCTGCCTCATCAAAG 

GGCCTGTTGACAGCATCAAGAAATACATGAAACCAACGTGAAGTTTATATCGAC 

ATGAACTAAAAATGAGATATGGTTTAAATCCAT^ 

ATTTTAACTTTAGAAACTCTGGGCAGTATAAACTGGTGTO 

TTGTAAAATGCATATAAATACTTATGAAAGAGTGTTCAGATAAATTAAAGCTAGTGAGAACATCTAACG 
TAATTTTCTAAAAGCAAACAAGAAAAGGTGTGTGTGTGTC 

TACCATCATCC2^AATGGGGGGTTTAAATAGTCTATCAAGTTAATGTCTCTGAAAAAGC 
GATTCCCTATGGATTATCAAGAA&GGTATATCT 

TCTTGGCTGAAATTTTGAGAATTTGTAACAGTTTGTGAAGCAATGGGAAAGAGGAATCTTC 

ATAAGCAGTAAGGAGACA£CCCTTAGATATTTTGTGG 

AA1TTTTTATATAAAGTGTGTCTGTCAAACAAGG 

AAATTACCAGAGAAATGAGTCTCTAAGTTACCAAGAG^GAAAATGAAATATGAAAAATGTO 
ATGTACATATCAGATTAATCATTTCAACCAATAGTCTTCAAAATGTGACAACTATTTAAC 
ATTGTTTCTTTGACTTTACACAACAAAATATTATTTTCAATAATATAA 
* ATGATTCCTTGATATTATAAAATATTCTGGATTAT^ • 
GTTTGATTCATTTATTTTTATC^^ 

TACAGTGGCACAATCATAGCTCACTGTAGCCTTGAACACCTGTGCTCAAGTGATCCTCCTGCCTCAGACTCCCAAAGTG 

CTGGGATTACTGTCATGAACCACCATGCCTGACTCAAT^ 

ATATAAATTCTGCGCATATTATATTTACTTG 

TCACCCAGGCTGGAGTGTGCAGTGGCACAATCTTGGCT(^CTGCAAACTCCACCTCCCAGGTTC^GGGATTCTCCTGC 

CTTGGCCTCCCAAGTAGCTGGGACTACGGGCACGAGCCGCCACGCCTGACTAATTTTTTGTATTTTTAGTAGAGATGGA 

GCTTCACCATGTTGGCCAAGCTGGTCTCAAACTCCTGGCCTCAAGTTATCCACCCGCCTCGGCCTCCCAAAGTGCTGGG 

ATACAGACGTAAGCCACCGTGCTTGGC^C^TTAGTTTTTTAAATATGTTAACATCATATATTAAATAAAGAAAACATA 

TTGTAATATTTAAATAATAAAAGAAATTAGGTTTTCATTTTTCTATG CTAGGTTATAAAAG CTATTTCTTTATTGTTTT 

ATTGATTTTTCAGGTTATTAGTGTAATTTT^ 

AGATTTCACMTACCAAAATAATTAATTGAAA 

CTVGTATCTTTAAAAAAAAGCATATTGGAAAACTGACATA^ 

GATATTTAAATAGCAAAAAATGCAAGGAAAATGTATATT^ 

TTAGACTTTTTAATTTTTTCAAAATTAGTTTGAACCTTTTATTCTTGATTTGCCTTCAATAGAATATTGTC 

TTCATTTAATACTTTATCAGCTAGTGTGTTC 

CATTTTGATTCTAAAATGATGTACCTTCTGTC 

ATAGGAACAAATCCCCAAGCAGGGAATGTTCCTi^ 

CATGTGGAGCAGTAGCATGAAAATAGGTAA1TGACCACATCAACAAGACATATTTCTCTAAGATTATGGAATGTCGAGA 
AGAGAAGGGACTGAGGCTTAAACTAACCTAGTCCACCACTGTCCATC^ 

GTTAAATTACTTAACACAACTAGTTTACTGCCCAAACTATAACTACAAACTATATCCTCCATATCTGCTGACAATTACT 
TTACATTTTACACATTGTGGCCATCTTTTAACCATCAGTAGCCCCAACTTCCAGGTTATAG 
GAAATTACATTTAAAAAACATTTGTGAATAAGTGGAATATTCAAATATTGGCACAAGAGAGATGACTT^ 
CATTCTTTCkCTTTCAATTTGGATAC^^^^ 

TCACTGATTTCTATCTCTAAACTTTAATGTGGGTTTGGAGGCATGTCTTGGGAAGAGTTCTTAAAGATCAAATAGAATA 

ATAATCTAAAAAGACTTAGTTCTGTTTATGATTTTGCTAATTATTTAAATGTCTGAAGTCTATCATGGACAAACTTATG 

TCCCTCTCACAGCTTATTATCCATCTACAGGTTTAAAAATATGCAATATGTGAGTCTATAACTTGAATGCTGCTAGTAC 

TGGCTCATAACAGCAACGTTGCTAAGGGATTACACCAAATAGCACTGTATTATATTTCAAAAGATGTGGCTATTTTTAT 

CCTGAGGAACATTTTATCTACGTTTAAAAATAAGAAAACTGATTTTTCCCGAAGAATAAGCCACTTTACCTTATTGTTT 

AAAACTTATCAGCTAAATTGGTTGGACCCTATATTC 

GATTGAGAACTCTATTVAAATTTGCTTTGTGATCT^ 

CATCCATCCAGTTGTCTCTGGTCTGTGGCATTCTTAGACTCTTCCTCTCCCCTAACTTTGGATCTCAAAGACCACCAAG 
ATCTTTTGAATCGTCCTCAGA^TAACTCTTGTGTTTTTTCCTTGCCACTTCCCTAGTTCCAGCACTTATCCTCTATTC 

CCCAGGCTACGAATTTC3VCCACCATC 
-TAGTTTGACTCTTCAGAATGTTGGCCCAGTCGGTC^ 

TGAAATAATCACACTTAAATTCTGGCCGTGGTCTGAGTTCTCTGTGCCTTTTCACACCTCTCTTTCTTGCTGAGGCTGC 
TTCTTCCTTCTAGATTGCTTTCCCTATGCTCTGCAACACCCCTTCCTTACCTGTTCAGAAAACTCATGAATATCTTTTC 
AAACTCAGTTCATGTTACCCTCTTGCGGATATTCCTACACAAAGAAGGAATATTTTTCTTTTCTTTATTTTTTTATTTT 
TTTATTTTTATTTTTTATTTTTATTTATCGTCCGAGCTGGAGTGGAATGGCGCGATCTCGGCTCACTGCAAGCTCCGCC 
TACCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCTGCCACCATGTCCGGCTAAT 
TTTTCGTATTTTTAGTAGAGACGGGGTTTCACTGTGTTGGCCAGGCTGGTCTGAAACGCTTGACCTCGTCATCCATCTG 
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CCTCGATCTCCCAAAGTGGGAA 
TATCAATTGC^GTTTAATTATTTGTTC^ 

TATAGATTTTTAATAAGTGGTGAGCTTTTAAATGTGGAAATAATAATGAAACCTT 

GACAGGATATATTTGATTTTCTTAATAATCTCTTTGAAACACAC^ 

TGGAAGGGAATATTGAATCTCAGAAAAATAGAC^C^ 

CTAGTGATCTTTTTTATTGTAATGTAATGAAACAA 

ATTTGAGTTAAGATTATGAAGAGAGAGTGAAATTATAA^ 

AAAAAAACAACATGTAAGAGTGAAAATAACTCTGATGGGATAAAGCCCCCTTTGTAAATTTA 
AGTAAATTCTTAACCTTGGGTTATGTGGCTCTAG^ 

TTTATCCAATTCTCAATGAGTCTTTTATCCACAAAATTTAAGGCACTGTGTTCTAAAGCTAAGTT^ 

TAAGGGAAAAATTATGAGAACATAGTATACTAATGGAGTAAGATTATCGTTG 

TGGGATITTAGAAAAATGCAACACTTCAGAC^ 

TAGGGGATTACTTGACTTAAAATTTAATTTAAATATAAGGATAGTAAAGAACATTOT 

TC CTTATAAG ATAG CAGAACAT ATCAT ATAGGCTATTAATTCAAACAG GATC^TAATAATTTAGAkATAAAC CAATT AT 
TCAACG^CTGGATAAATGGTCAAGAATAAGGCCCATGCATATATTGAAAA 

AATCAGTGAGAAAAGGATAAATTATTTAATATAGGATAAATTGTTTAATGGTTTATGGAAATAAAAAATC 

TCATTCATACTATAATAAAGAGCACTGGATAAAAAAGATTAAAAACT^ 

AAATTCAAAAAGGAAGAAAAATGTATGACAAATATACATTTGAA^ 

AAACTGAAACAATTTTTCATCTATCATTTTC 

CC&CTTTCTTATGTACATTTTCAGTGAACAATAT^ 

TCAAATAATATATATCAATATTTTAATGTGCAT^ 

TAATTGAATAAGTGAGCAAAGAAATACTATATTGCAA^ 

TTTCAGGACAGAAATTGTAAAATAAATGATGATATATCTGTATTGAGATCTG 

TTTAAACTCTACAAGTTGTTATGTGGAAA^GCAATTTAGAGAAT^ 

TTTCATGCATGCTTATATTTACATATATGAGATTATGTCTATGTACATGTGTGCCTATAGTTATGTATGTAGGTGTATG 
TGTGGTATGTGTGTGTATATATATATGTGTGTGTGTATTTATATCTATATACATATATATGTAGAGTGAGAGAGAGACA 
GAGACAGAGACAGTACTACATATATATGTAGAGAGAGAGAGACAAAGACAGA 

AAGCAGGAAAAACCACGAAACTGTTACAGGTGTGTGAAGAGAGGATATTTTGAGAGGTCTTTGATTTTGTT 

TCTTCTCTTACTCAATTTCCTTTAAAATGAGCATGTGTTC 

TAAAACAATATTTTCAACTTATTTCGTTTAATATATTT 

AAGGATTGCGTTTCATAAAAAAATTTAGTAAAAGATAAAGA^ 

GTATGAACTATGAAAGCAAAAATTCATTTCATTAAOT 

TTCCTATCAACTAATCCAAGGAAGbGAACACTGTTGCTTTAA 

GTAAAATATATTGCTATTAACTCTGAGAGTTAAAAGAAATATTTCTCTGTGGTGTTTTATAAAAAAGATGCTATGTGAT 

ATGGTGTGTGCAGTTTCAACATTTTTTCTATACTTCATAAAGTTTGAAAT^ 

GATTCTTATAAAACTACACATTGATGGCCTGTTGTCTA^^ 

TAGCATTCTTAACAGGGCATTCTCTTTAAGACTGAACACTAAGTGTGCACCATTAAAAGAAGCTC 

GAAAATTCTTCTAGACTCACTCTC CTGTATCC C ACGTTCAGC CTCTTGTTCTCACCTGAATACCCGAATTTGATTTGGA 
TGCTGTATGTGTTCTCTGGTCCTTAAGATTAAAAACTAAGG 

CCTGCTCTGTTCCTGTAACTGTAGCCCTCAAGCAAGCCCAACCTAATTCTCAAGTGTGGCTCAGAATTCTGGGACACCA 
GCCCAAATTGGGTCTTCCTTATTTGTGATAGAATGGAACCAAAGGAATAAGAGAGGCTGGGCATCTTG^ 
TAATCCCAACACTTTGGGAGGCCAAGACGGGCAGATCACTTGAGGCCAGGA^ 
AAACCCTGTCTCTACCAAAAAATACAAAATTTA^ 

TGAGACACGAGAATTGCTTGACCCTGGGAGGCAGAGATTGCAGTGAGCCAAGATCGCGCCACTGAA.CTCCATCATGAGC 

AACAGAGTGATCCTCTGGTATTTTTTCTTAAAAAAAAAAAAAAAAAGAAGGAAAGGAGAATTCAGTGTO 

TTTCTGATTTTCTGACATGAACACCCCATTGTCTCGATATTTATAACATATC^ 

TCTAGTTGCAAAATGTAGCCCGATTAAATACATGGATTC 

TACGAAAAATGAGGTTGATGTT^ 

AGTCTATCGAGATTGTCCAAATTCATGATAACAATATTACC 

TTTAAATCATTAAAATATAAAGTAAAAGTTTGGACTCTTCTATACACACATTTTTATTOT 

CACCACCTGGGTTTTGAGTTTTATTGAGGACCAGTTTCTTGTCTAATGA 

ATCATCTGGTTACTCATCACGGCAGCTGCTACTACAGACACTGAAGAAAGATCATCG^ 

TTATCAGATGTTTGAGAAGTAATAGAGTATAATGATGCCCCTCAT^ 

TAACTCAGAAACTGCCATAAATAGCTGAAATATCQ^ 

TCATGGCTTCAATGGGATAGGCCAAACTTTGTGTTOAATTATGTGCTTCOT 

CTTTTCCTCCAC&CCCATTAGTGTTTTA^ 

AAGTATTTTGAGATCTCCCAAACCTGTCATAATACCATATAGTGCTCCTTTATATTGTT^ 

GTTTAATTGTATAATTATTGATAA 

TTTTCTCACATTCAAACACAGTATTTGTACATTGCT 

CCAATTTTATGAAGTTAGGAATAT ACTGTTAAAA.GT AAGTAGAAAAC1AACT CCAAATT CAGACAAC CTTTACC ATGTG C 
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TTTATTTTATTAAAGAGTTAAA 

CACCTCTGGAAATAAACCTAAAGGACAGGAAGTCATTGAAGAAGTGGCA.CCATGGATTGCCAGGATGA 
GAGAGTTATATTTAAGGAGACGGCAAATAAAAAAATGATAA 
TTTGTCTTATGATTATTTTAGTGTTTATO 
CTGTTAGCTTGGTTTAAACATATATAAAATGCCCAC^ 

AGACCCAAAAGTAAAAATAAATAAATTTCTTGACTGAGAAAATAATTGCCAATO 

TCATAAGAAGAAGAGTATGTATCATCATCCTGGCAAAATGGCACTTATAATTTCATAAATGCTCC 

TATTATTTTTATTTTGGGGGTAGTAAGATGTGGAAGCTGTTAGATAGTCATTACTTCTGTTGACATGGAATATTTTATA 

AACATGAAATATTTCACAAAAAATAAAAAAC^ 

TTTCAGAAAAAAATGTATTTAGGGAAAAC^^ 

CTCAAGTGCATTGCCATTTACTCCCTC 

ACTAATTATACAAAACATGGTGAAGAGGTAGTGTGCCT 

TATCTCCTTAGCTAGGTTTAAGAGATAACAAGA^ 

CCCMJAGATTGTTTTAACTGATTC 

TGTCACTACATCTTTTTGTAACTCATGAA2VAATTTCAGGCCAGGCACAGTGGCTCACACCTG 

G AGGC CGAGG CGGG ATTATTACTTG AGCT CAGGATCT C CAGAC CAG C CTGGACAACAG AC C AAAAC C CTGTCT CTACAA 
AAAATACAATAATTAGCTGGGTGTGGTGGCGTGCACCTCTGATTGGTCCCACCTACTCAGGAGGCTGGGGTAGGAGGAT 
CGCTTGAGCCCAGGGGTTCAAGGTTACAGTGAGCTATG'CTCCTGCTGTGCTGCGCAATCCAGCCTGGGCAAAAGAGTGA 
GAC CTGTCTCAAAGAAAAAAAAAATCAGAAATGTTTGAACC CATAAAGTAGATAATGAGGACATAGTGGGAGTATGT AG 
AAAAGCAATAACAGGCCAGGAGCAGTGGCTCACGCTTGC^^ 

GGTTAGGAGTTTGAGACCAGCCTGACGAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTA<3CTGGGCGTGG 
TGGTGTGCACCTGTAATCCCAGCTACTCAGGAGACTGAGGCAGGAGAATCGCTTAAACCCGGGGAGCGGAGGTTGCAGT 
GGGCAGAGATTGCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTTTCGTCTCAAAAAACAACAAAAAAACCCAA 

AAACAATAACATATAGCAGTGTTGGC^^ 

CATTTGCTTTAAATATTTGATGTAGTTAATTAATGAGTATTTTGGATCTTCTATTATACAAATCTGCCTATGAAAAAT^ 

AATGCAAACAAATTACAAATTTC^^ 
AGTTTAACAGAATATAACTGCCATCTGATTATO 

AATGGTTAGTATTTTCCAAGACAGTAGCCTAAGAGAGTAGTTCAATATATACGGAGTTCCGGCTGTGGAGGATGGGGCT 
GGTAAGGAAAAGCAAGAAGAGGAAATAAGGCTTTGCTAAAGATTCCTTAACTTCCCTATAAGATGTTACAGAGGCACTG 
ATTGGTTTTAAGCAGGGAAATTATGTGGATAGTTTTGAATTTTTTAAAACTTACTTTGGTAGGGCCGGGCGCGGTGGCT 
CACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGAGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAAC 
ATGGTGAAACCCCGTCTCTACTAAAAACACACACAAAATTAGCCGGGCGTGGTGGCAGGCACCTGTAATCCCAGCTATT 
TGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGTCACTGCATTCCA 
GCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAACTTACTTCGGTAGATATGTAGACCA 
TGGAGTGGGAAGAAATTAAAGGTGTGATTTAGGTGTTTATTGCAGTAAACCAGATGAGAAATAAATGGTGATAGTCTGA 
AACTGATGCTGTGGCAGTAAAGGATGGACATGGCAGTAAAGAGATGAATTTAAGAGAGGTTTTTTTTAAAAGTGGAAAT 
GATAGATCCTGTCGACTGACTGACTTAATGCTATTAGATAAAATAATTTTTAAATTACATGTATTTCCAAAAAGTACAA 
TTAATGAATCCATGGCCAGGCATGGTTGCTCATACCTGTAATCTCAGCACTTTGGGAGGCCGAGGTGGGCGAATTGCTT 
GAGCCCAGGAGTTCAAGACTAGCCTGGGCAATATAGCAACATCCCACCTGTATTTGAAAAAATAGTAAGTAAGTAAATA 
AATAAAAATCCATAAGTATTTGGACACCTAAGGTAAATTTAAAATCTTGCAGTTTTGTTTTCCTTTGTTCTTTGTAATT 

TTTAGCTTGTTTGAGTGGGGGAAAGTTTG^ 

TGCAGTGTTGTGGATAGATCACTTGTGTCAATACGTGAAGCATAACAAATGCTTTTTGATTGTGAAAGCATAGGTAGAT 

ATATTGCATTTCAGGTCACCACTAATTAATTGCATTAATTTAGTTAAATTGGTTTTCTCAACTCATCTGAA 

AAACTAACACTTGAAACTACTTCCTCTTGGT^ 

CCCCTGTTCTGCCCTCTCTCTCTAACTAGGAAGCTACTACACCAGCCTTTCCAGCTTTGGTTTTCTAATCTTAATTATT 
TCTGTACCCATCTATCACTGGAAATTCTTCAAACACTGATGTGTGGATGTGTGTGTGTCGGGGGra 

GGGGMTGGTGCTGTGTGTTATTO^ 
TTTTCTTTCTCTTTTTTTTGGCAG^ 
ACCTCCTTGTCCCGGGCTTAGCTGATCCTCCCACCT 

CCCAGCTAATTTTTGTATTTTTTTGTGGAGATGAAGTTTCCGGAGATGAGGTTTCACGTGTTGCCCAGGCTGCTCTTGA 
ACTCCTGGGCTCAAGCTCCGCCTCCCAAAGTGCTGGGATTACAGGTGTGACCCACCATGCCCTGCAAACTTATCTAAGC 

ATAGATATACATGTGCCATGGTGGATTGCTGCACT 

TCAATTGTATGTTTTTAAAAATCTCTG 

TGTTAATCACACTTAACAAGCCTTTGCATTTC 

AGCAACAACAATAAACACTTCATAGTCTTTCTTT^ 

AGAATAATTCTTTAATTTTTCATTTTC 

AAGATACTTGCTCTCAAACCAGGATTTTATAT^^ 

ATTTGTTTTCATAATACC^TTAATGTGTAGGACAATTACTATGTATTTTTGTTGTTGTTGTCCTATCCTTTTCCTTTCC 
CTTCATCTTAGTATTAGGATAAGTATGCAACAGTAATTTTCCCTTTCTATGAGATAAAAACTTCTACATCTTCCTAAGA 
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TAATATTACTGAGATAGCCATTTATAGATCATTATTTAAAAAGACTTTTTCATAGTGCATTGACATACACTATCCCAAT 
TGTTCCTCATATAGAAGAGTTTTAAGTTGAAGAGAAACATAATCAATGTCCTCTAGAAAGATTCCTCTTGTAGTAGCAT 
AGAAGGGGAATAAAAATAAAGCAAGAC^GAAGGTGGGGGGAGTCCAGTTGAGACATTATGATAAAAATCCAGTATAGCA 
GATAGAGTCATAACTTAGAGCAGTGGAATAAATAGGTTGATAOTATTAGGCTAGGTTTGTCCATTCTTAGCAATCAATT 
AGAAAAAGGCAGGTGGATAAAGAATAAAGAGATGGAAATCTTAAGGTATGTACTCAGCCAACTGGGTGAGTGATGGTAG 
CACTTACCAGGTCAGGGGAGGAAAGCTGAAGAGTTTGCTAGTGAACACACAAATAGAAATGTTCAGTAGATTATTGT^ 
TCATCATCATCACCATCACTATCATCATCATTATCATATTTCCTCAGCACTATCATTTATTAATTTGTGAGGCTTGGTA 

CTCCTAGAAGCTTTGCACAGATCACAGTTCACTTAA^ 
CAGACCTGGAAAATGGAACTTAGAAAAGTTATAGAA^ 

AGGATATGCAGGTTTGTTACATAGGCAAACATGTGTCATGGGGGCTTGTTGTAGCGATTATTTCATCACCCAGGTATT^ 

AGCCTAGCATCTATTAGTTATTTTTCTTGATCCTCTCCCTCCTCCCACCCTCCAGCCTCCAATAGGCCCCAGTGTGTGC 

CATTCCCCTCTATGTGCCCATGTGTTCTCATCATTTAGCTCCCACCT 

TTTCTGTATTAATTTGCTAAGGATAATGGCCTCCAGCTCCAT^ 

TATGGCTAATGCTAGAATTTTTATGACTCCAAAGTTCAGGT^ 

GAGAGAATAGTGTGGATTGGTTGGAAGTTACTAGGAAAATATGATGAGCATCAGAAAGAACACCTAAATAAGGGATGCC 
AGTGGGGAAAAGCTCAAGGATGGAAGCCAGAGGTGCACCATTTAAAGTGCAAGGAGGAAAAGAGGAGTCAGTGATGGGA 
CCTAAGGAGGAATTCTCACTCTGTGCTTTTTCAAGC^GGATACAC^TTCCTTCTTTTTTTTT^TTTTTTTTTTTTTGA 
GACGGAGGTCTCACTTGGTCACGAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTACAACCTCTGTCTCCTGGGTTC 
AAGAGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGAGTGCCATCACGTCCAGCTAATTTTTGTTATT 
TCTAGTAGAGATGGGATTTCACCATGTTGGCCAGGATGGTATCAATCTCTTGACCTCGTGATCCGCCCGCCTCGGCCTC 
CCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCCAGCC^CAGATTC^ 

TGAACAAAGGACAGTTTATCTTGGATAGTCTTATTCCATGATTTATATATCACTAAAAGAGCAGAGAATCTGTAGATAT 

TATAAGTGGGATCCTTAATAATTAATATATGGAAA.GAGAAGCTTACCAGATACCAGGATTTTTCTGCATTGCCTGGAAA 

AGGAGGATATCTGCAAACTTTTGTACCCTGTGCACTTATCAGATTGGACCTCAGATGGGACCTCTGCCCCACAGAATTT 

CTCTTTAATGACTCATTGCTTACTGGTCTAAGAAGAAAAATAATTATAGCCTCAGGTTAGAAAA^ 

TTTCACAGTCAGATTAATGCTCCATTAGTCCCATCTATATGAAAGGGAGGAGGGAGTCACCAAGTC^GGTTGGAAATTC 

CTTGGGATGAOTGAATGTAAGGGAGAAAAACTGTGATAATTGACATAGTCAAGGCIAAGAACCC7VGTTCCGAAGCAAATA 

TTTTCTTTGTGTGAGGAAAGGGTAC^GTATTGCTC^ 

TATTTTTTTTTAAAATGGATAAGAAATCATAACCAGTAGAGAGAGTAAAGAAACACAGGTCTATTTTCTTTAATGAATA 

TCATCACTCTTGAGTTATAACTCTATTATCTACAGTCTTGTTAAGTGAAAATTGTTTCCTCAA.TAAGAACAC1TTTTT 

TAGAAGTTGAAGTTCTCTTCTGGCACACATTAGAATTCTCCAGTA1TCATATTTCAGTTTTATTCATGGTGTCAAAAGG 

AATTGATGTGATAAAATTTCCAATAATGCAATGAGAATATTCACGTTTGTGCAAATACCATGGAG 

AGTGAAGGGACATTATGTGAAAAGTAACATCTCACTGGACTCACCAACTCTAAATCTTACTTTTTTCTTCAGAGATGAG 

GTCTCACTCTGTCACTCAGGCTGGGGTGCAGTGGCATGATTATGGCTCACTGCTACTTTGAATTCCAGGGCTCAAAGGA 

TCCTACTGCCTCAGCCTCCTGCGTAGGGAGCCATCATACTCGGCCATTTTTTTAAAAAAAAATTTTTCTGTAGAGACAA 

GGTATCACCATGTTACCCAGACTGATCTTGAACCCCTGGCTCAAGCAGTCCTCCCACCTCAGTCTCTCACAGTGCTGAG 

ATTACAGGTGTGAGCCACCATGCCTAGCTTAAATCTTGCTTCT^ 

TATTACTAGATTACTTGGTTTTTCAAAATTTCAACAACTCTTTTTGATTTTTAAGAATATTGGTTAGAATGGAAGTATT 
GGCATAAGTCACTAGTTTTCAAAAACATACCCAGCAGAGTTGAAAGCGAATGTAAAACGCCATCGCCTGTTGATTCTAT 
CATCGTATAGAGTATTTTTCTGCTTATGTACTTTTATTGTTTTGGTTTAGAGACATGTATGATTTATTACACCAGTATT 
TTAAAGCACATTCTCCCTCTTCATTTCTGCAATGTACTGTGTCGAACCAACTTCATAGGTAAAAGTTGTAAAATATTGC 
TAATTTCACATGGTTCAGCCTAATAGAATCTCATGCCCTTTTAAGCCTTGGAGAAGGAAAGCCTCTCATATTGTCTCCT 
TCCAGATTCTTGGCTCAATCCAAGCTTCTGCATAGTTGGAGTGGCAAATCCCACTCCTGCATCTGGTGAGCTGTGCAGT 
TAGCAGCTCTGACACTTTTCTACGCTGTTCAAACAATTACAGCCCCAAAATGTGAGTGTGGCCTTAAAAAAGGCTGATT 
CCATGTGACTACCAGATTGCTTCAAGATCTGCCCAGTCATCCCCCTGACTGTGTCATCCCTTAAAAATCTGTGTCATCT 
GGGTACAGAAAATTAGAAGAATGTTCTCTTGATCTCTGCTTAAATTTTCAGAATTTTTCCTTTGAAACCACGAACTAGA 
GAATTGGAATTAGACTTAATGACTTGACTCTATGTAGTATATATTTCTTTTCTCCAAACACTGTTTTGTATACATGAGG 
AGGGACAAGAAATGAAGGAAGGGGAAAAGTATAGCGTTTCAGCCCCAGAAAGGTACCTTTCACAATGTAAATGCAGAGT 
ATCTGGTTAGACATAGCCATITTGCTCACAAGCACATTCAGAGATGAAGACATGCAG 

TAAGAGGGTGAAAATAGAGGTGGCATATGAAAAAAACCTTCCA.TTTTCATTGAGCGTACCCATATTCTATGGCATTTCT 

TACCAGTCAGTAGGAATTTTTTTTCCTACTGATC^GTACT^ 
TTTGTTTTCTAACTTTGTTCTCTAGCTTCTAGGTAGATG 

AAACTGCCTCAGCAAGTTTTACTTCAATATTAATGGGCAAGATGAATATTGTTTGATGTTTCACTGTT 

GGAGAAAGAACTAGAACTAAGTTCAATTGAACCATTACTATGCAGGGTCTATACAGTCIATGATTATTATCTCAGATTCC 

AAATTCTGTTCACCAAAAATTATGATTATCAAATTGTTAAGATA 

TTGGAAAAAATGATTTGACTATATCCAAGTTTGCAGAGTTGGTAAGTAGCTTTTTATTGCAAAAAACTTGCTGATTTGT 
GAAAGAACCTTCATTTCCAAATTAGGAATAATTTCCTGCAAGGAAAGACTATGCTGTGTGTGTGCCTGTGTGCTCTTGT 
GTGTGTGTGTGTGTGTGTGTGTGTCTAACTCTTCTGTTGTGAATCCATCAGTGGTTTTGCATTGTTTACAGGATAATGC 
TCAGAATCCATAACAAGGTCAGTAAACTCATCTATCATTTCCTAGGCATGTCTGTTATCTGATCTCTAGCCTTTCTTCT 
CCCATCGTCGCCAAGTTTAGTTCTACTTGACTTCCTTCACTTCCTTCCCATTGACCTAGGGAGCACCTCTAAGACTG 
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AGGGAAGTCGTGGGCTTGGTGGAGTTGAGGTGGGGAATCTATC . 
AGAAGAGCTGATGAGTGGCAGTAGAGATTGAGTTA^ 

TGACCAATTTGTTAGAAGGGATGAGGGGCAGTAAGTAGTCAGTGATGACCCCGAGGTTTCTAGCTGGACCTAGAATTGT 

CCAACTAGTCCAAAAATGAAAAAATTTGCCTTTAACTAAGATGAGTTTGACAAAAGA 

GTAATOAAAAG^GTTGGCTTTTTC 

GTTTGTCAATACCCATTGATTTTTCT 

TTTCAGCATGGTACCTTTCAGAGAGC^ 

TAGCATCTTAAAACAATAC^CATTTGTTACTTTACAGTTTCCATGG^ 

CTGTTGAGGGTCTCAAAAGGCTTTAAGAAAGGTC 

ATATCAGGTGGCTGTTGGCAGAATCAATTTCTTAACCACTG 

AGAAAGAAACTCTGACTTCTGACTTCTAGGCCATTTTTTGGAGAGCTAATCACTTGCTTAGACCAGACCAAC 

AACCTTTGATTAACTTAAAGTCAACTGATTAAGGATGCT . 

TGGTTAAAAGAAAATTACAGATGTTGACC^TCTGGGAGGAGATAGTGTAAGGGCCTGAGCTATTGGAGATCATCTTAGA 

ATTCTGCCCACCACAATCGTGTTCTATGTTTATGCAGGTATATGTGTGAGTGTGTATTTATGTGTGTAGT 

AAAAAATGAATTACATGTATCCCAAAACAAGCGGCAACTGCACATCCCATGCCTTCTTACTTGGATTAGTTTTTCCTGA 

AGTTACTCCAGGGTCCTGTCTTCCCATTGTTAGG 

ACTAAATTTGGCTCTGAAATGTACATTTCA 

TGTGATCCCAAATGAGCTTCAGCAGTTTGGAGTGAGGCCATGGCCCACATGTTTGATGCCACCAG 

TGAAAACTATATCAATAAGGTAAGTAGTCCCtTCTTAGGCATGCATTCTTTTCCAATTTTATG 

TTACAGTGATACAAATAAATATTTATGCTTT 

GAATGAAATTGTCCCATTGAACTTATTTTTTCAGCTTTTGAGGATATATCGAGTGTACTTCTTAAAACTGAACATGT^ 
ATTTGTTACATTTATATATGTTTCCACATATCACTTTGTAAAAGAATTAGAGAGAGCTTATGA^TAGAATTTAAGTTG 

ATTTGGTATGAGCAAAATATATTGTT 

ACTTGTTTTAACTCTATCAAGGTTGGGCCAATGTC 

TGTTCCTTAGGGAAAAACATGTTGTCTTGGGTACAA^ 

TCCAGATAACAGACCTTGCCCTAATGGTATGTGGGGAACAAATCCAGAAGTATCTATCATAGCATTCT^ 

AATTTTATTAGAAGCCAAGGCTAGAATGTTGAAGCTGGACTCCGGGCAGGTGATTCAAATGCCATACTATTACTTTCCT 

AGCATGGAC7VGTTCTGGTTATTAACTCACTCTTAC 

TTAGATATCTTAGGTAATAATCCTGAAAATTCACTT^ 

A&AACTCACTTTGAGGACCTGAAATGTTATATT 

AGCAGGTGGTGAGGTTCACTTTGAACTGGTAATTAC 

GC^TCCGGTAAAC^TGCCAACAAAAAC^^ 

AATATGGAAATCCTTACCATGGCATTCAGGAATCTGCATGATCTGATGC^TGTGTATATTGACAGCACATCTTGTATC^ 
TTCGTGACATCACTCTCTATTATTTGGCTGATTTTGACCTAATTCAGCACTTGGAAACCACCATACTCACTCCTGCCTT 
GGAGTTTTTATGCATACTGTTTCCTCTAC^ 

TCTCCTGTTTCTCAGTTCAAATCTCCCTTTTTCTGATTATGTGTCTCTGATTCTCCAAATCTTGCCAGTTGGCCCTGTT 
' AGGGACTCTCAGAGCTTACTGTAGTTTTATTTC^TCCATAGCAGCTTATGAGATTTTTTTCATTAATGTCTATTAGCCA 
GATCGTCAGCTCCATGAAGGCAGGTTG^GGCTTGTTTTTCTGACCACTCTATCATCAACCCAGAGCACAATAAATGAA 
CATAAAGTGAATTCAATAAAAATGTGCTGAAAGGATAAACTACTGTTATTTACTACATTAATTACAACTTTTGTTAGCC 
CCTTACAAAAGATGCTTTCTTAGATGCTGCATTTCCCATTCTACAGAGGTTGAATAATATGACTATGATAGTTTTAGAG 
GAGATGGGAAATAGTTTGGTATTTCTTAAATTAAAATATGAATCTGTTAGAGCTAGAATTTTATTTTCTGAAAGATAAT 
CTTGTTTAGCCAGTGTGAGAAACTACATTACACAAAGAACATTTTGCTAGTATTATTTCGCAGGAGAACTAAACTTGGT 
AAACTGTCGTTCCTAGAAGATTGTTTTTATCAGGCACCGTTGCCTTCTTTGAGCTTTATGAACTCATGTTTTAGGACAG 
TTAGACATTACTGATGGAGTTAGAGAATACTAGAAAGTGAACTTCAGCTAAAGAAAGTGATCTTTTTTCTCTAATGGCA 
ATTCAGTTGCAAAGTTCTATTTTTATTCTAAGGGGCTCATAGAGGGTGGTCCCCAGGATTCTCTTAGGGGTCTGTGAGA 
CCATACATATTTTCATAATAACACCAA 

CTATAGAATGTGATGCATATTATTTCATAACAGATTGAATACGGAAGCAGACATGAGAACCTAGATGTCTTCCATTAGG 

TGGCACAAATAAAAAACATTGTCACTCOT 

ATTTTTTGAAAATGAATTAGTAAATAAATA^ 

AATCTGTGAGTCTTCAATAATTTTTAAGACTATAAAGAGATTCTGATACCCAGATATTTGAGAATCACTTCTCCGAGCC 
ATTTTATTGACACAATTTTACTTC 

CAATTGATTAATTGGGTTGACTCGATGATACAAGCACACGATCTTCAGTATGAA 
TCTTTAGTTCTC^TTATCCAATTCCCTT^ 

GTTTACTCAAATGCTAAGACATAATATATCATATTCTGCTTCCTGCTTATCTTCCCTAATGATATAGCAAGGAGATTGA 
TTCCTAACTCTGC3VTGCAAATCTGCCATAGTC 

CACCAGACTCCTGTTGGAGTCTGTTGGATTGTTTCCCATCCTTTGTCACTACCTACAGTGTAGTGATGACTATTCTTTT 

ACTTATTTGTTCATGTAAAGTAAATATATCTCT 

ACATATTTTTTAAAAGGATTTTAGTAGAOT 

TTTTCTCAGTATACTTTTTAATAGATTGCATTATAAAATTTTAATATTTACCATTTAAATAAGTGAAAGCAATGTCTAA 
TTGCAGTTTTAATTTTATTTTTATTAAGGAAGTTAATCTTTTTTTTTTAGCT 
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TTCATTGAAGCTCATTAGTTTC 
GTGACTCTTG^GATCTTCTTCTC 

ATCTCAATTAAGTAAGCTTCCTTTCTTATCCTCTGAAATTATAATCATCTTO 
CZATCTAGTCTGACTTCCAGTTTGCAAATTATCTTCAAAAAGTGGAAACAGCOT 
GTGCTCAGGAGGACTTTTATTAAGATTGGGACATATTGCTTAGTTAGT 
CTCTX5TCTGATGGAAGGCTTAGTCTAACAAATCATCCT 

G AAGAGACACTTGATTAGG C AGAT CGTGACAACTTCAGCTTTG CC CATCATACATC CTC CAGAGAC TC C TCAAACTCAA 

GAC^GACTTTCTACAGGAAGGAATGGCTGTTTCTATTTCAGAATATTACTGATAC 

ACTTTCCTTTATTTTTATTTTTATTTTTTTACAGACAAAATCTTGCTCTC 

CATAGTTCACTGTCACCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCCCGGCCTTCCGGAGTG 

C^TTCCTTCCTTAACTCATTTC^ 
GAAACACCATOATTTCTTTTACTAGAATGT 

TAGAAATGAAAGTATAATGAGAGAGAATCCAGATAAXAAGATTTTCAATAAACAA 

TGTCTGCTGCAAATTTTAAGAATGGTTTTCTGTCAACATACAGTTGTCATTGCTTACTC 

GACACAAATGATTGAGAAGATAGTAGAGACTGAAACTAGAACTGTT^ 

CCACAGTAAATTATTAGCAAATTACATTTTCAT^ 

GTTGTTTTAACAGTGCTGGAGGCAAAGCGCT 

ACACACTTTACTATAGTTAGATGTCTCT 

ACTTACATTTTAGTGGGAGGATTAAAATAATGTACAT 

TCATCATTATTACTATAGTAAATGACCACTATCTGAAATGGGATATAAA 

GCGTACAAAGACCTGACAATTTAGATACAATATACTCACTCTGTCTCAAAATAG 

ATTATGGTGACATTTCTGCTAGATTTGTCATTGAGTTGCTGGGTTTGAGGAAGl^CCTAGGCTAC^CATTTCTCTTGGC 
TCTACAAAAGGCTGTGGC^GTGGGTCCCTGAGTAAACCACCAGAAGAAACCTAAGGGGCACCTCTGTTTTTCAGTTAAT 
CAGTTTTAGCTCAACTGGGATTTAATCCTGAAAATCTAAATTACATTTACAGACTTTAA 

TACATGGGAGAATTAC C AAAATATATTCGTTACTCATAC AGTTTTCG AAAAACAGGTGAG ACAT CTTC CAGTTAAATT C 

ATCTTCCTTTTATGTTTAATCTAT^^ 

ACCTAGTTTGGGCATCAGATGTTCTCCTTTATOT 

TACTAGGCTATTTCACAGAAAAGGCTTGCTGCCCTCT 

AGAAAGAGTCTTAGGTGACCTGGTGTGGGAATTGCTAAATCTCAGGCTACTCACTGAGACTGTCTGCTGCTGTGCTGGG 

CACTGCAGTCCTCCAGAGCAGGCCTGTC^ 
ATCATGTATCAGCCTCTAGCAGCAACTCCTCTCTC 

GGCATGTCTGTAATCGTTATCCCAAGGGCACGCTCCACAGGCATCTAAGGGTGAAAGGTACTGCC^GTCTO 
GTTATTTC CATAGAGCTAC ACAGGAAATAACACC AC CAAAAATAACACATTCAAACTCAGAGGGCAATCTTCCCTAACT 
ATTCATAGGCACACGTCAGGC^TTCTATACATA^ 

ATTAATTATTAGC CAACATTGAATAATTATTGGTGAGAGGGTAAAGGG CAAGTGAAATAAAAATAGAGCTGGTTTATTT 
TTAGGAAGACACTATTTTAATGTGTTG 

C T CTTTT ACATGC AGGTTACAGCCAAAGAAAGAAATAAT AGC C AACACATTTACG ATTTCAATTG C AAAAATTGTC ATA 
TTTTTGAACTTGTGTGGGTATTTGAAAATATTAGCTC 

ACTACCAGCTGACCACTGCTC^GCATCCCCTGGACTCCAAGGGTTTCATCTAAGACATCTAAGGAGAATGTC 

ACATCGCACTAATGCCCATGACTGCACTGCTTGAACCATGAGGTTATTGAACAGAAAGCAAATCCTTTTCTGAAGAGCC 

TCCAAGATGTGGATATTTCAGTTAATTTCAGCTCCCTGCCAGCTCAGAAGAATGATGCTGTGCTGTGTGCTGTTCCCAT 

GAATACTACACGCAGGGCACTGCTCAGTGACTCAGCCTTCCAGGGAGCCAGTCAGGGTTTTGAAGCTGCATCGTCCCTT 

TCATCCTTGAAGTTCrTTTGGATTTCATCAATGGCATGGAGGGATATTTTTAAAACAATGGAGATTT^ 

AAAAGGGCTCCCCTCGTCACAGTGCCAAAACCATCACAAACATAAGTTATGTTAAAAAAAATCCTAAACT 

TGGTACTTAGGGAACTAAAAGACATCTCATGTTTO^ 

CCAAAACAAACATGCATACTTAGAGCATAAATTCAGATAAATGCTGGAGAATTAACATC 
CCTAAAACAAAAACTCAGTCCAATGGTTGTTTCAGTGAACTG 

TGAAGTTAAAAGATATTCGGTGCTTCATTCGAAATTTTCTATTTCATGATTTTTGAAGTA 

GAC TATAGAAAATCATTTTTCTTC TAAAATGTTGTCTTAGTC C TAAATTAGAAAAAAAAATAGTAAGAAATTAACAAAA 
CAAAAAGTTAATAGTATTATTCACATAT^ 

CTGGGATTATTTTTCCAAATTCTGGCACTCTATTTATGAGTACCTAGACAGACACTAG 
AGAAATGCTACTTTGGAGTACATTTGATGT^ 

AAATGTAAAATTATTGAATGTTGGAGCAAGAAGATCATCTAATGCCCT 

CCCTTAAGAACACGATAAGAGTTTACCTTCTTCCTCCCTAGAAAATATACTC 

TATGAAAGTTAATCTTAGTCCAGAAGTCCTAATAGCCCAAGAATAGAAATGTCAAATTCATCTC^ 

AATTTTCCGTTGCCCTTTTAATTCCAATAACACAGAAGCTGTA 
CCAATTGAGCTTCTTATATTACAGATAAGGAAAT^ 

TGCTAGTTATTGAGCTGGGATTCAAATTCAGGTAGCTGATTCTAGTGTGCATGTGCTAACCACAGCACATACTGTGGCT 
AACCATCCCTACACTCATGCTCAAAACTACGCTGTC 
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QGTGTAGAGTGGTTAAGTGACCTGGCAAAaGTGGCAAAACTAGCATCAC^QTCAGCCAGTCTGGTTCCAGAGGTAG^ 
CTAAACCAACACACTGCCCTTCACATGCCTOTOTOTGAGTTCGCACACCCACACA^ 
CTTAGAGGTCAGGGTAAGCTGAGGATACGCATGACAAATGGGATTAGAT^ 
TCTAATTATTTTGTTTTAAGCAAGCATTATTTO^ 

AACTTAAAATGTGTTAGCTGGTGAAACGTCCAGCCTTATGGAGTAGGCCCCTGAGGTATAGAAATGGTTTTGATGGCAT 
• AGGATGTAGCCTTGGGAATGTCCTGGAAGAGTAGGAGCGGCCAGTTAGGCATTAACACTCAGGAGTAAGGAGACTGCAT 
TTGGGATGCTCAGCTGATTGGAGGGTGGTGTTGAGTGGTCCCCTGGGCAGTGAGAAGAGAGGCCAATAGCACTGGCACA 
GGAGGACAAGCAAGTTGTTCTAAGTAAACTCTCAAATGAACTGAGAGATAAAAACTCTAAATTTGGACTGCTTCACAAT 
TTGCCTAAGGCTGGCCCTACTCAGGCCTTTGCCAGCTGTTGTTTTCTTTTAAGCCTCTGATCTGCAGGAAAACAGTCCT 
GATTTCACAAAGCTTTAACAGAATTTTTATAAACGCAGATTTGGGGCTCCATATCCACAAAGTTTTCCATCCTTTATTT 
TGAGAATCTGCATATTTAACAATGATCCTCCCCAAGGAACTGCAATGCAAATGTCCAAATACAGTCCTTGGTAATATGT 
GTTTTCACAGGGTGAAGTTTTTGTCCAACACTGTGAGATGAGAGCTGGGGGAAiU^AAAATGAACATTAACCATAGAACA 
GGAATGCAAATTTTCTGAAAAGTAGAGCGCTACTCCTCTCCTCTCTTTTTCTCCATATAATTGAAGAGACACTCAAATT 
GATTGTTTTCCCATTGTTTCGAATGGTTGCTCCATGTAATTACTGAACTGAACTGGTAGTTTGGGGGGAATAGGGGAAA 
TTCAGAGAATGTTGTGTAGAAGTAGAAGTCTACCTATGTCAATGACCTATTTTAGCATTTTTCTCTATTAACTGGCTAA 
GAATTCGCTTGGAAACTCCTCCAGCTGAGGCTTTGTTAGGCTTTGCTGAAAATAAATTAGGTGACTCATTAAATTGTTG 
CTGGAGTTAAAAAAAA.TTAGGCTTATTGATTCTTAAATTTCTGCTAAAAATGTTGCTAAATTA^TATAGGTTATTGTC 
TTTATCAAAACAAATAACCCACAGCTTCTGTATTGCTTTATCTGTATTC^AAAGTTTGGGCCGGGCGCAGTGGCTCATG 
CCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCAGAGGTCAGGAGTTCGAAACCAGCCTGGCCAACAT 
GGCGAAACTCCATCTCTAGTAAAAATACAAAAAAAAAAAAAAAAATTATCTAGGTGTGGTGTTCGGGTGCCTGTAATCC 

cagccacttgggaggctgagtcaggagaatcgcttgaacccgggaggcagaggttgcagt'gagccaaggtcgtaccatt 

GCACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTAAAAAAATAAAAAATAAAAATAATTAAAAAAAAAA^ 
CAACAAGGTTATGTTAGCATTTATCAGAAACTAATGATAATTTATGTGGTATTAAGTAGGGTAGTATCTTGAATGAGAA 
AGAATACTGTAGTTTGGATTCTTTGGAGGACCTTCGGTTTATATTTTATTTGCAATTATGTTTATGCTTATTATTTCTG 
CTTACTTTGTGACTAAAAGCCAGTTAAATGTGATTCTCAGATTTCATTTTCAGTGTTTTTATTAGAATGTGGTCTTTTA 
GGATTTAAACCTATTTTCATCTTGCAAGTATATATTTTAAAAGTGATTCATTTAAATATTCTGCTCAGCAATTAGCACA 
AATGTTGTCACTAAATTATTACAATAGTAGCTATTAACTTCAATAAGTAAAATAACAGTTCCCTATTGTATAATATATT 
TAGAAAAAAATCACTTAGTGGGGTGCATGTATGTGGAACAAGGTGAAGACTACCTATCTCATCACAGAATTCCTCAATT 
AAGAAGAAAGTGCTCTTAATTACATCCAATGGCATCATTTTCATGAAGATAATCAATAACAAGTGACTTATTTCAGTGT 
CTCAAATTTTCAAGTTTATGCATCCATCTACTTCACAGCATCCATCTCCATGGGCCCCAGGCTGATTCTTGTTATCCTT 
GCTCAACCTATCCATTCTCACAGTAAAAAGCCATGAGAGCCATTATTTTTTAGGAAATGTGACCCATTATCCCCAAATC 
ACTGGGAAAATCACCTTACTCGACGGGTCCTTATAGCTATCCCTAATATCTTGTTGATTTCTCCTTTAACCTTTTTACT 
ATGCCAATGAAAATGGAGCAATGTATAACTCAATAAACTCCAATTC^CTGTCAAATATCCCTTTCTTCCCAAATTCTG 
• TTTAAGAGTCTGTGGGCCTCTTCCAACTACAATCCCTGCACACCCATCCTTAGCATTAGCCATTGTACTTTTAGAGGAC 
CAATTTGTAAACTTGATCATATCAATCTTGAAATCTAGGAACAAAGAACCAAACTGATAAGCTCTTATATCCACACTCA 
GGAGCTCATCTTCCCTGATTACCTTGGGCTCCAAGTACCACTTTCATGAGTGCCTCACTTGTGTAGAATCTCACCATGG 
TACAGCTCATCACACCATTTTATTATCCAGCAGTGGAAATGTAAATTCATATCCTTTTAACACTCACAAAAGGAGTCAA 
TTTCAGTC^^TTTTTAGGAAATTTGGTGAAAGTTTAGTTGGTTATTATCCTGTTCTTCAAAAAGCACATCATTAGACAT 
ACTTTTAAAAAACCAGAGAATAATCTTACCTTATAAAGACAAATGACACATGTTGCTATGAGTTTAGGGGAGGGTTACT 
AACCTTATTATCATGTGAACTGTTTGGAATTACCTTTGAACCCTCTATACATGGATTTCTGTCGGAGGCCTAAGAACTC 
CTTGTCAGGAGAAGGAAATGGTAGAAATCAGATGAATGGTGAAGTATGACCATTAGAAACCACCCTCTATACACCTACA 
CTGCCTATTTTTACATCAAACATAGCGAACTGTCCTTTAGGAAGCAGAAAAGGCAGAGCTGAGGAAATGAGAGGCACCT 
CTCATGTCTTTAAGAAAACAACTAAGTGGCAATTTCTGGAAAATAGGTTATTGTTTGTCAGGTATTAGCCTGAAATTTT 
GCTTGAATTGTTTCTCCCTAGGAAATGAAAGATGTrOVCTTCTTAGTTGTTTTGGAAAAACAAATACTTACTAAAGATT 

ATAATGGCTATCAATTTAAACAAACAGATGCTTTTAGTGTCT^ 

TTTACCAACAAAGCATAAATTCCCATGTTGCTTCAGTACTTGTGCAGTGTTTGTTCTGGAGCCTCTATTCAATATCAAC 
CAGCGTATAGTAGTOCCTCCGTGAGAGTCTCTTGTAAAAACTTACATTCATTCTTGTTATTATTTTATCTGAGTGAATA 
TTTGACAAAGACCSVAAGAAATCCCCTTGAGACTGGTACCCATTTTCTCTAATTTGAAAGATATTGACTAATTTTGTTAG 

ATCCCACCATGAAGGCAAAAGGAAAATATATTAGCTATCACTC^ 

AATCTGAGGGGCAACTGGTGTTTGGTTGATCTATGTTGAACTTATGGATAGTTATGTGAGTGTCAGATAGAATCAGACA 
TCTATGTGAGCTGGCGCATCTCCATTCCACATTCTCTCTCATCTTTCTTCTGGGACTGATGAGCTTGCCTGGGTGTGTT 
CTTCTCGTGGAGATGGAAGAGGTGGAAGAAAACAAGCCCAACACAAAAGCACATTTTCAAGTCTCTGTCATGAGAGTTA 
CTGACATCCCGTGAATGAGGGCAAAGACAAGCAGTGGGG(^GGTCCTCCCACCCTTGATGGGAGGGCTCAGAATGAATA 
CATAGATGCAAGGAGTAGGGATTTGGGGCCAGATGATACATCCTACCACAGAGAGGTAGGATACAGGGAAATTCTAGGC 
CCTCCAGTCCCTTTGCTCCAAATAATCACCATAGTTGAGACTTGAACTATGAGAGCATCAAGTAGGAATGCCAGGTGAG 
CTTCAGCTGCTGCCCAAGTGTCTAAGAACACTCATTC^CCTCTCAGATACTCACATACCTATGAAATGCACCAATTTCA 
TATCATGAGCCAAAGTAAAACTCAGAATCATTGAAATATTTGTCTTTGCATAGAAAGAGTCCCATATGGAAACAACCCA 
GCCTACCTGCTTGACTTCCTGCCTGCCTGCATGCCTCCCTACTCCCTCCCTCCCTCGCTACTTCCTTCCTTCCTTCCTT 
CCTTCATCTCTCCTTCCTTCCTTCCATTCTCCCTACTTCCTGACTGCCTATGTGCTTTCCTCCCTCCCCCCTTCCCTCC 
CCCCTTCCTTCTTTCCTTCCTTCCTTCCTTCCCACCTTCCTTCCTTCTGCTCTCCCTCCTTTCCTCCATTTCTCCCTCT 
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CTCCCTTATATTTCTTCAATTCTTA 

TCTTCCTCACCTGTATTCCTTGGAGTAAATO 

AAACTCATTGAGAAATGTCTTCCAGTTTCATCTTCCAAA^ 

AAAAAATG^TACTGATTCAGAAATAACOT 

ATCCCTCCCTATGTGATATTCAGAGATGAAA 

TAAGAGTCTTTGATGTATTCTGGGAGCTAGC^ 

CTAGTCCATCACCCATAAACCAGTTAAAGAGATAAAGGTC 

ATTATTCTCGATACCAAGCAAGTTACAGGTATC 

GGCATAAGGGAGATGTAGATCTGTAGCTTTAGCACACATGACC^ 

CTGACTTTGCAGACTTGCGGGGCATTTC^^ 

TTGTTTGGGCAACCAGGACTCTTGTATGTGACATAATCAATGCTC 

AATCTGTGATGCTTAGGGCCTTATCTAGTGCCOT 

TTCTTTGAAATATAAGCTTTTGAAAGAA^ 

ATGCAATTTCAGTACTTGGAAATGAGCATTTTAAGACTCCTTGTTGACTTCCCTTGTATTTTAATGCATTO 

ATGTCTGCTTCTGCATTGCTTCCCCATGA^ 

CATTATGCAAATTAAATGCAAAATTCAGTGATGAGAGGAA 

GAGTAAGGCAATTACAAAATTACTTGCAGCCACTGTGACTGTGTATTTTCCCGTATT 
CTCATCACTACGAGATTTATTTTTCCAT^ 

ACATGCACCTACAGAAATAATTTTTTATAGATTAGTGAGATATTTAATTCTGACTTTCTTTTCCA 

TGTAATAGTCTTCTCTTCGCCTGTATTGTAAGTATGAACATCAGAATGGCTCAGTAAGCTGGAAGAGCAAAACCATGTC 
TGTGTGTAGAATTC C AATG C CAAAAGAGAAATAC CACTTAT CTTCCACTT CTATAAATAAAGGCAATAG CAAAGTCATT 
AACAAGAGGAAGGGGTGAATTCAATGATCTCTAAGATTTTTTTCCA 

GAAATAGTGGTATTGAAGTAGAATTATGAGCTCTACATTCAGTCTACTTTTCACATCGGATTGTCATC 
GGGTAATTCTCTTTAGATTCTCTAGTCCTAAGCTGTA^ 

AAAAGATTGCCTGCATCATATGTAATTTTTGT^ . 
• GATCATTTTTATTGAGTTCAAATTAAGTCTTC 
AAATGCTCTTTCTTTTCAGGCTTGCCOT^ 
CTAAGAATACATTGAGGATATAAAATTATGAGACTAGAATC 
AGCAATAATTGTGAATGTTTCATATTTAGAGAATC 

TTTTTCTGTGGGATATAATCCTCTGGTCTTAAAAATTAATTTTAGTAATGGATTTTCACAAGTTCCCTTGGAGAGCATG 

CTTGGAACATTTTTGTGACATACACTCTTGAGGTTTTCCTTCTAAATTTCTTTTCATCACTCATTTTGACT 

T CTTAAATATTTGTTATTACGTGTATC TTTGTAAATAAAAGTGAGGC TTAAGAAG TTTGACTTTGTTTTAG G ATGGAAC 

CTTGTTAAAAGTACAAGCACAGATGTGTTGAC 

GACCTAGGGGTACATC^GTTCCATTATTTAATC^ 

GCATCAGCATTGC CAGGGAGCTGGTTAGAAGGGAGAATCTCAGGCCC CTTCTAGACTTACTGGATCAGAGCC CGCATTT 
TGGCAACATTACCAGGAACTCATATACACACTCAAATTTGCCAGGCTCTGAACTCTATAATCTCCAGCATTC 

TCCAAGTCCCTCCTTTCTCATCTTTGAAACA^ 
TAAAGCTGCTGTGTTCGGTGCCTGGCATACATGGCT 

TCTCTATTATATAGGGTGACTGTATTAATTGTGCAATACCTTTGCTTTTAAATAATACTACT 

CTAATCTCACATATTATTTCAAGATAAGATTCAGATACAGAGTTTTAAAGAACCACCTATAAAAATCA 

ATTC^GAGGAAAATATCCTCAATGCTTATATAATATTGGATGTTTAGGGTGATACCCTCTAAGCACAACTTCAAAGG^ 

GAAATCATTAGGGAAAATACTGACATATTTGAGTACATATATGTTTTAAAAOT 

AATTAAAAAGGAAGTCACAAATTGAAAAAAATTATATC 

TACAAGACAATAAAAGGATAAATGTAATGATTTTCA 

GATAACATGAAAAAATTAGTTTTACTACTCATAAAAGACATC 

AGATTTCTCTAAAAATGAGAAAGCGCTCATAACGAGTGAAGGAGAAAAGGATCTGCTTTCATCOT 
TTGCAACJ^TATTTATGGGAAATTCT 

TAC1TTTGAGAAGTTATCCTAAGGAATTAATCTAAAACTGAAATGATACATGTTCAAAATTTTCA 

CAAACTGTACCATAATGGGAACTATTGATAAATATGT^ 

ATGTTGTAAACAATATTTTTATTGAATTTTTTAATTGAAACaVAAAAAGAG 

CATTTTTGCAAATGTGTATGCAAATGTGTAACATGTATATTTTTAAGAT^ 

ATTCTGGGTTATGTTTTTCCCAAATTTTTGCCTGTTTCTGCCCTGCCTCTTTGATTT 

GTTTAAAGACTGTTAAAAGTGGCACITAGATATAGCTTAAAAATAATT^ 

CTAGTTAAATTAGACGAAAATATAAAATTTTAATGGCAGAAATATTTCAATTTATAACATA 

GAGTAGTTAGCTCTAAATATGGGGATTATGGATAAATOT 

CTTTAGGATTTTTATAACCAGAACAAATTAGATTTAAGACTCCCTTCTAAACTTATTO 
GTGAATTTGTATGGCCTCTATATTTCCAATCTAATTTTACAGACATTAAATTTCTCOT 
AGAGTCGAAGTTACACTTCTGTATGGCATTTAAATT^ 

CCTTCATATCACGATTTTCATTGTGTCTAAGAGGCATGTGTTTCCACTTTGTCATT^ 
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TCTATTTTGCTGCTGTTTOT 

AGAAGAGCCCAGAGAGAGAACTCTTAATCTTTTCA^ 

TTAATCAGAGACATATAATCTATTAACTATGGGAACAAGAACGACAGATTTAGCCTGTGCTTAT 
AAAATACTACTGAACGACTCT 

AGAG GGGACTCAATTTTTAGAAACTGTCTTATACACCTCTTAATTAGTTAC CTATTG C TGCATATACC CAAAATTTAGC 

AGCTTAAAACAATAATGAAATTTTATTATGCCCACAGTTTCTTTAGGTCTGTAGTAATTTAAGAGAAA 

GATTATAGCTGACTCTCTCATGATATTACAGTCATATACATCAGGACTGCATTCTTCTGAATACTTGACTAGAGCTGGA 

AGATTCACTTCCAAGATGGCTCCCTCACATGGCTC 
GGGTGGTCTTCTCCATGGGGCAGCTTAAGGATCCT 

GATTAAGGTGGAAGCTGCAATGTCTTTTATGATAGAGCCTCAAAAGTCAGAC^ 

TCACATAGGTCAGCCCTACGCAATGTGAGAGTGAGGAA^ 

CATATTGGGTGCCATCTTGGAGGCTGGCT^ 

CATGCAAAACATACTCCCTTTATTGTGGTTC^ 

TCATCTAAGCCAGGTGTACTAGTTTTCTTT^ 

TTTACATGTCACACCTCTGTAGGTCAGi^^ 

TTAGCGATGGCTGCGGTCCTTATGTGGAGCTC 

TTGTGACTGACAGACTGGTGTTCCTAGAGACCAC^ 

CTCCTTCAAGGCCAACAGAAGAATCTTCCTACTGCTTGGGTTCTCTGACTTCATTTGACCCTGACCTCTAAACCCAGAT 

TTAAAGGTTTTATATGATTATATCTGGCCCACCAGCAAAATAGTCCTTTTTATTAACT 

CTTAATTATATCTGAAAAAAACAGAATCAAAGGAGTGGTATCTCGTAGTATTCACAGATTCTATCCACA 

GGAAATTAC^CAAGGCCTGAACATGAGGAGATGGGAATCra^ 

ATCAATCTCTGTTAGTTTACTCTTATGGGGTAATTAATTACCCCAAAACTTA 

TTCTCAGTTTCTATGGGTCAAGAATTCAGAAGCATC^ 

TTAAGAAGTCAGTCAGGGTGATAGAAATATAAAGGCTTGACTGGGGCTGGAGGATGTGCTTCTAAGGTGATTTACTCAC 
ATGATCAAGTTGGTATTGGCTGTTGCAGGCAGGTCTCATTTCTTCCGCAAATGAAATGCTCTCCAGGCTGCATGAGTGT 

CTTCATAAGATGGTTGCTGATTTACA 
CCAACTTCAAAAGTTACACATCATTC 

TAGCAGGAGGCAAATATCATCTGGGCTTTCTTGTTAACCTCAGTTAACAACAACAAAACAAATATTTAAAAAACTAAAG 
GAAAGAGATTTCTGGAATATTTCCATTCTCTGTCATC 

CTCTGCGGTAGCTTTATAAGTCCTGTCCTTGTTTCCAATGTCATCCCTTTCAAAACGCTTCAAATAGCCTCCTTAAAGC 
CATGACTCCTCC C^CGGTTATAACC CTGCAGGTAAAGGCACTTGAGGACATAATCTGTACCATCTCTGG CGTCATCCCT 
TTCATTCCCCTTC^CCTCCCCCAACTATTTC 

AGCAATTTCACGTCTCTATGCCTTTTCTTTTCCTGTTCTCTTTGCCTGAAATAAGAACGACAGATAATAGTGACTATGC 
AAGTCCTAAAATCGAGGCAGCCACAGTGCTAAATCAC^^ 

GTAAATCTTATTACCATGCTCATTTTACAAATGGGCACTCCTAACCCGATGTGCATAATGATTAAAAACATAGACTCAA 

GAAAAGTTTGGAGGTTCTGGCGTAACCCTCTTTGTTATTCTCTATGCAACTAGCTTAAAAATAACAACTTTGA 

TAATCTATTAACCAGTTTTCAGTGTGTCTGAC 

GTCAGTATGTACGTGTTAAAGAGTAGAGGGAGGAAGTTGAAAATCTGAC^TTTGATTTATTTCTCCTGGGACAAAGGAA 
GTTTGGATATGTCAAACTGCTGGCTAATCAACACGTTAATCAATGCAAATCTCTAGTATGGATATAGTTATATTTTGCC 
CCCCTCTTCCTTTCCAAACTTCTTTCCAGTCTC^^ 

CCCATATGTATAGTACCCAGACAATGAGAACACTGCCTAAATATTGTGTTTTCAATACTACTTGCTTTTA^ 
CATAGCAC CCAGCCTAACTTTAAAAATTC CATGTCATCCAACTTCAAACTATAAC AAAAATTGAGTTTTACAGAAGAGT 
TTCAAAAC^TTTTTATGCATTAGACACTTCAGAAATTATCTCTTAAAAACAAAACAAAATAAA 

TAGAAAACGTCAGGCACCAAACTGTGAACTCTCTTTTGTCC^TGTATGATTTAAAAAAAAAAAACTCACTGATGGTAAT 
TTAAGAAATTTGACCTTTAGGAAAATCAGGCTGAGGCTCATCTTTGTACTTTTTAAAACAAG^ 

taa!tagagatgagtgccgctcac^ggggacactcatattttctaggagcctgtggatataaacaatgaatttcatc 
acagagcacatttctagatgatctccttttctto 

TTTGTTGCTCTTGTTTCTTTAAATTTTTATTTTTATGATCAGTCATTGTTC^ 
AGTTTCAACATCATTCCGTACTCAAGA 

TTTAGTTTTCCAGATGACTATTTAAACCAAATGTTTAAATGAATGATTA^ 

CCTACTGCAAAAAGACATGAATTTAATACATTTTAGATTTTAAACAGTTGTATATCTGTA 

TTTCATATTCTGGACACTAGAAAACACTTCCTCCTCACAGCGCCGAGTTGTATG 

TGAGCAGCCTTGTGTGGCTGGGTATTCCCTTCCATCTCTCACCCATGGAGTTCATATTCCTGTTG 

CTGTCAACGAAATAGGTTCTGCC^TTTCTCAAATTTTATGGAGAATTATCCTGATGAGTTAAGGC^GAGGTTGAAAACT 

TGCAGCCCTTACCCCGGTTACGGATTTTATTTTO 

AATGGATGCATTATCTTCTTTTAAAAATACTTCCTATATTAGCCCTCTTAAGGGGTATGAAGTGGTGTCTCATTGTAGT 
TTTGATGTGCTTTACTCACTCTTAATACCGTTATTATAGGTTATTTATTGTTAAAACTGTG^ 

TCTAC^TATACATAGATAACATG^^ 
ATTTTTTTGTGAACATCATTTTTAGT 
TTTTAACTiuUVTATTGGCACACCAAAAATAATC 
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ATGAAGAC^TGAAACAGGTGAGTTCT 

AATTACAATAAACAAGATAAGTACAAGCATT^ 

GGGTCTTTTCTTTATGCAATTAGGTGACCAGTGACTCTTATTTTOT 

TAAAACCAGCCAGATTTTTATCGTCAAAAACATGTTCACMTTCAGCTAAGCCTTGOT 

TATAATGCTC^CCAATGGATTTAGAAATATCCCATTGTAATCATGAAGATCT 

TAATGAAATACTTGAACCTTCCTGCCCCGCATAGCAGATATATTTTTGTATTTATGATATTCACAGTAA 

CTGAGAAGCTGAAAATAGTATTTGATCTTAGTGGTTTTGGAGCAGAGGAATTGGCATTGCCATGATT^ 

GGCGCAGGCCAATGGTTTCAGGC^GGACTTTCAGAGCAGACTTCTGTCAAATTTGCCATATGGAGTTACTGGGCTCAGA 

TTATAGAGGTTTTCCTGGTTGTTTGCCTAATTTGGGAATTATCAGTGCTCTCC^GGATTTTCTCCAAAAACAAAGAACA 

TGTTCAGAAGAAACTGACACOTCAGGAAGAAAAGTAGTTTGATATTTGAGAGGTTTAGATGGTTTCTAATATTTCTA^ 

AGGTACC^TGACTCGTGAAGAATTTGACTGGTAAAAAAGAAAGGTTCCTGTTATCCCTGGAACACAGCTAACAGTCTGG 

CATGrAGCCTTACCTGAACTGGTACCCTCCCCGTACACCTCACACTTAGCATTCTGCACAGCCAAAGACCCTGTCAGTT 

ATTGGCCAGCCTGAAGAATGAGGTTGAATTCAACTCAGGGACTGAAATCTACTTTATAGC^TTTTAAAATATTGTAGAT 

CCAACCTTGAGTTGACCTACTCCGCAGGTTCATGGGTGATTAGGTGTGAGATACAATGGGAATGAATATCTGAAAACCC 

TTTGCAGAAGAGAAGGAGGAGGAGGAAGAATAAATCCAATTTTTACAGGTTTCATATTCTGGACACTA 

CTCCTCACAGCGCCGAGTTGTATGAAAAGGCAGCTC^ 

TCCATCTCTCACCCATGGAGTTCATATTCCTGTTCTCATGTCACCACCTCTGTCAACGAAATAGGCTCTGCCATTTCTC 

AAATTTTATGGAGAATTATCCTGATGAGTTAAGGCAGAGGTTGAAAACTCGCAGCCCTTGCTCCAATTACAGATTTTAT 

TTTTAAAACCCAGTGTTTTTTAAAAAATCGAGGGAGTTTACACAAAAATTCATGTTTTCTGTTTCTCTAGAAAACAGCA 

AATCTGGCAACACCCTGCT(^CATTCCCACCTACCAAGAATGCTGCACATrAAATGGTGGCTTTTCTTTAGGTGACTCT 

AATTCACTGGGGTCTCCATGTGACGTTTCAGCCTTTGCACCCTACTTGTCCGCTGCAGGCCCAGGAGCTCTCTACTCCT 

CATATGCATTACAGGACCCCATGCACATTGAAGATGTTTTCTCAGGCAGAGCAGACACCAGGCAAATATCTTCTGGTCT 

TAGGAGCAAGTCITCTGAGAATCAATGATGACAAATATCTTAAATGGTCTACTCGATGGTTCTGAAAATC^ 

AACTACCTGTATCAAAATCATCTTGGGGGCTTATTTAAAACATATATGATAAGGCCCCACCTCAAACCTAAGGAGTCAG 

AATTTCTACGGAAAGGCTTGGGAATAGGAACATTAACACAAGCATCCCGGGTGGTTTTTATGAAACAAAGCTTGAGAAT 

TATTGAATTCTTCTCCGATCTGACAGCTCTTCTCCTGGGCAGACCCAATTAGAGGGAACTGATGAGTTTTAGGAAATAC 

TGTAATTCTAACTCATCAGTCC^GC^GTGCTGAAAATGCAGAATTTTGTCCTTATGAAAAGCCAATTAATGCTAACCTT 

TTCAGTGTGTGTCCAGTACCACCATCGGTAAGGTAAATAAACAGGCAGTTTTGCATATAATCTAGTGATTTTTAATTTA 

GTTTTTTCCCTTACTCATCCTAAAAAAAGCAGGGAGTCATTGGGCTTTTGTATCTATTTTAGCTGAGTTATTATTTTAA 

CCCCTATCTTTAGTGCAGAATTAAAATATCACCCTTCTATTTGCTTTTATTCCTAATATCTGAATGGTTTCAGCTTGAC 

GC^U^TTAGCATGTAGAGCATGCTCACCTACTGTAATCTCCCAGATGAGTCACTCAGCTCCAGCACATAACTGCTTCTGG 

GATCCTGTTGGCTAACCAGGCTTTGAAACCCAGGGAAAAGAACTGTGTGTTTTCTTCAGAAGTAATCCATAAATGAGAA 

ATTACCATAAATAGGCAGTTTTATTCACTCTAAGTGATTTTTACATAAAAACTGACAAGGCCGTAAATTGTATATAGAA 

TCAGGTTCCATATCCACACAGCTAATGCACACATGAATTATTCGATGAAATTTGCTTCAGTAGTATTATCTGAAATTGG 

TTTCAGACAATACATTAAATGTTACACATTATGGTAAATTTACTGTATTTTTGTTCCAGCCACGTCTTGTGTTGGCAAA 

TCTGCTAAATTTAAGTTTGCATTGTATTCACATC^^ 

AAATAGAACTTCACCTCTCTGAGGCTCAGTATCCACACTTGTTTATCATGCAAGAGACATGCAGGTGAGAAAATAGGCA 
ACTGCCATTCTATCTGTGATTGCTGTTCATGGAAGAAGTAAAAATGAGCTGGGACAATATATAGGTGGCGCCAGGGATG 
GCTCCTTGAAGGAAGTGATCTCACAGCTCAGACCTGAAAGCTGAGTGGAAGTTACCAGAGGAAAAGAGAAAGGGAATGC 
ATTGGTTTTCTATTGCTGGGTCAGAAACTACCACTAACTCAGTGGCTTAAAGCACCATTCATTATCTCATGTTTTCCCT 
GGGTCAGGAGTCAGGTGCGTATCAGAGTCTCAAGAGGCTGACATCAGGTGTTTGCAGATGGCATTCATGTCTGGGGCTC 
AGGGTCCTCTTTCAAGCTCCTTCAAGTTGTTGGCAGAATTTAGTTGCTGTGGTTTTAGGACCGAGGTTCCCACTTTCTT 
GCTGATCACCAGCCTGGGGCAGCTCTCAGCCCCTTGAGGCCACCTGCAGTTCCTCATCCTTTGGCAGATCCTCTCACAA 
CGTGGCCACTTACTTCAAGACCAGCAAGAGAATGTTCCTCTTCAGGAAGGGCCCAACTCCTCCTTATGGATGTTCTTCT 
GATTCAGTCAGGCCCACCGAAAATAATTGCCATTTTTGGTTAACTCAAAAATCAACTGATTTGAGATCCTTAATTACAT 
CAGCAAAATCCCTCCACCTTCTCCATACATAATAACCTAATCATGGGAGTGACTGTTCATCCTGTTCGTGATTAGGCTC 
ACATATAAGAGAAGGAGATCATATAGGACATGCATGTAGAGGATAGAATCTTGGGGGCC^TCTTAAAATTGTGCCTACC 
ACAAGGAAGGATTTTCCAGGCAGGAAGAACCAGATATATGAAGGAGGCCTAAATGACAGGATAGCAATTTCCAGTGTCT 
GAGGCTAAGGCTGGAATGCTGACCTGGCCAGATCATGCACTGCTAGGTTTAATGGCCTATGCATACTCTATTATGCAAT 
TATTAAAATACCTGTTTACAAAGAATATTTCAAATATTAAAAAATGGAAAACTGCATACCGTAAAATATTAAATGGGAA 

AATCAGGATATGTGTTTATATAACATAGTATCA^ 

ATCCATCTGTTAGCCATGGATATCTCTGGGTGAGAAAGTATGGATGAGTTAGAGATTCTTTGTCCCTTTTCTTAGTTCT 
AAAATTTGCCACAATAAATATGTATTCTCTTATAA^ 

TGAATTTGAGCAGTCTCTTTGAAGGAATCAAATTTTGTACTCCAGGTGTTTGAGAGGTTGAAAAAG 

AGCTGCGCATGATCTGTACAAACAAGGGGATCAGTCAGTGGAAATGAAGTCCAGCTTCAGCCAAGGGTGGTGAGTATAA 

CAGACCTACTCTGATATGTTTCATGACTAAACATTGAGCAAGAAATCTAGTGTTTAAATTATGGAGGCATTAAAGC^ 

TAACCTCCCTCTACCTCAAT^TCTTATATCTAAAAATTGAGGGGAGCAAAATTCCATTCTTGTCACAGGTCTCAATTG 

CAAGTAGCATGCAAGCAAGTAGGCTGAACTCTTGTCTGTCAATCTAGCTCCTTCCTGGATGGGGTATTTAATCAGCTCT 

CCTTCCCAAGCACCGAGTGGACTTGAAGCTCACAGTTAGACAGAGATGGCTAGAGGTGCCAAGTGCTGTTTATCATAGG 

TGACATCACCTGTGTGCTCAGAGTTATAAACATAGGCAGCTTGCCTACTGCCAAATCCATTACAACTTTCAGAGGTGTT 
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CACTTAGGAAGAGGAGGAAAGAGTTTTTTGAGAACCAGATGGGAAC^ 
CAGACACATCTTCAAGTTTCAAGAGAGCAGTT^ 

GATTTTTCTGGGGGGGAGTAGGGTAGGGAATGGATAGAGATGATTTTTTTTTGGCTCTGCAATATCTCAGAGATCTTTG 

AGTTGAAATATAACAAAATGTATTTCCTCTCTC 

GGCCACTGAACAGACGATATTTCTAATTCATGGCAAGATGGCT^ 

GATTTTGACCTTTGATAGGGCTTATCATGCTATTTATO 

AAGAGATGACTCACATTTCCTTAAGCATTTACACC^ 

TTTTATACAATTAGTGAAATGTGAGCAAAAAATATAAGAAATCATTTAAAAAATATra 

ATGTTGTTTTCTAGAAATTGAAATTATGTTAGCTATTTGGCCAGTGTAGCCATTAGGTACATTTATGAA 

AAGTAATCATTGTGATGCTAGTTTTATCATTAAGGAAAAAAGCAGAATTCAAAAGTTTAGCAATGAAACA^ 

CTGAAACTCACTTTATATTTGAAAATGTGAATO^ 

AACATTOAAAAAGAAAAATATTATTTTAAGTGACATTT 

ATGAGACAAATTATTATGTGGCCAGTGGAAATTAAATTT^ 

TATCTTTACATAATAC^AAATTATTGT^^ 

AAAAAATATTAACATATGAAAATCAGCATCCCAGT^ 

TTTTATTTGATTGGTACTTTTTCTAGGG 

CTTGAGGAGGTGTGATATTTCCCTAAGTTTGGATA 

TCTACCTAATGATCCCCAAGTC^TTTC^ 

CATCTCTGCCTCCGAACTCACCTCCCTGACTTTC^GTqTTGAAGC^CCTTAACAACCCCTCCCCTCCTGTGCATGTTCC 
AC CTGGAAACCAGGGTGATCAC TCTGAAATGCCAAT CTGATCAGTCATTTCCCTACTTTTGAACCTTCAATAACTTCCT 
AGCACCTATTCCTAGAAACCATTCCAACATATC^ 

TCCAGATTCACCTTTTGACACCTCCCACTTCATCTCTCTGCAGCCCCCTTCCTGCACACACACGGAGTTTCAGTCTTGC 
CAAACTCTTCGCAGCTTCTTGAGTGGACCTTGCTCTCTC 

CCAATCTGGTTAACTTCTACTGTTTATTTAAGTCTTAACTCTAAGTAGATGTCATTTTTGAGGATGCTCTCTCTGTTCC 

CACTTTGGAACTTGGGCTTCTCTGTTGTCCTGGGTGTCCCGTGTATTCCTCTGTCATAGCCCTCATCTCATTGAATTGT 

AATCATGTCTTCACTAGTGTTTCCTTTCTAGCATGATAGATTTTTGTATTGCCAGTGACCCCAACAAATTCCCCAGGTC 

CTAGCCCTGTGACTGGAACACAGTAGGCATTTAATAATAGTTGACAAATGAGTTAGTATATGTAATGAAAAATCTACCT 

GCCTGAGCATTAGGAAATATAAAATTAATCTAAACT^ 

TGGCTGCAAGAAAACCCCACTGACAGTCTTTTAAAAC^ 

AATACAATGTTAGAGGCAGCATCTCAGTGCTTCTCTAA 

CTTCCAGTTGAAGAAGCAGAATGAGAGACAGCAATAGCCACCCTGTTTCTTCATCAAGAAAGCAAAGATATCTTAGAAG 
TCCCCACTGTCCTTCATTTACTTCTCAT^ 

TTAGTTTTTAGCATTCCCACACTCTATGTTGAAAATGAGTAAGAGACAATAATTTGGGGAATAGGTGTGGGATTAGTCA 
GCCAACAGTGTTTGCTACACCTTGSGACAAAACATTTTACCTCTCTTACTCTT^ 

GAATAAGTAATCTTTCTTCAAGAATCAATTTTCTCTCATCTATAACTCCCATATATTCTTATTTCCAAAATGGAATTAC 
CTTCTACACCAGACAGTTACTTCAAGCTTTT C CC CTGAATATTTCACATTTCCAGAAAGCACTATATTACAAAGAAGCC 
CTTCCTTTTCAAGAACTCTATTTGCCATAATGTTCTCCCTAACAAGGGCTGAACAGTACGTGCCCAGATTCCCTGCCTC 
TGACCTCACCACACCCTCTTCTGTGTGGCGGTCTCTCAAATTGTTTAGGACAATTATCATGACTTCTCTAAATCTCCCT 
TTTTCCAGGCTCAAATTCCCTATGCTTCAGTAGTT^ 

ACACGAGACATACTCTCTTCATTTACTTATGATTCATTGAACAGATAATCACTGAGTTCGTGCCATGTGTCAGCACTGC 
TCTAGGAGCTGGTGATATGGTGAGA7VACAAGGAAGGGAAGGCCCCTCCTCTCATGAGGCTTACAGAGGAGCAAAGGAAT 
CAGATGATAAGATAAGCGTTACACACACA 

GACAAAGGGAGATAGGAGAGTGACAAGGGATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGCAGTGCACGTGTGA 
AACTAGAAGACAAGCCTTCAGATGATCAGGGAGGTTTCTCTAAGACCTGAATGGGGATAATTAACTAGCATGGAAGAGG 
AAGAGGTTTTGAAGCAGGAGGACTTTGTAAGTGAAAGGCCCTGGGTAGAATGAGCTAGACCTGAGCCAGGAAAAAAAAG 
ATGCTCAGAGGGGGAAAGTGTTGGAAGATGGCCTGATAATGCACATGGGGAGCCCCCCACCACAAGCTCATGTAGGACA 
GGACAAGAACTCAGATTGTATTCTAAATGACAGTAT^ 

TAGCTACACATATAGCCTGACTGGAGCAGTCCAGTTTATAACCTCTCCTTGTAGTGGGCACTGTATTTCTATGGATGCA 
AGCTACAGTTATATG ACTTTTGTGGAAGCCATGCTATC CCCACAGTTC CACTGTGATTT CCTATATGCTCTTTGATGCA 
CACTGCTCACATGCATGAATATTACTTGCACAAAGAGAGAGAGTAGGTGGATGTGATGCC^GGAGCTATTAGAATGATT 
C^CATTACACTTCCACCATATGAAAAATAATGTACAGTCTAAAGCAAC^ 
GCCTAAATTACATATTTGAAGTTCAGTCAGTCAOTC 

GCTTTCCTCCAAAAGCAAAATTGAATGGTAAGGAAAAAAATGAAGTACAACAAAAATGAC^ 
AAAAAACAAAAAACAAACAAACAAAAAACCCCAAAAACTGAGTAATA 

AACTGTTGGTAGATAACTTGGGATGAGCCAATTAAATATTGGTCTTCTCTCTCTC^GAGGCCCTAATTGCATTCCCTCC 
AGCAGCCACAGGCCTGGGGTTTTCCCCAGGCCTGTGGC^TTCAGACATCAGAGCTGAGAACTCCAGTGACCACCAGGCT 
GCATTTTAATGCTAAGCTGGGAGCATTGATACTCTCCAAGAGAGCCTTGCAAGCTCCATCTT 

AGTGGAACGTTCAGTGTGTTTCATCTGCTGTTCAGTCATGCAGGCAGCAGGGATCCTGAGGGCTCTCCTCCCCAATATG 
GTACCAAGTTTTGATTCATCCTTTTCCTCTTCCCTATCAGCAGGTATTCTAGAAGACAGTTTTATGATGACATTCACAG 
CTAGCATTAAAACCAGATAAAAATAAAACAGGATGTCAATAAAGAACTAATGATGTGTGTCTGTGTAAATGTATAATAA 
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TAATAAAAAGAATAGACATCTC 

ACCAACATATOTGACTGTTTGCCTACGTCTTTCA 

ATTCTATAGGC^CTAAATATTATGC 

ACAATTTAAG<^T(^TGGAAAAAAAGTGTTAAACGAGTTGGTAATCTGACA 

GGGAAAGTAGAGAGAGGAATCAAAACTAGCCTAGTAGGATGGAAGTAGGCCTCCCTCCTTGGAGGTGTG 
GAATAATTTAGGCAAGAATGCCAACTGTCAGTGAT^ 
GACTGGAGATCCGGCATCCCTTATGGGGATATG 
TTTGTTAGGTAAGAAGCTGGTGCTGGTTCAGTGTAATO 

ACGTGGAGGTGGOTATGCCTTGGGTGAAGATGAAGGAGGTGTAGTAAGCAGGTGGGGCTC 
TTCTTCCAGTATCATCAGAACAACTCCACTOT 
TGTCAAACAATGCTTGATTATGAAATGATAGCATTATTCTAGCATT 
TTTAATGGTCAACAAATTGTCATCATTACTGAGCAGTGTTGTTAGTAACACCAAGTAA 

AAGTAGAACCTATCAGTGAGCC^TGCATACAACTGATAA 

TATTTGTACTTTTCAAAATATTGGTGAACTTTCATCTTTAAGGAGCAATGGTGTCCTA 
TGGAAACTCTCGAATCTGTTAGTATGTCCTTGGGCACAAAAACAGTATTTTTTGGAACTC 
TGTAGACATTTAGGGAAAAATCTCATAATTT^^ 
TGCTTAACATCCTGCTAGTTGCTGAGGGAGATTCATTCA^ 

ACACTTT CC CAGGACTTGGCTTCACAAAGGAACAAAACAGACAATG CACATTCCTGC CCTAGTGGAGCATATATTCTAG 

ATGACAGACTGAACACCTAGAC^TATATGAC^UVGC 

AAAC^GTTAAAGGCTAAGATAGCTTCTGTGGACACTAAGTC 

GGCTAGACACTGGACAGGGGGTAGAATTAGAC^GATAGTTC^ 

TATGTGTTGAATAAATGAAAAACCAGGACTGACTGAATAGAC^ 

AAGTGGGGTTAGAATGAGCCTGGGTGAAGGAAGCCTTGAATGAGAGATGGAGAACTGTAAACGATAAAGGTTT 

TGGGGAAAGGTGAGGGGGAAGTGAAGTGTAAC^TGGAGAAGCAAAAGTGTGAATATTTTCCAAGATGCCTCGACG 

GATAGATGAACCTCTGAGACAGAATGTAGGGGGAAGATAGAGGAAAGAGCCAAAGAGCCTCTGAGGGTGCAAAGAAGTA 

AAGAAAAACCAGGATGTATGATGAGAATTTTATT^ 

ACAAAAC^CTTAGCAAAACATTTCTCTTTCTC 

GCTCTATCTCTAGATATCTATTAGACAGATGATAGATAGACAGATACATAGATAGATAGGTAGATAGATAGATAGGTAG 
ATAGATGATAGATAGATAGATAGATAGATAGATAGATAGATAGATACATCTTGGAAGTGGTAAGACAGAAAAAGTAGTG 
AGTATAGCCTCAAAATGGCTGCAGGGCAAGGTAAGAAGCT 

TATTTATTTGTTTATAATATACTCTGACTCCCCATCGACATATTTACATTCTTGGTAGAAGAGATTATTTTTGATATCT 
CTTTGTATTTATTTCTTAGCACCAAGATAATTTTAACCACTATTTTATTATTGTAAATTCTA 
AAATACATATTTGTTGAAGAAAAATTAGAGATACAGATAAGTTAGGAAAATAATAATATCAGAAAACA^ 
TAAAAGATGGTTACATAAATAATAAAGTACTGTGCT 

TGGTGAAGATGGTGATGGTGATGATGATGACAATGATGAACACATACCTCCCACTGATTATGTGTAAGGCACTGTTCTA 
AACCTTTGTCTAAATTAATGCATGAAGTCTTCACAACAGCCTCAATAGATGTTATTCTTCCTCCCTCCTATTTATTTT^ 
TTTTAGGATATTTTATAGATGAGGTATCTGAAACAGAGATAAGCAACCTGGCCTGAGTCATACAACACAAAGT 
GGTAGGAAATGACCCAGACGGTCAGGCTCCAGTTTTTTGGGCACTACCAAATTATATTAATAA 

CCTGCTTTCGAGTTATGGAATAGTTTCTAGAATAAGTCACACACATAGATTTCGAGCCCAGGACCATCTACTCTGAGCA 
GAAGCTCCTACCTAACCTTGACTATAAACTGACTCTACCAGATAATCACACTTGGCCTTTCTGTAAGTGATAAGCAACT 
TGCCTCTGTGGGCACCTACCCTGAGAAAGGTAGTCACCCTGCTCCATGCTCTGTTTCAAGTACATTTATTATTATTTAT 
GAATTACTTATTAACATAAATTTATTATTATTTACGTATTATCCAACTTATTAAGTGATGTATATGTATGCAGGTGTGT 
ATGATTATGAAATACAAGATGAAAGAACTGTAAGAAAATAGCTTTGAAAAAATTAGTAATGACTGGGCCATAGCCCAGT 
GATAAGGCATGTTGACATATACCATTTCCTT^ 

TATTCTAGTACTGTTTGTGTACTGAATAAAGGCATTTGCCTGAGGGATGM 

TGATGATCTATGAAC CCAAGAAGATGAGT CTACCTGGAGGGAAAGGCTTTTC CAATATGCACAAAGTTCCACAGAAGCT 
AGAGTTGTCTTGGGAATGATTATCTCCATTTTGTAAATAAGGAAATTAAAGATCAGAAAGATTGAGTAA 

ATATGTATCCAGCAAATAACAAATCAAGGACTC^^ 

CTATGTCTTTCAACTAAATTGCATTGCTCTGTTCACTC 

GATTGTGTATTATATTTTTAGATCCTTTCCT^ 

TTTGAGATGGTAGATGGTAAAATGTGCAAGCAAATTCCCAAAAAATCTGGGG 
TTGAAAGGAGAACCCTTCi^GTATGAAGCTT^ 

TTACAAGCTATTAGTGACTATTAGCCTATGAAATTGTATTTACAGTTCAGAAATGTATTTGATO 

GGGGAACAATGCTCAGTCAACACTTTCTTCGC^ 

TTGAATTTGGAGTTTACAAAGGATAATTATCCACGGGTTG 

TTGCATTTACAGTTTTGCACAATCAGATGTAAAATTAAA^ 

CTCATTTTAAATCTTTTGCTAATGTGGTTATTCTAATGCAACTATC 

TGTCGAGCTGATGATATTATCTAATAGTATG 

AGATGGGAGGTGGGAGTGGGGGGAGCATGGCATTAGCTGTGGATAATAAAGCAAAGTAAGTACAATAGG 
AGTC^TCATTTTTGGTACTT^^ 
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AGAGAAGTGGCAGAGGGAGACTGCATTTGTATTTGGTTATTTC^ 
TGTAGGGCAGTCTCCAGATCATTTTGATGCTGAACTTTGTCATAAAAAACTATTGA 
TTTGCTGGTTTCTTGTGAG1TAATAACTGA 
TTGATC^AZ^TTATTGCCTTAGCAT^^ 

TTTGAATACCTATATGTGATGCTTGAGCATAGTGGTTTTWATAATCCTGTAA.GC 

CTCCTCTCTCAC^CCCCTTTC^C^CTGCCTG^ 

AATCTGAGCCAACTATAAATCTCAAACTTC 

TCCAGAAAGAATTTCTTCTTTAAACTCAGTA 

TTTGAAAATTATTTGAAATTGACTT^ 

TCAAATCCACTCATCTCAGGGCTGGGGGACTGAGTCACAGTCTGCTT^ 

CCTCTCCTTGCTGGGGGCTGGTGCTAAGTTGACCCCATTTTTCCCTCCTTGTGCTGTCACTCACTGCCTTTCCA 

TTCTGCATCAGGTCA.GTCACTCTTTCCAACTTAATTCCATATGTCAACCCATTCATCA 

CACACAAATTGTCTTCTCTGCACCACAGATGCCAGTA(^ 

CTGCTTCCAAAATCCCTAGTTC^GACAGCCTGCCTTCC^^ 

TGCCACTGCTGCTTCTACTTGTCAGACCTTCACTGACCTCT^ 

TCCGGCCC CCATCTCTGCTTCAAYGAATGAAC CCGTTTTCATCTGTTTTTC CATGTTGGGATTCTAGTCAGATTTCCTT 
GAAATTAAAGCTTTTTCTAGTATAAACACTCAGCCTGTC 

TGAGATGATCTTTGTCC^TATTGATTAGTGGTGGAAGTCCCTTGATAGCCAATCCATATTTCTTTCACAGTAATAG^ 

AGTACCAAACTTTAAAAATGAGATTAGAAGTTGCCT^ 

AATACTCTAATTTTAGGAATCATTGTTACAATGOT 

AAACATATTCTGTAGAAGCAATGGGGATTCATGATTATC 

TGCTACTGACATCCTAATGTGATTTTAATTCTTGCAGTCTGGTGTCATAAAATAGCTTTCAAAAAA 
ACGACTCATTTTCCAATTTCTCTCCTCCATGATCCCAACATCTTCCTAAGAAATCCAC 

GGAACTTAGGACAATGATGTTAGTGAATTAGAGGTCTGGCAGAATCAAACGAAAGTAATCCTCACCAAGTCACTAAACC 
ACACTACTTTGAGTCTATGCAAGTTCAGGAATTTCTAT^ 
TGTGCTTGAACTGCCTAATGCCATTTGATTTTTCGATCCCGCACTTTTCCTTG 
AAZUITTTCAGAATAGGTAGGCTACCATGACTC 

TATTTGTATATGAATGGCTGCCATTCTGCTATGCCCATGTTTCTGTTTCTCACTCATCTCTGGCTTGTCTCGTAGAGCC 

CTTTCTGGTGCTGACTTATGTTGCTGAGTCAAACMCTTTCATAGTCAAAGCTCTTCTTTTTATCTGATATGTTTTGCAG 

TTTGCTGTACTGCGTCAACTCTACTGGGATCATATTTCTCTTGAGACTAACTACTAGGCAACCTGTGCCTTCTTCCTGC 

ACTGCATTTTGCAAGTGCTTCTTAGGATTTCACTTTCATTTAAAGGCAGTAGATAGCTCAGAGAATGTGGAAC^ 

TAG^C^GATCCT^GAGCTGTAGAATCAAAGAAGAGTTAACTACTGTCTCTGAAACTTAGAATGTAACCAAAGT 

TATGCAACCTCACTAAGCCTGTTTTCCCATATTTAAAAGTGGATTGTAATGTTTATGAGTCTACCACTACA 

GTGCAGTGATTACAGGAGACAGCGCATGTAA^CTCCTGGCATGGAGCCTGATGCATTTGAAACATTTACTACAAACTA 

CCATTGTTGTTATCATTATTAAAAATAACCCATTCTTTCAAAGAATCTTGTTCTTGGCCACCAA.GCT 

TCTGGCCTCATCTTGACCATTCTATCTGCATGT^ 

CCAAAAAGTGCTGTTTTTCTATTCTAGTGTTTTCTTGTCAGGCAACAATAATTTCTAAATAACATG 

AATCTCTTAAAAAATAGATTGTTTTTGTTTCTGACCCTTTCTCATTCCATTTCAGAAACTATTTTTTCTCCTTCTTTAA 

GC^GGTTACAAACCCTTATATTTC 

AGCACATTTACAGCTTCTTGCTATCTGTGCCCTAACT 

GGTGAACACAATTTTATTTCGAAGGATTACTAAGCTAT^ 

GAAACTTGAAC CCAATTAAAATAACAATTCTCATGG CTCTCCGTTTTGCAATACTTTCCTATTCATAAAATAAGAATGT 

GGACTTTACCTTTTTGACCCATATATTTGATC 

TTCTGATTTGTTAATTAATACCCAAAGCAGCAGTTGGC 

TGAAGATGATGATGACAATAACAAAGATATCTGATTGAAAGTAATCTTTACCTGTTAATCTTCCCTTAATGTCTCCGAC 

TACAATGGCAGACGTTGCTTTCTTGGATGATGACTGAAAGATTAGTTTGGAATGAATAAATTTATTTTO 

TTCATAGATTTTTTTAGAAATTACTAkOT 

TTTAGGCTTAAAAATAATGTAGACATTAGAAAAAAACTCAAGCGGTATTAATCCTTATATCCCTAATGGTA^ 

GGCAGCTAACAAATGAGGTGCTGGAA^CTAGCAAGGGAGCC^^ 

TGAAAAGATGCTATCTGTCAGCTTGTC^TT^ 

GAGCACATCCCATATTGATGTTTC 

CAAGCATGCAGTAACAGTGTGACACTGAGCATTTCAGTTATATGTCTTCTTACCTCAGAATTTTA 
CACATACATCCGGTATGTGTGACGCGAGGT 

GCAAATAAACAAATAAAAACCTACTTAAATAGACTAGTAAAAAATTGAGCAATAAGGGATCATTGTATAATTAGATTA 

AATAGTGATTTTGCAAAGGGTTTTAAAATGCCTTAAC^ 

TTATGTTTTTTCAATGGAATGTGCATTAGAATC 

AATGAGAGTAACTTTTCTTTCTGGGATCCCTGACAAACCGGAAGAGAGTGCTGCTGAAATGTGGGAAAAACAGCTGTGT 
TATAACAGGAGCTGCCARCCCCCCACACAGCTGGCTGCAGAGATAATTAA 
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TAATTGTGTAAATG^ 

ACA.GAAAAATCTAATCTAC AAGCAGTTGATT ATTAAGGAAC CAATTTTTAAATAAAC CAAAAAAAGT AT CTATTCTAAT 
GTGTGCTATTTTTCACAAAAAAAGTGTTTTCCTGTGACT 

TGTGTGTGTGTGTGTGTGTGTGT^^ 

TTTTGGGTTATTCCATCAGCAACACAAGTAAATCTCT 

ATGACTTCTATTACCCCTGCATTATAAGTTTATTTTTTCCAGTATTTTTOT 

ATCATTCCCAAAGAAGTGCTCCAGACAGCCGCCATGAATGAATC^^ 

CCTCTAATGGACATAACTTACTTTTACCT 

CATACTGTTTTGTTTCCAGAATCCCT^GGTGTC 

CCAATATTTTTTGGCTCTTAAAAGGACTCTTGCT 

AGCAGTGATAGGAGTACTGAGTCAGCCCCTVAATTAAAGAACCATGCATAGAAC^TGCCCT 

AAATCTGAAAGAGCATCCCCAGACTCTTGAGGCATAGATACCT^ 

TTTGGAACATTTAATAAAGCATTACCAAAAAGAAAAAATACATGTATTTTATACCC 

TAGTTTTGCTTACAGTCTGATTACCCCCTCACTCCCAAATCCTTAGCTCCTTACAAAAAGGAAAAAA 

ACATATATCTGGAAGTTTTAATTTTAGATTTATAGTTTCACATTTTCAA 

ATTTCTAGATCATTTTTTCTCTCTCTT^ 

TTTTTTTTAACTTGGCCTCAAATCATTTTTACTAAGTATT 

TTACTTTTCTCTCCACCGACCCTCTGCTATCAG 

TATAAACAATTATGTGAAAATAATAAGTTAACAAATACAATATGACCT 

CAGAGATAATTCGAAGAGCCAATTTTTT^ 

ATTTTTCAGCCAGACTATTTCAAAGAAAACAATGGAGGGC^ 

CCCAGCTGCCCATCCTTTCTCTAATGCTCCTCCCGAGCACCCAGCATCATCTCTCAGAA 

ACCTGAACTGATTCTTCTGTCCCTGGTCTTCTCTTTCTAAATTATATTTTCTTGATGAGTATTTTCTGT 

GCATCCTCCTTCTGGGCAGTAAAATTGAGTGAGTATTAGACAAAATTGTGAAACGTGTAAACAGACATT 

ATTAATCAGCAAGATGTGCAGTTGAACTTGAAAGTAAAGCATGTGCATAATAATCCTC 

TAGTATCTGTGATCAGATAAAGAGACATTTCAATGATGCAACAATGT 

TCTTTAGGGTCCTGAAATCATTCTTGCTTTCCACAAACTTAGTTGAGTGCATO 

CTGCTTGTTGACTCATGCCTTATCCTTTTCACAG^ 

CAGTCTTAACTACTATTGCTCACCTTGCTTTTCTATCTCGTGTTCATTGGGCCTGTCTTAGCA 
GCAATCAAAATTTTTTATCTGATGATAAGTTCAA 

CATATCCCCAAAGTTTTGGCTTGAGTAACAGTCTAGATGTTTTTGTGTATTTC 

CCTGTGACAYCTGTAACATTCCTATAGACGATTCCTGTTGAAT^ 

AGATACTATTAGTCAGATTATTCAAATAATTTCTTTA 

TTGTGTGGATAGTTTCCCTTTATCTATTAAAAAAGCAGTCT 

TGCTTGGAATTGACTGCTGTGTTAAGAGCTATACAGGTTTACAGA^ 

TTGTGTGAAATTGCAAAAATTGAAATAGCCTCTTTGGTACTTGGT^ 

GCATTGCATGTTGTGCACAGGTACCCTAGAACTTAAAGTATAATAAAAAAAAAAAGTTCTCGATTTT 
ATAGTTCCGACTTTGCAGATTAGCAAGAACATGAATAAGATTAATTTTGCATAAATGTTT^ 
GATCTTCAGAAGAAAGAAGCAACGCGAATCTCATA^ 
AAACAATAAAATTTGTATAATGTAGAAATTAAGGG 

AAATTATTACTCGAGTTCTTGGCTAGGGATATAGAGGTGAACAAGGCCCAAACTTGAAGGAGTGAGTATTGCA 

AGAGAATCATGCTTACAAAATATTAGCAGGCCCATGTTCCTTAGTCTCTGAATTTGTAACAGAAAAACACAAATTCTTO 

CCACCCTGAGTCACTCCTATCCATGAGGAATTGATTGATTTAACTGGCAAGTGGCAAGAATTTGACA 

AGCCTTCCAGTGGGGTAAAGGTGTGCTTAGAAGCCATGAGCACAGGG 

CAGCTTTCCCCAGTAGACTCGATGGGTGAGAAGGAAGGCTCAATTAATTGC^ 

GCAGTTTCCTCCCAGCTGCTGATTCTCAGGACCAA 

TGCCCTGATGCAGTGGTTGTTAAAGTACCAGTTAAGTACAGCTCAA 

CCTAATACTACAGTTCTATAGCTTTATGGATGGATACAGGGCAACGGAGACAGCAGGTGAAGCATCTTAA 

ATGAGACAGAACCCACCCAGGTACACAGCTTCCATTGCT^ 

ACACCTGGGGGTCACTTTACCACAG 

CCAGGTCTCTATGCTACCCTGCCAGCTCCCCACCCCATC 

TTCTTCTTAACTCTGTAGCTTCTAAACTATGAGTGCTATGAGAAGGCAACTCTGAGATGGTTCTO 

GTTAGCTCAGACCTGATGCTAACCCTTTACTTACAATC 

ATTGGATGCTTTTGTATGCTTAACATTTTATCTCCAATGTATCAC^ 

TTCTCTCTGGGGTAAGGACAGTTGAGATACATTGATTGC^CCCAATT 

TTCATCTTACTAATGAGGTAAATTAATTATGTCTTCCCGTGAAGAGGTCTAAAGTGATGCTCTAGTGCTA 
CAAGAGTGGTATCAGAAGTCTCCTTTCAGAAATTGAC^ 

TGCTGTAATATATCACTATCCAC^GTGCAGTGGGATCCCAAGTGAAGGTGTGTCCAAG 

TCTCATTGTAGTGAGAATTTGAGCTGGGATGATAAGGCTCTAGTGAGGTGAGCAGAGAGAGGGCATTGCAT^ 
TCAGTGGATGCCAGAGGGGAGCTGGGCAATATCCAGGAG 
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TGATACTTACATTATTAAATAAGTAC^ 
AAATTGTATATAAAGATAGATACTCAATCTTT^ 
ACTCIAACAAATATTTATTGAATGGCCACTC 
AAGACCGGAAAGGTCCCTGCTCACAGAAGGGTTACACT 

CATGTGTCGTGATGGAGCACTTGAAACGTGGCCAGTTCCAGTGGACATGTACTAGAAGAGCGACGTTCACATT^ 
CAAGGACTTTGTATATATATACCCAATGTCAAAATATCTCATTAATATAATTTTTAATA 
GATCAGTTCGTTGCATTGTCCTTACGTAAAATACAATACACAACTAAAATGTGTT 
ATAAATAATTACATAGGTGGTCTTGCCT^ 

GACAAATAAATGAACAAGATGTTTTCCCACAGTGAGAACTGCTATGAAGACAGTAAAACTGGGTGATC 
GACAGAGACTACGTTAAATCAACCAGCCAAAGGAGGCTT^ 

GAGCCAGCCAGATGAATTTCTGTGGGAAGAGCAGCATTCTAGATAGAAAAATAGC?^AAGGTCCCAAAGAATGGCTTGTT 
ATCTTAAAAAAAAAATGGAAGGGTTAAGTAGTAATAAGTCTGAAGGAGAGTTGTATGAGAGGAAATCAGAAAAGTAGGC 
AGGGCTCAAGGAACTTGCAGACTTGGAGGTAAGATGGGATGTTTTTGAAGTGCAGCCA 
GCAGAATGACAAAACTGATTTAC^TT^ 

AGACTGTTCTAGTGTTGAATCGCAGACAAGGGTTCCAGAGGCTGCTTAAGGCTTTCAAATGGAGCCTCTGGGGGAAAGG 

AGAGGCTGCCAAGCTGGTCGACTCCTCTCTTGGCTAAAGCTTTGCTGGGCAAGCTCTGTCCTTCCCTCCATTCTTGCAT 

TCTGCAGGCAGTTGGAGATAAACTAAAAGCATCA 

ATAAGCAGGAAATCATGAAATGTGGGGGAAATTGCTOT 

GGAAGGCATTAAACAGGGGGCGAAAGGGACATGAGTTTGATTTTATTAGCCTTAGGTGAGAGATGAAA^ 

GCT C CAAGAAC CC C T AGGAC CTGAGTTGAGAAGAGACACAGCAC AAAGCA.GTACAAATCTGCTGAAGC TTCAG ATAAT C 

TTGAAAAGAGTAGAAGACACTGCAGCTCTATAGCTAGAGAAAATCAAGCCTGCTTTGTTAAAAACACTGATTTGTAAGG 

ATGGCTGTCCATTCTGTAAACCAGGGTATAACTC 
AGGATTTCAGCAGTC^GTCTAGCTGAGGAAAGCGTTOT^ 

ACTGTATGAGACAGCCTTAGTTTGAGACAGTTGCTGGAACTTGACTGTCATATTTGAAGCTGCCAAGCAGTCAATTGAC 
AATGAGTTATCAGGGGCTGCATTGTTTTAGGCCACGTATAAAGCTGGATTGGACAGGTATGCAGAGTGGCTTCTACTCA 
CAGCTGGGCAGCTGTGGTTTC^GCAGTCCTTGTAAAATGCCTTACTTGGGAGAAGAGTCTTCAAATTAGAG 
ATCTATTTAGTAGCAACATTTTAAACATCACATTTGAACAAGTATTAAATATGCCAAAGTT 

ATAAATAAAATGAAATATAACAAATTCTAGTATAATAAAAATTCTCCTTAAAAATC^TTACCTCCAATACAAA 
TTAATCTATCTACCTTCACTGTGAAAAGTATATAGAAAACAAAATTTAAAAATTACAATAGTTCTACTCATCCAAGATC 
ATAAAAGCATGTTTGTTTCAATGAAGAGAATTGTCTGCATTTACTTGGATGTTCATAAAACTGGGTTTCCCTATCTCTA 
ATTCTTTGAGTATAAAGTTTAATTATATATGCCCTTTCTAATAACATATAAATAA^ 

ATATCATATATAAATAGACCAATTTTC^ 
ACACAAATCATTATATACAATTTGTGGGAAAC 

ACATAGGGCAAATCCAAAC CAAAACAATTCAG C AGTAACAATATTAAGATTAGACAAGGGGAAATGTCAAGTTTAAACA 

CCAAAAAAAGGTAAAATCAGTGGTGTTAGGGCGTTAGC^ 

AACTCCATGTTCAATAACATCATATTGAAATTGGCCACAGTGTGA 

TC AGGGC TTT CTTC CT C C C CTC CTCTAGAGC C AATTGCTAACC ATTT AC TAG AACAC CATGGGATAGAAATGATGAAGT 
TAAAATTATTTGAAATGCACATGTGCTCAACAATAT^ 

AACTTTATTTAAAACACATGATTATACTGGCATATTTTAGTTTATTTCTTCAGAATTGTACACATCCAAAAACTA 
GTAAGAATATAAATAAATTAGATGTAATCCATAAACTTAGTAAATGAAATAGAC^ 

TGTAAATGGATGTCTCCACCTTAAAAATGAGATATTTTAAATAAGCCATAATTGATTCAAAATGGAGTTACC^^ 

GCATCACTAACTTAGCGRGTAATCTTGTAATCTTCCTCTTAAAATTTGTTTTTGTGAAATCCTAATTTTCTATTTCTTT 

TTCTTTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGCTGTTGAGACAGAATCTTGCTCTGTCACTGAGGCT 

GGAGTGCAGTGGCACGATCAATGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTGCCAA 

GTAGCTGGGACTACAGGTGCCCGCCACCACTCCCAGCTAGTTOT 

GGCCAGGATTGTCTCAAACTCCTGATCTCAAGTGATCTGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGA 

GCCAATGTGCCTGGCCCTAATTTTGATTTAOT 

GTTCTTGGCATATTTTATGAACTCCTATAAAC^ 

AACAATATTTTAATGTTCATTTAT^^ 

AGGAGCAAGCCCATAGAATGATTTTTCTT^ 

GTTCGTGTGAGATGAAGGAAAGTATTTTCCACTGAT^ 

AC^AGAGACCTATCTGAATGTGGGTAAAAGGATTTC 

CTGTCTGATTCCTTCAACACTTAGCATCCAGGCAGTTTTCTTCCTCTAAACTTCAAAAAATAGGAGAGAATTGTAAGGA 
AAATGATAAAAGCATCTGAAGTTCAGCAAAAGTGAGCCTCATCTGAGCTGACTTGTCCTGATTTGGGGATAGCCTGAGG 

AGAGTGTGTTCACGCACCTTGCAGAGTAGCCCT^ 

TGGGCAGAAGTTCGAAATGGAGGATGTGTGTGAAGAAATAATAACATTGTCTTGAAGATTTTAGAAAATGGGAGAGG^ 
AGAAAAAGAAACATAGAGATGAATCCTGGAAAAGGTATTTAAATCTTGGTTGATTGTTCATAAAGCCCC 

ATCTTCATCATCCCTGTGGGATGCAAATATTGTTC 

GGGCTGTTCAAGGTCAAATGACTGTTGAAGGCAAAACCACTAGTATGCAGCAGTAGCAGAT^AATGAATG 
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GATGATAAATCCTATGGTCTTTTCAAAACGCCTCTGTTGTCTCTAGGGAAATTG 

TACTGCAGTTCTAATTTGCACACGCTTGCCTGAAAACTTTCT^^ 
AATTTCATAGCTACAGAGGGGAAAGATAGCTACTGTCCAAATAGTCTTGCTAAAGG^ 

CCCCCTTCAAGTCTTCATTTGACTCACGGTGTAATCAC^TTAGTGAGGAAGATTTTGTACAGTCATACCTAGTGCCAAA 
TATCAAGTTTTCCTCCAAAAAGCAAAATAAAATGATGGGCAGACCACCTGCTTTCCATA 

AGGACAACTCTACGTTATCACGTAGAAATAACATCAGCATTTATGAGTAATAGGTCTGTTTGATGGGCAATGCTGTGGT 

GTGTAAAATTCTGATGAGAACATGTTGAAAAAAATGTCTGGAAGAATGGGAGAAAAAAAGTGAAAGTCTATGGAAAGTA 

GTAGATTTGGAGTCCTTTTGAAGAAAACATGCAAGAAGCTGCCAGATAACTGCTAGATAAGCAGCTATTGAC 

GAACTCAGTTTTACCAGGCGTTGAGAAGGCGAGAATACTCAAAATAAAACCTGCATAGATTCCACCCTTAGGAAACTTA 

CAGTCTGGCAGATTCAAAACAATTTCACTTCACTTTAAGTAATO 

AAACATTTTTCAATATTATTTACTCATTTTAATGCACTCAAATAAACTTTATACCAAGTAACTTCTTTAAAGATCTACC 

AATATAAGGCACGTATAGATCAAAGTAGACAATGTCAGCCCATATAATCCCCTTCTCCAGGTCCATT1TGATTGCTTGT 

GTCAACATTGGAGACCACAGTAAATTACTAATGGTCCTTAAAATTCCCCCCCTATTTATCTCTTT 

TCCTTCACTCCTGCTACTCTATTTCTrGTGTTTTTTTTTTATCTACTTTTTTTTTTTGCTCTTCCCCAGGG 

GGAAAATTCTTCATCCTGATAAGAGTTTTTGGCACCAGAAAGGATATTTTACCTGTAGTCTGACCTACATGGAGTGAGG 

GAGCCTGAACATGTTTCCATGAGTGTTCTAGTTCAATGGGCAGAAAGATCCATCAGGAGAAAGCCTTTGTCACTGATGG 

CTTTGAAATTGTTCAAATGACTTTGCAGTTCACAACACGTGAGCTTAATCATTGGTTTGGCTCTTCTGAGGAGCTGAGG 

GAGACAAAGAAGCAAAGTTATTTTCCCAGAGGTAGTGAGGCCCAAGATGCTCAGAAAAGA^^ 

TGCTGAAATTTCTlTrATAATGTTCTGCCTGTGGCTTTCCAATAGTAATAGTAGTAGCAGTTGTTGTAATAATAGAGAT 

AGTAGTTGTATTGATAGCAATAATAATAGCTACTATTT^^^ 

TAIMATATTAACTCATTTAAACCTCC 

ACTGGGACATGAGATTTAAGGAACGTGCCCAAGCTCACA^ 

AGAAC^GTCTATTTTTCAAAAACATGCTGATAAAACAGCAATCCCATTTGCTTCTAAGGACAAA 
GTGTTGCCATTCTTAAACTCCAGGCCAGGGCTTGCCTTTGGATGCATGTGAGCTTC 

CTCCTCAGAGTGTCTCCCTAACCACCTCTCTTGATCTCTCTCCACCCCTTTATTCCACTTGGGTTTTCTTCAGCACACT 
TAGGGCTACCTGACAGTGTTAGCAAGGCTACAAAGCAAAACACCAGATGGGGTGGCTTAAATAACAATCATTTATTTTC 
TCACAGTTCTGGAGGCTGGAAGCTTGAGATCAGTGTGCCAGCTTGGTTCAGTGCTGGTTATGGGTCTCTTCTTGGCCTG 
CAGACACAGACACCTTTTCACTATGTCCTCACATGGCCTTTCTGTGTGTGTGGGGGGGGGGGGGTGTGGGTGTGTGCGC 

gcgcgcgcgtgcctgcatgcctgtgtagggagaaagagaaagctgtttgcctcttcttataaggtcagatt'aggaccct 

ACCCTTATGACCACATTTAAACTTATTTACTGACTAAAAGCCCTATCTTCAGATATAGTGACATTGAGAGTTCAACATA 
TGAACATATGAGCTGATAGGAATATATGAATTGATGGGAACATATCAACACTTCAACATATGAATTGGGGTGAGGGACG 
CAATACAGTCCATAGCGGTGACCGAGCATATATTTAATAGGTCATTAATCTGTTTACTATGTGTCTTTCCCACTCCTCC 
CGGTATTAGTAATCTAAATACCAGTAAGGATTTGAGGTTCTTCTTTGTTGTATTCCTAATACCTAAGACACTGTCCCAC 
ACATGGTAGATGTTCAATAC^TATTTGrTGGATAAATAAAAAATACAGAGCTCCCTCTTCTCCCCTACATGTTGGAAAA 
TGTGTGTGATCTAAATGAGGGAGAGGGAGAACCATCTCATCTAATCTTCCAAACTTCCTGAGCCACCTTTAGCTACTGA 
GCACATTCACGTTTCCGTCAGCTGGGAATTTAGGTGCCCTGCCTATCATCCTCTGGAGCCCATCCCAGGAGGGGGCAGA 
AGGAGGTGGAGCAGCACACTAGTGTTCCCAGAGTGGGGAGAGCAGATGGAGAGGAGTTCATGGGAACGATGATTTACCC 
CTGCTCACTTACCCCTGTGAGAGGACACTGCCCTCCACGAATCAATGCTGGCTCCTCCTCCAGGAACCAGGCTTCTGCA 
TCTCACTTGCCATGCTGTGGATCTAGGAACAAATTTGCATTTGGAAATTCATTTTAAAGTGTGCATGCTGAGGTTCTGG 
TGACATGCAGGGTAACTTCTCCCACCCACGATATCTCTTGACTCAGGCCTTCATGTAGGAGGGGAGGAGTGTTTGGCAG 
CAAAACTGGGTATTTCTTAGGAAGGAAATCCTTCTAAGCTTTATGGAAA^ 

GTGGAGCAGACTATCTGTGTACATAGCGGTAGTGAGGGGTGTAATATTGGAGAATGGCTTAGGTAACAGCCAAAATATA. 
CATTCTATATCCCCAAAAAGACGACCAAAGACTCACAGGGCCATGCTGCTATCATTAGATATAATAGGCAWAGCCTTTC 
' ATTGATATGTAAATGTTAGTATTTTTGGTAAGTGCCTTATTTTATCTTCTGGATAATATAAGATCAAAGTACCATGAGG 



CCTAAATATGAAAGGATGGCATTTTATCGCCATTTTCCAGATGAGAAAAAAACGAGGGAGCTTATCAGGTTTATATATA 
GTGAGTCACAAACTTCAGAATTAAACCAAAATCTAGTGATTCCTATAACTTACAGGTTATTAAGGAGTCCACCTGAATG 
TAAGTCCAACAAGACAGGTGTTTATTTTGTTTACATACATTCCAAGTACCTAAGACAATGCCTAACATATATAAAATAC 
TTCATAAACATCTTCATGTGTGAATAGAATTTTCAAAGTTCATCTCAATATATGCCTCATGTGACACTTCCAACCCTTC 
ACTGCCAGGTCTTTCAGTCTTTATTTGAATAGGTTCAGTAAGAAAGAATT^ 
CCACATTGTTGTCAGTTCTAAATCCCGAAAGTTATTTTTGTATGCTT^ 
TAAAATAATTTCAGGTCTTCTTGATGAAAAATGTCGATCAGGACAGGGC 

AAGTCTCCTTAGGCTGAAATGAATTTCTAGTTGTAAAACCAAATATGAATCTATGTATTTGTGTTCCTCAGACCACTTT 
TCCAGCAGGTCCTTGGCTGTATTTTGTATGCATTTGTGAAATGCTTTGTTGAAATTCAGTTTCAGCCAGGTCTGTAGCA 
TTCTCCTGGCCCCTGGTCTGATAGTTGTACCAGGAACACTAGCTAACAATTGCATGGCACTAGTCTGAGCTGGATTTGT 
TCTAACTCTTTTATATGTATTAACTCAATCCCTACAACCACCCCATTTCATTACTATGCCCACTTGAGAACTRAAAACA 
CTGAGGAAGAGCGAAGTTAAGTAACTTGCAGAGGTCTCAGAGCTAGGAAGTAAGACAGCCAACTCGGAACCCAGCAGAC 
TAGCTCTGGAGCCTACCCACCTACCCTCCACACCGTACCTGTGGTCCATCCTCACCAACCAGGCCTGCTGCCCTGAGCA 
TAACTTCACCCTCTTGCGTTCTAAAACTATCTGCTGATTAAGTGAGTTCTGAAATGTTTTCAGGGACCAATACTAAAAT 
CAACTATGAAATAGTTTCAGAGATTGACCTTTCCTCCTTTTGGAATGGAT^ 



Fig. 6.{?V 



WO 02/074992 



PCT/IB02/00565 



178/375 

GCTCTCCTGTTCCCCTGGACTGTGGCACATAGGAGGGCCAGGGACTTGCGCCTATTATTTCATTTCTTTTGTTATCCTT 
CATTTCTAGATCTCTTCTCTACCACAATTATCTCT 

AATACAGCATTATTATGCTAAAATCTCTCATTTGTGTTATTAGCCAGACTCTGTGCAAAAACGTC 
TCTGTGCTGTTCTTAGCCACCTTCTTGGTCCCTTCTCATGTAAATTACTAGGGCACTTCTTC^TATTATTATTATCAT 
GCCCCCTTACCACCA.CCACAAAATCTTCCATCATAACCCATTTTTTTTTCCTCCTCCTTACCA 
CTCTTATAATCAGATCAGGAATTACATTTCTGAACAA^ 

AGAGAGCCCTAAGCCCCTGCCTGAAGCCAAACCCCCTTTTGTGGCGAGAGGTCTGGATTTTATTTGTTGTTTTTATCOT 
TGGTGAACTGTCAACTGGAAGC^GAGATGCGAACACCAGTTATGTCCTCCCCTGCAAGGTTC^TGACC^TACTTTATA 
GTTTCTGGATATGCTTCCTAGGTTTCTTCTGTTGGTGTCATITGCCTGCATGTGACTCACTGGCAGGTGGTGATTTCAT 
CATATTCTAGACATGTGTCTTAGGAAGCTGGCCCCTATCCTGGCTGGCTGGACACATATCGAAGTTCCTTAGATCTACC 
ATTGTCACTTTCATATCCATTGTTAAATACTATAGATAGCATGCAGGGGTCAGCCAAATTGTTCTGTAAAAGGCTCAAG 
CATAAATATTTTAAGTTTTGTGGGACAGACAGTCTCTGTCGCAACTACTTGACTGATGCAGCATGCAAGCAGCCACAGA 
CAATAAGTAAACAAATGGGAATGGTTGTGTCCCAATAAAGCTTTATTTATAAAAACTGTCTTTTTTTATAAATAAAGGA 
GCCCATCGTTTGCCGCCCCCTAGTGCCAGGAAGGAACAAGGGGAAAATAAGGAAGAGACCCAGAGGAAAAAAAGTGTCA 
CCAACCATATCTCTAACTGATATTTATTTACTTATTTTTCTAAGCGCAATCGCTAAATTATCTCGTCTTCCTAAGGCGT 

ATGAATCTCTTACATTAACTTAGGGACAGAATATAGAGTT^^ 

GTTTCAGACTTTCAGAGGTAATTTTTAAGTATTTCAGCTGTGCCTTAGATACATTAAGGGACCTATAGTGCCTCCCTGA 
GGCCAAGATGATGGTTGCAATCATAAATAGGTTATTTCTGAGTTGAGACTGGTAAGAACAGATTATCCTGCCCAGACAG 
TGATGTGCCAAGCATTGGCAACTTTGAAAAATTTGCAATTTGATTTTATAGGAGAGTTTCCTTAACAGGCCTGAGTTTT 
TTTCCCATTGCTTTTGTGAATACAGTATTTTCCCCTGCTAGACTCTTAGTCAAATGTTCTTGCCATTATAAGAAAAAAG 
GAAAACTGAAAAACTTGAAAATAATTTTATTGGCTTAGGAATTATTTTCATGTTTGTCTGCTAATGGCAAATAAATCTA 
CCTTATTGAATCATACGGATTTTAATTCCCCGGGGGAAAGGTAACCAATGACAGGCATATGTGTGTGTGTGTGTGTGTG 
• XGTGTGTGTGTACAAGTGTATGCTTGTGAAAATTGAACAGCAAAAAGAAATTAGGTGGAGAGGAAAACATTAAAGCTGG ' 
TACTGGTGGGTAATCATTATATATAGTATATATACACATATGCCTTCTCCAGTTTTATGGAGGCAGTCAGTGCCTCAAA 
GACGTGTAATAAAGAGACAGCAACAATTATTGGTGGCATTCATGTAGGAGAGGCTTGAGCCAATGTAAACTTGACTTGG 
TTAGTAATCTTTGCCAAAACTCCCTGATTGTYGTAAGGGAGTTGTGAACCATTAGGTTTGCTTAACCAGAACAGCAAGT 
AAGCATCCAAACAGATTGTCCTTGGACCATAAGCyUUVTGCCCAGAAAATAGCCCCCTGCATAGGAKATTAAGTACTTAG 
AAACAAATGAGAAAAAATATTACAGCAAGTCTTCCAGGTATAGAAGGGATAAACAACCCTATTGGTATCAGAATTTAGG 
AATATTATTATGTCTCCCACTTTAAATGAAATACAGCAGCCTGACTTGGCAAAATTTGGGGAACGGTTCCCCTTCTTTG 
CAGCCAGGTTCGGTGCTTGCCCTCTGGCATCCCTTCAATTGTGTATATTACTGGCAGAGACAGCTGTTTGAGCTGCTAA 
TAAGATTGCAAAATAATATCAGCTTGTGCTTCAGGTTGAAGATAAGAGATAACATTGCATTGGCTGTAGGAATGGCTTT 

CTTATAAACTGGATTTAGTTTTATCTCACTTGTCTCACCT 

GAGTCTCACTTTGTCACCTGGGCTGGAGTACAGTGACACGATCTTGGCTCACTGCAACGTCCGCCTCCCAGGTTCAAGC 
CATTCTCCTGCCTCAGCCTCCC^GTAGCTGGGATTACASGCATGCGCCACCACGCCTGGCTAATTTCTGTATTTTTAG 
TAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCGTCTGCCTCGGCCTCCCA 
AAGTGCTGGGATTTCAGATTACAGGTGCCATGACGCCTGGCCCCACTTGATACATTTGAGGGTCTCATAAGGTCTTGAA 
• ATTGAGCCTGTGAATTTATAAACAGGGCTACAACCATCCTGCAGATGCAACTTTTTGGCATGCCAGAATCAGTGGCACC 
TGAAGAGCATCTCCTTGAAAGCGGTAGTAGATAAAAGGAGATGCCTTTCAGGTTTCAGACGTGGACCTCAGATTCACCT 
CCAAGACTAGAGTTATCACAGTGCACAGGATCATCCAAGAACAGACATGCAGAGGGAGGAAAGGCCATTGTAAGGCTCA 
GGAGAACATAGTAGAGCCTAAAAATGAGAAOiAAATGGTACTATCAGAAAAGATGGCAGTGGTTGGGACATAAGAGAGG 
GTAGGTTCACAGGTTTGTGGGACCAGGACTCAGTCACTTTCCTCGCGCTAGGCTCAACCCTCACGATGGGGAAAGTAAT 
GTACTTCTGGGCTTAAAATTCTTCACAGTCAACTGGTAGAGATATGAGGGAATTTATTGCTAAGTAGTAGGGAAAGTGT 
TTTCACAAATAACATACAGGAAATTCCCATATCATACAAAGGAGGTT^ 

TAGAGTCTTAGAAAAGTTATGTACCTTGCCTAGGAGCATGTGCCTAGATAGTGGCAGCTCCAAGATTCAAACCTAAAAC 

TCCAGAGTCTGAAACTCACACAGTTTCTTCTCTGTTCTGAGGCTTCATGCAGCTGGACAGGAGGTTAGCCTGAGACAAG 

AGGAGGATCATTCTCGAAGGCAGAGAGGCTGGGGACATGACTGCTTTCTGGAAACCTGAGCTCATGGAGAGAGGCTGAG 

AGTCAGGAAAGTAGGACATGAAATCATTTAATGAGAGTGAAGACCAGCCAGGTCAGGGAGTTTGAAAAGAGAGTTTTGA 

AATATCCATTGTAGCTAATATGGGAGAGCATTCTTTGAGAGTGATTAAAATGGCGACTGAGGACACAGCTAAAGTGAGA 

AAGAATAAATCTGTGGCAGACTTGC^TATTTTTGGTATGTGCATCTCTTTCCGAAATCAATTGAACAGAGGTGGGAAAA 

GTAGCTTGGTGGATAATGAGGTAGAGTGGAAAGTTGAAAAGACAGAGCTTAGGAGTCTTTCTGATTGGTCTAAAATTCC 

CCAGGGAAAATCATGTTTCTTTTTATGAATATAGTCCAGGTCTTAGGTCTGTCCC^CGGC^CASAGTTTTCAGGACATT 

CTGGACAAATTCACACATTTCCCTGGATGTCAGTCAATTCCCTTTGCCTCTGTGCTATCACTTTCCTTCTCTCTGCTTT 

CTCCTTGAGTTACCTGTCCCAGCTCTTC^CTCCACATTCTGCAGCCTCCGTTTAGCTCCTTTATACCTTTGTCCAGATT 

CTTCCTAACTTATTATACTGCCTCCTCATGTCAACTTCCATCCCATCTGCATTTGGGAAAAGAAGCCCACATGATAAGT 

GAGTCCATCTGCTAAATGTATGCATCTTAGAGCATTTGTTCAAGATCAATAAAGATACAAATTATTTTGATTTTTCAG 

TGTTG CCCAAATCCACAAGAGTACACAAATGAAAATGCACTC^^ 

TGTTTTATTCTTTAAATAAGCCGGAAAAATGGGAATACGTAGGAACGAGGGAGCTAGCAAAATAGGCGGGGCTTCTGCG 
TTTCAGGTGGTCTGAGACTGCAGTGACCCTGAGGCTGGTGGACCTGGAAGGAGCCAGGGAGAGATGGTGGATCCCAGGG 
GTGGGAGCA?VATGCATGGTCCAAGGTTCTGAATGGCAGAGCTAGACCAAAGGACTAACCTGCTAACCTTGACCAAGGAG 
ATGGCCCAGAGGTTTTCTATTTCTACTGCTCCATCTTTTCATTATAAGTTCCCAGTAGAAACGAGTCATCATTTAAAAT 
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ATCGGTGCAGCACTTAACACATAAGGAAA^ 

ATACGTAAAAATGGGCATGAACCATYCTGTTCCATATCCCACTTO 

C^TTGCTCTTGTACATAATGAATAATTTTCTGTAACCCTGTGAAGGC 

TAGGCGGCCCGCCTTCCCCACGGAATCGGGTTTTCCCACGCCACGT1TTGATGTTTCTGAGAAGTGTGCGCCATCTGCT 
GGCCGCTGAGAGGATTGACGAGCAGCCATAAGGAGCACCGTGTTTCTTGAGCATGACTTAACCAGGCAATGGAATTACA 

ATTA TCTTTGGG1TTCTAAAACATAATAGACATTTCAGGATT^ 
GCAGTATACATTTTTTATTCAATATGTGTATTATTCTT 

ACATGCTCTCTAGGCAGAGATGGACCCCGGGCCCTAGATGAAAGGTTAATAGTTTGGAGTGAGCACTAACTCTGGTyCT 

CTGACTCTGAATCTAAGTCAGGAGTAGAATAGAGCTGTACAAAGAAGACTGCTTGATGGAATTGAATTTTGTCCCTTCT 

TCAATGGGGGAAAATAAAGTACAGTTTTCATCAATAGATTAATGACTAAACTTGGACCTTGATGCCAAATCCAACTTG 

GCTCCGCCTGCACAGTCTGGAGATGTACATAAGAGACACATGCTCAGCCTCTTAGCAC^TCGTTATAATCCAGGCAGGC 

AATACTATATCCTAAAATTACTCCTCTTTGCTGAAATTGAGAAAATAGGAATTACCCAGGGGTAAATTTGGTACATAAA 

TGTACCAAATGGTATGATTTATTCTAGTACTGTCTC^ 

AGTTCCTTCGACAGTTTAAAAATTAAACTAGAGGGTAAGATTTAAGTTTTCTCACAACTAACAAATGATTTTGATTTTA 
TTGCCCAAft-GCCCTTTATATCTCACTTTCGATGGGTCTAGTCCCTTTGGCTTAATTTAGATGTGATTTTTCCTTAATAA 
TTTTGAAAATGGTGGTGCTCTATACC^CTAGCTAGAATAGGAATCACATTGACAGTAT^ 

AAAGATCTTTGCTTAATGAGGGCAAATCATTAGCAATGTCCAACTCCCTATGTTAGAGGCGCCAACTAAGGCACGGTAC 
TTAAATTTAAAGCACAACTCTTCGACTTCCATAAAGTACATATATTACATTATATTTT 

GATATGTCACTGGAATGTTTTGAATAGTGCCCCCGGCCCCCCTGCCAAAAAAAAGAATGCAAGAACAGTGTCCTAACCA 
AGAAGGCCTGGGAGTTTTAACTAATTCAGCCTTTCAGCCTCCACTTAAAATTCTGGAAGACAGTAGTGTTGGTGCTAGC 
TGTCCTTGGCTGCAAGTTGTCTTTACAGAAGAACTTGGGGTAGATTTTC 

CAGGCATTAAGAGAATGCACACAGTTCAATAAGCTGGGGTTATATTCATAATCAGTCTTTGTTTAATGCTGTAAAAATA 

CTAAAGGAATGGCCAAAATCTCTCGGTATCTGGGGAAAAGGGTTCTTTGAAACTTTTGATGTGTGAG 

AAC1TATCTGTTCCCCATGCTTTTAACACACACACAAACACACACACACACACACACAAACGTCATAGATCAAGATGTA 

ACAGGTTGGAATGGGGCCTAGGCTTGGGAATTTTGTGACTCCCCAGGTGATCTCAATGTACTGCTGGTTTATTAGCAGG 

CTTTGCCCAAACAAATACTCTOTCTCACCTACCAGGAGAAATCAAAGAGCTCTGGGTTAAACACTTGTATGOT 

AAAATGGTGGGCATTGCAGAGTAGAGGAATTAGGAGAAGAAAATAGATATTGGGTCAAAAATTGGCCTCAGGAACCAGG 

AAGTAAGAATGGCCAATCTTAAAAGAGAAAGTTCTGTTGAAGAGGGAGCATTATCTGAAGTTGGAATGACTATGGAGGA 

CAATGACAGCTGTCCCACAGGATGTCACTGGGCTGAGGAAAATCAGACTGGAAGCCACAAGCCCATGGGGGCTCAGGAA 

GCCTGTTTCCTGAGCAGAACAGAGCTGGGTTTGGCACATGCCTAGTGTTCCAGTGAAATCTGTCATTTTTCTGCTTCCA 

CTTTTTACAAATGAGTTATTCAACGCTACTTTGT^ 

TCTAAGGTAGTGATAGGCAAATGAATGATGGGCATCCATCATCTGAAGAGCTTCTTAAAATTCAGATTTCCCAACCCCA 

CCACAGACGTCTGTCTCCGTAGGTCTTGGGTAGGGCTCAGAGCAGGCTGCTTCTGAAATTTTGAGGTTGTGAGGTAAGA- 

ATACAGGTGGGAGCCTGCATACCACTTGTCTAAATATTTAAAAGTTGTAAATCAGCCTAATGAACTGTGAAGGAAGCTC 

TGGCCTACTTCCTTGACAACTTAAGCCTATACAGAGACCTGGAAGATCAAGTTCAAATGCAGAACCTGAATGTTTCGGT 

TCTATCTGCTCCCTCAGTGTTAAAGGTCTGTCCTTTTTCCTTGACAAATATGCTTTCATAATTGTCTGGAAGGCCGGAT 

TCCAATTCAGCAATTCCAATCCCTCAGTGTTGAGGGAAAGGGCCACCCGCTCTGCTCTTCTCTTCCCATCTGGCTCTGT 

CTGGAACCACGAAGCACCTCTGTGTGTGTGTGGGGACAAGCCAGCCCAGGTGCCTGCGTTTTGGCCCAGTACCTCCTAC 

CCTCATACTACATATGTAGCCACCCCCAGGCATAGGGTTGTGCACACTGGTGACATGTCTGCCCTCTAGAAGAAGCATG 

GGGGAAATGGGACCCCACAGGCCCTGTTAGdTGATACGGGCCATGAGCTCCCAGGTCACGGTCTAAAAGTACATTGGTT 

TGGGGCTCTGCGTGACCATATTCCAAGGATCCTGCAAAGGAAGAGGCAGGACTGGAGAAGGGAAAGAGTGGGCCTTCTA 

AGGCTCCCAGGGCAGGACCTCTTTTTGTCTGGTCTAAGAGGGGTATTGAACCCAAGTGGCTTAGATGCTGAATCCCTGG 

GCTTAGAACCCAATGCCCTGGAGCA1TGATCTCACAGTGCTGGCCAGAAAGGGGCTCGTTGGTTGCTACTAGGTCATTA 

TCACTCCCAGGGCACCTGGGCAGTCAATGAAACTGAGCTCAGAAAAGTCCTGCCT^^ 

AACTTTCTCCATAAAATAAAACCAAGAAAAATAATTTTTCTCTTGATYTCAAATCGTATTTAAAGGAAAATAGAAATTT 

TATTTTTAAAGAAATTGCATGTTTTCATTGTCTATATATTGTTTTGAAATATGTACACGTTGTGTAATGGCT^ 

GCTAATTAAATGTATAACCTCACATGCTTATCATTTTTGTGGTGAAAACACTTAAAATCCACTCTCTTAACAATTTTCA 

AAAATATTTGAAAAAATATAGTTATTAACTGTAGTCCTGTAACTATTTCCTATTAATTATAGGGAAGTAGAAATTTTAA 

TAGTCATCTTTCTCATGCTTTTCTTGACTTTTAGATTCAAGAAATAATAAACTTGAATAAAAGAGATTAATTTCACAGT 

AATGCAATATTTCTGTAAAATTTCACACCTTGTTGACTGTCAATCAGCTGAGAACTTTACACCTCATTAAAAATCC^ 

AGAACAATGGCTGTTCCATTAGCCCTTCAGTTTATGCCTTAAAACATACTTGTCTAAAARCAACATTGTTTTTGGCAGG 

CTGCTCCTTTTGATAAGTGGGGACTTGCTCTGGTATTAACTGTTTCCAGGTCTCCAGAAAAAGGCTCAGGGTATGTCTA 

GGGACATCAGTGACAACAGTGAGGTAGAGCAAGTCAATACTGTGCCACCTCTGCGCTAGCCAGAGAACCTCTGCTCCAA 

GGTGAGTTGGTTCCCCCTTTCATTAAGGTCCTCAGGCCCCAGTAAAATCCAGATATGGCTTTGGAGAGGAACGCTGTCT 

GAGTGAAGCTCCCTCAGTTTCATAACCAGCTTAGAGCTTCTCAGCTCTGACCTGCCTGTTAGCATGGCTGGGGAGCCCA 

GTGGTTTATTGAACTGGCTAATAACAAAGATTCTGAGATAACGAAACAGAAAACAGGTAGGTTTTC 

AGATAAGGAGGATAAGAGGGGTAGTAGGGAGGAATAGTGGGAGAGGGGCAAAGAAGCATTAAATCAAGATTTGGAGAAT 

GGCTGGAAACAGTGGCAGAGACTCAATAGGAGAGTGACCCTGACAGACGGGGAGGTGGCAAAAGTGCTTGCAGGCACAG 

GCCACCCAACAGTTATTTCRGGGACTGTTCACAATCTCATCTACTTCACAGTTTTGCCTTGTCCTAACTCAGGTCTTA 

TAGAGCCAGAATAAATTGCCTTGCATCGTCAGAAACTGACCATTCATTCCTGTGGTCTTCTTTC 

Fig. SfvYS" 



WO 02/074992 PCT7IB02/00565 

180/375 

C^QGACTAAATATCCCTATCCACTTO^ 

GAGAGCAGTACCCCAACATCCAACACATCTTTAAATGCCAAAGGGAAGTGAAAA^^^ 
TAGCATTCATCCTATTCTTATATTTTTTGAACTTTGCATCAAAACATACAT 

AAAGTCAATGAATTTTCACTAAGTGAACACACTTGGCTCACCAGAAGCTAAAGAAAGGGTGAACTAGAAGGGGACTTTG 
TAGATTACACTTCCTGACACCATCATTATTTAAGAAAGAACTGTTTCCTAGGTATATTTTAGGACCTTTTATCTGGTGA 
TATCTATCTACTAACTTTAGGGGTGKSGGTGGAATTGATTC^ 

AATTCATTAAATGTAACCTACTTTCAAGTAGCTTCATGTGACTGAAATCAATCTGTTTTATTTTCCAAACCAGTGGAAT 
ACACACAGGGTCATTACATACATTTTGAAAGTCTTCTGTTTCAAATGTATTGTAGATTAAGAAACAGAATGTGGCAGGG 
CACGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGACCGAGGCGGGTGGATCACTTGAGGTCAGGAATTTGAGATC 
AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGGTGTGCGCCTGTAGT 
CCCAGCTACTTGGGAAGCTGAGGTGGGAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCATGTCA 
TTGCACTCCAGCCTGGGTGACAGAGCGAGATTTTGTCTCAAAAGAAAAAACA7^AAAATAGAAAAAGAAACAACGCTATT 
GGCACACCCAGAATAATCACTATTGGACTTCTGATACCAAAAACAAGGGGGATTTCCTCGTTTTTAAGTTTTATGAAAT 
GAAGTAATATTCTGTATACTCTTCCGAGTTTAGCTTCTTTGAGTAGGTTTGTGAGATTTATCCAAGTGTGGAATGGAGT 
TATAATTTATTCATTTTTGGTTTTGGGTGATTGTATTTTTAAAATTAAGGTAAACATTAAAAGTTAGGGTTTAACCCAC 
TACTGGGTATTCACCCAAAGGGAAAGAAGTCATTCTACGAGAAAGACCACATGCACAGGCCTGTCCAATTCACAGTTGC 
AAAAATAGGCAACCAAACTTGTTGCCCATCGACCAACGAGTGGATAAAGAAAATGTGGTATATATGCCCTATGGATTAC 
TACTCAGTCATAAAAAGAAACCAAATAATGTCTCTGGCAGCAA 

GTAACTCAGGAATGGAAAACCARATATCATGTTTTCACTTACAAGTGGGAGCTAAGCGCTGAGGATACAAAGG<^ 

AATGAATAATGGACTTTGGGGATGGGGGAGAGATTGGGAGAAGTTGAGAAATAAAAGACTACATATTGGGTACAGTGTA 

CACTGCTCCGGTGATGGATGCACCAAAATATCAGAAATCACCACTAATGAATGTGTCCAAGTAAACAAAACCCACTGTA 

CCCCAAAAACTATAGAAATAGAAAATGAATAAATAAAAGTTAGGGATTAAAAAGAAAGTGGGACATGGTCATTCCAGAA 

GTCTAAAATATTATAAGCTATATATAAAATACAAGTTTGTAACTATTTTTTGAGTACCTGCAATCAGCAAGTTTGCATT 

aatattactgItttactccctgactttttaaaacaactaattttctatttcctaitttaagaccttacctaagattgctg 

TCCTGTGGAATGGTTCCTAGCCCACGTGACCTTGTCTGTGTTGAAGCATGAGTGAATACATACTACCATCTACTTTAGT 
GAATGTTGATGATAAAATGGCCAATTTC^TGTATTTGTTTATTTTC^GAAAACCTTAGAGCACTCGTTCTCAAACTTT 
AGGATGCATCAGAATTACCTGGAGTGCCAGAATCCCCTGAAGTGGTTGTAAGAACTCATTGCTGGGGCCAGGTGCGGTG 
GCTCACACCTGTAATCCCAGCACTTTCGGAGGCCAAGGCAGGCGGATCACTTGAGGTCAGGAATTCGAGACCAGCCTGG 
CCACCATGGTGAAACCCCTTCTCTACTAAAAATACAAAGATTAGCTGTGCGTGATGGCGGGCACCTGTAATCCCAGCCA 
CTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGRGGCGGAGGTTGCAGTGAGCCAAGATGGCGCCACTGCACTC 
CAGCCTGGGTGGCAGAGACAAATTGAAAAAAAAAAAAAAAAAAGGAGTTTCTAGGCCCCATCCCCAGAATTTTTGATTT 
TGTAGGTCTGCGGTGGGATCCAATTATGTACCGTCTAATGAGCTCCCAGGTGATAGTGACGCTGCAGACCTGGCTCCAC 
ATTCTGAGAACCACTGCCTTAGAGCCTGCACATCAAGTCACGTTTATATTCCTGTGCCGTACTCCCCTGGTGAGGATTC 
CTC ^ T ^ TO ^ TG ^ OTACGTOTTT ^ CTCC TTGGAATCAACCAGGTAGAGATTGTACTCTTGTTGTCGTATTT^ 
CCATCCTAAATCATTAGCATCTATTATCTTCCTCTGCCCTACACCACAACTCTGC1TGTAACCCATTTGGAGCGTGTTT 
TCTATGTTCTTGCTTTGTTTACATATTGGTGGCCCCAACTATTTATCAGCTTATTAAAGACATCAGGCCACTATTTGTC 
TATATCCCTGCACTGCCTAGCAGGGAGCACTGCAGGGACTATTGAATTCATGCACTGTATTCTCTGCTGGCCCATTGAT 
TTCATCCTTATAGCCCCTGCTTCTCACCTGCATGTGTTTTTTTCACAATTTACATACTGATAAAATGAATTCTTGCTTC 
TTGCTCATGTAAGAATATGGAGGCTGGGCACAGTGGCTCACACCTGTGATCCCAACACTTTGGGAGGCCGAGGCAGGCA 
GATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCCTCTCTACTAAAAATACAAAAATTAGCT 
GAGCGTGGTGGTTTGCACCTGTAATCCCAGCTATTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTAGAG 
GTTGCAGTGAGCTGAGATCACGCCACTGCATTCCAGCTTTGGGGGCCCCAAAACCCAGGAGTGAGACTCTGTCTCAAAA 

AAAAAAAAAAAAAAAAGAATATGGAAGTTATAAAAAT 

TACTTTCCTGCTTCAAAGTATGTATTTCTTAACTAAAGTGTTTGTGGGATATGGCTGCGTGTTGGCATCACCTAGAGAA 
CTTAWAAAAAAAAAATGAAAACAAAAACAAAACAAAACAAAAAACTGATCTTCAT^ 

ATGTCGGCTGTGATCTGGGCATAGAGATTGCCAAAATTACCCCGGTGATTCTAACACATAAAAATGTTTTAGAGTTTCT 
TAAGTACTTTTTTTCCTGATGAGTTTCAAGAGGGCCACTTTTTTTTTCTGGAAGATTATTTTCAGAAACACCTAGCCCT 
TCTTTATTTGTATCTCCTGTAGATGTTTTCCTTCTGAGTTTTTCTCTGTGA^CAAGAAAATATAATGAACTGTCATTT 
GC^CGTTGCACAAAGCATGAACTTTATTTGGAGTCTTAGATAAACTTGTTCTGATCTAGAAATGAAAAATAATGAACTC 
TGCTGAGTTCTGCATTTMCTGTCTGAAGTTAGCTTTACCATAAGGATCTGGTGGGTAAGTGTTTGTTGTTCTTGTCATT 
AATTATTGGAACAGAGTTGTTTGGAGTAGATGATTCATTGTGGi^CAAATCGTCTGATTTTGAGGGACATTTTCCATTA 
TAAAATAATTATACATAAAAACAGAAGTATTGCTTTAATACTAAGATTTGTAACAATGCCATGTCATTCTGGTTGTAAT 
GACTCTGTGTCTATTCCACTGGTTTGGAAAATAAAACAGATTGATTTCAGTCATATGAAGATACTTGAAAATAGGTTAC 
ATTTAATCAATTAGAAACTAGTTGTTTCTAACTTCACTAATCTTGTAAAAAGAATTAATTCCACCCCACTCCTAAAGTT 
AGTAGATAGATAGATATCACCAGATAAGTTCCTAAAATATACCTAGGAAATAGCTCTTTCTCAAATAATGATGGTGTCA 
GTAAGTCTAATGTAAGTCCATTTTATTTTACCCTTTCTTTAGGTTCTGCCCTTGTATCTTAGAATAATGAAATATGAAG 
TGAAATTTGGTGTCATGGTTTACCTGTAGCCATTTTATAATTTAGATTCATGGGTTTACATTACTTACTGAAACTACTG 
GGGAAACATTAACAACACAATAGGATTCCTAGATTGATAAACTTCAACACTCAAGCTATGACAGTTGTTCTCAGTCTCG 
TCTTTGATTCAATGTAAAAATTTGGACAAGTTAATTAGCTTTCTTTTGCTGCGTGTATAGGGGCAGGATAAACTTGAGA 

ATTCCCACAATTATTCAACCCAGATCAAAGATATTTGTC^ 
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AAAAATTAAAAAAATGTTTAGCACCTT 
TAGCARTTTTGTATGGC^CATTTGCATTTA 

GAAGAGCAACAATTTACAT ATTTGCGTATTTTTAGAAAGTGAGTC TTAGAAAGGTTAAGTGACTAAC CTAGGCT C AAAC 

AGCCAGAAGTGTGTGGAACAAAGGCACCACACAGCTTTGCTGACTGTC 

AGCTATACAATAGCAACTTGTGAGAGGTGTTAGG^^ 

CAAAGTCCTCATACTGATTGTATTTTTATCACTTTTCTAAAGGATTO 

ATATCTCTACACTGGTGCTATAAACAGCAAAAC^ 

TGAGAATAGCAGCACTTGATAC^CATATCTTCAT^ 

ATTAAACATCOTTTCA^ 

ACTGG C CACTAG ATGGTAGTGTTTAGTTAGTATTGTCGCACATGTTCCATTGTGGG AAC TTTGATT CTAATAGGAAACA 
TTTCATATATAATACTGCACTGA^ 

TTTTCTTTTTTAATGACTAGACCTCCCTTCATTCAACAGAGACCTOT 

TTCTCCCC^TAATAGTCTTTTTAAACACCCCACAGTGAGGGAGTGTTAAAAGTCCTGCCTO 

AACTTCTGAGAGGTAAAGCAGATCTGGTGCCAAGATGATC 

GTGCTGCCAGCTTGTGAATAATTGAAGATTTGTATCTCGAAGTAAATTTCAGAGTACCCCTC 
AAACCAAATMGACAGAAGTTGTAGTTGCCT^ 
ATAGATGTCTTCTCTCTGCTTTGTTTAAGCCT 
CCTGTTTGCATGATATGGTCCGATGGTTTACT 

TTATAACCATTTCCTGCCCCCCCATGACTGCTGATTCTTCCAAAACCATAAATCTCCTTTACTAATTCACTTGAATAAC 

CAAACCTGCATTTCAGGTTCTCATTCTTTACACACCCAATAAAAAATGAGATGC 
AAGTYCTGTTTCTCATGTTCTGCGGGAATTC 

CATTACACATAAGCATTTATAAAATACCtCTTCATAAAATCCACTCCAGTCATTCTCT^ 
AAGATCAAAACAGACCCCAAAGTTGTC3^TGAAACT 

TGTGTGAATATGAACTTTCGGTTGTCTGAGGACAACAGGAAGCCTTGTTTCTGGTTGCTATCATATTAAACTTTAGTTA 
AGATTTTTATTGTTTATGAGATAGGGAATTTTTTCCCCTGGGGGTCAACTGGGGTCACCCTATTTCCTGAGGGCTAAAT 
AAAATTGGCTGCAATCCCCATCGTACAGAT^ 

ACCAGGCCACACATCTCTGCTTCAGCCAAATTGGTTGCGTTTAGGAGTTCTCTCACAGTAGCTG 
TCCATACCACAGAGGCTCAAGGTAGAACTGAGCCCCTTC 
AAACAAAACTTGTTCACACATGGGATTTCTGCAT^ 
ACCATAATGTGAGAAGTGACTGTGTTTAGACTT^ 

TGTTAGCCTTTTGCTAGGTTTGCTTGGGTTTTTTCTTTCATTCCTACCCTTCCGTACCTCTCCTACTTCAAAAATTGCT 

TATAGGAACTCCAGATTTTTCTTACTTAATGGCATTTAGTGCTTTACGTCTCTCCTGCTCCATCCACCTTTTAACTCCC 

AGAACTACGCAAGTGCTCAGCAGAACAAAATGGGCTTTCATGT^ 

ATAAATAGCTTTTAAAAAAAATTTTTTGGTGATTACATGTGGGTAC 

AC3^CAAACACACACA(^C^^^ 

GAGACTTGTTCTGTCATCCC^GCTGGAGTGTAGTGGTGCAATCACAGCTCACTGCAGCCTC^CCTCCCAGGTGCAAGT 

GATCCTCCTGCTTCAGCCTCCCATGTAGCTGGGATTACAGGTGCGGGCCACCACACCTGGCTATTTTTTATTATTTTTT 

GTAGATGCGGAATCTCCCTATGTTGCCCAGGCTAGTAACTCCTAGGTGTAAGTGATCCTCCAGACTCGGACTCCCAAAG 

TGCTGGGATTAC^VAGTGCAAGCCCCCATACCCCCAGCCTTCTGCTCCTATTTGACCTAGAAATTCCATATAGTAGCCAT 

AGCATTCATTCATTCAACAAATAATTATTGAACAC CTACTTGC AAAAAGGAATTCAGTTC CTATTCTGTTGGGGTG ATA 

ATCTAGTAAATAATAATAATAATAATGAAAAGTGTCCATGCACTCTTCTAGGCTCCAATAATCCCTATGAAGAGAGGGT 

ATGCTTAAACAACAGATGCTTATTTTCTCACGGTTGTGGAGGCTGGCAGTGTGAGATCGGGGTGCCTGCATAGTGGAGT 

TCTAGTGAGGGCTGGCTTCCCCTATGCCTTCACCCAAAGTTTATGTGTTATTAATATCAGCAGCCCTCTATCT 

GTCTCTGGTGCCTTAGAAGACATATTCTCTACAGTTAAAGAGTGATCCTCAAGAACGGACAGGGTAAATATATTTTATA 

TTGCTAAATGCCCCCATTTGAAGGGCTATATAC 

AACTCTACAGAAAATTTTTATXTGCCCAAAGCATCTAACGAGCTGGTCCTTCCATGCATGTGGTGG 

TGCTTCCTGAGATCCTCTTAGTGCAAAGCCAACAACATTCAGTACATTTCCT^ 

AATATTTCCAGCTGATCTAACTTCT^ 

TTATTTTTGCTTTTTTCAGCAGCTTCA 

CTCCTCCATCTGCGAAGTGCTGCATTTTAGGTT^^^ 

ATGGAAlTTTCTATCCTCGAAATCAATTCTGAACAATAAAAGCTGAGAGGATAAGTOT 

CGACAGGCTGCTCCAAATC^GAACTCAGCAACCTGATTTTGAAAAATTTCCAAGTT 

TAAGGGCTTTCTACTTGTTTGGGTTTGAGC^^ 

CATTTGGCATCTAAATATTATG C TGTTTT CAAATGAAAGAAATACTGCTGAATAAGAGAGCTAGAATGAATTACATACA 
AAGAAAAC TTAAAATAAGTGT CATCTAAGAAGATGAAAAAGCAAACAAGTACATATGTT CTTAACTT TTGGGGGCTTGC 
C TTTAATTTTTTTAAT AAGG C AATTATCTGCTATTAGTAATTATAATAGGAGCTAAAATC CAGTTAATAGT CAC TGTGT 
GTGAAACCCTGTGCTGAGCACCCCAGGGTATGGCCTCCAAGAGGACACACAACACTCTTTTTGGAGAAAGCTGAAGA 
GTGGGGGCAGTGACTGAAGGTCACGGAGTTGGTAAAAGGCAGAGCGAAGCTCAAACCCACA 
TGTGTTGTTAGCACTGCACTCCCCAGTTACCA 

AGAGTAATTTCATTTTTTTTCCTTTTCTAGACTGTAAATTTGTATAATTG 
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AGATTCAAAATGGATTTTTCAAAGTTACGATATTC^GTGACTCCTATAATCTAGAAATTTCTCCCAAGACACCAGACTT 
CCTCCCTGATCTTTTGACTAAAAGCCTGGTCCCCAGCTGTATTCATTTCCTAGGGCTGCTGTAAGGAAGTATCACAACC 

TAGGTGGCTTACAACAGCCAAAATGCATTGTCTCACAGTTCTGGAGGCG 

TGTTTCCTTCTGAGAACCGTGAGGCAAGGATTTGTTCCAGGCCTCTCTCCTTGGATAGCCGTCTTCTCTCTTTGTTTCT 
TCATAGTGCCTTCCTCCTGCATATGTGTGTGTCTGCATTTCCCCATTTTATAAGAATTCCCCTTCACATYAGATAAGGC 

ccactctaatgaCcttattttaactcgattacctctgtaaagaccctatttccaagcaaagtccctttctgaggtactg 

GGGTTGGAACTTCAGCCTATTTTTGCAGGGACACAATTCAACCCATAGCACCAGCTCTGAACCAGGGTAGTGCATGGAG 

gtggagacctagtaccgtgctaaggaccccagccgacagtgtggtccgaggcaagtttcccttctgcccaataggggat 

TGGATTGACTGATTTCTACTGTAATATAGTACAAGTATATATAGTAGAAGTATATATATAGAAGTAACATAGAATTCTA 

TTTTTATAGAATGGCTGTAATTTATTTAATAGGTTTTCTCACTGAAGTAATTTCATAAAAG1TTTTGGAAAGTTGGCTT 

CATCCTTCTACTTTCIATGCATTTGCCGCAGAGATTAAGTGTCTGCCAGGTATTCTTTCAGCGTGATCCACCGGGGAACC 

CACAGACCCAGCCTCCTCCCACTTTCCTTTTCCTTCTGAGATCTCTTTATTCTTCCTGTTCTGTGTCCAAAAAGAGGAA 

CCAACTGCCCCCTAAGTCTATCCTCACATATAGAGCCTCTTACATGACAGGTGTCAGGAGAAACTAAAAACGATTAGAC 

TTAGAAGGAGCTAACTATTAAATGGTGAATGCTCAATCAATATTCATTAATCAGGAAGGTTGACCATTGACTTTACC 

CTGTGACTTCACTGGCTCTTTCACAGCAACGATTCTTGAGAAAATACATGGCCAAGCCTTACATTAGCTGATCTAGTTT 

TCAGAGCCCCGCTAGGATATGAGTCCTGGTATTGCAGATGAGGAAACAGGGTCTCACAGATACACAGAAGCTCCTCTGG 

GTGCACACAGTGAGTACTGGGATAGGCAAAGGCTGAACTCAGGCAGCTTCTCTCCAGGATCCACCCTGAGTGATGAGCT 

GTGTCCCAGGCTGGAGAAGAGCCATGCTGCCCACTGTCTGGGCCTATCTACAAGCTCTTTCATTCATTCTTGGATTTTT 

CCAGCTGAAAAAAAGTGTTATATGAAGGATCAGAGATGGCATCTTAAA.CTTTTTTTTGCACAATTCATCATTAATTCAC 

TGTTTTTTAAACTGTTGTCACAAAGAGTTGTTOTGAATGCCTTGATGAACTATGTTTTGTTTGTTTTATTATAOT^ 

CTTGAGATTTTTACTGTGAAGCATGCTATTTTGAAGACAAAATTTTTAAAAATAGAGAAGGGC2^GAAGAATGGTGGAC 

AATGCAGGAGGTGACAATTGGTATAATTACAGTAAACATTTATAGGTCAGTGGAACATAAGCCCTGAGGGAAGGCTCTG 

AAAGCGGACCTGCAAGCAGGAGGGAGGGAGGGAAGGAGGGAGGCAGCCCTCGCAGGCTGCCGGGAAGCACCAGGGATGT 

CGTGCCTCACTGTGCCAGCCTCACAGATGGCATCTGAGCGAGATGGCTGTTCTTTTGTCTTTTCTTCATGAGCATCTTA 

GAGAAGCGCATTTATGCACATTTCTACCTAGAAAGTTTTGCCTCAGTGTGACTCATCTTCTTTCTGTCTCAGATAGGAT 

TACTCTTCAAAGGAAAGATAAAAAAACAAGTTCTGAATATAAAGATGAAGCCAACTGCAGGGCTTGTTGAATTACCTCA 

GAGATAGCTAGAGTTGTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCCTCTGTGTGTGTGT 

CTGTGTATCTGTCCATGTCTGTGTGTATGTCTGTGTCCATGTCTGTATGTGCATCTGTGTGTGTGCATGTGCCTGTGCA 

TGTGTGTCTGTGCATGTGTGTGTATACACATGAGTGCAATGTCCCATATTGGCAAATACCACATGGTAACGTCCTGCAC 

GCCACAGGAGCTGTATATATGAGCTGTATTTTCATGATGGCCCACTGGGATAGGGATTAAATCAGATGATCACCATTTA 

TACCTAAGTAGTAACACTTAAAAATGC^TTGCTCTCTGTCACCACGGCTTAATCTATGAGCCCCTAAGGGGAAAAAAT 

TCTTACATTAAAAAAGCCATTTCATATATAGATAAATGTTGAATAGGCAGGTGTTGATCAGAAGGTCTAATCCCCATCC 

ACGTGAAATGAAG^GTCAAGCAGATAATTGTTTTACTAGAGCTTTCCTTTGCATTAAATGTGCCTGGAAAACATTTCT 

AAAACCATTCTTTTCTTTTTGGTTGAACCATTATGAATGAATCTTCATCCTTTAA 

GTTTTGGCAACTGACCTAAACCAATATTATTATGAACACATTTTGGTTGTTTTGGTTGGACATTGGTAACTGCCAGTGA 

AGTTGGAGGTGAGAGGAGTTJ^CTACTTCCTTATAATGTCACCACCTAATTAGAATAAAAGCATCTTAGATTAAATTCT 

GATTTACATAAGGACATTTATTAACTAAACAATTATTCAGCAGGCATGAAATAAACAAATCATATGACTAGTTCTCTCT 

CTAGGTGCTTGGCCACCGTTTGCAA.GCTTCCCTTAAGGCACAAAATCCAAAATTCCAGAGTCAATATTTCATCATCACT 

ATAGACAAAAGTTTGTGGTATTCACAGCTGGACGCTGGACATCTCCCAGGACGTGGTTCCTGAGTCATTCTGCCTCTGA 

GTGTGTTGCTCCCATGGAAATCATGCACCTCCACGGAACTCACTCAGGCTCCTCGGGGACTCCTGAGTCTGCAGTCAGA 

TTGCTAGTCTTGCTCTGATTTCCTACCTATCGGACATTCCATTTGACTGTCTTGCCACTGAACTCAATGGGTGTAAGCT 

GACTCTTCTTCCCTGCATATCAGCATCCTCCTGACTTCCCCACTTCTGTGAATGTCATGATCATTCTTTCTGCCACCTA 

AGCTTGAAGCCTACAGTCATTTTTTAACACAGCCACCTTCAGCTCCAATTCCAATTCCAATCAGTCACTCTTTTCTCAA 

ATCTCCCTTCATACCAGTTCCTGTCCTTCTGTCTCTTCTACCCTAAGCCAGAGCCATATCTCTGCAGATCAAGGGCCTT 

TTTGTTCTGTTTCTTCCCCAGTCAATTAGTTTAGATGATGCCAAACCCATCTTCTTAAAACCACCTGGATTAGATCACT 

CCTCTGTTTGAAGATTTCCAAAGAGGCCTTATTTTGTAGTGGAAAATGTCCAAACTCCTTTGCATATTCACTTATTCTC 

AGCATGCTTTTAGCACCTTGCGTTCTTCTCCTTCACGGCACAAACCTCTATGCCAGCTGGATTTTCCATCCATAATCCC 

CCAAATACATCACATGCATTGTTGCATTGGCCACCCTTGTTAGTGCTTTTTCCATGTGGTGTTCTTACTTTCCT 

ACTCCATGCCCACTTCCTCAAAACACACACACACACACACACACACACACACACA 

GCCTCAAAGTTGGTTGCTAGTATTTTAAGTGCCCGGAATTTGA^ 

AGGCGTTGCCACGTATTGGTTCTACTGTGGCCTC^GACTTGTTATGAAATATTTCCy^GCCTTAGCTTCCACATGAGTA 
CAATGGGAATAATGCCTACCATCCTATTGCCCATCCTTAATTAATCTTAGTTCCGTTTCTGTGCCACGTTTCCTCCCCA 
GGGAAGCCCTTTATACCCTTACTACTCATGGATTTATCTC^TCTCTGAGCCCATAGAACTGAGTTCTGTTGTCACTGCT 

TTAGTA^GTCACCATTTGCTTGTTTAAGGTCCCTCTTCTATOT 
TATACTAGACTTTGAAAATACTTTAGTTGCAGTGCATTATTTTTGTC 

TTCTCTCGTTTTGTCTCATAACATCCCAGGAGCTGGATATAATCTGTGATTTATGAGGAGAGAAAGTGAGAGACAGAGG 
TGTAAGTGAGTTGCCTAAGGTCACTCAGAGAGTGAGTGGCAGAAGCAGCACTTGAATCAAGTCTTAGGATTCTAAGCCC 
GGGGCTGTCTGCTCCCTCCTAGACCTGTAACTTTAGAAGCAGGAATTTATTTCATATTGCTTATATTTCAGTATTTATT 
TTTAACCCTTACAGGGCCCGGTCTTGTGACTGACTGTAATTGAGAAGGTACTCTACAAATATTTTTGAAAGAATAAATA 
AAATGAATACTACAGACCATGTTAATAATGTCAAATAACTCTGGGAGTTTGAGGGATAATTCTGTCAATACGAGTTGAG 
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GGTGTGCTTGGCCTCTCCATCATTTACCCTGCTTTTATGAGGGTTAGCAGCACAATGTCTTCATTCTAAAACACAGAAT 
CATGAGGITAAAGAAAGCATGCAATGCCATCAGCTGAGAAGAACCAGAATTCACAGTGCAGGTTCTCTAAAGTGGTTTT 
GTGTTGCTCTCAGCGCCGTGAACXCCCACCATTATATTCATAGCTTTTTAGCCTTTGGCTAAGATCAAGl'AGAGTGTTT 
GTTCTCCTGGCTTTTAATAAGTAATGTGTTCTCCATCCAAGGACAACATATTTAGGCTGTACATGCATTACGAAGTATT 
AAGCTCCTGTAACAGTAAATTTCTCAACAGGAGATTTATGTGAATTCTCTTGGATGTTATTCTGTTGACATTAGGAACA 
ATTAGGAATATAAAATGCCATGGCAGATTTTTCTGTGATGCTGGACGTACTGTCAGGACTCTGAGTCTGTGTACTCGGA 
AGTCTTCCTCAGACAGGGACAAGGCGCATTCTCTTTCTTAGGAAGAGAATTAACAGTGCACTCCCACCTCCCTGTGCTC 
ACCACATGGGCACACATCCCAGGGCGAGGGTGGAGTGAGCTCAGAAGAACCCACGCTGAGCACAATGAAAGCAAAATTA 
TTATCAGAGAAAGAAACAGATTGCAGCAACCTGGGTTTAACAGGACACATAGTAGTAG^ 

ATAACACATTTTCATATTAGGGTCATGTTAATTTCACAATGAATTGCATATTAGGCTCAATTAGAGAAACAATAAAGAA 

GGAAGACGGGATGAC^GAAAGCATTGAAGAGGAGGAAGCAGAATGGAGGCAGAGGGTGGAATCAAAAATAAGGACAAAG 

AGAGGAAGGGGAAAGAGAAAGAAAATGAGAAGTAACGTCAGCAGCTCCGTAGGTTCTGAGGTGAGTTAGCTGGTCGTAG 

GTCAACAGCTTTAGTC^CACATCCTGTTATTCACTTTGGGCATCAGAGCA(^TTTTCACTACCCTTTGAAATTTCCATA 

CAGTCTACAGCGATTTrGTAGCAATCTTTCTTTACCGGGAAATTGCTTATCTGCTTTTCTTTTCAATCTTTG 

CTTATTAAAGGCTTTAGTTTCACATGAA.GCCCGAAATATTTTGAAGGTAAGAAAAAAATGTGCCTTTGGTCTTAAATAT 

TTCCACTTAAATCTTGATTCTGGGCTACTTTAATAATTCCAAAATAAGAGTGAGTGGCTTCTTTTTTC^ 

TACAACATTTAAAAACACTCATGTAATTATTTTGCTGTGTTCAGTTGTTTGAAAGTAGACAAGGTTTC 

CTGTGTTTTAACCTGGGCTCTACATGTCACTAAACTACTGTCCCCTGTAAGCTCCTGTTTCCTCGTCTACAGATAGAGG 

TACTCCAGTAGCTCTCCAGGCTCTGTGTGTCTCTGTCACAGGTTTGGCATAAAGTAGACAGGAATGGTGTCAGTTCCTC 

CCTCCCCAAACTCTCTCCAATGACACTCCCACCAAGTGCAGAAACGTACAGAAAGAACTCTTCCTGCTTTTCAACTTCC 

ATTGATCAC^CTGAAAGAAATATCACATTAGCTTATAAGGCTCAAAATTATCTTCAGTGCTATAGCTCTGTGTACTCTA 

AAATCAGAGCAAGA.TAACTTTGGTTCTGGATGAAATCGAATCAGGACCTGACTCTACTCCTAGAAGAACGCTGACCCCA 

AACTCCTGTTTTGCAGAACCCTGAAGGAGCAAGTAAAGATGCCAGCCATTAAATATGAAGACCTTCAGAGACCTAGAAC 

TAATGGAACTAAATCAAGGATTTCTATTTTATCTTAGATTAAAATGCCATTTATATGCATTCAGGGCATAGTTTTCACT 

CCCATGAGGAATAGATTCATACCTGTATAAAGCTGGGAATATAATGACTAATTAAATATACTGTATGACTTCAATATAG 

CCAAGAAAATTACAATCATTCCAAGTAATACTGTTTTTCCCCAGACACAAATCTGAGGATCTTGAATCTTAGCACTGGA 

AGGAATGTAGACATCACGCAGGCTCATCACTTCTCTGGCACAGAACTTGACTTGCCTTGAGCACATGTCTGGTAGCTTC 

TTCCTGGGAACATAGATGACATAACGCATATTGCCTTTCCAGGCAGCTTGATCTGTCATGAGACAGCTCTGGCCTTTTA 

GAAACCAGCCTTTATACTGAGCTGTGAGCCTGCTTCTCTGTATTGCACATTTTTTGTTCTTAATTCTGAACAAAAAGTT 

TTTGTGAATTTTCTTCCTGGAAATGGTCTTCACCACTTGAAACAACTGTCATGCCCATCTGAGCATATTTCTTAGGTGA 

GGCTTCCCAGTTTGGGAGACGCTTCTCTCATAAAATATTTCTGAATTCATCAGTATCTCTGTTCCTATAAAACGCGTGG 

CTGTCTACTTCAGGCAAATCCTAACCAAGCTCAGGTAACAGTGAAGTGATTGTTTGCTGTGAAACAGTATTGTACTGTT 

GAAGTTAAAGAGGTCTATGATTACATOGTGTTTATTTTGGATTOT 

TGTAAAGCCCATATCACTACCTATAACAAGCTTTTGATAAGTGAACTTTCTAATTTTTCCTATTCTATAGCTATGTAAG 
GGAATCTTTAAATTTTGCCAGGACTTTCTAGCCTAATGCAACAAGGGAGGTTACATTAACTATAATAATTTAAATTTCA 

A^GGAACACATCCCCCTTCTTGGAACCACTGCTCTTCCACCAGAAC 

GGTCTCATTGTTACCCAGGGAGTCAAGCAGCTATCACAAGGCCATGCTTTGGCTTTGTAGCTGCTCCAATGGATGTTAA 

AATTTCTCACTTTGTTCCTGATACTGTACGGAATTATATGCAACATCTCTTTACTTAAAAGCTCTCTGCTTCTCGCAGG 

ATCCAGAGATTCATCCCTGGAAAAGCATTCAAGTGCAGCTGCCATATTCC^TTTAGAATGCCTCCTTCCT.TCAGACAGC 

CAAGGTTTTGTTATTGGGCTCAGCTCTATGTGCCCAGCTCCTTCTTCAGTACAAGGAGCTCTCTCCAAAGAGGTCACTA 

AATCCCCTGCAAATAGTClTTTAACTAGACCTTTTCAAACCTOGTCTCTTTTTrTTCTTTGAAATC 

ACATTTTTATGAAATCATTAAACATGTTAAACTTCATCAAAGCCATCATTTTAA^ 

GAGATACACCATACTAGAATGCATTTTTTTCATTTTTCTATTC 

TAAGTAAATGTTGTGCTTTACCTTGTTCCTATTATACITTTAAT^ 

TGCTTATATGTCACTCAATATATTAGCATCATTCCCAGCTTTTGGCTTTACATATGCATT1TTAAGATGTGTCTCTTAC 

CTTTTAACCATCAAATCAGATTTTAGTTGCTTGATAGACCCAGCTTTTATATTTCAGTTTATGCCACCTC 

TGTAGTGAGATGCCTATATAAAAGACATACAAA.TTCAAGGAGTGAATTAAAATCTCACTTGAAATTTTAAATGTCACTG 

AATATTAATTGTGGTCGCTAATTGGTATATTTTCTAGTAATCACTTC^AAAGCTCCTCATTAAAAATAAATCATAAAAA 

TATAGAATTATAAGAGCTTTTAGGTATAGTTCAATGATCTAATTCCATCCATTTATCTOTCCATCTATCCTTCAGCAAG 

TCATTTATCACCTTCCTTCTGTATATTACAGATGATAATAAAGACATCTGGGACAAAAAGGTAAGTCACAGACCTACCC 

ATGTGTATGGGTGATAGAGTAGTGAATACAAGTGACAAAGGGTGTGATTCCTTCTGTTTGAGAGGTGAAGAAAGTATTC 

CCAAAGCAAGTGACATTGAATCAGCACCTTAAGATAAAACGAAGAACTCAGCAGAAAGAAAGTGAA.TGGGAAGATGTGG 

TAATAGGTTTAAATGGACATGGCATGTCGGCAACTAAATTTCTGTAGCTCCAGAATATTCTCCCCAGTCCCCTGAGACG 

AAGTTACAGAGCTGTGAATCCGGTAGTGAAAGCCTTGGTATAAGGCGCATAAGAAATGTGCAGATTATCTACCATGAAA 

TAGAGGAAGAAATCAAGGTTATTCAAGTAGAGGAATGACACGTTTTAGAAAGACTTTTGTO 

GATTATAGGCTGGAGGCAAGAGATAAGACATTGTCAGTGTGACAGAATATTTTATTAATAAAGCACATAATTTATACTC 

AGATCTATGTGAGATGAGACCAATTCATGTCAACATGTCCAATGTTTTTGAAAAAATGCTAAGTTTO 

TGTTTATTTCCCTGTGAAATATAGTAGGCTAGCCCTCTAT^ 

GTTGAAAAAGGGCATC^TGACCTCTTTTATCTTGGTTTTATCTGCCTTTTGGAAGATACTTGATTCAAAGCTATGAAA 
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AAGCATCTCACCAATCCCGTATTTCACTTGGTTGGACGATGTGTCAAGAGAACGCCTaAGGCTTCCTCTGTCCGTTAAC 
AGGCCAGTCATGAGTCACAGTCTGAACATGAGGAAATGTTCATGTACTTTTTCATAGTCATGGCAA.TGAGACTTTTTTG 

TGCCCAAMTACTATCCTCOCCT^ 

TCCAATTCCAAGTGCTTCATCATCACTCGGATAGCCTCA^ 

C^TGTGATGTAGAGC^GCCCTGTTAATTAGCTGTTTCAGGATTCTTAATGCCCTATGGCTTTGGAAAC^CTTGTTAGCC 
CACAGAGGGAGGGGAAGAGCTGGAAGCAATTGGACTACAGCCTGAATTTATTTTAATTCAATTCAGTAACCACCTTATC 
TTTCTAAATCCCTGTTTAGAATCTGTTGAAAATTATAGTTGATTTAAGTTTTTCTCAGTGATGCATCCTGAGAGAAGAG 
GGAGATTAC^TTCAAGGTTTTCTGAAGCCACAGAAATGTGGAGTGCTGCAGAAAGAGCTGATCGATGGAACTTTCCAG 
ACACATGTATGCAATTTTCTAAAGGCTAGAAAATAGATGCCGGGGATGGGGAGAGGGGAGGCCAGTTGATGTGGAAAGG 
CTTGTGTAGAGTGCCCACGAGTCTGCATTTCTGTTCACCTACCAGAAGAAACACTGCCAGTTCCCCCCACCCTCACCCC 
CCAACCATTCTCACTGCAGAGAGCTGGCACTC^CAAACTCATAATTTTTCTCAATACAATTCTCATGACATAACCTGA 
CCAACCATATGAAACCTAATGAAGAAAACAACCATTGCCATTGGCAACAAATGCAGGAGTTGCATCACAAGTAAACCAC 
ATACTTTACTTCACAAATTTGAACATTAGAGTACCmCCGGCAAAAACATGGTACCATCCTTCGGTATGGATGAGATATC 

AGTTTACAAAACCTTCACTGGAAAGTCCATACCAAAAT^ 

TTATCAGAGCTATTGCAAATTATTTTGTCTAGAGGTGGTTCTTAAAACAGCCACCTGTCTGTCCACTAATCATGTACAT 
AGC^TCCTCTTCCTCATATTCATCCTCTGAAATACCAAGAGGTGAAAGAGTGTTTCAGTAGCTCACCATTCTTGGCTGT 
TACATAATGGGTCAGATTCCTTTCTGAGTAGTAGGAGAGGTCAGTGATCCAGATCTATATATCTTTGTGCTTTTTCCAC 
TAATACATTCTTAGAACCTAGTAGGTGCTCAATAAACGTTAGCTGTATGAATGAGTTAGTGAATCAATGAATGAAGTGT 
TAATTTTTAGAAATATTATGGTCAGAATTTTACTAGGAAAAACATTTCTTATAATCACAAATGAAAGCTAGGTTTACTC 
AAAATTGGGAATAGTAAGTAGTCTTTCCATTTCCCATACCACAGGTATGCTTGTATTCTTCTTATATGCTTATGAAAGA 
• AGAGAATGTGGATTAAGTTATAAACTATTTGTACATGATATTGTATATGTAAAAATCATGTCAGTTTTGAGGCCAGGAT 

TTCTTOGTATTGAGTAAAATTTTCCTAAATATITC^ 

CAAGACTGGGTAATTTATAAAGAAAAACAGGTTTAAGGGACTTACAGTTCCACGTGACTGGGGAGGCCTCACAATCATG 
GTGGAAGGCAAAAGGCATGTCTTACATGGTGGCAGACATGAGAGAAAATGAGAGAAAAACCATGAAAAAGGGGTTTCCC 
CTTATAAAGCCATCAGATCTTGTGAGACTTATTCACTACCATGAGAACAGTATGGGGAAAATTGCCCCCATGATTCAAT 
TATCTCCCACCAGGTCCCTCCCACAACACATGGGAATCATGAGAGCTACAGTTCAAGATGAGATTTGGGTGGGGACACA 

GCCAAACCACATCACCCATTTTAAAACAGGCTTGATATCAAOT 

ATTTTTAATGACTGATTGTACATTTGTTCCCTCAAAAGAGGCTCTCCAAAATACTGCCTAATTCCTATGTTAATAGCAA 

CCCAAACATGTTTTCAATACTAATATTAAAACAAATTAGCTTAACAAATACAAAAGGTAATGCCTGGTTTATACA^ 

GGATrTGAGAAATGCAGGTTTCAACCTGTTCCACACCATGCCCTTCATTATATTCTTCTGCCAGAGATTTTATTCTTTA 

CTTTTCATTCAATCAGAAAGAATTGAGAGGAATTTGAACCCATTCTGCCTATTTAGAATATCATTTGTACTGACTTTAA 

TCTTTTGCTCCTAATCCATGAATTCCTGAGGTCTTT^ATTTACATCCATAAATTTGAAAAGCACAATCCCCTTTTTTTT 

TTAAAAAAAAAAAAAAGGAAGTTACTTTTGGGAATCAGAGACATGTACCTCTTTGTTCTCTTGGAGAGCTGTGGGTTAT 

GGGAGGGAACTCCTCATCCTGTTTCCTGATATGCAGTGACTTCTCTCTTACACAGATGAGTCCTAAAACCTTTGTGAGC 

TCAGACAAGTTGGCTGGTTTTATTTTTATTTTTTTATTTTTGAGATTGTCTCACTCTGTCACTCAGGATGGAGTGCAGT 

GGCCGAATTACCAACTCACTGCAGCCTTGACCTTCCAGGCTGAAACCATCTTCCCACCTCAGCCTCCCAAATAGCTAAG 

ACCACAGGTGCACACCACCATACCCACTAATTTTTTGTAGAGATAGGGTTTCGCCATATTGCCCAGGCTGGTCTTGAAC 

TCCTGGTCTCAACCAATTCACCTGCCTTGGCCTCCCAAAGTGCTGGGGTTACAGGTGTGAGCCACCATGCCTGGCCAAG 

TTGCCTGGTTCTTTACATGGAATGTTCTTTACATGGAATGTTCCAGGATCAATTAAACACAGATAAATAACAACTTATG 

TTTTGTAAATAAACACATCTGAATGGAATCTTACTCCAATTTAGATAGAAATTGATATTTTTCCTTTCAAATGAAATAA 

ATGTTTTAGACTAGGACATCCCAAGTGAATTGAAGATTGGTACAGGAGCCTGAGGAAGGAAGTTTAAGAGAGTGAAAGC 

ATGAGAGAAGAGCCAAGATTATGTAGCCCAGAGAAGGAAAGAATTATTACCTACCATTACTTTAAGGGACTGTGCTTCC 

TCACAGTAGTGGAAGACAGATGCTCATTTTTTATTCAAGACTGTGTAAAATAAATGGCCTTAATTTATAGATGTGGATG 

CTGGTTTATATCAATACACCTCAACCTGGGATGGCTCCAAATCTTGACTACACATGGGAATAACTTGAGGAGTTTTACA 

AAAAAACTGATGCCTGGGTCACACCCTGAGAGATTCTTATTTATCTGGTCTGGGGTGGTGTGGCCCAGGCACTGAAATT 

TATAAAATTCTCCGGGTGATTCTAATATGCAGCCAAGGTTAAGAATGCAGCTGTACAGCTGTAGATGGAAGAATACCAA 

AACCAGGCCTTCTGCTAGTGCCTGAGCTTCTCCTCATTTTAGTTTCTGTGATGTGTTCAGACATTGTTTCTAGAATCTC 

CTGGGTAATATGAGTTATAGTCCTTTGGATGGAGTAATACATTAACACATCCATACTCACATAGTTTGGAAGGGGCCAG 

GATGCAAAGGGAAGTTGGAGGAGGAAGAGAAGGAAATGGTAAAGTCCAAAGCATGGGTGAAGGGGGGCCAATATAAACC 

CACAGAGCAAAAAGGAGATGTTGGGTCATCATATTCTATTACATAAATTGGATTTACATTTCCTTGTCTTTCA 

GTCTTTATTCCCACAAGTCTCCAAATACAGTCATAAAATTCTCATGAGTTGTTATAGCAAAATTGCTTATCIATTTACTA 

TTTCTTAAATGAATGCATAAACTGTATTACTTTGGCAGAAAGGATGCTGCTGGGTATCATATGT^ 

GGTGGACAGGACC^TTAGGACTTTAAATTCCTTTATAATCTCAAAAGTCTGTGATTCTGATCTTCCTGGTCTTGC^ 

CCAGAAAAGGTGGTAATCACTGGAGTAGGCTA1TTATGGGCCTGTGAGATAGTGAAACATGCTATTAAGACAAAATGAG 

AGACTTCCTTCTCTGAAATGGTTCCATATAAAAGTAATATATGGCTTAAGTATCCAGGGGCTCATGTAATCTCTCCATG 

TCAGTATCTTTTACGGGGAATTATTTAACCAAACATGTATTGAACACTTACGTGCTACACTAAAATCCCAGATTTGTCA 

AGTTCCCGTTTAAAAAGTGGGTACTAAGCCTAAGATATTAGCAATACTTGTATCTGAAAAGGCCTCACATCTAGAAACT 

ATAAAGAACTTCTAAAAATCAATCAAAACAACATAGTTCTTAGAAAATCACAAAGGAACAGGTTTTTCAGACTCGAGGA 

TGTCTATATGGTGAAAAAGCAGCAGTATTTTAGAGTTGGTCTGAACTGACTCACAGGAACCTATTTTTAAATGTCCAGA 

AATTTGCTAAGCAAATTGTTAATGCATCAATTATCTAAAGTOTAATTATGTAAACTTCAAGTTATCTGAAAAACATAAC 
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ACATACTCAAAACTCTCATCCCTTCCTAAGTGTO 

(^TCTGTATGATGGAAACACTCTATAAAATGACATGTTATTCCCAACTCCACATAGGCTGA 
AAATC^GCTTTAGTCCAGGTATTTATAC^TGGAAATGGAAATCAGC^TACGCCACAAATCAGGAG 
TTTTTTlTrTTTTTTTTTTTTTGAGATGGAGTGTCGCTCTGTCGCCCAGGC 
CTGCAACOTCCGCCTCCTGGATTCAAGCGATTCTCTGCCTCGGCOTCCTGAGTAGCTGGG 

ATGCCTGGCTAATATTTGCATTTTTAGTAGAGATGAGGTTTCATCATCTTGGCCAGGCTGGTTTTGAATTCCTGACCTC 
GTAATCCACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGCCACTGCGCTCGGCCCAGGAATTGATTTTT 
TGTTTAATGGTGTTGACTGTCTACAAACTGATTAAGAAAATGOTATTAAAGTTGTACATCATGTCTG 
TGTAAGTAGCACIAAAAAATCTGGGGGAAR.CAGTCTTCTAGACTTTCCAGATGCAGCAAAGAAA.TTGCC 

TJ^TTTTTATTGTTTCACTTTTOTCTTAOT 

TTACACTCCTTTTTCAATTACAACTTTGGTTTGATTACCTTTGTGGTCTTCTGTTCTATCACCGTCTTTTTTTTTTTTT 
TTTTTTTTGAGAAGGAGTTTAACTCTTGTGACCCAGGCTGGAGTGC^GTGGTGTGACCTCCGCTCACCATAACCTCTGC 
CTGCC^GGTTCy^GCGATTCTCCTGCCTCAGCATCCTGAGTAGCTGGGATTACAGGCACCTGCCAGCACATGTGGCTAA 
TTTTGCATTTTTAGTAGAGACAGGGTTTCACCACGTTAGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCC 
TCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCGCTCAGCTCACCATCGCTTTTAGATAAGGAAACT 
GAGCCCTAGAGAGTGGTTGGCTCGCCTCAGGCTCCAGGACAAATATGACTTAATCAAAACTATACTCCTGTTCTTTCAT 
TCACATAAAACTACTTATCTAAGGATGCTGCAGCAACACTGCTGTGAGGCCAGAATTCAGTAAGTTTACAGCTGAGGCC 
TTATCTATAGACCATTGATTTTGCTCAAGGAAAAAGTTACACAAACTAGCAATAGAGTCCTGACCAGGCATTAC!AAATT 
CTACACTGATGTGTAAAAGAGGGACTAGGCACAAAGAATACATGCTTAGCACAATCTATCTTTATTATAGGAAAAGCAA 

TTTAAAACATATTTTACTGAGTAGTGCCAGAAAATTACCGA^ 

TATAATGTGTAGGCATTGTCATATTAGAGAGACTCCTGGGAAATGCTTGGTGAACTAAAATTGTTAAAGAGCTAAAATT 
GAACATTGACTCAGAAGCAATGTGAAATACATCTTCCCATTTCCAGGATGGAGTGCAGTGGTGAGATCTCAGCTCACTG 
CAACTTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTAGGATTACAGGTGCCTGCCACCAT 
GCCCAGCTAATTTTTTAATATTTTTAGTAGAGACGGGGTTTCGCCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTC 
AGGTAATCGACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCTCACTGACGCTCTT 
CTTAATTTCTTCTGCCTAAGAAATAGAAGGTATTCTCGAGGGAAAAAAGGCATTGACAACTAGTACAGGGAAATTGATG 
ACAACATAAGGCTGTTTGAGGAAAAAACGTGGGATCTCAAAGACTGTTGGTGGGAGTGTAAATTGAATAATCTACTTTG 
GAGAACAATTTGGCAGTTTCTATTAAAATTTAAAAATGCTGATATCTTATCAGTTAATGCTACTTCTAAGTATCTATTA 
TTAAAAAAAATACTTGGCATGTATTCCCAATGCGTTTTGCAAGAATGTTCTTTGTAATTGTCAAAAGGTGGAAATCTGA 
ATGCCCTCCAGTAGGGAAATGGCTAAATGAAATATGAAkTAACCATACTATTGAATACTATGCATCAGCTAAAAATAGC 
AAGAGATCTTTGTTGAGTGAAAAAATAAATTGCTGATTGATCAOT 

AACAGTAATATATGATCCTATAGGCATAAAATTATTTATGATATCACACGGAGGTCTATAGAATTTATTGTCCTCTATG 
GTAGCCACTAGCCACATGATGCTATTTAAGTTTAAATTAATAAAATTAAATAAAAATAAAAATTTCATGTCTCATTTCT 
ACGAGCCTCATTTCACGTCCTAATAGCAACATTTGAATGGTGGCCAGTGTAATGGAGAGTGCAGATCTAGAAGAACAAA 
CACAA.CTGGTAACAGAGTTACCTGGGGGAAGGTTGAGTTTGGGGATGGAGGGCTACAGAAACTTTAGAGTTCTGCAGAA 

CTTTTAACATTTTTACAATGAGAATACATCATATATT^ 
ATGCCTAGCCAAAGGATTTCTTTCTTTTTTTTTTTT^ 

GTGCAATCTCGGCTCACTGCAACCTCCGCCTCCTAGGTCCAAGAGATTCTCATGCCTCAGCCTCCCAAATAGCTGGGAT 
TACAGCATGTGCCACCATGCCCAGCTAATTTTTGTATTTTAATAGAAACGGTTTTCATTGTGTTGGCCAGTTTGGTCTC 
AAATTCCTGACCTCAGGTGATTGGCCCAACTTGGCCTCCCAAAGTGCTGGGATTACAAGTGTGAGCCACTGCACTGGCC 
TAGCAAAAGGATTTCTAAAR.CAATGTAGAATTTTAGTAGATAGATCAGTATAAATTGATTTGAACACCCTACCTTTTTA 
GCCTGTTAACTATCTAAAAGCATAAAAAATAGTAAAACAAACGGCAAAATCATTTCCTCCTTCCTTTTCTACCTGTGTC 
TAGTGTCTATTGAACACTTACTATATTCCCAGCATTTAAAGTACAAGAATCATGAGGCAACTGCTGTTTAGACTGAAGT 
GTTTTCACCAGGGGTGTATCAAGAGGATTTCTTTGTCATAGGTTGATTTCCCTTATAACTGATTGATTAAATAATTACT 
AGTTGGCTTATGCAATGTTTATATAATTACAGGATATAAATGGTGGTTATTAGCCTAACTAGAATATATGCCTTTAT 

' TATTGGTGTAATATTCATATGTATTTTA^ 
TTTAGCAACCATTTGAGCTCTTCCAGGTCAGAATAACTTCTTGGGAAGCCCCAGAAAGAAAAGCATATACCTGCTTTTA 

CAGTTATCCATAGATTGACTATAAGGCTAGGTATTGAGTTGGCGGATGCATACT1TCTTAATTCTTTAGATAATAGGTC 

AATAGTGTGGTAGTGAATCTTGATGGTAAGTGTCCTTCGCATGTTTCATACTGCACAGTAGACTAGACTGAAAGTCCCA 

GGAGACTGTGAGTGTAGCAAAGAATGAATCTTGTATCCCCAGATACACAAAGACCATGTCTTCACTGGACCCACAGAAC 

CTAGCACATGGTGTGTCTTATTAAATGCTTGTAGAATAATTAAATAAATTACATTCAGAAAA.CAGT 

AGTTTACCTTT CAATTATGTAATTATTAC TTTT AATTTATAATTTATTAAC AGACATAG ATATTCACAACAC CTG CAAA 



ATCTTTTAGAGTGTATATGCGCTTTTGAAAAAAATGGTTTATGATTTTGTTATC 
GAAATTGCATGATTTATTATAATATCAGCIAGTGAATTTA 

CTGTGTCCAAGTTAATOGCCTTCTTTTGCTGTATTCATTAGCCATCAATACCTACATAATCTAAGGCCAAGATACATAT 
GGAGCAATCTATGGACAGGCAATAGCATCCCATGGGAGCTTTGGAAATTCAGGAGCTCGAGCCTCACCCCAGATGTACT 
GAATCAGAATCTTTATGTTAGCATGGTCTCCAGGTGATTTGTAGGTCCATCAATGTTTGAAGAGC^VCCTGTCTGGCCTT 
CAGTTGCCTTTATACATCTTCTTACCAACAGTACCATCTAGTCCAATATTTTTCTGTCCTGTTAGTTTGTCCATAGTCT 
CCCAACAGGCTTCTGTCCACAAAGCTGTTATTTAGAGGCATGGCCCCATC^ 
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TTTTACATTTGGAGATACACCAATTGCAGAGGAGG^ 
AATGGAGGCTGTTACCAGGGCAGCC^GTACCCGAACT^ 

AACAAAAAGAAAAAAGAACGCACTCCAGAAAATCAGGAAGGTTTGCATTATCTATCA 

TGGAAAGTCGAGTTAAGGGTTCCTGGAAACATTAATCTCTGGACATGCTGGAGGATGCAGGTC 

AGTCTACATTCACAAATGACATTAACATATT^ 

ACCCAGCTCCATATATTTTTTAAATCAGRAAATGC 

ATCTTCGGTGAGAGATGCTOTGTGAAATGTGAG 

TGTTTTAGAAAATTTGACTTATTATGTAACAGTGT^ 

GCTTTGATTTCA^^TATTAAATTAACTTAGGCATTGCTCTCCCACTCCATCTCCCAAGCTGTGAC 
AAATTTITTACCTAGTTAGGGAAAAAAGT^ 

AGCACTCTCTTGTTTTCCATCTTCAATTTCCTAAACATTGAATATCTTC 
GTATATAATAACACCGCATGAAAGTGGAAGAGACTAT^ 

AAATGAAACTCCCAATTCAACACTAGGATAAiGATTTTTTTTAAGTTATTAAACCT^ 

TGGGAAAGTGAGTTCCAGAGAAGTTTAATGAACTTGTTGAA 

CTCTOGTTTCCCTAATGCCTTTTGTAAAGCATCCCAGATAAAAATCT 

AAAAAATGTTATTTCTGAAAATATGATTTCCTT^ 

AACTATAATTAAAATCTATGAATTATAG 

ATGACTGGAACAGATGTTATGTATGGGGATTAGAGGGAAGTTATCCAGTTATATTATACTAATTTGAGAAAGATTCCAA 
AAAAATCCTTTCTTGGGGGCCGGTCAGGGGTGGGTATAGCAAATGAAAGAGAAAGATAAGGAAATGTGTTCCTTGGTGT 
TGAGTTTTGAATAGATCACTATTGTGTTATATTCCTCTGAATTTAGGATACCTGTTGGATTTTGTTCCTTAT 
GTTATGTGGACAAAGACAACAAACGTTTGTTTCOT 

GATCTTTCGTGCACTAAATGTCTGGTGTTTGTAATACAATGAACAATTTTC 

CTTGAGGATTAGAGATCATTTGGTGTGGATGACTTCGAGGAAGTTATTTAATTTTTTTTTTGTATGTCAGTTTTCTCAG 

ATTTAAAATGTGGGTAATAGTAACC^CCTTGTTAGAATGATTGTAATGATCAAAACATGTAATAATC 

GCTTAGTGCACTAGTGTTTTGCACTTACATCTAGTT^ 

CAGATTGAGATATGGGATTTTTGTTGTTGTTGTTGTTGACAAGTTGCAGACAAAATGTTTGGTTATTCCTCTCACTGA^ 
ATAAAACCCAGAAATATAGGGTATTATAATATGTTAAACATTTAGTGGCTATCAAAACTTAT^ 

GAGTAATATTTAGAGAGGGCATTCTGGGGTTTCCTTTTAGCAAAATAATTAGAAGTAATTTCCCTTAGAATTTTTAGAA 

TGACTATATTAGGAGGAAAGGGAAGGTTCTTACCTAAATTGTATTGCAACTTTTCTCTGAAATAAAATAAACATGCTGT 

GTTAAAATTGCTGGTATAGGCCAGGCACAGTGGCTCATACCTGTAATCCCAGCACTTTGGTAGGCCGAGGTGGGAGGAT 

CACTTGAGGTCAGGAGTTTGAGACAAGTCTGACCAATGTGGTGAAACCCTGTCTCTACTAAAAACAC 

GGGATGGTGGTTGGTGCCTGTAATCCCAGCTACTCA^ 

GTGGAGGTTGCAGTGAGCTGAGATGGCACCACTGCACTCCAGCCTGGACAACAAAGCCGGACTGTGTCTCAGAAAA^ 
AAAAAAAGAAAAAAGAAAAAAAAAATGCCATTGTAAGCT 

TGACTTACTATTTCAGCAGAGATCACTCTAACATTTAGTTTTAATCTAGGAAAAAAACCCCATATAACTAGATTTGGTC 
TTTTTATTAAAATGAATTGATCT^^ 

TTGTTTTGTTCAATGAAATCTAGAAACTCTTAAAAAAACTGTTTACTGGCTTTTGATGTTTAATTGGGTG 

AGAAATATCTGATGAATTTTTGACTTCTCTATTC 

TGTACTCTCTTTCCATTTCTACACAAAOT 

AAATTATAGAAGATATTAAAACCAGGTTAAACTTACT 

TTACTGATTTTTCCATAGTAAAAAGTCTAAAAATCCAATGCATCTTACCTCCCCTAAACTACCTATCTCTCCAAACCTC 
TCATTATTCCTCCATATGTACCTTCTTTCAAGACTTAATTCAAGCCCTGCCTTGTTTTTGAGTTATTCTCTGTCTAGAT 

AAATTATTGGTCACTCCTTTTAAC^ 

TGTTGGGAGTTTTATTTATATTCCCTTCTAAAGTAGATATTTTACTTTTTTGGAAATCTCTGCCTACTAGCCCAGTACC 
TAATAAAAGGTCAATGATGATGATGATTTGAAAAA^ 

TATAACTTTATCATCAAACTTTATAATGAAAAATAATCATGATGAAAATTTAAGATAAAATAATTTTAGAATATATTAT 

TTGGCTAAGTGGAAAACTATCATGGAGTTTAATTAA 

AAACATAAAAACAAAAAACATCTCAGGAAOT 

ATGACTTGGCAGGTTTACAGGTTGACTGAGTGTATATGCTC 

AGAACTCAGGGGAC C CAGGTGTCTACTGTTTTC CATAGAAATAAC CATAAACAATTTTAAATACTAG ATCTG CTTTC CT 
TTTGGGTTTGTATAATGTAGAGTCAAAATAGAGGCT 

GGTAAACTATATGACCTCTGGCAAGTTATTTAACCTCCTTATGCCCTC^TCTCTAAAATTGTAGTACGAAAGCAACACC 
CTAAGTATGATTGCAAGGATTAAGGGAAATAAAATGCAAAGTTCCTGGTACATAATTGATATCTACTAA 
CTCTAAGTTCCTCATATCACATAATGGTAGATTTTTATTTACTGGGTGGTTATTCTGTACCAGGCACTCTCCTAAACAC 
TTATATCATGGGGATTAACACATTTAATCCTTGTAGCATTCTTTTGCAATAGCTA 

TCGTCCTATTTCACAGATCTGGAACTGAGCCACTGAAAAGTAAAGTAACACTAACTAGTAACTAGTACTTCTGGGGTTC 
AAAATAAACTTTTCATTTCTAAAATTAACC^ 

TTTCCATGGCCTATATCCTGTGGACAATTTGAAAGCGATTTCCTTTTAACCCTTGTTTATCTAATTAGAACATAGTTTG 
GAGAAACATACAATGTTTTCCATAGCTGAGTATAAATCATTTTCTTCCATCCTTTTGAATTAGCCACATCATTGCTCTC 
TTTCC^TTGTGGGAAATCTAGCCTTGCOT^ 
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TTATCTTCCTTGTTACCACCTATAAATGATTA^ 

C^XTTTGAAAATCCACy^GAGGTATCTAGGAAAACTTTCATGAAGTTAAGAGATGTTATCTGCTGTTCTAGGCGTG 
GGTGACTTTATCAAAACATTTCGCCCACTTTCAAATTTCCACTO 

TGTACAGTGTTTTTCAGACAAGTTCCTGGCAGCTAATTTTAAAGAGATTTTGTGAAAAACACAAGCT 
TGTTGGAAGAGCACCCTCTGACCCTCTGCCTTAACATAAGAAAAAATTGCCAGTCTGTCCAAACCTCACCCACCTTTGG 
TTATCTTCAGAATCTTACAATTTGTGTTTCCTAAGGCAGCAATTTTCAAGCATGACTTTGAAACACTGCAGGCTTTTTC 
AAGTTATTTCAAGGACTGGCCAAGAATTCTCAAAACAAAATTAATTTTGTATTTTT 

ATCATTTGGCAGATTTAGGAGGTTAACAGTAAGCATTAGGAAATTGAATCAATAATAATAATGGGATATGGGGACCTGT 
AAAGAAACTCTCAATCCTGCTTCATTACTTTTAATGGCAAAAACTGTAATTACTTTTGCACCAACCAAATACACTGAAA 

TCCTTTAACATACACCAAAGCAATGGGAGATCTGCAG^ 

GAATAGAATATTGTTATATCTACTATTTAGCTT^^ 

TGGC&TACTATTTGTGAGAAQATCAGCATGTAAATAGT 

AACTAGAACCCAGAGTCCCTTGCATTCAATGAATTTCCCTATTATTGCCCATATCATTCTTTCTTTTCT^ 

CTTTCTCTCTTTCTTTCTTTCTTTC^ 
CTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTC 

GGAGTCTCGCTCTGTCGCCCATATCATTTTTAGTATAATCTCTTCCTTTACTTGGTC^CTAAGAATCACTTTTCTCTAC 

TTAGAGCCAGACATTTAAATATCTCCAGCCTCGAAGATCTC^ 
TTTGCACTTGTCATCTATCCTATTAGGCTATAAGCTCCCCAA 

TATTTATTTATTTATTTATTTATTTATTTATTTTGAGGCTGGGTCTCGCTCTGTCATGCyW3TCTGGAGTGCAGTGGCAT 
GATCATGGCTCAATGCTGCCTCAACCTCCCAGGCTCAAGCAATCCTCCCATCTCAGCCTCCTGAGTAGCCTGGGACTGC 
AGAOTCATGCCACCACACTCAGCTATTTTTTAATGTTTTATAGAGACGGGGTCTTGCTATGTTACCCAGGCTAGTCTTG 
AATTCCTGAGCTCAAGTGATCTTCCTGCATTGGCCTCCCAAAGTGATGAGATTACAGGTC 

AAGCTAATCTTTAAATATCCTAGAGCACCCATTATAGTGTCTGGCAAAAAATAAATGCCCATAAATGTTTGTTGAATGG 
AACTGAGTCTTCAGAAACTAGAGATTTTTTCTAAAATATTTOT 

(^CTTATCCTATCATCTGAATTTTTTATTTCTTTGAACCTGAACAGGCTTTGTGTCTACAGACTGCTGAGCCTTTAATT 
TTGTTGTCGTTTGTTTTGTTTTGTTTTGCACAAAA.CTAAAAA.CATGTACAAATACATTTTTAA.TTGCATTTGTO 
TAGTTTTTACTCGTAAAGTGCACTTCTTTCTTTTCTTTCTTTCCATTAATTTCTGAACCTTCCCTTCTTAAACTTTACC 
CAGAGTTTTCTCATCATATACGCATTTCATTTTCATTGTACTTTTCTGCATCTGACTATTTCATTTTCCAGTTGTTCTG 

GTATGTTTTTCTAAGTATTGTCCAATCCTTTCCATTAAGTT^ 

CACAACTTCTAAGGCCGTTCAGTCCCTCAGCCCACTGTATAGAAATATAGTATATATATAGACAATACACACACACATG 

CACACACATACCTTGCC^CTTAATGATGTAAAGTGACAAAAACTTTTATATTGGTAAAAATTATGAGAATAAGAATAAT 

CATATCCTGATTCTTCAAATTCAAATATTTGTCTAACATTTTTTGATGAAGTCATAGCACTTATGTGTCATTGAATTGT 

TGTGGGCATGCTAACAGGAAAGATGGACCAAGTGGTTGACCCTGTCCTTCTGTGAATAGAACCTC^GAGTACACTTTTC 

TGTAAACATTTAAAAGACAAGGAATTGGAACTTAAAATGGAGCAACCAGGGGGGCAGGGAAACAGAATAAACTTO 

ATTGACCTAATAGTAATCATAGGAAACAAAAAGAATC^TTCCAGTCTCCATTTTTTTITTTCTGGATGCATTTTGTAGC 

TCCCTAAGTTATTGGGTTTTTAAGAAACATAAAATATTCCTAGATCGTTAGAGATGTGATTTGATTTCAATCCCACATG 

GTCTGTAGCATCACTAAGCTACTGGGAACTTCCCTATGCAAAGG 



TTGCAAAATTATTTCTTTTAAGCTCTCTGAATAAGTTTGTTGAAGCTCTATTCATCACACATAAAAATCTTACATTAAA 
AGGCAATAAAGGAAATCACGAAAAGCTAGATGTATTCCACCCTCTTATAGTTGAATACATAAAATTGTATATATCACAA 
ATAGTAATTGAAACTACTCTTATGAAAACTATCTGTCCOTCTGGAGGGGCATTAGTTTAAArGCAAAGAGAAAACATAT 
CATTTGTGAGTCTAAATAGTGTTGTTAGTTCTTTGAAAGGGCCCTAATTAATAAGGTTGTAGAACACAACTGCAACCTG 
TAAAGCGTTCCATGTGTAGTATTTTGAAACCTTTTGTTTGTTTGGGTTCTAACTAGAGACAGAGGGAGAAAAAGTCAAT 
TTCATTCTCATGGGATTTGTCTTATGTGGTTCATCAGATTGAGTTTAGTAAGCAGGGAAGTATTTCTCCTTGTGTAGCT 
AGTGCTTGTTTATTCTTCCCTTATTAAAAAAAAAAGAGAGAAAAAAACAAAG 

GACTGTAGGGAGATAAATAGCCCTGCGGGAGAGGAAGGTCAAGTTCAAAGTTTTTCTTTCCTTTGGATTCAGGAATAAG 
CAAATGGAAAGACTAGCCAAACAACCCAGCAGCAGGC^TCTGATGGTTAAGCCCTCCCCCCAGGACTTTTTATGTACAT 

AAGCAGCAGAAGTCACTCGCGCAGCTGCGGCGCATTAGOTCCA^ 

CGTGCGAGCGCGGTGCTTTCCCTCCTTGTTCATTTGCTATGCGAGCTTGTCAGTGATCTTTGGCAGGGGCTTGGGAGAG 
GAGGGGTGACGTTTAATACGCTTCCGCGGAGGAGTGCGCTCGCCTCCTCTGCACCCAGCCCCAGGCTCTACAGAGAGAC 
TGAGGCAGGCGACTGAATGCACTAACAGCAGCAGGCTCAGACCTGCTTCCCTGGACATTTCCGGGACCGTGAGCGAGGG 
AACCACGTTGCCCTGGATTCTTGCCAGCTGTACAAAGTTGACCAGGAAAATGGCTCAGCAGACAAGCCCGGACACTTTA 
ACAGTACCTGAAGTGGATAATCCGCATTGTCCAAACCCGTGGCTGAACGAAGACCTTGTGAAATCCTTGCGAGAAAACC 

~TGTTGCAGCATGAGAAGTCCAAGACAGCGAGGAAATCG^^ 
CCCCAGGCTTCTGCGCAGAATGCTTCTCAGCAGCAACATCCCCAA^ 

GGTTTGCGCAGACCTCGCAGAAATGGTGGCCGTTTCCCTTCAGGGAGTCCTGOTCTCGCGCCTTTAATTTTGGGGGTAG 

GGAGGGAGGACCATCATCATTCCTCACCGGGGATTTATGGCCAAGTGATCTCCCTTAACCATAAATCCCACAAATGTCC 

AAGTCAGGGCAAGAATCCTGGAGACTGGTACTAGGAGTGGTTGAGGTGGGTGGTTCTCAAAGTTCAATTCCTATTGCAA 

GTTCCTACy^GAAAATTGGATGCCAGATGTCAAATAAGAATGCAGTTTTATTCCCATACGTACGTAGTGGC 

GATTCCTTAAACCAATTTCCCTGCCAGCTTCCCC^CAGCTGAGGAAAGAAAGGACCAGAAATGAGGGGAGGAAAATCA 



Fig. 6.1132 



WO 02/074992 



PCTYIB02/00565 



188/375 

TAGTTTGCTCTGTTTTCTGCATGATCCCC 

AAAGCCCTTCCTCACTCCTGACTTTGATATACAGTATT^ 

ATTAGGAATTCTACGCAGAAAGTTGCAGGCTGGTACTTC 

TTTTGCCAATCTTTTTATTTTCTTTGTGAATATTTTTATCTTCTTTATAATGGGTGAATTTGTTTCATGCATATGCTTC 
CATGTATTTTTCTGGAGGATTC CTCATCTTTTCCTG CTCTTGGAAAAAAAAAAAAGAAGAAAAACCCAAATATTAAAAC 
AGACCATCATGTGAGCTTATTTGGAGTATTTGGAGTTTCTGCCTGAGTAGAGGCCATTCCAAACTCTGATCAGTGAGTC 
CAAGTACTAGGGTCTATGTTACA(^CTTAGATAATTTCAGGTAGTAGTAGGTTCTATACATTACATCTACATTTTGATA 
AGATGAGTATAAATTATGATAAAGAAAACATAACAAAAAAGAATGAGTGTGTTAGTTGAGAAACTGTATGACTAAATAA 
TTTTTTACAGTTTTGCCATAACTAACTAAACAGTATGTACGTTAGCAATGGGAGGGAAAAAAAAAGCAGAAACAAGGCT 
TTTAGGAGGAAAGCAGCAAAAAGTAAAAGGJUVTC 

TTATAGATGAAAGTCAATGACAAAGGAAATAAAAGCCATGTCACACCCAAAGACATGACCAACCTCAAAAATTTGGTTT 

TAAGTAGCTAGATCTCTGACTGGGAAAGTGTTATTGTCCCCAGGATTTTAACACCTAGATGGCATTTCTGAGTTTGGTA 

GATGTAATQGCCATAAGAGGAGTGAGACAAACATTGACTTTTTCTGTCTTAAAGCAGTTATTGGGAAATGATGGCTTCT 

CTTTGAGGAAGATTTTCTTTTTGGAAAAAATTGTGAGCAACAAACAGTGAATAAAAGAAAGGCATGAATAAACA 

AGATGCACTGAAGGAGAAGGTTGGCTCAAGGCCAGGCATCGGGTGCCAGAGCAGGAGAGCTGGCATGAGTTCCTACGGA 

GCCAGGACCAGAATTTCCGTGTCCAGTGTCCCTTTTGGTTGCGCTGCTTTATGACTGCAGTTCCTAAATTGCACCCATT 

GCTGAATGAGTGGCCCTCAACTCAGCTGTTTGATTTCAGTCTGAGTGGAGCAACCTAGAGTTCAGCTGGAGGTTATCTG 

AACTATTTAGACATGTCGGGATGTAAGGAAGGCAGGAAATCCCATGAAAATAGGCTTTCTTCTGACATTTCTGGCACTT 

CCTTTTCTGGTGCTGTTTGGAAAAACTTCATGAGCACAATTTCTATCAATATTTCATTTTAGTGTATCAGGTCACAGCC 

C^GTAAGAAAAGCATAAAGAGAGCAATGGAAACCAGAAATAAAAATCATGGTATCGATTTTCAGTAACT^ 

CAGTTTCCCCTATGGACTAAAACTATCAGGCAAGGGAGTTGGAAAGAGTATCTCAAGTTTTCCATATTGGTTGAATGAG 

CCCCAAGACGTTCATAATATCCACAGGCATCTTTTGACAAAAATCTCATTTGTGCTTTCACAGTTTGTGCTAAGCACTA 

TGGAGAATTTTGAAAATATGTTTCAAATTGTTCTGACATAAATATAAATATATTTGTATCTAATTTGTTGCTAGTACAG 

TGTTCTGCCTCACAGTTTCCTGCTCCTGGTATTCCCCTCCATTCGCTATGCATACACTTAATACCTACTGAGTCTAACA 

TGTTTATTCTGTACCTAATTATTACAAAGTTGAGCAAGAACCATTTGTTGGTTTCCAATAATTTATACCATGGTAGAAT 

AAATCAATAATATTGGAAGACATCTGTTTTAGCTAAGATAATCTTGCTGTTCTACAAAATAGTCTCCAAATCTCATTGG 

ATTGACACAGTGAATTTTTATTTCTTGCTTCTGCTTTTTGTGGGGAGGCAGCCTGCCCTAGCCACTGGGTGCCTCAGGG 

ACCTGGAATTCTACCATCCTGTGGTTCCATTATTTGC^C^TGTGATTCCCAAGGTTGCCAGGCTCAGATGAATCAGGA 

GAAAGACCATGAAAGAGGATGGTATGTGTGAACTTTTATGAGACAGGCCGGGAAGTGCACATGTCACTTATACTCGTTT 

TCTTCTGGCTGGAACTCAGTTCTATGGCCACATCTAACTGCAAAGGAGGCTGGGAAACATAGCTCTGTTCCAAGGCATA 

AAGTAAAGTGCTGGTGGCTAATCTATCTTGGTTATATAGTATGTTAAGGGCTATCTGATTTACCCTCTATGCCATGGTT 

GAATTCTTAGAATAACATCTGTAATAACATATGCCATTGTTGAATTCTTAGAATAACATCTGTAATAACAAGTCCTTGA 

ACCTCTCGTCAAACCTCCTTGATGAAGATTATACAGAAGCACTTCTGTTGTTTGATAGGGCTGTTGATTGGAAAGACCT 

TGCTTCTAAACAGTAGAAGTCTCCTTCCCTGCAACTATCATCCATGGATCCAAGATCTGCTTTGGGAATCCTACAACTT 

GAATTTTTGCTCCCTTCCATTATGAAGCCCTAAGGCAAGTGGCTTGGAGTAACCCACCAGAGAACCAGGGCCCTATTCA 

TTCATTTTGGTATACCCATGCTTGGCATGATGGCTGGTCAATGGTGGAAGCTTAATAAATGTCTGCTAAACAAATTCAT 

TAATCAATATTTTAGTGTTCTCATGCTCTTAAAAAAGACTTCTCTTGGGCTAAGCATGGTGGCTCATGCCTATAATCCT 

AGCACTTTGGGAGGCTGAGGAGGGCGGAGTCCCTGAGCTCAGGAGTTTGAGACCAGCCTGGGCAACATGGCGAAACACC 

GTCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGATGTGTGCCTGTAATCCCAGCTCCACAGGAGGCTGAGGCA 

CGAGAATCACTTGAACTCAGGAGGCGGAGGTTGCAGTGAGCCATGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAG 

CAAGACTCTGTCACCAAAAAAAAAAAAAAAAAAAAAGGGACTTCTCTTTTCTTAAGTAAACATCCTGTTATTTCATTTC 

TATATGCTATATTTACCAGGTAGTTTTTATCTAGACTTCTCTTGGGTTTTCATGATCCATTTAAAGAATAGCTACTGAA 

TTGACAGCATACTCTAGGTGCTATGTCACTCAGCACCAAAGCAGTTAGAAAAGAGACTAAACTTAAATTCTTACTTTGC 

ATTTAGTAATTGTGTGACTTTGGTCAAGTTACTTAACGTGTGCTTCAGTTTCCCCGTTAGTCAGTTTTCTGGGAATAGT 

ATCTATTGGGGGTTGTGGTTTAATTAAGTACAATTATGTATAAATTAAGTGGTTTCACAGGGCTGGACCCTTAGTGGGT 

GTCATTATAAGCTAGTATTTTTTTTATTATGTACTCTGTGCCCATTATTCCAGCCTTGGTCTGCATGAACCTTTAGGAT 

CATGTTTAAATTTCTAGATGATTACTCTGTCAGTCATTTGTGGATGAATTAGAGTGAAGAGACAAGAGTTGAAAGAAAC 

GAGTGTATGTCAGTTTTATTACTGTAGGAAAGGAGAAGGCAGAAATGAGAGATACTACTGAGGCAGAACTGTGGGGTTT 

GGTGTCTCTTCTCTGCCCACTGCAAAAATACATCTTTCAAATTCCTGGTTTTCCTAA?VAGGTTCCTCCAGTTCTCCCAA 

CTGGAAGTAATCCGTTCCTTCCTTCAAGGAACAGATTTCTATTGCGCCTCTTGTCTCTGATACTCTCAATGCTTATTAG 

TAATAGTTTTATCACTAGCTAGTATGTGTTGAGCACTGGTTTTGGTCTGGCACCATCTGTTAGGATTAGAATTCTCTTG 

TGTCTCTGCTTTTCACTAATCTGTTTGACTGCTTTTACTAAACATGC^TGCCTTGTAGTTCTAGTGATTATAGACATG 

ATTCAGATTTCATCTGGTAGGGGATTCCCTCTATCATCAGCAGGAACTACAAAGTCAATGGAATCTCTGGTGAAGAAAA 

CTTAACTTCCAGTACTAGTTTATTTCAGGAAAATTGAAATCAGGAAGTTCTTCACATTCTTCAGGCTTTTCTCGTCATT 

GAATTTTAAGCACAGTTTTGGGGTGTAAGGCCTAAATAAGTTTTAGAAGAACAAGGTAGAAATGCTGGTT 

TGGGAACTTAAAAGTTGCTGTTTAGTCATATTTAAGTCATAAAACCTGTTATCTTCACATATTCTTTTAAAAAGTAATT 

TAGCATTATAATCACTTAAGTTATAATTTTTTCATATTTTTATAATACACATCTATATATCCACGACTCAGATTTTTTT 

TTATTTTTTATTTTATTATTATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATATGTATA 

CATGTGCCATGCTGGTGTGCTGCACCCATTAACTCGTCATTTAGCATTAGGTATATCTCCTAAAGCTATCCCTACCCGC 

TCCCCTGAC C C CAGACTCAGATTTTTAAAATGCCAAAATTTTGTCATTGTTTGCATC AGTTCTTTT ATTTTTTTAAGAA 
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TAAAATCTTAC^GATAATGTCTAAAGCTGTCACCCATC^ 
TCTTCCTTGAATGTCATTGTCTTTTAACTTCATATGTATGTGTC 

GTACATGTATATATATCTCCATAATATGCCATACTATAAAATGAGAAAGAGCAAGCTATATATATATATATATATATAT 
ATATA TATATATATATCCTTAAGCAGm 

AATATGTGTGTGTATATATACATATATATGCATATATGTACCTATATACATATATTATATATACCTATATGAACCTATA 
TACATATATACACATATATGAACCTATATACACATATACACATAYGTACCTATATACACATATACACATATGTGTACCC 
ATATACACATATACACATATGTACCTATATACACATATACACATATGTGTACCCATATACACATATACACATATGTGTA 
CCCATATACA(^TATACAOVTATGTGTACCCATATACACATATACACATATGTGTACCCATATACACATATACACATAT 

GTGTACCCATATACACATATACACATATGTGTACCC^^^ 

(^TGTGTACCCATATACACATATACACATGTGTACCCATATACACATATACACATGTGTACCCATATACACATATATGC 
ATATGTGTACCCATATACGCATATGTGTACCCATATACGCATATGTGTACCCATATACGCATATGTGTACCCATATACA 
CATATACGCATATGTGTACCC^TATACACATATACGCATATGTGTACC^TATACACATATACGCATATGTGTACCCAT 
ATA(^TATATATACCTGTGTACCTATATATA(^CACAC^CACATATATATATCTATATACCTACATATATATACACACA 

TATATATATACCTGGATCATTTTTTAAAATGCTCA&CA^ 

TATTTGATGGTGGTCCCATAATATTATAACGGACCAGAAAAATTCCAATCACCTAGTGAAGTCATAGC^CAATGCATTA 

ATTACTCTTGTGTTTGTGGGCATGCTGGTGTAAACAAACCTACCATGCTGTCAGTCCCATAAACATATAGCATATATAG 

TTATATATTATACTTAATAATAACTATGTTGCTGGTTTATGTATTTATGTATTTTACCATTGTTTTAAAGAGTACTCCT 

CCTACTTATATACAAAAGTTAACTATAAAACAGCCTCAGGTAGGTCCCTCAGGAGGTATCTAGAAGAGGGCATTGTTCT 

CATAGGAGATGACAGCTCCATGCATGTTATTGCCCCAGAAGAGCTTCCAGTGGGACAAGATATGGAGGAGGAAGATAAT 

GATACTGATGATCCTGTCCTTGTGTAAGCCTAGGCTAATGTGTGTTTGTGTCTTAGTTTCTAACAAAAATATTTAGAAA 

GTAAAAACAAATTAAAAATAAAAGCTTATAGAATAAAGATATAGAGAAAATATTTTTGTGCAGCTGTATAATGTTAGTG 

TTTCAAGTTAAGTGTTATTACAAAAGAGCCAAAAAATTAAAAGAAAATTAAGAGTTGTATAAAGTAAAAAGTTACAGTA 

ACCAAAATTAACTTATATCAAAGAAATAWVAATATTTATAAATTAAGTGTAGCCTAAGTGTACAGTGTTTATAAAGTCT 

ATAGTAGTGTGTGGAAATGTCCCAGGCCTTCACATTGACTCACCACTCACTCACTGAGTCACCCAGAGCAACTTTCAGT 

CCTGTAAGCTGCATTCGTGGTCAGTGCCCCATACAGGTATATCATTTTTTATCTTTTATACTGTATTTTTAACTGTACC 

TTTTCTATGTTTAGATATACAAATACTTAACCATTGTGTTATGATTGCCCACAATAGTCAGTAGAATAACATGCTGTAC 

AGGTTTGTAGGCTAGGAGCAATAGGCTATACCATCTAGGTTTGTGTAAGTACACTCTAACATGTCTGCACAATGATGAA 

ATTGCCTAATGACACATTTCTCAGAACTTAGAATAAGCAATGCACAACTCTGTGTCAATTTGCCTCTAAAAACCCAGCT 

GTTTATACTCTTAAAATATTGTTACTATAGCTGTCAGTATCAC^CTCCAATCTAAGTGAATGTCACAATGAAAAACATT 

GAGTCATTTTACTATAACGGAAATGAAGATGTAATTTCCTGAATTTAACAGTCAATTTAGGCTACATAGTGAAATATTT 

TCAAGCTACTTTGAAAACATTAACCATTAAAAACTAATATTCATGGGTAGCATTCACTAAGATG<^TCAGGT 

TTATGATATATCTCTCAAAAACATTTTTAATTC 

ATGGGGATTATATTCCTGATTAAGGACTAGATGAAAACATTGTCAATTTATACTGTGCTCGATGCACTGAATGGAGGAA 
AkTGTTCCAGCGTGTATATAAGCGAAATTAGGTAGTAGGATATCTTTAGGAATCATGGTGACTAGGTAATACTCAACTG 
TATAATTTTTATAATTCTTGTATACACATATGTATTTTTAATTAAAACATATCCAACAGTAGAAGAAGTACTTAGTAAC 
AATCTTAACAACAAAATAATTTCTTTAGGTGGACTTTCAAAAGGCCTTTTAGGAGACTTTTAATAAATCTTAAATGTGT 
TTAGGAAGCTAAATAAGTGATTTTGGCCATATTTTTTGTTTACTATAAATTTCTCTTTATCAGGCATTGGCATTAGATG 
TAAAGTTGCTGA.TATTTAAAAGTAAACATTTGCTTTCTGAGTCATTATTTCTTCAGCAACTGTAGTTGTTTTTATGGTT 
GTTAA.GAGAAATATAAATTTGCAAGTCATAGAAGGGGAAAGAAACCATTTGTCACCTATAAAAGAGAAATACAGCCACT 
TAGAGTTTGTAGAGTAAAAATACACATATACACACACAAACAACTGAGTAGATTTTCAAAGCCATTATTTAGTGATTTC 
TCTTTGAGGTCTCTTTCTCCCTCGTTCCATCTCTCTTACTTCTGCCCTGCTTAGCTTTAAGGTTATCTTTTCTCTGTCT 
CTTATGGTAATAATACCCGGAGAAGAGCATTGCTGCCAGTCTCCTGGGAACTAGGAACCCAGAGGAGGGCTGTAGGCAA 
AGTGTAATACCAGAAGGTGGGGAGCAAGTTTCTGGGGGAAATCATCTGAGAAGCACACCAGGAAGTGCTGCTGGAATGT 
TTGGGGAAGACCAGTCAGCCCTAACCTTCAGCCATGTCTGTGGCATAACTGGCTGTTGCCCTCTGTGGAAATCATGGGA 
GGTGGAGGCGCTGCAAGTTGAGGGTGTCTGTACCATTTGAAAGGCATAGTTGGCTTTCCACGAAATCAAAAGACCTGAG 
GAAGATTTTCCTTTTAAAGAACATGCCGATTGGCTTGTCATGTTTAAGGAATTACAGGGATTACATTATGACAATTGGC 
ATTGAGAAAAAAGTGAAGAAAACCTTGGATAACCTTGCAGCTTATTATTCACGTGTGCTTCCCATGACCATTGACATTT 
ATCTTAAAGAGAAAAGATGTGAAGCCTGTTCGTACGAGCTGAAGCCGTTGCTACTGATGGTAAAATCTCTTCTTAAGAA 
GACATGGTCTTTCTTGCAAACTTGGCAGAAATGTTGATAAGAAGAAAATAAAAA.CTTGAATCTTAAAGTTCATTAAAAT 
AATOAAAATCATGGCTTTGATTTTTTAAAAAATATTCTTTGTGTAAATTTC^ 

AGATAACTAAAGGAGTTTCAGCACTTTTTTTTTCTTAGATAGAAAGCTACCAAATTTGTTCTTCAAGTAGCACTTTCAG 

GAAGAAGCTTTACTATCTCTAATGTAGCAAAATAATGTCTTTTTTOTAATOT 

aAAGCTGCGATTCATTCAGTATATTGA 
AACCrrTTTGACTTGGAGACTCTATTAATAAGTCATATGG 

CTAATTAAATTTACAAAGTGATAACAAACTACAGTCTATTTAAGATTAGCAATTAGAAAC^ 

TAAGAAAGTAAGGTAGATGCTACATGGGTAAAAACAGGAAACAGAATTATTTAATAATTCTGTGACTCATAAATAGGAT 
TCAGGGCCl^CAGAATGAAGGTATTGGTGGTATTCACGTTAGGCCACCATCTGAAAGGCATAATTTTAGGTAACAGATA 
GGGAAATGTATAGATCACTGTAAAGATTCTAATTTAAAATTCTCTTTTACTAGACTTCAATTTTATACCATCTTAACAC 
ATCAGTCTCTTCTACTGTAAATAAGCAAAACAGAAAAATCATTTTATGTGCAGTTTTAAGGACATAAATACTCTCCAAG 
TATTTCAGATGAGGCACTOATTCTCAAAAGGAGATCTTGAAAAGTTGATCTGAGAAGAAATTAC^TGATTTCATTTTGG 
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AA.TAAAAACACTTAGGTTCATAATAATATAGCTTTATAA.CCTTAGATTAATTATAACATAGACGTCAATGATTTAGCTC 
CTGCCATGTGTCAGGTACTTTGTGTACATTAACCCCTTAAAACAACCAAGGTTGGATGTAAGT^ 

TACATATGCAGCTGCTGAGGCCCAGAAAAAGTTCTTACATAACCAAGATCTTTCAGCTAAACAGCTATGAAACCAATAG 

CATTAAAACTTGAACCCAAGTCTTCCTAACTCTCCATCGTGTGTTCTTTCTTT^ 

RTCACATTCACATTTGTTACCCTACCCTGCATGTGTAT^ 

TAGTTAACA.GAAAGGTAGAGACAGAGCCCTTTTTTGGTGTGGAATCTCAGTTTATTAGTTTACACATGTGGCTTGTATA 
GAAGTTGACATCCTTATAAAA.TATTCTTATAAAAATATGTGTGTGTAGGAGAAA.TATATGTCCTTGGTGAAAAGGGGTC 

IItggagaacatttgattcagggttgtttttac^taagaggtgtaaaaacaaagccagccagagaa^ 

AATCATTCAGGGAAAGAAAAAAGTCTTGAGCTCTAAGGAGAAAGATCAAGTCAGAAATCTGTTAAGGTTTGACTCTGGA 

agagccagctgggaatgatggccggctagttcaagtcactaagcaacagaacagc^ctg^ 

rOTGACTCACAGGCTCTCTTTGAGTGACCTAGGTGGCCAGATAGAGGAGGACCAAGACCCATCTTACCTCAAAACAATA 

TCOTCCATTTCCACTTTGC^^ 
TTAGAATGGAAATATCTCTGGGACTAGA^ 

CTGTGATTCAATATATTATTTAAAAAGTGTAAGCTTTAATAAGAGCAAACAAAGTGGAAACATTTGAGTTGGTGGTCTG 

ac?t?tcg™cgtaagcaaatgtataca(^gccaa^ 

TCTCAGACTGAATGTGTTGACATTTATTTGTCATTTTCTATGTTATGCTGTCTTCTAGTTCATGTTTGTATTTCAAGTA 
TGTAGCTGGACTGTAAGTTCCTAAAAAGTAAGAACCGGCCGGGTGCGGTAGTTCATGCCTGTAATCCCAGCACTTTGGG 
AGGCTGAGGCACGTGGATCACTTGAGGTCAGGAGTTTTAGACCAGCCTGTTCAACATGGTGAAACCTCGTCTCTACTAA 
AAATATAAAAATTAGCTGGGCATGGTGGTGCATGCCTGTAATCCGAGCTAeTCGGGAGGCTGAGGCAGGAGAATCGCTG 
GAACCTAGGAGGCGGAGGTTGCTTTGAGCCGAGATTGCACCATTGCACAACAGAGGAGATACCATTTCAAAAAAAA^ 
AAAAAAAGTAAGAACCTCC^CATTf^TCAATCATTGTATCCACTGTGAAGGTACAAGTGCCACCTGTATAATATACATT 
CAATAAATAGTTGTTTTTTGATCGATTGAGAAACATACCTTCTGTTGCTGTGTCTTTTATGCTGAACACCCAGGGGGAT 
cnATACCCTTCCAGACTAGAAGTCCTGGTGATGTTGGTTTTGATTGCCATAGTGGAAAAAAACTTTGAACTCAATGATT 
AACCATTTGTGTGGACTTTGTCACCATGACTCAGTGTGTGTCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTTTTG 
GGTTTACATGCACATAGATTGGTATAGTTGGCTTTGGTGTATATGAATGATTCTGTATCTTATTATTCTGTCACAATAA 
TTTGTCAAATACATGCATTTTAATATTTAGCTTATACTTTGAAAATTATTTATGCCTGTTATATTTCTGAAAAAAATCT 
GTGTAAATGTATCTATGATTCTTGGGAAATTACTGAATAACTAGCTTGTTAAATTCTGATGACTAATCCTTATCTTTTA 

GAAT TCATAACAGTTAAATTATATATCAAGAOT 

AAACCCTTCATAGTTTCATTTTCAGTGTTTTAATTTGGAGAAATTTTAACTGGCAGAAATTAAGTACCATTTTTCCAAA 
GTAGATCTTCAGAAGAACTAAAATAATAGAAAACCTTTTTGAAGGGGTTTAGCATAGAAATATTATTTTAATATAAATA 
T^TTTATACAGTTAAATATTATATATATCATTTTTAAATTGCAGTAATTTGAGACCAATTTTTCCCCATTACCCTTTTG 
AGATAACCCTCTGATTAAATTAGCTATTATTAAAATAAAGTGGCTTCCTCTTCATGTTATTAGTAGGGTACCAGTTTTT 
TGGTTTTTTTTTTTCATACATGGCTAATTTCACATTTATAAATGGTGAAGTGTGTATTGTTGACCTTTTGAAGCAAGCA 
ACTTTCTGACTTAAGATTACTTGGATTATCATTCCTGCTTGTTTGCCTTCTTTAGGTTAATAGTATTTGTTTTACTTTG 
CTOTATTTTGTGCAGTGTGATTTTTTTTATGACCTTCTATTGAGTGATTGCCAAATAGAACAGCGTATGATTTATGGAT 
ACTAATAACTAAAATATATATGAATTGCAGGCTGATAATGCACAAGGCTGATTTCTACAGTTCTCCTCTGAATAGAACC 

Jggcttcctttaataaagccttcttactaataagaatagcagtttcactaacacattgatcattcttgaatcaccttca 

CAATTTTAGGTGCAACTGTGGGCCATTTATACTGTTTACATTTAATATTTCTAGTAGACTTACATTTTTATTTAAAAGG 
CC^TATGTTTAAAAATAAAGCTTTGTATATTACTGTAATTTGGAACTAGCGTCATTTATTATGCATAGAAGATAATTGA 
AAAAATATACAATAAACAAGGCAAAATAGATTCAAGTTTAGCTAGATAACCATGACCTTCCAAAGACTCTGAGCCTGAG 
GTCTGTTCTCTGTTTAAAATGGCATTTAGCAAATAATATAGACATATGAAAGACCACAATTAAGTCTTTCTTCTTAAGG 
TAATAAGAATTACTGAAAGGGATTTGGAAAGGAAATAAGCTTCTCCTTATTTAATTCAACATTTTAAAATTCAATAAGC 
CACATCAGCTATGCCAAACACCATCTTTGTACAACCTCAAACCATCTAATATACCAACCTGAACCACTGATACTTCCAC 
CATAGGAAGAGGGACATTTGTTCTTGCAGAAGTTCTTCTGTTCTCAATCCCTTAGTTGCAGGTAAACACACTGAACTTG 
GATTGGGTGATGCTAATCCCTAAGCAGAAAGTATGTTGGTACTCTGTTTTCCCACACTGTAATTATTAAGTTCTTACCT 
GGTAGCTGCACAGATGCAAAAAAAAAAAAAAAAAAJ^AAAAAAAAAATGTTCTGTGGAAAATTCTGTACCTGCCAATGGT 

AT^TTCCAAGTTTTACTTCCAAAGAGTGTAAACATGGG 

AGTAAGGAACCACATTTTTCTACCCTGTAATCTTTTTTACTCTGTAAACTAATTACTTTCCATGCTAGAATGCTCACAC 
AGCACTGGCTACGTAATTTGTAGGGCCCAGGTAAAGTGAAAATACAGGGCCCGTTACGCAAATAAATATTACAAATTTC 

a?StggcaacLcactgcattcaatccagcacaaggcccttctgagagtag^ 

CTGTGAAGCCAGCCCTGCACCC^CAATAGGTCTGATGTGATGCCCAGAAAGTCGACTTTGTAAGCCCTACAGGTGATGT 

ggaagSatacgttgagaaactgtcttaaagggacatctttttagacagt 

TCGCACGATCTCAGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGC^ 

ATTACAGGCATGCAACACCATACCCGCCTAATTTTTATATTTTTGGTAGAGAGGGGGTTTCACCATGOT 
GTCTCGAACTCCTGACCTCAAGAGATGTGCCTGTCTCAGCCTCCCAAAGTACTGGGATTACAGGCATGAGCCACTGTAC 

CTGGCCTTAAAAGAACATCTTTATTC^^^ 

gttgaagtaaaaaaacagaagttccaagaaaagtcagagttggaccagctataaattaaagagaaacattatcttacat 

TCATCTTGAGAG1TTTCTTTGCAAATGAACACGTACATACACAAACAAACTTAAAGCAGCATTGCCTTTGCATTTAAAG 

tScttactgatatgcacagtattagtcatggcaaaatattattagcatttgaaattgatgctcatccctctttgttga 

TACTGTCTCATTTACTGGATTAACTTTATTCATATGAGATCTCCCTTTTCTTTTCATTGTCTCTGTTTCCAGCACCTTA 
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AOTGAAAGTACCCCCGGTTACATAATTATTC 
GTTCAATTCCAACTGTCAGCTCTTTTAATAAACCC^^ 
TCTGGACATTTCC^CGTGGAAGATCC^C^ 
TTGATTITTCTACTTCTGTTTATCT^ 

CTCCTTCTGCCTAGGCCTATGGATTATTTCACCTATTATCTCTTGCTGTTCTGTTCCCTCCCAATACCACCAGGTATTT 

TAATACTTAGATTTGTGTTTGATCTATTTCAAT^ 

TOTCCTACTTATACTGTCTCATTAATTAC^ 

GGACGAGAAAATAAATATTTTAGGCTTTGCGGACC^ 

AAAGAAGCCCAGATATACAAATGGACATTAGCATGTTCC^ 

CCCACTGGCCGTAATTTGCCGATCCCTGCCCTGT^ 

CAGTTCTGCACCTATCTCTGCAACCCTATGTGTTATTGTGTCCTATGGATACTTCACATCCTTCGTTTTGAAGCCGAAT 
CTAGAGGAGGGTTGCTCAACCTCAGCAGAACTGATGACTGGGCCAGAATGATGCTTTGTGGTGGGGGCTCTCCTGTGCA 
TTGTAGGAGGTTAAGAACATCCCTGGCCACTGCCCACTAGATGACATTAATTTCCACCATG 

TCTCCAAGCACTGCCAGTTTTCCCTTGTAGGGGACGAGGGATTGTTTTCAGTTAAGAACTACTGCCCTAGGGAGTAAAT 

TTTGTGAAGGGGAGAACCAGTTCTACCTCATTCACA^ 

GGTTCAGGAATCTATTGCATAGTCCAACTCTGCT^ 

TTAAGTT<^TCTGTAAGTGGAACTATTAC^ 

AACAAAAAGACCTCTTGAAAGACAGTAGTACTTTCAAATAAAAGGTAAACATACAATTGATAGAACACTGAAGGTGATC 
TGAGCCTATTGAAATCTAGAAGCTTAATTTGACTCA(^TACTCTGTCTACACTGTACAAATTACTATATGGGATGTTAT 
TGGGGCATTGTCTTTGTTCTCAAGGATTATGACCTT^ 

CCATAACTAAGCATAAAGAGTGGTTGGAATTTATGGGAGGGAGACATTGTATCTGGTACTAGGAATCACTTAAGACCTC 
ATGAGTGAGATGAAATAGTCACAGAGAAGTCCCAGGCACCCTACTGAGCATTGTCTTAGATGATCTCATTGAATATTCA 
CTGCAACTTGATTAGGTTTAGGTTTTATTATCACATTTCACAAAGAGAGAGGGGCCTAGGAAGG 

TGAAGCATGGGAGATTTCAGCAGGGAGAGAACTGCAGTGAAGTGTGGAAGGAGGGGAAGTGACAGGAGGTGTTTTCTCA 
CCAAGGGAATAGTGTGAACAAATATGGGGATTACATGGGGTTTAGGTGAGTTTGAGTGCCTCTAGGGAAGGTAGGTTGG 
AATCAGATTTTGAAGGATTGCTAACATCTCTCTCTCTCTTGCTCTCGCTTGCTCGCTCGCTCGCTCTCACATCACACAC 
ACACACACAGACACACACACAGACACACACA 

TAACAGCTTCACTCCACATAACAGGAAGTGACATTTTGAGTTCTTACCCCATGCTAAGCTTGCTAAGCCACAAGTATGT 

GCACTGAACACTTTCAATAGTTGGACTTTGAGACTCAGTTCAATTAGACCAATCTATACCATCTTTCAGCTAGCTACTG 

CTCTTCTACTTTTCCCAAGATAATCCTTCTGAAATAGATACACAATGCTGTTTTCATTCAAATC^ 

ACTAGTGGCACTTGTGTTCTGATGCATAGAACAGAGGCATTATTTACGTGAGGACTGTGCCTTCCTTCTTACTGAATTG 

CAAAAGTATACAATTCTTAGAACACATCTAGCAGTTCTGAGGGGCTGGACACAGAAAACCATCTTACTCTGAAGGTAAT 

TTTCTCTATTTTATCACTAGCTCACCAAGGTGAGAGTCAGGAGTGAAATATCCTATTTTCTTTTCATCC^ 

TAGTTTGAGTGTTTCCTGTGTACCTATTGTTCTTCTGGAGATAGAGAACTGAATGAAATAGACAGTCTTCCATACATTG 

GGGCATACTTTTTTTTTTTTTTTTTTTTTTTGAGACAGGGTCTTACTCTTTTGTCCAGGCCGCCTAGAGTAAAGTGGCA 

TGATCACTGCTCACCTAAGCCTTGACCTCTTGGGCTCTGGGTTCAAGAGGCCTCCCACCTCAACCTCTCAGGTAGCTGG 

GACTACAGGCACATGCTACCAGGCCTAGATAACTTTTTATTTTTTGTAGGGATGGGGGTCTCACTATGTTGCCCAGGCT 

GGTCTCAAACTTCTGGGCTCAAGC CATTCTCCAGCCTCGGCCTTCCAAAGTGCTGGGATTATAGG CATGAG C CACTG CA 

TCAGGCTAAAGAGCACATATTCTAATAAAGGAGAAGACAACACACAAATAAATATTCCAGTGGGTCAGAGAAAGACAAG 

TAC^GTATAGAAGAATAAGTCAGGGTAAGGAGTTACAGAGTTGTATGTAAGACATTTCAGCAGAGATCTGAAAGAGATG 

ACTGAACGAGCTATATGATTATCCAGGAGAAGTACATT^ 

GAGGGAGGGGGGAAGTTATAGAAAATGAGGTAGGAGCCACAGAAAGGCATCAGATCACATAGTGCTTTGAGCCTGTAGT 
AAAGACTTGGGTCATTCCTTGGTGATGACTGTGATGTATTGAAGC^AAAAGTGTTAGTAGTAGGAATGTCTGTGTTAGG 
AAGGGACACAGTCTATCATAAGTTTTGGAAGAATCATC 

GCAGAGACCAGTTAAACTATTGAAGTAACCCAGGTAACATGTATTGGCAGTGTGGACTAGAGAAATAGAGGTAAAAGTA 
GTTAAAAAAAAAAAAAAAAAAAAGGTCATAATTCTGT^ 
GGATGTGAAGAGTGAGAAAGAAGAATCAAGAATAACTCTTAAGTT^ 
TTTGTCAAGCTGAGGAAGATTGTGGAAGGAGCATTTTTAGGGGAGGTC 

TGGGGATGCCTCTTAGATTTCTGCATGGAGGTTTCACTTAGATAACTGAATGTATGAGTCTGAAGTTTGGAGCACAGAT 
TAGCACTTGAGATGAACACTTGAGAGTTATTA^ 

GAGCAAGTATATATAGAGAAAAGACCTGAGACAGTTGGGGCACTTTAAAATCTAGAAATCAGGAAAATGAGGAAAACTC 

AGCAGAGAGGCC^GTGAGGrTGAAGAAAAATTGAGAGTGATATCTGGAGGCCAAATGAACAAACTGTTTC^ 

AAGTGGCTGGGCATGGTGGCTCACGGCTGTAATCCCAGCACTTTGGGCGGATCCCCTGAGGTCAGGAGTTTGAGACCAG 

CCTGGCCAACATGGCAAAACCTCATCTCAAATAAAATTACAAAAATCAGCCAGGCGTGGTGG 

AGCTACTGGGGAGTCTGAGGCAGGAGAATCATCACTTGAACCCAGGAGGCAGAGGTTC 

CTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAACAAAGA 

TGGCAGATGCTGCTCATAGGTCAACTAAAATAAGAACTGAGAATTGATCATTGCATTGGCAACATGCAGCCT^ATTGGTG 
GCATACAACACAAGTCGATCAGTAGAGTAGTGATGATACAGGACTGACTAGAGTGGAATATAACAAATTTCCCCAATGC 
TTAAACCAACAAGCATTTATTATTGGATACAGTTTCTGAGAAATCAGG 

TTCCTAGAAGAAATTGCACTCAAGTTGTCAGTGAAGGCTATAGTCATCTGAAGCTGTATCTGGGACTGGAAGATCAGTT 
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TTCTAAGATGGTGCTGTCCGCAGGCAGCCTTGCTTTACACTGGCTGTTGGCAGAAGACTTCAGTTCCTCACTGTTTGTG 

CTTCTCCAAAGGGCTGGGTGTTCTTTTTTTTGTTGTTGTTTTAATACTTTAAGTTCTAGGGAACATGTGCACAGCGTGC 

AGGTTTGTTACATATGTATACATGTGCCATGTTGGTGTGCTGCACCCATTATTAACTCGTCATTTACATTAGGTATATC 

TCCTAATGCTATCCCTCTCCCCTCCCCCCACCCCACAATAGGCCCCGGTGTGTGATGTCCCCCTTCCTGTGTCCAAGTG 

TTCTCATTGTTCAATTCCCACCTACAAGTGAGAACATGTGATATTTGGTTTTTTGTCCTTGCGATAGTTTGCTGAGAAT 

GATGGTTTCCAGCTTCATCCATGTCCCTAC^AAGCACGTGAACTCATCCTTTTTTATGGCTGCATAGTATTTCATGGTG 

TATATGTGCCACATTTTCTTAATCCAGTCTATCATTGTTGGAC^TTTGGGTTGGTTCC^GTCTTTGCTATTGTGAATA 

GTGCTGCAATAAACATACATGTGCATGTGTCTTTATAGCAGCATGATTTATAATCCTTTGGGTATGTACCCAGTAATGG 

GATGGCTGGGTGTTCCTACCTCAGGCACAGGAGTCAGTGATTCAAGAGAGTGCAAAGTAGAAGCCACAACGACTTTTAT 

GACCCAGACTTGGCAGCAACACACTATTACTCTGCCATATTCTTCTGCTCACATGTGCCAACCCTGGTACAGTGTGAGA 

GAGGACTACTCAAAGTTGTGAGTATCTGGAGGTGAAGGCCTCCTTATAAAAGGACTAAGTCAAGTGGATTCAAGAGATG 

ATGGGAAAAGAAGTGGTGGCAATTGTTAACTCTTGGAGTTTTGTTGTAAAGTCAGTTGGAGGGGATAGGAAGAAAAATG 

AGATATGGGCAAAGGGTGTGTTGTCAATTGTATTATGTTTGTGTGGTTTTGAGAAAGAAGCAGCAGAAAGGGGACATTT 

GATCATGAGAAACTGGGGACAATTGC^GGAGCAATATTCTTGAGGAGGCTTTGGGGGAATAGGGGTAAGGAGAAGTTCA 

GATAGTGCACAAGCCAAGGAGTTGCCCTTAATGGGAGTGCTGATTGTTCAGTCCTCACAATAAATGAGAAA.GAAGAGTA 

GGACAGTCTGAGAGTATAGGAGGTCAGTATCTTGATAGATCTGGTTTCAGAGTGTATGAAAAGTGTCTCTTAATTCCTT 

CTATTTTGTGATAAAATAATAAGCTCATCAATGTAAAGACAGAGAACAGATGTTGGAGGTTTGAGGAGAGAGAAGGTGA 

GAAATGATCCATCATCTCTGGGAGGAGAGAGTGCTTTGTCTAGAGAAATGTGAAATTCCCAGACGGCACTAAGGAGCCA 

CCTCAGGCCAGTAGTTACAAATTCAAAGTCATCATGGTTGTGTTTTTCCTCAACTATCATTGACTGCTTAGGCCACAAC 

AAGCACGGTTTGAAAAAGGTTGGTTTAACAGAGATGAGATATTTCAGTGAAGTCTGAGTTTTAAAAGGATATGCAAAGA 

AGTGATTATGCTGCCATATTTACTCTAAGCTCACTAAGGAAAAGGGGACATAAGTTTGGTGAGGGTCAGAACAACTTCT 

AAGGTCAATGCACTGGAGGACTCATTGGGTTTGGAAGATTTTTGGAGTCAGAATACTGGAGGGGATGAGCTAGAAAGAG 

AGAAGGTAGGGAGAGACGCTTAACAGTGGTTATGGGGCACCGTTATCTGTCATGGCAAGGCCTTGCTTATGGTAAGGAA 

AGGAGGTTTCAGGTAAGATTATCTGAAGGGAGATCCAGAAACTGGGAGACCGTGGGAGGAAAAGATAATTATGAGTTAT 

GTAAGAGTTTGCGCTGGAGAGAGACAGGGCTAAAATGTTTAAAGACTGAGAGGAGAGACCTTTAGGTCAGTAGAAAACT 

GGATTAGGAGGGGAGCAGATTAATGATGTGAGTTACAAAGACATTTTAGGGCAAGGAAGAGATCATGGTCTGGAAGCAG 

CAGAGAAGAATGAGAAAGACTCCTACTTCACTAGGGGCAGAGGTACAAACATGTGGAAGGAAAAATAGCCACTGCATCA 

GAGGGCTGAAGTAAATCCGTATTCTCGGTGGGCAGCCAGTAGTGTCAGAGCAAGATGGTGCAGGAAAGTCAGAGAACAT 

GCTGAAGATACAGGAGCATAAGGAGATTTTGCTGATGACAGACTGAACGCTAGGAGTCACGCTGGCGAGTTTGCAGGAA 

TTGGGGAAGGCTGGGGATTTCAAAGTAGGGGATTTACAGAGCCATCTGGTGATGAGCAATGACCTGGCAGTCTTGGACT 

TTGTGTGGTGACGGTTGTGTATTCAAGACAAGGACCTTGGTTTTAAGACCATGTAGTCAGACAAGCACAAACTCCTCTG 

CTGGGATGGCCGGTTTCTTTGGTCTATTTAATTAGTTCCAGAAACAGTAATTCATCCTCACTGCATTTATAGAAATTGA 

GGGGAGAGGTGGTGGGTACCAGACTGGCCAGGTCTGCCCAGTCATCTTCACTTCAACATTCCTGTCTGGTAAAGTCATA 

TTATTCTCACATCTTGGCCGTGTGTGTATGCTCCAAGAATGAGACAGATGACAGAAGATACAGAAAAACAATTGGGAAA 

TTGCTAGTTTGCAGATGTATAGCCCTGGCACAGATTTTCTAATATGAAATTGCCATTTTTTCCATGATTTGGACACAAA 

ATCCTGTTCTTGAATATGATGTTCAGCCTAGATATTGAAGAACTGAAAAATATTTTTGAAAAAATATATATATTGCATT. 

TGTCACAACAGTTTATACACATAATTATCACAATGATATTGCTTTTCTTAAATAAATAGGTTTTATGTGTTGGCATGAA 

ATACTTTTACAAGATGATGCCAGGTTTTAACATTTATACAGGAATATTTTCATTATCATAATTGTTAATAAAACAAATA 

TGAAATGTATAGCTTTCTCTTTGGAGTTTGAATTGTTGGTTCTTACTGCCTGCTTGCATATTTATATTAGTTGTACTGG 

CTGGCAGTTATTAGGAAATACGATCTTCTGTGTCTTAGGAGTGCGCCCTGCAAGCAACATGTGCAAACATTTTTTTCTT 

TCTTTCTTTTTTTTTGCCCTAAGGAAAAGGGTAAGCTCTGGCACCTTTTAACCTGTAAGGATTATGTGGCTCTTGCTGT 

GATTGATTGGTTGGCTTCTCCTCAAGAAATGCTCCTGGTGCGTATTTTATGTTCTCACAGAGCCAGGGCTTTGCTGATC 

AGCACGTCACCCCTGTCAAGACGTGGGCTTGCTTTTGTGCATTTGCTCTTGCAGCCTGGGAAGCATATTTCAACACACT 

GTCCAGAATTGGCTAGAACATGCCTGTCACTCCCAGCTGACTCTGATGACGCTCTTGCCAACGTAGATTTACATCAACA 

CAGTTCTTTACTGGAAAAAGCTCATTCAGAATATACAGGGTGGCCCATTTAAAAGAGGCATAGCGTCAATTTGAAGAGA 

AATATATTTTAAAGGGAGAACTCTAAGAAATACACAGTCAATTGAAGGCTCCATGGAGCATAGAATTATAACTAGCATC 

ACCCGAGAATTTTTCCCCTGGAGATTGTCCTAAGCTCTAACTTCTAGAGACTGGCTTATCCTGAAAAGAGAACCTTTCT 

GTTCTAGACTTTTTCTTTCAGCATGCTAGATATGTAGGCATTTTTAGCCTCTTCTTTCCCTAACCATATAATCTGAACA 

CCATATTCATTGAAGAAAGCATGAGATGTGAAAGCTGATAAGATGCAGGATTATGTGACACCATTGCTTTTTACCTGTG 

CAAAATTCAGTTTGGTAATCAATGGAAATACAGATTTTACCCTTCACATAAAATTGTTTGGCATATGTCCATCTTGTTT 

TTTGACTCATCCTTGATATCACAATGAATGTTTGGGATAGGCATATTACTCAGATGTGTGGGTCTATAGACAGGAAATC 

AGGCATTCAGAAATAAAGCTTGTTACCATAGCTATCCAGGAAAAAAATACAACACTGTCTTTGCTGTACAAAAGAAAA 

TTCAATACTACTGTCACATGATATGTGATTACTATTATTATGACCCAATGCTACTCACCCTTCATTTTCATCATTCTAG 

TCTATTTCAGGTCATTACAGTAATGGATACAACTGAATGGGTTTGTAATTTTACCCCTTCTCTCATGACAACCAGCAGG 

ATTCTCAATGACACR.TGCTTTGATCTGTCTGCTTTTAAATCTCTTAAGCAGGGTGGCTCTAGATAGCTTCCTCTCAGAA 

GATTTTATGATTCTAATAGACCTCATGATGAGTTCTATATTTGTGCTTGTTTAGATACATCAAAGTCAGGCTTTATACT 

AGGGCCACCTGGAAAGTTAAGGTCATCAGCTTTTTGTTATAGTCATTGGATTACTGTGATGCTCAGCAATAACAAAGTT 

TGACCTTGTAAAGTGATCAAAAGTTGTGGGTTACAATATAGGAATATTAAAGTATATTCTGCCATGATGTGTCTTCTGT 

TGTAGTTTGTCTAGAATTAATATTACAGTCACAATTAACTCCAAAGTGTTCTATACTGCTTGCATACAGTACAGTGGGA 

AAGAAGAGATGTCAAAATCAGAGAAATAAGATTCCTCCATTATGAATTAACATACAAAATCTACACTTAATGCATCAGA 
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ACTAAGATGCAATGTTTTAAAGAGATTGAGra 
AACJ^OTG^CAGTATGTATTCAAACACTG 

™ScMACTGOTTTCCATAGTGGTTGCACCATTT^^ 
ATTCTTCTCAAC^ 

actItgatcattttaagtagg 

TGTAACTGTTCCCTTTAT 

TTl^GCAAATGCAAAATGATAACAGAATTCCCAGATAAGGAATAG 

SSScISa^^ 

TAAAATGGACTAAATCTGATAATCCTTCTGAACATTGGTTTTCTCACTTGCTAAATAGGAATA 

SgcgSaSgSSccag^ 
gaI^a™^ 

ATTCTCCATAGTCAGCTTTTTCTTCTCC^ 

™S??aaata^^^ 
ca^caaaatctcaatagtagaat^ 

GAATAGAAACTGCAAGAATTTTTAAAAACrGGGCTT 

S^aaSSSggScaggatggcacag 

GGGT^ATCTCTATT^TCATTCATGCA 

^G^S?IcAAGAAAAGCAAACTGCCTATGAATTCCACGTGATTGTGCC 

GAGTGATTAGGATTCAAATCOTCAACTTCCAATGA 
AOTT^TCCTATTTCA^ 

SgaSSSctcagSatgatgtatagagttaaag^ 
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GTTGCTGTTGTTGTTGTTGTTTTGACACAGAGTCTCATTCTGTCACCCAGGGTGAAGTGCAQTGGCACAATCTTG(3CTC 
ATTGCAACCTCTGCCTTTTGGGTTCAAGCGATCCTCTCATCTCAGCCTCCCGAATAGCTGGGACTACAGGTGTGCACCA 
CCACACCCAGCTAATTTTTGTATTTTTAGTAAAAATGGGGTTTCACCATATTGCGTAGGTCAGTCTCGAACTCCTCACT 
TCAAGAGATCTACCTGTCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCAGCCCTTTCTCCCTC 
ACACTTTTGGAAAAAATATTTTTCTCAGTTTGTTGCTTGCC^ 

GACAAAAGAATCACTTTTCTTTTGGAAAATTTGATCTATGACTTTCATTCATATAAAAGCTTTCCTCACCCTCAGGTCA 
ATGTTCACCTTTATTTTTTTCTAGTTTTTTTTAAACTTTGTTTTTAATCACTGTGAAAATAATTGAAAGATGATATTTA 
GATAAAAATTTGTGTAAAGCTCTACTATTTTGATACAGATTGAAAAGGATAAAAAGAAATGAGTAAGAAGTATGCGTAG 
TGTTTAGAATGAACATGAATGATAAACTAATAGGTATTATTTTACAAATTATAGAATATTAAAGATAAATATACTCTAG 
AGTATAGAAATATATTTTATATTATTATGTTAAAATATTAAATATTTCAGGCATGTAAAAATAGATGATAGTGTAGCCA 
TTTATGC^TCAAAGAGTTCAAACCATACAACACTAAAGGTAAAACTGGGGCCCCTAGTGTACCCTTCCCCAATTCTATC 
ACC1TTCCTTCCCACCCAGAGGTAACTACTATTATGTGTTTACTTTTCTTGAGTATGTTCTTGAATAGGTGTGTATTCA 
AAAGAGACAGTTCCTTTTTGC^CTTTGGAAAACAAATAATTCTGCCTTCCCCCCC^TGATTGCATTTTATATGTTTTAC 

TAAGATATTTATTATAATAAATATTAC^CCACCT^^ 

TTGTCATTCTTATATTGTACTGCCCCATATTCTGCAAATCTGACAACAGAATACATTGTATGACAAATGTGATGTTTGG 

TACAAATATGTCAGCTTATGTATGCTGTTGCATGTGTTGCTCAGCATTGCGTGTATTACTGAGCATTGCATGTATCACT 

TAGCCTGTCTATAAAAAATTGAGACATTTATTTAAATAATAATTGTCCCACAATCTATTCATGTTTATGCATGTGGATA 

TTTGAAGCAAAATATGCCATAGAAACAGTATCTCTTGCTCACTGAATTTTAAAGTATTTTAACATCAGTAGCAAGTGCA 

TAATAAATCTTTAATGTATAATACGAACTGATAGAAAAATAGGGCTCTGCATATTTTTTCTTGAAAAACAAATGTGTTT 

TGAGAAATATAGCTTTGTCTAATGCTGCCTTTGTAAAACCGGGAAGTCAAAAGACAAATAATATTTTGATTCTATATGT 

TATGTTGATTATATATAGTATGTATGTGAATGTGCATAACTATATGGATTCATATATGCACATATATACACATTCATTT 

ATACTCATGAAAATGGTAAAAATCCAGCTAATGATTTAAACATTGGGTCAATAGCAATATATAAAAATAATATTAAACA 

TTCaGATCTTTGCAAAATCTAAATGGGCTTGTTTTTAATTTTCATGTGGACATTTGAAATTTTATAGATAAGACTAACA 

ATATGTTTTACTGTACTGTGAGAATTTAAGATTAATGAAATATTATGTTATTAATTTCTTACATTTGTAAAGTTGTTTT 

TCACAATACCGTGGCCTATTAGATTGCTAAGAAATTATGTATGTCAACTCTTTCTTTATACAAATATTGAAAATGATAG 

TAAGATTAAGGAACTTGCCCAGGTCACAATTTTTTTCTTTCAAATTTCATGGCTGATTTCTAGGCAAAAATTTCAGGGG 

CCTGTCCAATACGCATGAATTACCCTACTATAAACAAAGCTAGGGAATTTAATACATACCGAAAGGCATTTTGTAATAT 

AT(^GAAACTATACAAAACCAAGAATAGTCATAAAATAACATTTTAACATTTTTAAAAAAAGATTATTCCAAATGCCCT 

CACTTCCAGGAATGCGACTTTAAAAGCCTAGGCTTTATGTTATGTCATCAAAGTCATTGTACTCAATTAGACAATAGTG 

CTATAATTAATTAAATGTTATTATGTAAATGCAGAATTACCAAAGAGAATTTCAAAGAGTATAACAGTATTAAGTCGTT 

TCCTTAGTAATTTCTCATTGCTGTGAAAAACATCTGTAACCTAATACATTTATATTCATTTTTCATATTATATTATGCA 

CATATTATTTTTAAATATTTGTTAACAGGTAATTTTCTGATTACCAAAGTAATACTTTTGTATTAAATGTTTGAAGACT 

GCCTCCAAAAATTGCAAAGAAGAAAATTTTAAAACCGTTATAATCCTACCTTTGAAATAATTATTCTTCAAATGTTAGA 

TATTTGGAATGTTTCCAGGTGTTTACTGGTATAGTTAATGCTGCTGTGAACATCTTTATTGCACATACCTTTTAACCTC 

TGTGGAACTGATTGCTTCTTTCATGATTTCTCCTATATTTTGTCAATCATTTCCTTTTTTTCTTTTTCTTTTTTTTTTG 

AGACAAAATCTCACTTTATCACCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCTGCCTCCCGGGTT 

CAAGCAATTCTCGTGCCTCAGCCTTCCGAGTACCTAGGATTACAGGTGTGCACCACCATGCCCGGCTAGTTTTTGAATT 

TTTAGTAGAGACAGTGTTTCGCCATGTTGGTCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCGCCTCAGCC 

TCCO^GTGCTGGGATTATAAGAGTGTGCCACTGCACCCGGCCAATTGTAAGAATTATTTTCAAAGGAATTTATATCA 

AGTTACAGTGCCCCAGAATATTCTGTTATTTTAGCTGTATTGAATATCATAATTTTCTTAACATGTTTTGTCTTTAGAT 

GGTATAAAATACTATCTCAATATTATTTTCCATTTGTTTGTTTACCCTTTATATTTCCATTTGCTTGAACTCTCTGCTG 

GAATCTTTCAATATCTACCTGATGAATCAATGTTTATCTGTTGGTTTGTTTTCTTTTTTTTTAATTAATTAATTTATTA 

TTATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTTATACATGTATTTTATTTCTTTTTGTCACATAAATTTGAC 

TCTTTATTTTAAGCAACTATTTCTAGTCTTTTGTTTCTCTTGTTTTATTAAATTTTTATTGTAAAGAAGTTTTGTTTTG 

GCCAGGCATGGGGTGGCTCACACCTGTAATCCTAGAACTTTGGGAGGCCGAGGCAGATGGATCATTTGAGACGAGGAGT 

TCAAGATCAGCCTGACCAACATGGTGAAATCCCGT.CTGTACTAAAAATATTTAAAAATTATCTGGGTGTGGTGGTACAT 

GCCTGTAATCTCAGTTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCAGGGAGGTGGAGGTTTCAGTGAGCTGAG 

ATCGGGCCACTGCACTCC^GCCTGGGCCATGAAGCGAGATTCTGTCTCGAAAAAAAAAAGTTTTGTTTCTGTGATAGAT 

ATTTTGCTTAGCATGCTTGCTTTTTATATTTAGAAAAACTAAATCTATTCCATCTAAAATATATTTTGGTGAATAACGC 

AAGATATGTAATCTCAGTGTTATTTATAAAATGTACCATTCTCACTTTCTTATTTTGTAAAGOT 

TTTGATATATTGAAGAGTCCTATTCCACTGACTTAAAAAATTGAGGCAGAAGGATCCCCCTCAAGTGTCACATCTTAGA 
ATTTGTTTGATGGTACTTCAAGGCAGTTGGTGAATAATTTAGAACTCAAACTTTGGGCTGCAGATTGCCTGAATACAAT 
TAATAGAAAACAAAATATTTCCTCAAATTACATTCTTTGACATTAGTAATCATTCCTTTATATACATCTCAAGTCTAAA 
CTCCCAATCTGTTTATATGCAGAGATTCACAGCTTTAAGATTTATGTTTCATAACTGCAATATCACTCTATGATACATT 
AATGGGATTCTGTACTCAACTATTCCATTGGCATTCAAGTGAATAATTTTTATACAAAACTTCTTCAGGAGACAGGCCC 
AACTGAAGTGTATCACTTTAAAACAAATATCCTATGGGCAATAGATAAATCTGATATTTTTCTGAGTAGAAGAAACATA 
AAACCTCAATATAGGATTAATAGGGTTCAAGGGGTTTTATAAGCACAGTGCTTGTGAAAGTATGTAATTCCTATTAAGG 
CTTGCATTCATGAGCACATCATGGTATATGCTCTCTCTGGGAATATGTAAAGCCAGTTTAAAATTCAATTACAGACATT 
GCAGTCTAGACCTCCGCAAGCCTTTGCACGTGACTGGACTCACTCAGGTTAATCTCTGAACCAGTTGTAGAGAGCTTTT 
TTCATCTCTCCCTCACACATTTCCAAACTCTTTTCTTTCTGTGTTTTTTAACTGTGACTTTTCTTTACAAAAGGAAAAG 
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ttGAATTTTTTTTAAGTCCATO^CATATCCAATC 

TeTTGACAGTTCTCTCATATCTATCTAGAAAATATCTGGCC^ 

TR'ttTTGTACATTTTCACATTCCAGGGCTACAAG^ 

GOTTOTCTCAGCAATGCAGCACTGTAATGTCTCTTACTTGAAGGAACTTCATTCTATTC 
aatAAGGAGATAGAAGAGTTGTGTGAGTTATAACTTATA 

ATTGAGTCTATTTCAGTCTGTTGCTGTGAATAGAATACACTATTTTATCCTATTGGTTCTTTT 

TGGOTTCAGCATAGTTTAAGAAAAA^ 
A^CCTGTGTATGTGTGTTTGGGTGTGCGTCT^^ 
TMTCAGACCATGAAATTGAAAGGTGATTCTGAT^^ 
GAATAAAAAATTCCTTAAAATTCCCTATTTA 

ACTCTTTCAGTAATAACAAGAAGTGGTTGTCAATAATACTCTCATTAAAAATAATTATTTCAGCATTTAARAAGTA 

AAATTGGTATTTTCTAACTTATATGCTTAATACTCATCCACAAAGGTTAAATAATTAAGAAATTAAAGACTGTGAAGAA 

GAAGGGAAGAAAGAGGAAGGAAAAGATGGTAATATGGATGCTATTACCATTCACAAAAACA^^ 

ATGTTGACATTTCAATTTTTTGAATCTTGGTAAAATAGTCATTTTAATAACATACTTACCAGATTACOT 

TTCAACTCTGTTTCAGCACAGCAGATAA.CATTCTAATCCATGTAATCATAAGTAGAAAAAGCAGAAAG7^^ 

TAACACTTTCCAAGCTTCCTTCTCTTTTGTTAGATTATAATTCATGTACATCCTTATTGGGGTATGGGAGACACTGGAA 

CTTATTATACTACATCTCATCCATTTGTTCTGTCTCCATGACTGACTTCTCAAAATAATCTAAACTCTTCAGTGAG 

TTT^AAGTCATGGTTTTATCCTATATCTGTCC^GGATTTTATCTCACGTTTTGCATC 

^^ GAA CTTTCATTGCCCTTGGATTTTGACCTTCCATATACTTGAAATTCTCTCTTTTTAATATCACCAC 
AAATCCATCCCTQ^GACCTCACCCSUVTTATTATTTCAAACTCTAAATGCTGATCAACTATGTGGAGCTGACCTTTTCA 
T^TCTAAATAAGTGTTATTTTCTCCTTAAGGGATTTGCCACATGAAAACTTTGCAAACAAGGACAGTGTC 
TTTGAATTCTCCATOGTGCAATTTCTAGCTC^ 

TAAATGGATACCATCACTGGGCCCATGGAATTGACTTACTTAACTCAAATCCATGTGAAAGTCACTTAATAA^^ 
ATACCATCAATTCTCAATTATTCATGGGGTTATTATTCACAACTTACTTGTGATATGTCCTTAAAGGTCATATTTACAT 

AATGAATGATTCTGCCTATTTCATTGGCATAAATAGGTTCATTTAAACAGATTTCA^^ 

CCTTTACCATCTTTTTCAGAAGGCAAGATTTTGCTTTTAGCTGTC 

CATTWAATAAGGGA&GATGAAAAGGGCCGG 

T^GATCTTCATAGTGGAGTTTTGTTAATTTGTGAATTTAGTTCAATGAGCCAAAAAAAAACTTC 

G^CCTTTGGTAGGGAGGAAATTCTGTCTCTTTGTTTTCTCTTCCTTTCTCTCTGTGCGTGAGTGAGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGAATGTCTCCTGACATTTO 

PTTTOTACAAAAGGTGTAAGCATAGATTAATGTACAGGTTTTCAGAGAAGGACAGGTTAGCTTGCTTCATTTTTAATCC 
TTAGGTAAAACAGAGGAAGAGGAAAGTGAATTTTATTGAAATTCACACTATGTACAATGAATTACAAGAGAACTATAGG 
AAATCGTTAGATATGATTAAATAATAATTATTTTGAAATTAAGATAAATGTCAAATGGGAATTATTTGCTTTTTCATTA 
6GAACTGCAATGATGTTTGCGCAGGAGTGATCTATCTAGACAGATTTTGGAAGATGTCAGCAATTTTGTTTAGTCTGTC 

agcatSgcagtggcaatgattgggatttacttgatg^ttcactctggaaa^ 

ACTGGTGTCCATGAAATACAAGAACAACATTCAGTTATAATGCACTTTACACCAAATTAATGAATAGTTTAGGAAGGGA 
AGCAAGAGCTGACTTAGATGACTTACAAATATCTGCTTTTTTGCATTTTCTAAGGTAGATAATTTGTGTATATTTACTT 
TAAAAAGTATTTTGTAAGCAAAGAAATGACTGAAGGAAA<^TTAACTCCAACAAAACCTAAATTAATGTGTGTCAATGT 
AATAAACTTAGGAAGAAGGCGGTTGCTTGAAATATTGTAGTCTGGCACCAGCTCCTTCAAAATGGCCATGTTTTAAAAG 
TATGGCAGGTOTGCTAAAAAGTCT^TTATTGCAAAATCATTAGAAAGTC 

TAAGCAATAGAAAACTAACAATGGTTGAATCATCTAAGGGTTTGTTGGTCTTGTGGAAAAGGATATCAGGAGGTAGCAA 
ACTAGGGCTAGTACAGTGATTCTATGATACCCTCAAATATGTGATTTCCTTTTATTCTTTCTTCTGTGCCAGCCATCCT 

CAGCATATGGGCCTGTCCTGTGCTTGTCATCTCACGACCATTGG^ 

cStaaaagaagagaaatggaaaggaag^ 
• ctcagcttatataaacccagctaccttgcccctctctgacaacctgttctttggcaagaac^ 
ctmcttccagggaagctgaggagcttgttttttttaactagacatattattgggtgattaacattaggcttatataaa 

taagaatgaaagggagaatggatatcgtatatacaatcagcagtgtcagccacag 
aaat^gtgggattagaaaagcaattagttggtgagatataaaaagcaatataa^ 

CAGATGATATTACCTGTATACTATTATGTTAGGGGT^ 

tcactttctgcac^tcatgacctccttttattaaaatagacaaatagtctggggttagtc^^ 

ACATCACTAC^TAAT^^ 

CCTGGAAGCCACAGAAGATGCCAAATGGACACATTTTGTGACTATTTATAGCTGATCCAAAAATGA 

GGAAACTGATTGATAGTCCCCAATTCTGTTTTGATCTGAAATAGCTTGTTAAATGA 

A^M3VAATOTCTCTMTCTCCACTATTC0a 

TTOTAAAGTOTAAAAATTGATCTCAACTAATAGCTAATACTAATAAAATAAATAACTG 
CTCGTTTGGAAGCAGAAACATCTTTTGTACATAGCTGTAATGT^ 

cScGAAGCTTTGCACGTATCGGAACTCCATACCTGClTCTCCCTTGGTTTCTCTTCTCAGTGATAAAGGATTTGACTT 

omCTTCCCCATTCCAGCTTGCACATTCCTGAAGTTTTCCGGCTTGGA^ 

TT^GATTGAGAAGTATTGTGATAGAGCAAGGTTCACCCTAA 

TGAGTGCCTTTACCTGTCACTGTTGTCCTAAGCACCAGGAGTGTAGCGATGAAGGATTTCTAGTCCTAGTTATCTAAGG 
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ACTCACAATTAGGTTTCTATTC^ 

CTGAMAATATAAATATTGACAGGCTGATATTGGGTTTTCTAGACTTACTTTCGTAGG 
GTTAAAATATACTAAGTOAAAAAAAAATACTCAAGTCACTGTATTAGTGGOT 

GCTCATTTTOGARAATATCCTATACTCTGCATTTATCCTTTGATAAAATCATGGCTATO 

AGATCATGTCAGAATAATGAATCGTGCTTCTAATTTGATAAATGTAGC^ 

TCTGGTGCAAACTTTCTCAAGGAGAAGATTTAGTC 

tScacctttaactttataaagctaaatatagtcaacaaatgaattgg^ 

gg^ggcctatgtgtcaggccaagatgcttcctggaattattctgttcagaatgattcctctttctttctcattctcta 
ottgtgSgggataggatgacattttcagaggaa^ 

TAACAACTGAGAGTCCCTGATCW^TTAGGAAATCTACAGCC^ 

rRGACAAATTAAACACAAATCATTAGTTACATTTTATAACTATAGAGGATGTGCAGAAi^ 

OTGTTTATGTAAGACAGCTGGCCAGGCTATTAAGGGAGTACAGCTACACAGTAACACCAAGAGTGAGGTGTCCATCTGA 
GCTACCAC^ 

SgaaSga^gaaaaggaaagaacaacgtcag^ 

CAAAGATOTGACTTGAITTTTAAATCAAACCAAAGATCTTTCAG^ 

S^gSgtatoatttttato^ 

Saotcgggatagatcagagctcaagtcttaatgtcatctcttccaaactgtgtgacct^^ 

Stcgotgctactgtatgataaca^ 
aSgaagacaagSgcIaagataaag 

Sgacacatggcatgcattgagagaaagagaattcaaattattctcttgaact^^ 

SSggSccatcttactgctgagtaaaagaacatgctcacagagggtaa^ 

gISSagagtcaggactttaaacaggcttttggactccagaaaccatgctctgcctactcaa^^ 

GAGGATCTCATOCTCACTTATTTCCCCTTTTTTATTTGTTTGTTTATGTTCTAA 

SSgaaatStactcctgtggaaagagtaattggatgttctcattacaatatttt^ 

CATCAGCTGGAAGCTTGCTTTTAATGCGTGGATAA^ 

Stctatttctgattttaagaaatcaacatatgctgaaccaactgtctattttcatttaaattgacaggagctgagact 

CAAAAATTATGTTGTATTTTCCACTTCTAACATTGTTGATAGAAAAGTTGAGGTAAACACTTTATTCTGCCTTAGATGC 
CTGCTAZ^TTAGTCTCTCTAAGTAAAAATGTCAGGAGGCTATTGTTGGATTAATTTAGGTGGAGTTGATACAGTTTTAG 

GGAAGAACCGOTCTACAGTATGAGAACA^ 

TATCGGTGCTTAGTGCATTGCCTGGCACATAGGAGGCGCTCAACTCTGTTGAATTAAATGATCAATGAGTTAAACTAGA 
TGGCTATATAGTTGATCTTCTATATAGTTGATCTTCTATATTCAAAATATAGTTTACATATATGTATGCAAGTGTATAT 
GTGTGTTTATGAATAAGAAGAACTATATCTTCATACTGTTG7UVAAGTTATATTGTTTCTCATACAGATTTTATTCCTTT 
AGCTAAAGTTGTATCAATATTAAATTTATAACTAAAACGATATTACGTTGGCACATGAGGGTTTTAGTCAGCTCCAGCT 

G^TACAACAAAATACTATAATCTGGATAACTTACACAAC^^ 

TGAAATTAGGGTGCCAGCATGTTTAGGTTCTATTGGGGGCCCTCTTCCTGGCTTGCAGTCAG 

GAGAAAGAGCAAGCTCTCTGGTGTCTTTTCTTATAAGAGCACCAATCCCATCA^ 

TCACCTCCCAAAAGACCCATCTCCGAAT^ 

AAAATGTTTCACATAATTAGTTATGTTCACATGATCTAATGCCTGAAACTCATTTTTA^ 
TTAAAATTATAGTGTTGGGAAAAGAAGCATTTAATAT^ 

AGA^AAATGTATATGTIX3AAGAGTAGGTGTGGATGAAATGA^GAAGAGAGCTAACCCTTCTCAGTGCCAGAC^CAGTG 

AGTTTACT^MTTGGCCAAAGTCACATAATTGTTTAGAGACTGATTCAAAT 
OTAGGGACCTTATCTGTTATTTATATGAAAAAAA^ 

SttaSgatttcaaattgtttcctaagtccaagagatcccaatgag 

TAAATGCTTTAGACTGAAA.TGGTAGCTTCTTTTTAAATAACATTTCAAATTAGGTTTACTATTAACATTTACA 

^GCTATAAATCAACTTTATATGCAGTGCATTCCATTGATCTTAATAGTTGTATTTGCAAGCTGAGTAGAAGAGATT 

^^GTTCTCTCTCAAGGGATAGATCTCCTTTTTTGGGCAATGAA.TATACTCCTTCAGAAAGXCCTCTTGCTCTTTTAC 

GTACTCTTTTTTGCTTGGTATTTCAAAGGCT^ 

^TGTGTTTATATCTTGGGTGTAATGCCTAGGTTAATAAGATGCATAGAAATATGGACCCAGTGCTACAGGCCCAGCAG 
TCAGCAAAACTCAGGGAAACAAGTGACACTAAACAGTGTGGAGAATGCAAAGGC 

Fig. 6.|W(" 



WO 02/074992 



PCT/IB02/00565 



197/375 

AGCACGGAGGTATGGGCTGAGCAGCGCTGCCTGAGGAGGTGATGTACAAGTGGGTATTTATCCCCCCCGGGCAAACCAG 

AAGGAAAGGTAAAGCCAAGGAACAAAGTAGACAATGGAGATGGTGGGGAATGGAGGGAGAAGAGGAAAGAATCTTGGAG 

AGATAGTCAGTCTTAAGGTCCAATTAAACTATTTCATGGCAGC 

GTTCAAAAATATTACATAACTTGCCCTGTGTGACAAAATAAATG 

CTTAGGTTTTAAAATTCTAGTCATAAATGGCAATTTAATC 

TAAAACCTCAAGTACACAAAAGCTCTAGTAATAGAGCCATGTTTGTC 

AATTCTCCTCAGCCTGACATTATATGCCCTATGTG 

TGGGAGAAAGGGGGTTAGAGAAGGGAGGACATCTGTGGACAAGCCAATAAAAGCATTTACTGGCATCGTGACTTCATAA 
TTTAGACTTTTATTTATGCATAkTTAAGT^ CTGTTCTGTTTC C A 

GTCTTGCTTGAAAATCATCTTTCTGAAAAAACTACCTATCATGTGCTATGCCCATTACCTGG 
AC^CCCCTACAAAATGCAACTTAGTCATGTAA 
AAAAAATAAATAAGATAAAAATTATCTTTCTCTATCAGAGTAAT^ 

TTCTTTAGGATTCAGGTGTCCAGATAATCCCAGAAGTAGCCAGCAATTTGGCCATTTGGGGTGTAGAAAC^ 
TAGGTTATTGTAATACCTCAGGCTATTCTCTCCAGGTTTCCAGTGATT^ 

TCTAGAAGAGTCTTCAAATAGGTCCTAGAAGGACCAAGTAAAATCACCATCCCTCAATC C CTCAATTTTTC CTTTTTCC 
AAGTCAAGAATAAAAGAAGTCTGGGAAACATTGCCAGGTCAGCTTCTTTTTAAGCTCATGATTTTCTGCTACCTGAGGG 
AAGGAGAGAAGGAAAAAGAAAAGAAAAGAAAACCTCAATGAATGCTCCATAACCTGGATTTTAAT 

TTGGGATAAAATTGTTTAATGTAATTAACTACAAGGAGAAAAGTTAACCAGTGGCTTCTGCTTTTGCTGAAAGCACTTT 

TTCAAACCCAGCTGTCATGTCAAATGCATTCAATATTAGTTTGGACAACTCCTTACGTGGGTCTCAGAATGCATCTCTA 

AAGAAAGTGTTTAAATATTTTTTAATGTGAAAACCCATATGGGTATTTTGGTGATAGGATTTCTTCTATGATTCAGGAA 

TAAAGTATAATGCCCAAATAGGCCCTTGCCATTCCTATCAGGGACATTGCATCCATAATCCATTTTCCATATCCGTTT 

TATGTAAATGAAAAGTCTCACACATCACAACTTCTGTTTTTCTCATTGTAGGATCGCCTCATCTGTATTTATCGACAT^ 

AGTAAAAATTATCCAAATCCCAGAAATATAACAATAGTCCGTATTTCTTGAGCATTTACTCTGTTCTAGGCTCTGTGTT 

AAATGCTTTGCATGTAATGTCTCATTTAGTTTTACCACATTCTATGAGGTATTTACTCTCCTTTTCTTATATGGGTAAG 

AAAACATGTTGAGTTATTCAGGTAATTTGCCTATATTCACATACTGGTCATGAGAAAACTAGAGGACCCAGGAGATTGA 

AGCCCATATTTCATCATTTGACTGTCCTAGGAAACGCCTTGTATACTTGTTTTTTTAAGGTATTCTGTCACCCAAGAAC 

ATTGAAGGTATATGCAGATTCTCTTTTCCTGTTCTATTCCACTAGACCTGAATATGAGGGATGAAAATTGCTTTGGTTT 

TGATGTGACTTCAGTAGCTTCTGTATTTGACACAGAGGTGAGTCACATCCTGATCAGTGTTGAAAGCATTTAGTAAGAT 

TATTAGTTTATAAAGAAGGCTGAACCATGACTATATAATAATGAAGCAATTGTAAAAAAATCAGAAAGCATTCACATTC 

ATTCCTTGAATTTCCAAAAGCATTCAACAACAGAAAAAGGGCAAACACGTTTATTCCATGTATATATACTGAATTCCTA 

CT ATGCAC CTTCAACAATAAAG GCTTTTGGTAT AT AGGAGTATAC TG AG C C CAGTTAG ATT C AAGTGAAATTC CT AGTA 

ATGTC CTGGTATACAAGGAGCTTAAATGTTCAACATATAACATTGTTTCTTATGA^AGGTTTCAC CTATAAG CCCT CTA 

AACTGTTTGTAACTCTATAAGAAATAATTAATAAACCCCAACAAGGTCTATTTAATGTCTTGAGACAGATCATTCTACT 

CACTTTAGATTTCTTATAGATAATAACCAGCACCTAAAACAATTTTTAAAGACATAGGAAATCCAGAATAAATATAACT 

ATCATAGGAACATGGAAAGAATTAAAGAAATGGCAGAAGTTGGGAAAAAAACTACTGGAGGAAAAGGGTGAAAATGTGT 

GACAATGAAGATTTGCAAAGGTTCTAGAATACTTTAAATTAAGTTAGAATAAACTTTTAGTTGCACTGTGCTTTGACTT 

TTTATTCAGCCTAAATTGTCCTTTTAAATTCAGGTTGTTCATCTCCAAGGATGAATGTAATTTAACTGAATCTTGTATT 

AGAGACTTGCACATTTCTCACTCATTAATATGATCAAAAGCATCTTATTTATGTCAAAAGACGAGAAACGAAGGCCATT 

TTTGGCATTGTCCTAAAGTTGTGCTTTCTTGCCTTATTAGCATTTCATTTCAAGCAATAGATTGAACAGAAATGCTTGT . 

GATTGAATGAAGATTAATTATAGGGTATGGGAATATTCAAACCTTTTTAATTGTTCTGAGTAGTGTCTTCTGCTGTTTT 

GTTATCCAAAAGGGAGTAAGTATTTGGGGAACAAAGATTGTGACACATCTGGTAATATTCAAGATGCACACCCCCTCAC 

TAGACTGTCAAAAGGCTGGGCTTGTCACAGATGTCGAGGCTGTGATGTATTGTCACTCTTGCTGCACCCATGGATGCGC 

CTCTCCTGATATGCGACTCCCATTGGGAATGTGAAGACACAGAGGAGATTTTTAATCAAGAGCATAGGTAGGAGTCAAT 

GATGCATAGCTGGCAGATGCAGATTTCAGCCTGGGAATATTTAGAATAATTTGGATTGCTTTATAGTTTATAGTAGCAT 

CTTTTATGCAGGACTCTGACCTAATTATTTCAAAAATTATTGCTACTGATTATAATCTCATTGTTGCTTTCTTTTATCT 

ATTCATTGTTTAAACAGCATTTTTAGGGGGCAGGGTAGGGAGAAGCAGTGTAGCTTGGTAATAAAGGGCATATGATCTG 

GACCCAGCCTACCTTGGAAAATGATTAAGCCCCAATTTTCCTATATGTAAAATGGAGACAATACTAGCATCTACCTCAC 

AATATTGTTGATTGAATGAAATGAGATAATATAAGTAAATTACTTCCAGTAGTCCCTAGCACATAAGCACTCATTAAAT 

GTTAGCTTTTAAAATTGTATTCCAGATTAACATGCCTAAAAACTAGGGCTACGTACTGAGAATTCATAGAACC^TTT^ 

ACTTTGTGTCTGTGTTCTTATGCCTGCATCAGGCATTACGAAGAATACAGAGAGACAAACTTTCTATTCCTGAGG^ 

ACAATAGAAGAGAAATAATAATACACAGGAAATAAGTAAAAGTATAATTCAAACTC 

AAGAGGTCAGTTTGGGCTATAACAATCAGATAAGATTCACTAGGTGCTAAACTCGATCTAAACTGAGAAAAATAGACAA 
GACTTATAAATATTAGTTTAAAACATAAATCTGAAAGTGTTACTCCCCTATATTTTAGTAAGACTTCTCTGTGGCCCTT 
GCTCCTATAACAGTTTCTTTAAGGTTAAAACTGCTGGGTTTCTGAGCTCTTCTCCATCCTA^ 
TACAAGAGGACAGTGCTTGGAAATCTAC^TTTGTATAGAACCCAAGTGATTCTTATCAAG 

CTTAGAGAAGTCTAAACATACTAAGGCCCTTGTTTAGACTCTATGTAATTTCATTTTCAGCCACTCTGGGCCTTGACCC 

CTGAGAACCAGCAAAAGAGAACTTTCTTCAGCAC1TGGCTTAGCCCTCCCCTCTTTTGTGAAGGAGTTTCCCTTCA 

GTCAGTGTTCCTTGTCTTTAATGATGGTCTTGAACACCACTA 

CAGGTTTATATCCATTAAACCACTTGATCTTGTGTTTCATGCTCTCTTATTCTCACCTTAGCATTTAGTTACC^CT 
TAAATCAGTTGATCTTGAAACTTTAGAAATCTTACCCTTACCTGAGGGGTCCTTGTTTACAAAGCAGATTTCTAGATGC 
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TnTTPCTCACSGTACTCTTATTCTGTAGTTGAAATGGGCATTTTAGGGCCAGACACTTTGGCTCATACCTATAATACCAA 

ScStgSaaS 

^RCCACTGATTTGGTATC 

g^aaaS^ 
attcaatgattttgag^^ 

AJVPGCAAAGGTO 

tSSggcStca^ 

AAAAAAAAT^^ATTCCCCCAAATC 

Sg^aaIS^ 

aSSccSgaIgaaSaaaattgtgctgataaa^^ 



^gtg^ttggagcag^^ 
^gaagaStS 



TAAATGTTTTATTTTTCCACAGGGTTACATTTATTTTATTACTTC^ 

g^gggSSSgcaStctgagag 



AAPrrcCTGCAGATGCCTGATGGTCATGGTAAATGAAGGCTGGATGCAGGGAAGGCAGCAAAATGAGAAAATCTCCTGG 

SaSSgggS 

GCCTGGTAMGGGTTTCATGAAAGCCAAGATGAAAGGGTTTTATCCC 



TCTGTGCTCTTTTATCAATGACTAATAATAACATGCTTGCATCCATGACAATCTTTCAGAAAACTGATG 
G^AGTGTCCTGGAACATA^ 

»B^rnarararAGGCCTTGGACACACAGGTCTAAGAC^ 
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AGGOTACCATCCGTTTCCATCCTGGTC 

TGGGCCAGTGGCCAACTAGCGACTTCTGTATTTTCCA^ 

ATTGGTGCAGATTATCATATGTGTCACCTCOT 

TGTC CATAC C CGGTATGAAAC C AT ATGGAGTCAGTACTAGGCTGGACTGTGAGCAGT C CAGGCAGT AG CAGCAC C C CAG 

CTAGACCCATCTGTGTACCGTGCCCCATCGGGCATAGGGGGGGATGCCCTTCCTTAAATGG 

GGGTGCTTCAGGCCCCATGTCCTTAGGCCCCATGGCCTTATCTTGCATTAGGACTC 

TCTGCTGCTAAGGGACTTGTACTCAGCGTACTCTGTTGCTO 

CTGTCCCAGTCCGGGGGGTTGTTATCAATGAACACATCCATCCT 

CTGTCCTGCCATGCTCTCATGAGCCCGAAGGGCAGCA^ 

TCAGCTTCTTTCCATAGTTGGGACCAAAAGCCTACTGGTGTTCTC^ 

AACCATCTGTGGTCACATGCACATCCAACTCAAATGAGCACCCTTGGTCAACTACC 

AGCCTATTTAGCTGCCAGGAAGTCAGTCTCAGCCA^ 

CTGCAAGAGAATGAGAGGTTAACATAATATTATCAATAAGACCATGACATATGATGGGGCTATC 

CAACACTATGAAAGTC CACTGTC AC CTTCCCGTGAAGGCGAACTGTTC CTGGCTCTCTAGAGCAATGTTAATTG AAAAT 
GCATTAATCAAGTCCACCACATAGTGGCACTGTCCAAATTCCATCATCAAGCGGTCCATCAAATCT^ 
TGGCTGTCAGGCCATGTAAAAC ATC CACC CC CAGAATATATCAGCGCTGGTGTTTACCAGTGCCAGCACTTGCTGTATG 
TTGGTGGAGGACCAGTGGATTGCTAATTTCACATGTGGCCTCTATTTGTCTGGTGTCCCCC(^GGCC^GGCACCTCAGC 
GAGTTCCCTAATCAAACAGAAAAAGCTCAACATTTCCAC^ 

GGGACCAGGTCATACAGCAATGTCCTCCTTCCCCTTCTGCATTTCCTGGAATTGCTGCTCTTGAGACAGTTATCTCCAC 
AAAGTTAARAGTACTTCATTGGGCTGCTTATCGATTTTCTCTCAGTCAACCCTGGCCAAAGTCAAATCTATCCACATCT 
GTGAGTGGGTCACTTGTTGGGGCCCCCTTTTCTTCCATGATGGGGAGGCTCTGCAGGTGGGGCATCTTCCCCTTTTTTA 
CAGTGCAGACCCAGACCAAGCAGGGGTCTCTGGCTGAGATGACGG^^ 

CTTTCCAACCCTATGCCAGGCCTTCAGGCACCCCACCTGCACCTGGAGATCCCCATTCATGGCAGCCTCTAACTCTTTT 
TCTAAGCTGTGTAGCTGGGCCTCCAGGCACCCTGCCTGTGCCCAAAAGGCCCTTTCCTGCACTGCATCCCTCAGGGATT 
GGGAGTGTACTTCTTGTAGCACAGAAAAAATGCCCATCCAACTCTGCTGTCAAAGGCTCA 

ACTTCCAGCTGCTTCAGTGCTTTCTCCGTGCTCGTGGGGTACCCATCTACTGCTGGCCAGGTTTCCAACAGAGTTCACC 
CTTGCAGCACAGCTGTGACCAGGTACCACAACCCATGTCGTC 

CTCGCCCACCTTGGGATCCTGTTCGTGATGCCAATTGTCAGGTTCTAACTGAGGTCTGAGGGGAGTCAGTGGGTGAGTG 

GTGGGTAGCTGGAAAAACACTAGAGGAATCATGCACAGTTTCAACGTGCCTTTACTGTCTGAGTGTGAGCCGTAGGTGC 

AAACCATAGGTACAGTGTCAGTCCGGTAGTTATACCTTTTACAGACAATAGTGGCTCTGAGCCAGTTACAAGCTCATGT 

GGGTGATCACCTAATGCGCCTTACGTGGTGTAGTTACATAATGTGCAGAATTGTGCACCTGCACTCCAAACTTGCTGAG 

TCATGCTGGACCTGATGTCTGCCTCAGCCTATTGACTGCAGCGC^TACATTTTCCTTAAATCAGATTTTTAAAATTTTT 

GCCTGTC^GATGAGGTATGTCTGTCACTATTGTTTTAATTATTTTTTCCTAATTGCTAGC^ 

AATGTTCACTTATTGTTTTTTTTCCTGTO 

TCAAATTCCTAAAATAGTTGCTTATGTCACAGAAGTTCTAACCTCAGAATGATGATATCCATGCCAAAGCAGTTGAAAT 
TTAAATTCTTAGATAAGTAACTTTAAATATTCCAGTGTTATAGTAAAACATTTATACTGGACTATTCACTCAAAAATTC 
TTTAAACAGTTGTCAACCTTATTTATTTCATTATAATAATTGTAACTTTAAATGTGAGATATGATAACCACATCTCTGA 
AATGTGACAACCTTGTCCACCAATGTTATTATGCCTGAAACATAAATCTTGGGCCCCTGCTCAGAACCTTTGCCTTCTA 
GTTTCAGTAATTATCAAATTAATTTTGTGTTTGGTGTTTTGCAAATTAAACTTACCCTATTAACCCTATAGCGTATATA 
CATTATAGATMTATTATTATAATTATTATATTTTTAAAAATAGCTTTATGCTCATTGGGCAGAATCTGTATCAGCACAT 
■ TTTTTGGCAGAATAGATTCAGTAGACTAATAACTCTGTTATAAATCCCTGGTAGCAATGTTGGGTAAA^ 
AATAAATCTGTTATAAATCCCTGGTAACAATGGTCGGGT^ 

AAT ATATAT ATAT ATATAT ATAT ATATATGAATAATATTAAC CTTTATTC TTATATTTG TAT AATGT AGTTATCTG ATT 

TGCAGAGGGAGAGAAAGAGACAGACAAATGGATAGACAGACAGAACGAGATCATTTAGACCATAAGGTTAGAAAAATAT 

TATGAGACTATGGAAAGGTAATGAATATGGTAGAGAGAGATGGAGCTGAAGATTATAATTCTTTACTTATGGACTGCTC 

C^GGATAACTTTGTTTGATGTTATTTTAGCCTTCTGATATCAGTTTATATACTCTAAAACGAGTAGAAAAG 

GTTTGTATAAATATTCTATTTAAATATTGTCAAAGCAGGTCCATGCATC^ 

CTTTGAAAAGGCCTGAAGGAAATGTACTTGATTTTTATAATGTAATTGGCAAAGGAAATTGTAGTCAAATATGA 
AATGAAAGAGTGAATGGATAAGTAAAATCCAGAAATAAGCAC^ 

AAATTTCATGAGAGTTGCTAATGAATAAGATCTGAACATTATATAACCTTTATAAGCATTTTCCTCAACCATTTTTTTC 

TGGTTGAGATGTCAACAAGAAGTAATATATCATAATATACAAAAGA 

TAAAAATCGCTGGAATAATTTGGCATTGGAAATC^ 

GTTATAGTTAGGTTGTAGTAAATGATGAACAATC CATTTTGATTGTGATTCCCAACTAGCOT CTCAAC 
CACAGAAACTCAATCCTAGTGGATAAAAAATATGCAGACAATTTGAAGGG 

AAGAATTGAAAGATTATGCAACAGAGGAGTATTTACAGCCTGGCTAGATAAATGAATGGATATATTATTTTTTTTAATT 
TTTTTAGCTAATTTACATTGTTAATTTTTATTTAACT 

TAAGGGATTATACTAAGGGCAATTATGAGAACTCTTGGGACAAAATAATGGTCTTATATCAACAAA 

TGTGATATGTCAGCTTGCAGAAAATTTTCCCAATGTAGTGATAAGAATTCTCTGAAGACATAGGCAGATT^ 

TGWAAGAAACAATGTGAGATACATTTCCATACTTACTGCAGAGGTAAAGCAGAATGGAATTTC 

CAGGTCCTATTAGAGAAGACAATAGAGAACCCTCTAAGAGGTGATTGTCAAATTGGTTAATATGCTGTGGTTTGGAGTG 
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CCTGCATTGTGAACAAGGGCACAOT 

CCTTATTAGGCTATTGTTAGTATCACATATAAAACCATGTAAAATTCCTACCTTATGCCTGGTTCAGTCAGTGCTCCTC 
AGGTGGTAGCTATTGGTTAACCCTATTCTTTATAACATAATTGAAATTAGGTTATATGACTTTTAAATATCCAAACAGT 
CAGAATAGAAATATTGATGAGAAATTTTGCTTCATCTCAAAAAC^GTGTTAGAACTACACCAATGGAGTATTTTTCTCC 
TAAAAGGTTAATCAGGATATGAGATTTATAGGATTTAC^^ 

TTCTTACTATTTTATTTTTAACATTGACATTAAGTTAAATAATATATTTTGTTACTGTAGCCTAGGATTTTATTTTCCC 

TGTTATGAGAACAAGGATAATTATTTTACAAATGAAATTTTAAGGGATTAGAGTGCCATAGACATGCTCATTGCATTAT 

TAATGTGCAGAATACTGGAGTTCTGCCATCTTCATGAATCCCCACATTACATTTTGGATAAAGAATAAGTTCTG 

AAATGTAGGCTTCAGAAGCTTTTGTTGATTCTTTCACCATATTTT AT ACAAAGGCTTTCOT C C TGCCTCTCATG 

CTAAGTACAGGCCCTTCCTGTACTTTCGGCTAAACGAGATGGCCTTTCATGTATAAAACTCAGCTGAAAAATTGACTTC 

TTCATAAAACCATTCCTGTTTCATCCCTGACTCAAGGTCCTGACTTGAATTCTTCCGACTTCCCTGGGCACTGAGCCAG 

CATAGTTCTGGTTCGTTGTWTAATTGTTTATATCCTTGTAGCATATTCAGATGCACATAGTCACCATGTCTCACCCAGA 

ATGAGAATCTCTCAAGGAAAGAAAGCATGTCCTCTCTTTCCCTAATAATCCCCAAAGCTCTCAATAC^ 

ACAGAAGGGAATCAGTTAAATCTGCTGCAATTGATTGGAAACTTCTTTTCCCCCAGATTTTCCTTAGGTGGTCTCCTGC 

AGAGTTCTGTCTAAAGTAATGGAGACTTGGGATTTGTATTCTCATTATGCTAATGGTTATTACTTCCTTTATTTTTGAA 

AACTGGTTGTAGGATCTAAGCTAACCATGCTATTTTCTGCATACCACCCAGCGATTCTCATTTAGCAACTGCCTTCAAA 

TCGTCTACTCCCTTTGGTCTCCTCCTCCCCTCAGTAGGAGAAGGATGAGAGGAAGTTGGAATATTTACACTGAGATGAG 

ATCCTTGAGCACTTGAGCCCTGAGGCTGCCTCTGGACTAACGTTTCTGTTCAGCTGTCCCCAGGTTTTTCAACAAGAGC 

TGTCAGAAACAAGTTTGTGACTAAAGAGCAGCTTCATCTGTAACTTCTGTTTCTTGCTACTCCCTGCTGTGTTTCTGGC 

TATCTGGAAGCTTCTCAGCAGGGTAGCAAGTTGTTGGCGC 

GGGAGGTGAGTTTGCATTTCAGAAAATTCTATTTTAGTGAAACCACCCAGGAATCAGTGTCAGTTGGCTTTCAGCTGTG 
AAATAACTGCAGAGACTTTGTTACAGCTAAGGGGGTGCGATTCTTTTGGAGAGTTTAGATTTTCTGTTTATAGAGAAGA 
GTTCTTAGGAATTTTATGCTTAGCTGAAAGTATTAAACACTTTTCCTTATTTCCTCAACATGAATTCTTTTTCCCGGGG 
CTGCAGGGGAAAGGGCTCTGATCCTGGTTCAGTCTCTAGCTTGATCATTTTAGTCGAGTTGCTTTACTTCCATGCAACT 
CTGTTTCCTCAAGTATAAAACTATTAGTTGAGTGGGTAGAAGAAGTAGATGATCTTTAAAGCACTTTTTAAGTCTAAAA 
TGTTATGATTCTGCTATCAAATTCACAGCTTCTCAACATCAGATAAGGGTTGGCATGAGTGTTGCTGAAAATATATTTG 
GGTTGGAGGAAGGGATATCCTCGATTAAAAAAAAAAAAAAAGCCAGATGAGAAATTAAGACTTTTCAG C CAATG CTATT 
GACATAAACTCAGGGTGACTTTCACGTCCTAAGTAGAAGTGGAACGTTCATTAATTAAAGCTTAGGTAATACCTCTTTA 
TCAAAATTAATAATTTATGTTCAAATTAATCATCATGAATTGACATAGCTAATTTGACCCTTCATGGTTATCAGAGTCT 
TTTTGGTGAATATCATAGTCTACATTAATTGAAAGAGGATAAGGTACATAGGTGTCCTCTCCCACAACTAAGCCATCAT 
GTCTAATGTAGTAATGAAAGCAGATTTTGGACTGAATTTTGTTGACTGGCAAGCTTTTGTTACCAAGGAGCCACAACtA 
TCATAAAGC CTATTCTCATAAGCTCCATAGACTC CCAGCTTTCTGTCCCTTAGACATTGTGATAAG CGT CTTACATGGA 
AGATCATTTTTTATTATGTCTGTTTGATTCTTCTCTCTTTCTTCCTTATTAGTCTAGCTAGTAGTCTATCTATTAATTT 
TTTCAAAAAATCAGCTCCTGTATTCCTTGATTTTTCAAAGGGCTTTTCATGTCTATCTCCTTCAGTTCTGTTCTGGATC 
TTGTCTTCTACTAGCTGTGGGGTTTGTTTGAGAGGACA 

AAACATGAAAAAAAAGCTCAACATCACTGATCATTTGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACC 

AGTCAGAATGGCCATTATTAAATAGTCAAGAAACAACAGATGCTGGTGAGGTTGTGGAGAAGTAGGAACGCTTTTACAC 

TGCTGGTGGGAATGTAAATTAGTTCAACCATTATGGAAGACTGTATGGCGATTCCTCAAAGATCTAGAACCAGAAATAG 

GATTTGACCGAACAATCACATTACTGAGTATATACTCAAAGGAATATAAATCATTCTGTTACAAAGATACATAC^ 

TATGTTCATTACAGCACTATTCACAATAGCAAGGCATGGAATCAACCCAAATGCCCATCAATGATAGACTGGTTGAAGA 

AAATGTGGTACATACACACCATGGGATACCATGCAGCCATAAAAAGGAATGAGATAATGTCCTTTGCAGGGACGTGGAT 

GAATGTTCTCACTTATAAATGGGAGCTGAACAATGAGATCACATGGACACAGGGAGGGGAACAACACACACTGGGGCCT 

GTCAGGGAGTGGGGTTTAGTGAGGGAAAGTATTAGGAAAAGTAGCTAATGCATGCTGGTCTTAATACCTAGGTGATGGG 

TTGATAGGTTCAGCAACCACTGTGGCACACATCTACCTATGTAACAAACCTGTGCATCCCGTGCATGTACCCCAGAACC 

AAAAACAAAAAAAATAAAAACCTAAAAAAAATCTTATTTC 

GTTTGTTAAGGCCTGGGACTAGACCAACATATGCATGTGACCATCTTGTGGATGAGTTTCCACAAGACTGAGAGCTCCA 
TAAAGGCAGAGACTGTATTTTCTCATTTTTTATTC 

ATTAAAGAATTTATTCACGAAGAGTTATAAAAATCAATCCACTGTTTTTCCATTTGCTATCTCTGAACATGTACTATGT 
CATTTTTACTTGAAGATATTTATATTGAAATCTCTGGTTAGTGATGTCTCACTTCTGTGTACAGCTAAGAAGACGTACA 
GTTTTTAAAATAATGTTACTAACTGTAACAAAAACTATTTTATCAAGAAATATAAAAGAAATTCTTTAACAAGGTTGAG 
AGGTTACTTCATGCATTAAGTTTCTGCTATCTTGCTGATGTTCTGCTATAAAACCTTACAGACACTATGTCTGTATTAC 
TGGTTTCATTTGAAATTTTGCCTTATGATTAATCTAATTTGGTTTCATTGTCCATAATAAAAAGCAATTGAGCATCACT 
GATGTGSATACCATTTTCTTTAGGTTTTAAGAAAACCACTCTAATATTTTTTCAGGGCCATTATTTTATCAAATATGTA 
TATATGTGTGCATAAGGAGARGGAGCTCGGAAAAGGATTTATATTTCCTTATAGTCAATTTTATGTTCTTTCTACCCTA 
CCACTAGCTCCACCATATTGAAAATATCTCTATAAATATGGGTTATGTCCTATAAGCAAAGGATACATTCTAGAATTCA 
TTTCTCTCTAAACCATGAAGCATCATCCTTAAGCAAGATGCTAAACCTGAAACCTCTGTAGAGCACATTTGGGTAGACT 
TATGTTCTCATTCTTGCCTAGAAGAGAGATATTTCTAGTTTTCTTATTTGCTAACCTTATAATTTGAGCACAGAATGTC 
AGATTTGTTTCAGCCCTTCGATTTAATCACATCATGTCTGATATCCTAGCATTTAATTACCCAAATTCCCAGTGTTGTT 
CAAGAAGGTAGGTCTGTGGTGGGTTAGCCTTAAGCTAGTGGCTGAAAAGGTCTTGATTTGCCCCCACATCTAACCTAGT 
CACTTCCTGAGCTGAAACTCCCATATCACCTGGGGACAAGCGACCCTGAAATCCTCACTGGCCACAGCTTCTTCTGAGG 
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GAAGCTGCAGGAAAAAGAACAAAAATGAGCTTTTGTGAAAGGATTAACTTGGGTGAAGAACATCCTCCATAACCAAATA 
AATGGAACCTAGTAACCCACATGGCCAATCCCCAGGGCA.CTAGTGTCTTTGGGGATATCAGGGTGTGTATAGAATTTCG 
TTTTTGTCATTCTTGAAAACATAAAAWAATCTCTGAAAGAGTACTAGTGGTCAAGGTACTA^ 

CAATCATATTAAACCTAATTTAATCTCCAGAA.TTTATATTTTGAGATTGGTAGGACTACTATCTTCATTTTGTACTTTC 

CCCAACTTCCTGCAGCTAGGATTCAAATACAGACCATCTAACTCCAGAG(^CTGCCCTTTAACATTGTG 

CCACTTTGCATAGTTGATCCTACAAGAGGATAAGTAGAGATCAAAGTAAGAAGTGATCAATGGATTACTATGTCAAGCA 

TGATTCCCTCAAACTATTGGGAAGAATAAATACCATAACATGTATAGGGTGCTGTGTACAATTCCTGGCACAAAGTTAA 

GTACATGATAAAATGGAACTATTAATATTAGTAACCCAGATAGGTTCTGGGCACATTAGCAGGAAAGGTCTTCTTAATT 

TAAGTAAGGTGCTAAAAGCATCTAATTTTATTAGGATTGTTATGA 

CGTAGCCTGGGGAAAATTGTC^TGGTTTCTCTTTTCAAAGAATTC^TTTGGTAAGAAACAGCCTTCAATGGTCCATGA 
AAAGTGAGAAGTGTAGGGAATAAGAGGCTCTTTCCTATGTTTGCATTTCAGGCTTGCCTTCTTACTTTTAAATTTATCT 
TTACAATTGCCTTCCTGCTGGGTTTGTGTCTTCCTCAGTTTAGGGAAGGTGACAAGAAAAGTCCTGTTTGTGTGTAATT 
GACATGAAAAATGGTAGGCTTTTAACTCAAGGAGGCTCCAGACAACAGTTTGGTTATTAAGGAAGGGGAGGACCTAGGG 

GAACAATTGTTTCTGGCCTCTCTTCTTCTC^GGCC^ 

TCAATATTAAATTdCAAAAAAAGAAAAATCCCTCACAGAAACAGCTGTGTTCAATATACAGCCAGTTTACTCTG 

TTGCTAGACATGGAACAGTTTTCATTTCTTTTTGTGTTTATCCCTGATAGTTGTCTTGTAAAATCTGCCTTTTGTAAAT 

AAGGGAAGGCTGGTTTTAAACAGCTTTGACTAATATTGGTAGTTGGAGTATTCAGTATTACAGAGTTTTAGAGAACTAA 

AATAAACCTGATGGAAAC^CACACATATTTCAAAGGAAACAT^ 

GTAAGTTGGATTATGATACTTTTATGTCTACATTGTCTCTTAGTCAAAAATGTGAGAGACGCCATTCAAGTCTAGACTT 

GGACCCTACTGAATGCCTTGTTCATGGACACCACACAATCTCGATGTAAATGTTTATTGCTGATCTGTACAAAAAGGGG 

AAAAGTAGTTTTTTGAACAACAGAAAATACCAGTTAATCTCACTGGATTCAGGAATTATAGCAAAGCAATCCAATAAGT 

GGATTCTCTGAGAGTAGGAACTCAAGTGTGTTATCTCAGTTTTTATCCAGTTTCCAGCACAATGCTGGCACCATTTAAA 

TTCTCAGTCAATGCTGGAGAATTGAAAAAGAATCCTCAAAATTTGGATGACAAAATGACAAAGGTGTCCCCTGATACAG 

AAATCTGTCCATGGCAGAAAGATTAGTGATTTGAGATATGGTGTCATCATTGTAGATGATGGTGTCCCATTAAGCATGT 

TTTCACTAATTACAATAAATGTTGAAAGAAGGAGTTTCACCTAGTATCCTTACTAATATCAGGGAATGGCCTGGGCTTT 

GGGGAGATGAGAGTCCTCTGCTTTCAGTTTAATAAAGTAGGATATTTGTGTTTTTGTTTATATTGTTAAATACGACGGG 

TTAGCTTGTCACCTACATAATATTGTGTGGC^TAAATAAAGGTGAATTCCCAAATATGTGCTCCATAGTGTTGACAATG 

AGTAAATGTTCATTCTAATAATTGTAAGGGTTACCTCCCTCGCACTCCTTGAAAATATCTTTTTATTCAAATTTTTCGA . 

GCTGGAGGTCATGTGTTACATTTCCTGTTGTGTAACATGGCCTCCCTCTCTTTCTCTGTCTCACTTTCTCACTTTCTCC 

CTCTTTCTTTTACTCTCTCTGCCTCTACCTCTGACTCCTTCTCCTTCTTCCCAGCTTTGCATCAGAGCCATGTAACTGA 

CATTTTCTTGGTTCCCTCAGGACCTGTCATAATAGCAGGCAAATATTAGATGATGATTCAATGTTTAATGAATTTTTCT 

TGAATGTATGTATGTTGCTTCAAGTCATTCATGCACACATTGAAGAGGACAGACAGAGCCCTGCTGAACACCACTAGCA 

AATCTCTCTCTAGTAGACCACAACAAGTCAATCTGTGCTCTTTGATTACAGTTGTTCAACCAGTTACTAATCTAACTAA 

TTGTAACTGGTTGAACAACTGAACCCAAAGGGTGCAAA.GTAGAAACATTTCATTGTGAAGTCGGCTGGGGACAAAGAAA 

ACACCACCAGAACCCCCTTCAATATGCAAAGGGAAAATTCCTTCTQUVGTACAAGCTACATGGTGCCTTTTTGAATTAT 

CATCAATTTGTAATGCTGTATCAATACATATGTATTATCTGTTCTTTTGGTAAGGGTTGTTTGAAGTATAAGGTACTTC 

CTCCATTAAGGT-GATACTAACCACATGTTAATTATTGTCTGAAAGTCACCAAGGATATGAATAATAAAAAGTTTTAAAA 

ATAAGACCTGTTTCTTTTATTGATAGTTGTACCTCAAGGCTGAAGTGAGGTTTGCAATGTAAGTTGTAAAATGTGATGT 

GAAATAGACAATTCTTTGTAGTTTATATAAGGCAATATATCCATGTGCAATTATGGTCAAAAACAGCAGACTTTTAAGT 

GATTATTCTAAAGTTATTTTTTTCCAAAATAACTTTATTACTCTTGATATCATACCATATTCACAAAACATTCTGGTAA 

AGCTATTGCTCAGTGTGTTGTCCCAGTGAGACTCAGGGAACATTTCTATGTGACGCTTTAGGATTGAAGACAGTTCCAC 

GTTTTCTGAGTAATTCCAAACTGTGTAAGAGATTATGTTCCCTTTGCATATTGGCTGCTAAGAAGCTCACTTTTTCACT 

TATGATACTTGGATG<^TTTTGGCTTTTTGGGTTTTTC^ 

GACAGGGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGCACCATCATGGCTCACTGCAACCTTGACCTCTCCTGGCT 
CAGGTGATCCTCCCACCTCAGCCTCTCAAGTAGCTGGAATTACAGGCATGTGCCACAACACCCAGCTAATTTTTGTATT 
TTTTGTAGAGATGAGGTTTCGCCATGTTGCCCAGGCTGGTCACAAATTCCTGGACTCAAGCCATCTTCCTGCCTTGGCC 
TCCCAAAGTGCGGGCATTACAGGTATTAGAGGTAGGAGCTACTGCATCTGGCCATGGGAAACATTTTGAATGATAACTT 
TGTTTGTTTGTTGTCTGTTGAGCAGGCTGGAGTGCAGTTG(^TGATC^CGGCTCACTGAACTCTTTCCTTTAATTTTTT 
TATTCTCTCAGCACGATTATAATTTATTTTAAAAGTAGGGAATAATTGGC 

AGCACTTTGGGAGGCYGAGGCAGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAATATGGTGTGAAACCCC 
GTCTCTACTAAAAAATACAAAAAATTAGCCGGGTGTGGTGGTGGGCACCTGTAGTCCCAGCTGCTTGAGAGGCTGAGGC 
AGGAGAATGACGTGAACCTGGGAGGGGGAGCTTGCAGTGAGCCCAGATTGTGCCATTGCACTCCAGCCTGGGCGACAGA 
GTGAGACTTCATCTCAAAAAAAGAAAAGCAGGGAATAATTAGTAAGTGCCTAACTAATCAAAAATTGTTTCCAGGTGAT 
GTTGCTGTTGATGTATGAAAACCTCTTTCACCTAGCTTCCCTCTTCATTCTTTTCTGTCATATTTCTATTGACCAGTGC 
TTTCTTGGCCCTTGGAAATGTGATTAACTTTTGCCATGACCTCTATGTTAGTGCCACACCTGACACCTTTATGCCACTC 
TCTGCCTCCAGAACTCTGTGTCCATCTTATATGTTTTTACCTTCTGCTGGGCCTCAGGTCTGGATGCAAAGCTGTAGAG 
GAATTGAGCTGTTTTTCACAAGGGATCCAAGAACACATAGCATGTGTGAACTGTACTAAAGCTTTGAGAAGTTGTGAAG 
AAGATTCACATCAACTATGCACCACACAGCCTTCTTGTCTTGCTGGTACCATCTCCTCACCTCTGTGTTGCTCCTCTTG 
GAGTCTTCACCTTCCACAACCAGCACTTCTATTCTCACTGTCTGAGTGTGACTTTCCATAATTGTGAAACTCCTTGGGC 
TTATCCCTCAC^CTCATTCTTGAATTCTAAGGAATGGCATTTTCTCCATTGTGCTTACATTTGCTTTTCAGTATTAATT 

Fig. e.UTC- 



WO 02/074992 



PCTYIB02/00565 



202/375 




tcctgctgtggcttgggcaaaacatcacat; 

TTTCATAAATGTTTAGTGGATATGATTGGCATGTGAWC 



■AGGCTTGAGCTAGCTTTGTGATTCTACGGGATTGAGAGGAGAATGCTAA 



TGAATGCAACTGGAGAAGGGGACCAGTCATTTACTGAGTWG 



.TTTTGGAAGTAATAAGGGGA 



TTGAGGTTCTGTCCA^GGCATTGGTGGG^ 

tttatataagatatctatacacttattctccttctttgotca™ 

ATATTATTTTTGGTATTCAATAAATGTGAATCATGAA 

CCCATTTTGATTGTAATAAAAGGCCTATGTCOTT^ 

AAAGTGTCATAGGTATGATAGGCCAAAGTTGGCTTGTT^ 

ACTACTGCAAAGOTACTOTAATTGTGOTTGCAA 

ACAGCCCTGCAGTTCTGAATGTTTTGOTCTTCCTTTT^ 

\AATCATCATTTCTATCTTCCTCTTTTTTGTTTAGGTCAC 

^OTCACCATTAC^ 



AGCT. _ ^ ^^^nm h 

" " ^GAAATGAAARGGTTAAGAAATTCTGCTTCAAAATCTCA 



AGGTT ?^c1aagg^S™^^^ 

AGTGTCCATAAACAAAGGTTCCATTC 
TGCAGTCACCATTACCTCCACCACCATCAT^ 
AACCAGACATTTCTAGCTCCAAAGCCTGCATTCTT 
ACAGGAAAAGCTGATTCTATAATTTAAAAA 

ATTTGATAATTTAACATACCTGCTTCTGTGTGTT ~ 
"TACATTTCCCCAGCTGTAGATCAATTGAGAAACT? 
iGTCAAAGTCATTGACATTGTAAGCTCTTCTGTTC 
'TGCATAATCCAGCAAGCTAATTGCCCACTTTAAG 
ATTAGGCAACTGCTAAGGTGGTTTTGCAGTTTTC 
-CACTAATGATAGTCTGTGCTAATGAAGGTAGTT'] 
[■GATTCACTGCTGTCATCCCTGTCAAGAGAGCTGC 
3TCACGCAAATTCCATTTCTTCATGTTCTTGCTA' 
3CACTATGTGTGGGCTGTCATTCTTTTTACATTTJ 
-TGTAATAGGATTGAATGTGGGTGTATGTGGTGG' 
rAGTTTTAAAGCGCTCATGCCAGAAAGTAAACCA< 
_3GGTCAAGATGATTACTATGTGATCTGCTTAAGT( 
ATCTCAGCCAACCAACATTTTCCTGTTTGAA^ 
^^TTAATAT^ 



'AAGGCCTCTTGAGCCCAATGGCCAAGTGAAACCTCCACTCTCAG 
GAGACACAGAGATTAGGTTTTTCAGCCTTATATAGATCTG 



TTTGAATCAAATGCATATTGACTTAGGTCTTCAGCGCAGAA 



GTAATTATGGTTTTCTTYTGAR.TAGATTTGCTTTGGG 
^ " -":"":; B „^ raTTTCTT r^TGTTCTTGCTATCTTTCAAC 



TTCAATTTGATAATTTAACATACCTGCTT^ 

;aattacatttccccagctgtagatcaattgag. 

AATGGTCAAAGTCATTGACATTGTAAGCTCTTC 
^CACTGCATAATCCAGCAAGCTAATTGCCCACT 
3GAAATTAGGCAACTGCTAAGGTGGTTTTGCAG 
DGATCACTAATGATAGTCTGTGCTAATGAAGGT 
DGTTGATTCACTGCTGTCATCCCTGTCAAGAGA 
eLCTGTCACGCAAATTCCATTTCTTCATGTTCTT 
rAAGCACTATGTGTGGGCTGTCATTCTTTTTAC 
rTGCTGTAATAGGATTGAATGTGGGTGTATGTG 
rAATAGTTTTAAAGCGCTCATGCCAGAAAGTAS 
CCGGGGTCAAGATGATTACTATGTGATCTGCn 
ATCTCAGCCAACCAACATTTTGCTGTTTGAAA? 
CCCTCTGCTTAATATCCTGTGGCTCCATTTAAC 
AGGAGCCTCTTATAGTGGGATGAATGCTTTCK 
TTTATTTTATGGGTCTGAATCTTCACTAGACTi 
TGCTGAAA.CTGATGTCTATAGAGCTTCAGTAT'j 
ATCAAGTAGGACCAAGGGCTAGATCCATTGGGACAAOTCAACA 

GCAGAGATCTTGGTAACAGGTTGCCTGACAC^QAClUAiAJL^ CATAGTGA 

ATAGATATTCATTOAATACCTRTAGTACATAGAACJ 
aaOTCAOGTCT^TCIOCTTC^ 



■'TGCATAATCCAGCAAGCTAATTGCCCACTTTAAGGCCI 
VATTAGGCAACTGCTAAGGTGGTTTTGCAGTTTTCAGAG 
CCACTAATGATAGTCTGTGCTAATGAAGGTAGTTTTTTG 
CGATTCACTGCTGTCATCCCTGTCAAGAGAGCTGCATAT 
3TCACGCAAATTCCATTTCTTCATGTTCTTGCTATCTT1 
3CACTATGTGTGGGCTGTCATTCTTTTTACATTTAGTG'] 
TTGCTGTAATAGGATTGAATGTGGGTGTATGTGGTGGTGCTTC 
TAATAGTTTTAAAGCGCTCATGCCAGAAAGTAAACCACAAC7" 

TCTGCTTAATATCCTGTGGCTCCATTTAACCTCCAAGC( 
AGCCTCTTATAGTGGGATGAATGCTTTCTATACTGTTT' 
ATTTTATGGGTCTGAATCTTCACTAGACTAAACTGCTTI 



TAAGCACTATGTCrc :ll iu i l * x x^xx x x 

rAGTCAACTTCTCAAATATCCATGCAATGTAGAAAGT 
CAGGGCCATTTCCCTCGCCTTCAACACACTCAGATAC 
A.CTTTATCTTGTCCCTAAAGAGAATGCTTTTCTCCAT 
AAAGTCCAGTTTCTTTTAGAAGACTTCAGGCAAAATT 
TGTAATATTTTTGTAAC ATTTG C CAT ATTAAACTCCA 
AGAGAGGAGCATGTATAATTCATTTTCATGTTCACAA 
GCATAAAATCAGTAAATAAAGGCAGGAAAGTTTGTTAC 



AAT 



TCAGGGACTATCTATTAATGAATTTTCCTCTAGTGCCT. 



ATCAATAACTTTATTC^GTCTGCTCAGTOTGGCCTTT^A^MAGATTCA 



CATG. 



^^^^rTTTTTTCTGTTTTTTACTTCTCATATGTGTATCTCTTTCCATTAGTCCTTCATTCCTTCAACAGAT 

ac S?cSSg?ga^ 

Fig- 6. US 



WO 02/074992 



PCT/IB02/00565 



203/375 

GAACTTAAAAAAATAATACAAGT^^ 

AACCAAGAGCTTCAGTATTTTCCTGCAGTTTTTTGCT 

GTGTTAAAGTATAACTCAGATCATTGCTTAGATGTACTTACTTTTC 

TTGCAAATGCATTCCTCTCCACTAGCGC(^TTCTTACCCTCTCT^ 

TTTTTCATGCTGTATAATGTATATTAAGATATTGCTTATTGTCTGTCT 

CAGGATGTGTAG TCATTGATGTATC CCTAGAATAAGTG CC CAATTATAGTAGT C ATTTGATGGACATTTATTAAATGAA 

ATTATGAATGAAG TAG GGATTGGCAGTTATACACTAAGACT CTGGAAAAATGG C CTG AGTTGAAT C CTGGCTTTACCAT 

-TCTTGGCTATATAATCTCATATTATTTACTTTCAGCCTTTCA 

GATGGAATGCATAATACATGTAAACCAGC^GTTCATAGTA^ 

TTCCTATATATGTGTAAATCATATTTTAOT 

TTCAAAACATAATATTTCCACATGTCGAGTTGAATGACTTTGAGCCAGATAATATGAGTTGAAATCAGTOT 

TTAAATCAGCC7VAGAGCAGTGTCTCATGCCTGTAATCTCAGCACTTTGGGAGG 

AGGAGTTTGAGACCAGCCTGAGCAACGTGGTGAAACCCCATCTCTAC^^ 

TGGTGGCT(^TGTCTGTAGTCCC^GCTACTTGGGGGGCTGAGGCAGGAGGAT(^CTTGAGCCCAGGAGGT(^^GGCTGC 
AGCGAACTGTGTTTGTACCACTGC^CTTCAGCCTGGACGACACAGACCATGTCT 

TCAAATACACAC (^TTTTTGAATATGTCACCAGTCTGTGTAGTTCATCTTC CATCA 

TGCAGAGAGTTGCTAGGGCCCAGACAAGAGTGACTTGACCATTTC 

CAATTCGGCTATTTCAACAAACATGTTC 

ATAAAAGGTGCAGTTCCTGCCTTGGGGAAGCAATTGTAATATACTGTC 

AATGAGGGGTGGGTCAGTAGGGTAGCAGTTGGCAGAAGACTCACACTGGAATAAATGCTCCTTGACTCGATATTTTTTT 

TTTTTCAAAAATGCAGAAGCATTATTGAAGCCCGGATGTTTGGGTTCTATGATAAATAA 

TCATTAAATTTTGAAAGAAAAGATCCTAAAAGK3TTAGAGACCATGGAGATTTG 

AGTGTAAGTGAGATGGGTATTCCTGGGGGGTCCCGACTTTAATACAATTTGAAAGTTTCATGATTATGAGCACCTCTCT 
GTGCCTCCTTGGTGGAGAGCTGACCTATGAGTAGTTACTGTGTGAATTAATGAACATCCTTCAGCAAAAGTTATTAATA 
GTAATGTTTGGTAAAAGTCCTTTAGAAGTAGACTGTTATGTGTGTTACTAGTTATAATCAATTAATAACCTGTGATTTG 
TAGGAG C AAATG GTC AT AGGG ATAC AG TATACATTTTAAT CTTG CT CTTCAAACATCAC CGTAG ATC C ATGGT CCTTC T 
CAAGACATTGGCTTTGTTCTGAAGCAGCTCCCACGCTCTTCCAGAAATCTCTATGCGGGACTCTG7VATGTGGTCAAGAA 
GAAGATGTACTGGATGCACATTCCCTATCAGGAGTCTCTTAATAGTCTCCCACCCAGTTACAACATATTGCTGTAATCC 
CACACAACAGCTGAAACATCTTTTCTTCATTTCTTTTAATTCCTGTAGCATTTGATGTCTCCACCGTGTAATTTACATT 
TAATTGTAAGTTGTTTTGCATCATTTAATAGTTGTTTCAAGTATGAATGTCTTGCCTTCCCAA 

TTCCTTTAAGAACAGAGGCTCACTGCGCAGTGCCAGACATAGACATAGAGTAAACCACAACTACTGACTTCACTTCAAG 
CTGACCTAACCATCTTCCC^GCGAAGACGGCCAACCTGGTGTATAACTC^TTCTTCTGATCTGCACTTACTTTATAGAG 
GAATAAATACACTGAGTTATTGGGAGTTTGTGAAGGAAGTGACTAGAATTTCAATAAAATAATAAAGTTTTGTTTTGTT 
TC^TTTCGTTTGAAAAGAAACTGCTGCATGGCCAAGATATTTGAAAATGGAGGCTGGGATTGGAC^GGGGTGAAGAATT 
GTGTCACAGACTTTGTACTGGAAAAATGTCTGCCTTAATCTAGTGAATAAATATGACTGTTCTTTGAAGTCCTTTTTTT 
CCTCCCCGAGTATAAATTCAAATGCTATTCATTTTCTGAGTTGCCTGTATTTCTTTAGCCCTTAAGGCATCAACCTTTG 
ATGTCTTATTTTCATAATATTTTCTCTCTTAGAACTGATC 

AGACTACTCCGAGCTTATTGAAAGTGAATCTTATTTAGATTCTTTCCTTTATCTGCTCACTGACAGATCTAATGTTAAA 

CAGAACCTTATTATCATCACAAGGAAGTAGATTAAA7VAATACTTTTCAGTCATTCGTATTCAACAAGTA 

AATCTTGCCTAACTTTTTTTGCAAATAACTTTGCTCCTTGGATCCTCTCCCAGGTCTTTATCAAAATGGAACCACATAC 

ATTTGTAACTACCTCATAATTAAAGTTTTGAGTCATTAAGTTCARTTATCTTTAAGGGTAAACATTGAATTTGCTGTAA 

AAGTTCCATTTGTTTCACTAAAATTYGCAAATAGTTGTGATTTTCTTTGCAGATCTGTCCAGTTTGATCTTGAAA 

ACTGCTTAAAACTTTATCAGCCTTCCTTCTTTTTGGCTTAGCTO 
AATAATACTGAGAAAAGGAGTGGAAAACATTGGAGGTATAAAGACTTTTCATGT^ 

ACATTTGAGTGAAGTCTCTCATGTTTTATTGGTTTATTTTACTCTGGCACCGCTTATGAAAAAGGGGACTTGAATTACT 

AGAGGGTAATTTTCTTTCTTTATTTTATTTATATATTTTTTACTATTTTTTTCCTTCAGTTATGTTC 

TTGAAAACATATACAATTTCAGGGTCTTCTAGAGTATATTTACATCATTCTGA^ 

GCAAATATTCTCAACCCTGTCAGCTTTAATATTATAATTAATGTGCACAAAKCTGAAAACTTTTC 

ATACATTAAATAGACCTTAGCAAACAACTTCTTATTTGAATACTTC 

CATAACTTTGGTTATAATTATGTAAATGGTTAATATTCATGTTCTGATTGC^ 

GCCATTTGCCTAAGGTGACAAGTCTGGTAAAATCAACAGAGGCACTCAGAATACCTCCAAAAT 

GAACCTTTAAATGCTACAGAAACAAGCTAAAGCGATGCATTTAAATGTGCTTCTATGTAGGGCTTGAGCTGTATCTAAA 
CTTAAATTAGAGCTCAGCCAACATAGAATCTAGTTCAGCAATACT^ 

TAAAATGAGATTGCAGAGGAAACACATTTTAATACCTGAGGTGTGTGCTTAATCTTCTTGATGTATATTAAAAGC 

TACGTGAGAGTAATATGAGGTGATGGGGTTTACTCTTAAAGAGATTACTAATAATGTTTATTTGGAAAAAGATGAAGAT 

TTTAGAGGCTATTTAAGAAACTGGTTCTGGGAAAACCAGCCA^ 

ATTCTGCTTTGCTATAGAACCATGGTCAAACCAAGGCAAGCAGCACAAATTACATGAA 

GCGGATCCTTAAGACCCTCCCAAGAAGACCAAGAGCTCTCTCTTTAAAACTCTGTAAAATACCTAGGTTCTCAAGTCTT 
CCTATGTCTTATTTCTTAACTAATTGCACTATCAATTCAAAAATGGAAG 

TCCTATACATTAAGAAGAACTTTTCCCACATGAATAGGTAATATCACAGTCTAAAGCGAGAGGATGA 
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CTTCCTATCATATATTTTAACAAGAAACGTAAATATCTATGACCTACTTATAGCCAATTTATATTTTGCCCAGGTTGTT 
TTGTTTCTAAACTTACCCCTCATATGGCTTAATAATGAAGGCCATAAATGTGCCTCTTTCCTATCTCACCCCTATGACT 
TGACATGTATTATAAAATGAACTTCCTATATAAAATAATATTTATTGAATGAAAGG 

TATTATATTATTAAGCTTATTTTTTGCACATCATRGCTAGATCATCTTAAAATAGTTTGGCTCTGTCTCTTTTCCCATT 

TTTTTTTTTTATTATACTTTAAGTTCTAGGGTACGTGAGCACAACGTGAAGGTTCGTTACATATGTATACATGTGCCAT 

GTTGGTGTGCTGCACCCGTTAACTTGTCATTTACATTACGTATATCTACTAATGCTATCCCTCCCCCCTCCCCCCACTC 

CATGACAGACCCCGGTGTGTGGTGTTCCCCACCCTGTGTCCAAGTGTTCTCATTGTTCAATTCCCACCTATGATTGAGA 

ACATGCAGTGTTTGGTTTTCTGTCCTTGCAATAGTTTGCTCAGAATGATGGTTTCCAGCTTCATCCATGTCCCTACAAA 

GGACATGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATC 

ATTGATGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCTGCAATAAACATACATGTGCATGTGTCTT 

ATAGCAGCATGATTTATAATCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATAGTATTTCTAGTTCAAGA 

TCCTTGAGGAATCRCCACACTGTCTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTAAAACTGTTCCTA 

TTTCTCCACATCCTCTCTAGCACCTGTTGTTTCCTTACTTTTTAATGATTGC(^TTITAACTGGTGTGAGATGATATCT 

CATTGTGGTTTTGATTTGCATTTCTCTGATGGCCAAGTGATGATGAGCATTTTTTCATGTGTCTGTTGGCTGCATAAAT 

GTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTTGCCCACTTTTTGATGTGGTTGTTTGATTTTTTCTTGTAAATTTGT 

TTAAGTTATTTGTAGATTCTGTGTATTAGCTCTTTCTCAGATGGGTAGATTATAAAAATTTTCTCCCATTCTGTAGGTT 

GCCTGTTCACTCCAATGGTAGTTTCTTCTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCTCATTTGTCAATTTTGGC 

TTTTGTTGCCATTGCTTTTGGTGTTTTAGTCATGAAGTCCTTGCCTGTGCCTATGTCCTGAATGGTATTGCCTAGGTTT 

TCTTGTAGGGTTTTTATGGTTTTAGGTCTAACATTTAAGTTTTTAATCCATCTTGAATTAATTTTTGTATAAGGTGTAC 

GGAAGAGATCCAGTTTCAGCTTTCTACATGTGGCTAGCCAGTATTTCCAGCACAATTTATTAAATAGGGAATCCTTTCC 

CCATTTCTTRTTGTTGTCAGGTTTGTCAAAGATCAGATGGTTGAAGATGTGTAGTATTATTTCTGAGGGCTCTATTCTG 

TTCCATTAGTCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGT 

CAGGCAGCGTGATGCCTCCAGCTTTGTTCTTTTGGCTTAGGATTGTCTTGGCAATGCGGGCTCTTTTTTGGTTCCACAT 

AAACTTTAAAGTAGTTTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAGCTTGATGGGGATGGCACTGAATCTATAAAT 

TACCTTGGGCAGTGTGGCC^TTTTCATGATATTGATTCTTCCTATCTATGAGCATGGAATGTTCTTCCATTTGTTTGTG 

TCCTCTTTTATTTCRTTGAGCAGTGGTTTGTAATTCTCCTTGAAGAGGTCCTTCACATCCCTTGTAAGTTGGATTCCTA 

GGTGTTTTATTCTCTTTGAAGCAATTGTGAATTGGAGTTCACTTCKGATTTGGCTGTTTGTCTGTTATTGGTGTATAGG 

AATGCTTGTGATTTTTGCACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGATTAAGGAGATTTTGGG 

CTGAGACGATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACAGGGAGAATTTGACTTCCTCTTTTCCTAATTG 

AATACCCTTTATTTCTTTCTCCTGCCTGATTGCCCTGGCCAGAACTTCCAATACTATGTTGAATAGGAGTGGTGAGAAA 

GGGCATCCCTGTCTTGTGCCAGGTTTCAAAGGGAATGCTTCTAGCTTTTGCCCATTCAGTATGATATTGGCTGTGGGTT 

TGTCATAAATAGCTCTTATTATT1TGAGATACATCCCATCAATRCCTAGTTTATTGAGAGTTTTTAGCATGAAGGGTTG 

TTGAATTTTGTCAAAS-GCCTTTTCTGCATCTATTGAGAGAATCATGTGGCTTTTGTCTTTGGTTCTGTTTATATGCTGG 

ATTACATTTATTGATTTGCATATGTTGAACCAGCCTTGCATCCCAGGGATGAAGCCCACTTGATCATGGTGGATAAGCT 

TTTTGATGTGCTGCTGGCTTCGGTTTGCCAGTATTTTATTAAGGATATTTGCATCAATGTTCATCAGGGATATTGGTCT 

AAAATTCTCTTTTTTTGTTGTGTCTCTGCCAGGCTTTGGTATCAGGATAATGCTGGCCTTATAAAATGAGTTAGGGAGG 

ATTCCCTCTTTTTCTATCGATTGGAATAGTTTCAGAAGGAATGTTACCAGCTCCTTTTTGTATCTCTGGTAGAATTCGG 

CTGTGAATCCCTCTGGTCCTGGACTTTTTTTGGTTGGTAGGCTATTAATTATTGCCTCAATTTCAGAGCCTGTTATTGG 

TCTATTGAGGGATTCAACTTCTTCCTGGTTTAGTCTTGGGAGGGTGTATGTGTCCAGGAATTCATCCATTTCTTCTAGA 

TTTTCTAGTTTATTTGCATAGAGGTGTTTATAGTATTCTCTGATAGTAGTTTGTATTTCTGTGGGATCAGTGGTGATAT 

CACCTTTATCATTTTTTATTGCGTCTATTTGATTCTTCTCCCTTTCTTCTTTATTAGTCTTGCTAGTGGTCCGTCAATT 

TTGTTGATCTTTTCAAAATACCAGCTCCTGGATTCATTGATTTTTTGAAGGGTTTTTTTGTGTCTCTATCTCCTTCAGT 

TCTGCTCTGATCTTAGTTWTTTCTTGCCTTCTGTTAGCTTTTGAATGCGTTTGCTCTTGCTTCTCTAGTTCTTTTAATT 

GTGCTGTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGGAATTTAGTGCTATAAATTTCCCTCTACACAC 

TGCTTTAAATATGTCCCAGAGATTCTGGTATGTTGTGTCTTTGTTCTCATTGGTTTCAAAGAACATCTTTATTTCTGCC 

TTCATTTCGTTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGTTGAGCGGTTTTGAGTGAGTT 

TCTTAATCCTGAATTCTAGTTTGATTGCACTGTGGTCTGAGAGACAGACTGTTGTAATTTCTGTTCTTTAACATTTGCT 

GAGGAGTGCTTTACTTCCAACTATATGGTCAATTTTGGAATAAGTGCAATGTGATGTTGAGAAGAATGTATATTCTGTT 

GATTTGTGGTGGAGAGTTCTGTAGATGTCTATTAGGTCCACTTGGTGCAGAGCTGAGTTCAATTCCTGGATAACCTTGT 

TAACTTTCTGTCTCGTTGATCTATCCGATGTTGACAGTGGGGTGTTACAGTCTCTCTTTATTATTGTGTGGGAGTCTAA 

GTCTCTTTGTAAGTCTCTAAGGGCTTGCTTTATGAATCTGGGTGCTCCTGTATTGGGTGCATATATATTTAGRATAGTT 

AGCTCTTCTTGTTGAATTGATCCCTTTACCATTACGTAATGGCCTTCTTTGTCTCTTTTGATCTTTGTTGGTTTAAAGT 

CTGTTTTATCAGAGACTAGGATTGCAACCCCACCTTTTTTTTGTTTTCCATGTGCTTGGTAGATCTTCCTTCCTCCCTT 

TATTTTGAGCCTGTGTGTGTCTCTGCACGTGAGATGGGTCTCCTGAATACAGCACAGTGGTGGGTCTTGACTCTTTATC 

CAATTTGCCAGTTAGCATCTTTTAATTGGAGCATTTAGCCCATTTACATTTAAGGTTAATATTGTTATGTGTGAATTTG 

ATCCTGTCATTATGATGTTAGCTGGTTATTTTGCTCATTAGTTGATGCAGTCTCTTCCTAGCATCGATGGTCTTTACAA 

TTTGGCATGTTTTTGCAGTGGTTGGTACTGGTTGTTCCTTTCCATGTTTAGCACTTCCTTCAGGAGCTCTTCTAGGCCT, 

GGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAAACTTAGTTTGGCT 

GGATATGAAATTCTGGGTTGAAAATTCTTTAAGAATGTTGAATATTGGCCCCCACTCTCTTCTGGTTTGTAGAGTTTCT 

GCCGAGGGATCAGCTGTTAGTCTGATGGGCTTCCCTTTGTGGGTAACCYGACCTTTCTCTCTGGCTGCCCTTAACATTT 
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TTTCCTTCATTTCAACTTTAGTGAATCTGAAAATTATGTGTCTTGGAGTTGCTCT 

TCTACTAGAGGGTAATTTTCTTTTAGGGTGTTATAAOT 

AACATGAGATAACTTGATGATTATCTCTTTAT^ 

tcaaatagccagtctcatgtttctatttctc 

ccaaaatgagtaacgaaagggctgaagaaagttgaactc 

attttatatgttgagtaacatgccatttgaagatttgacaatt 

tagattgatc catcatctttctcacttaagag gatttagttctcac cttcaaataatcagc agattaaaatagtggt ac 

atagtcatctgtaggaagaaagaaataagctgtacagtagagt^ 

cctgtgtatatttattaaatatcagtgacattt^ 

ctgtgtactaggcattgttcatttt^ 

gtactggtaatgatatatatctttatttcccagtgggttttggc^tatagc^taaagatcatgaaagtgggctctaga 

atctgagagcctgtgaaaacttcagctccaac^ctttctagttgtgtgagcgactttaggcaagttaat 

aagctcatttacttcatctttacaataggtataataatagtacttacctcatgtccactatctaaagagtaaatgggaa 

aatatgcaaagcatattgcactgggcttggc^ggc^^ 

c^tagttcttgcttagttgattgttataatc 

acttggacagtgagagacaccacctvtctggcctgttgtgt 

AGGGGAACAGATGCTCTAACTGCCTTC^AGAATdTC^ 

ATCTCTCTTTCTATTTTAGGTAAGTACATGA^ 

TTCCTGTTGATTTGCATACTTGGAGGATCTC 

AAGCAGAGATCTGGAAAGGTAACTVGAATTTCCC^CACATGCTTTCCATCTCTGTTTCAAATCTTTGGCAG 
ATCTGTTATTTTJAATTAGATAAAATGCTATGT^ 

GTAGTTTAAAAG ACTTGAGAAAAGAAAAACAATTGTTTRCTTC CTATTAGAAATCACAAAATCCTC TCTGAAGTAAAC A 

TACAAAT CTTTGTTTTTCTGCTTTCAAACAGGGAAAATTTTTTCAGTGC CTAACAAACAGGTGTTTC ATGATT^ 

TTAATGAGAAATAATTTTGTATCAAATAGAAAAAGTGACAAATGGCCCTGCAAGACCWTGTGTGCATAATATTGTAGAA 

GGAA.TTCCTGTTATGACTAAGAGTTGATGTAGTTAATTTAGTATGTCTAAAGTTGGCTGTAATCTATCA.CCACAGAA 

GCTGGAAGAAATGATCTTAAATCACAAAGGATTTAGTAAAGACCTACGTGAGCTGTGAAAGATGATTAAACTATGAAAT 

AGTTCTCAAAAGGAAGTTATAAATTCCTTGCCACTTGra 

AATAAAGATTTATCCTGCCTTGGCACAATGTATTGAATTGGCATGTTGTTCTCAGTAACAAAGTCCCAATTTGCTTCAT 

(^GCTTTAATTCCCTATTTACTCCATA(^TACTCTATACTCTATGTGTTAGTCTGAGTCTTGCAAGAAGCCCATGCC^ 

AATGGGATTAGAAATGCAAGAATTTTAGGAAATGCCCTTGTAGAGGAATATAAGGAGGGAGCC^GTTAAGGCTGAG 

AACGTCAAAG(^TGATCC^GTTTGACTCTGAGTAAAGAAGGGAGAGAGAATTGGTGAGAGCATCCTTGATTGGGCTAG 

CCAAAGGCATATGGGAGTCCTCAAGCCAAAATCAGCCATCAGAGGAATCCTGTTTCCCAGGAATGTGTCTGCCACAACA 

TGCCCTCTGTGCT(^GTAAATACCAGGAAGCAGGGCATGGGAGGTATGGCCTTAGCTAAAATGTTG(^GTGAATTTC^G 

AGGCATCAGTTGGGGCCCTTTGCTGGTTATAGTTCCTATAGTTGGAGGTCTGCAGCATATCCTCACGGCCCCACACAGA 

GACTGTTAGATCTTGGTTCTTTCTGTTTCTTATTTTCTATTACAATGCCTTCTATCTCCACATCTTACTCATTC 

GCCCAAATCAGTTACCACTTCCTTCATGAAGGTTACTCTGTACAACCTAGTGGCTAATAATTACCATTCTCTTTTGTAA 

XTCAAAAATTCTTGTATTTTTCTGTGATATTTATTGTTTTTTGTTATC 

CATTTGTGCTAGCCACTTTTCTATGCTCTGTGGGGGAGAGGATCAGAAAAAAATGATAAAACATGACAGTCTAATGGAA 

AAGATAATACTGTAGAATACATTAAAATATGACAGAAATGTTTGAAGTATGAGCAAAAGATATGAGGAGACAGAAGAAG 

GAAGAATAACCTTTTGGGAAAGAAGGGAGGGCAGTGCTCAGGGAGGGATGGAGGATTTAAAGCAGGACTTGACATTGAG 

TTTTGTCTTGGAGGGTGACTAGCTCGTTAGGAGTTGACAGTTGAATAGGCATCATTTTGAAGTTCATGGTTATATGAAG 

GAGCATAGAAAAGGTTTGTAGTACAGAGAGCCTTGCATGTCATAGGGAATTTATGGGATTACGGTCAAAGAGAAATCTG 

CAAAATrGGCCTAAAGCCAGATTATATGGGGCATCGGGTCTTGGCAAGTAGTTTGGACTTTATTCTATGAGCCCAATCC 

AATTCAGAACATCTCAGAGTCATGTGGGCCAGGCTGAATGACAAAAATATTGATGTATATAATTCTGTTATGGCATACT 

AAAATGGTATGATTCTACCAAACAAAAAAGATGGTGATACTATATATTTAAATATGTTGTCTATATCTAAAAACTACTA 

ATAAATTACAATGAAGAAATCACATTTTGATAAAAGAAGATAAAAATATAGGGCATAAGGCCAAAAT 

TTTAGCAGACTCTTAATCTCAGGTGTGAGATTTGTCACGAATAGCTATTTTCTGCTCGATATATATTTACTTTCTGTAC 

AGTGTGGTTATAAAGACATAACTGAAAAATCTAGTTGTCCTCGAAATATGTAAGGTATCAAAAAGCAGGATTTTATGCT 

GAGTGTGCTTTATAATATTTGGAAAATAGTTATAACTAGTTGAAGCATTCACCAGAATGTCACTTGACAATTCTAACTT 

TAAATATCTATAAGCCATAAAGTTAATA^ 

AGTGGCAAGAATAGCACAAGGAATTCCCAGATACCCCTCACCAATATCCCCCAAATGTTAACATTTTACTACATTTACT 

TTATTCAATCTCTGTCTCTCATATCTACCTTTCTGTCTATCTAATCATCTATGTATCCGTCTACCCATACACACGTTTC 

CTTATTGATACACATTAAGAGCAAGTTGC^GACATGATACTCCTTTGCTTCTAAATACTTAAATAATTCCTAAAAACAT 

GGAATTATCATACATAGGTACAGTTCAGTGGTTAAAATTAGCAAATTAACATGGATAAAATGTTGTTATCTAATCTACA 

GACTTTATTCTAAATTTCAATAATTGTCCCAATAATGTTCTGTGTAGCCAATGAAATTACAAAATCATGCTT^ 

AGTTGTC ATGTCTC TTTAATATCCTTTAAAC TGGAG CAGTTTCTG AGT CTT CGTGAAAGACTATTT C ATGAC ATTTATA 

TTTTTGGAGAATTAC^TGCCAATTGTTTTGTACACTCTCTTGATTTATTTGGGCTGCTATAACAAACTA 

CATGGTTTATAAACAACAGAAATTTATTTCTCATGGTTCTGGAGGCTGAGAAATCCCATGATCTGTGCTAAGCAGATTT 

TCTGTCTGGTGAGGATCAGCTTTCTAGCTCATAAATAGCTGTCTCCTTGCTGTGTTTTTACATGGCAGAAAGGAAGAGA 

GAGTTCTCTGGGGTCTCTTTTATAAGGGCATTAATCCCATTCATGAGGGCTCTGTCCCCATAATCTCATC^ 
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AGGCC&CACCTGTAAATACCATCATATT^^ 

AAAGCATAGACTATCT^TCAATTTGAGTTTATTTTGTGOTTCCTC 

ATATCACAG^AGGGATG^TA^GTCCTTATATCCAGAGGTAGATGCTG 

TGATCATOTAGTTO^GTGGTGCCTACCAGATTTCTCCACTGTAAAGTTACTAT^ 

PGTGA^'CCTGTCTAAATCAGTTACTTGTGTTATTATGATGGTTGC^ 

Scatctcgtgcagtcc^ 

qGGGCCAAACTCATTTTTT 
CACCCAC^AcScGCCCGG^^^ 

• cS^caaaccatagtggcttgctaaggggaaatc 

ATATTGTTGG^TAATATCATTATTTATCTTAATCCTCATACTGTCCTGGATOT 
CTTOTATCCAAGCCTTGGAATCAGCTA 

- aaSSgga^gtaggtgtgcttttgcttctaggtc 
^aaSa^ 

ATGTGCTTTCAAAAATTACTTTCAGAATTACCCACTCACGCCTCTATGGAAAAAGAGAAGTAAG^ 

TCAGTAAGTA^A^TTTTAGCATTATTTATGTTTTATATGCCTAATTCT 

TCA^AGCCA^TTCCACTCACTTCACGGTTCTGTTACTTATTTTAAATAT^ 

^ctSSSaataataagaaatctctagcaccatttaagactcag^ 

TATCTGGTTATTTGTAC^TG^ 
CATATAG^AATTTAAATCA 

^AGCCTTCCCATTAGGTTATCTTTCTCATACATTACTTACCTTAAGTTG 

aSgSaacaaaItcactaggaaatgtitatggagggaaga 
?SSgg^™Sgctgtttctcatgtggccaaaact^^ 

gSaScca^S 

TCTACAAAATTATCCTAGGTTTAGCAATATTGGAATTAAACT 

cSSgcSSSagag^ 
a^Sq^tSgcaaagattattttatgtatttto 

TGGTCTCTAAAaSgGCCAGGTGCGGTGGCT 

Sag^Sa^ 

actaaattgtggtacttccatattttttttaa 
^^SacacaStttaagtatatgggctaaagtatgaaa 

OTCCTTGTATTTATATTTATTTATACCTTAA.TTAAATTTTGAAATAATGTTGTTA 
TOTA^TCTTTOTGAGACTGAGTTTAAGGTA 

SgtcSggScctcagttttaagtaa^^ 
mSaSSgaagtatatgataggctgtgtc^^ 
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CMTCACACCTAGGAGGGGCCAAAGGC^CAACTCACTGGGTATTGGAATGAT 

SSctgattcg^ 

qttaCCAAGTCTCAGTGTITGGTCA 

TACAAAAAAGTAATTTAACTGAGCTTTATAACTTATGATTTGGAG^ 

OTATTTTCAGTGCAACTTAGCTTTCTXjTGTATCTCCATTGCTCA^ 

AOTAGTGTGACAAGAGTTAATAAAATGATTAATTAAAAAGAGCCTTA 

AAGTAGGGTGCTTTTTGGTGGATCAAGAGAGTCCAGATCACTAATATATGGATGGCGTATAAATTAAATCACTGTGTAA 

TQCCTACATTOTAACTATGQTTTTCTGTGGGTATATATACAAATAGATAGCAACTGATTAAA 

TTOTCTTOTCTACTGCTTTCTCACTCAAAAAATGTAAGCTAGAAAAAGTTGATGTC^TGGAAGTAAAA 

ag^ggaaSaagtggtagtgttctatagcactatagtatgactata^^ 
tSatotattg^ 

GTATACACC^ 

cSSggS^ctgtatcataaaacaaaagttgactgttcccaaac^tgtgcttgg^ 

aStctaSgactgaatgaaagtataaatgaataaatatttttagc^ 

SagacaSccaaggtcaatgctaaatgtaaaatgtatt^ 

aIScttacgI^ 
cttaacactmattttttggttgagtc 

S?TCGAGCCCAGGATTTTGAGATCAGCCAGGGCAACATAGTGAGACCCTGTCTCTACT^ 

GACTACAGTAAGCCAGGATTGCGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGAGACCCTTOT 
GOTTOTCACCAACACATTTCAAAATTACTTTTAAAATTATTATTGTTTT^ 

aSaStgaacc^ 

Sgctcgcagaca^ 

SSaSgatggggatgttggttaaaaaca^ 

tSSSctcagmgtttactgtgtattatacsaaaaa 

OTTCTCACTCAAACTCATTACACCGTATAGTGAAAATCTAGTTACAGGTAG^ 
SS^GATAAGTTAGCTGTTTTGAGCCACACAA^^ 

Sc^ctgtSc^ttgtgagtaatatcttatctgttacactayto 

?gcc™ctgtaagat^^^ 

Sggcag^ 
aaagtgaaaa^ctgVttcctgtg 

ttcatogaagaaacatcctgagttcctatgacatgctaggcattgtgctggtgggggcgagggttgggtgagt 

TATGCTATTTA^TTTATCTTACTTO 
TTTTA^TGAACCAAAAA^ 

C^TTCAATTCTA^TGTATGGGCCAACTCATCATTTTAATACAGAGCTTrGAGAGAAAATGCA 



ATGATCACTAGATGGCGCCATGCTTCCCTTAGAATGAAGCTGCTCAGGAATTTGC^GTGCAGTTCTGAGTAT^CACA 
TAGAAA^CTGGAAGATGAGACAATTGT 

TGTTACTTTGCATTCAAAAAGGGAGTAACGATTGGGTTTGTAAACAGTATATTO 

acttcctctcgaaaactgggtcctagtc^ 
Scaaaaaaaggattgtcagatccccaaaagcacaaggatc^^ 
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TACACTCGTGAAGGTGGAGTGGAAGACTTCTTTATAGGAGTATGATTC^TC 

AGCTAAGACACTAGTGCATCAAAACACAATACATTTGTGAGAC^ 

TATAGAACTTTAAACCTQGATGCAATTTTAAGATCATATO 
TAATTTOTGATACACT 

ATTATCACATTOCAGAGCTGAATTTTTCTTCTTTGGTTCATTGACTGCATTGAAT 

g^gcaaagagaagtataaatccaacttaccatctagtctctttctgtgtggtcttgg 

SSagggagggSStgaatatctcatcttcaagagtgtg 
SgISaggaS^^ 

gctcctoSgcctctacttgctgggctccagtgatcctcccacctcagcctctca^ 

rScCAcScTGTCTCATTTTTGTATTTTTT^ 

GTATTATiTOTCTAATATGAAGAAATACTTGGTTTCTCOT 
TOa^TCCTMATGATACTTTCTATTTTTATCCCCTGCT 

ACCAGATGGAAACCTGATCTCCATTTATACTTTGCCTCTTGTATTGAXAACAGGACATGAA 

caSaStgactctgctgcagitgccaggctaaataac^^ 
tctatajSgaaaatgtgtgttgaaag 

GGTTCTAATAGTGCATACCTGTTATCC 

CCAGCCTGGOTAACACAGCAAGACCGCCATCTATTTAAAAAAAAA^ 

taStttctctcaaaatatttaagaattagtatatgtttaacatatacaggttgaata 
gaccagjagtrtttca^^ 

gaaSScI^ 

toatcatgc^taacctaccttgtgaaataatggagtcctttattaataaca 
I™to?Stcaggctctactctaaacattttatatgtaot 

TTAmSStTTTCCATO 

aISa^taaggggttaaatgaaatcatgcccaaaatgctgtgot 
gIStgIg^a™ 

rAATOAAAACTGTGGTCTCCCATGAAGTATTTCAGGTGCTGGAAGGAAATCTCCTAGACTAGGACT 
TTTTCAAGGGGCAGCTAGT 

CCATCTATCTACCAAAAATAC3AAAATTAGCCGGGTGTC 

pScagaattg^^ 

Saaagcc^aStcttcataacctaactgaatgtgtcaa^^ 

cScScScScTTCTTCTTC™^^ 

TCTTCTTCTTCTTCTTTCTTCTTCTTCTTCTTTTTTTTCTTGAGGCAGGGTCTCACTCTGG 
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GCCTCATCTGCATGTGGTGAATATGTAACAGTAAAGAGGATGAT 
CTTTTACTCTTGCTTTTACATATTCATCTCA^^ 

G^GGGAAAGTATTATCCTCOTCTCCCTTTACTCCCAATTACAGAGGAGTACCTGAATCCC^CAGAATTGACATATIT 

CTCAATATCAGTTAGTCAACATCAAAGAGACTTGAACTGCTATAGTCATTATATGCAGTCTTAAGGACACACTCTCCAC 

ATTTTAAGGTTTAAGG ATGGAT AGGATTT C CACAGAAGTAT AAACAGAAAAATTGAAG ACAGAGGAAAG AATAC TGG AC 

AAGGGCAAAAAAACAGGAAGTATGGTACAACTTGGAGAAAATGCCAGTGAGCTGCTAAGCTCAGGTACAGGATGAAGAG 

AATTAGCAGGCAGATGTTGATGGAATGCCGCAGGAAGATCCATCTTGAATGGTTTCGTGGGAACATAGACTGGATGTGT 

GATCTAAGAAATATAAGACTAGTGGGTTAGACTCAGCAAGGGGTAATGTGGAGCTAAGTTTGATGACTATAGATATGGA 

AAGACTCAGGGACAGATGCTACAGAAATTTCAAAGTTOT 

GTGAGACATCTAAGATGATTCTCAGGTTCGGGTCTGAATGACTGGGAGAATAATGATCCAGGAACAGAAATAGGGAAAT 
CATGAGAAGATGCTAAATTGGGAGGAGATGCTGGGTGTGATTTGCTGAGTTTGAGTACAAGCAGACCATGCAAGTAGTT 
ATGTCTAACTTGGAAGCy^AAGTAATGGTGTGCACCTGTAGTCCCAGATATTCTGGAGGCTGAGGTGGGAGGATCAATTG 
AGCCCAGGAGGTC^GGCTGCAGTGAGCCATGATCCCACCACTGCATTCTAGCCTGAGCGACAGAGTGAGACTCTGTCT 
CAAAAAATGTAATGCAATGCAATGCAATGCAACGCAACACAGCAAAACACAACACAACAC^TAAAAATAATGCCTTCA 
GAACCTCCCCCCCAAAAAAAAATTCTAGGAGGGAAGTGGGGTAAGCCTAGTGAAAATTCTCAGGCTAACTGACAATGTG 

TATGTTTTGCTAAATGGACTTCAGTT^ 

CCACATTGTCCATTTCATAGAATTACTCTGTTTTTGTTGTTCATOTTGACATTTCCTAAGCTGTCACTTGACCCAGACT 
GACACATTATCATCTGCATGCACCTAGGCTCTGCCTTATATATGTTTACAACATGCAATGAAGCCTAGTGCCTGTAATC 
AGAAAGAGGGTGCTGCAGTCCATCATGTGAAAAAAGAGCTGGACTATGAATGAGGAAACAGATTTTACTCTGACATCAA 
GGCTGGCCGACAGCATCTGTCATGCCCCTAACACAATCATGCTAATTATAAGCCATCACTTTCATTCTTCTTGGAATTC 
AGAAGTCAGGAGGGTTGTAGGGGCAAATTTCTAACGGGTTGTGGAATCTATCATTGCTAGGACCTTTTACAATTCAGTT 
GCTTACTCTTTTTAAAATCTGCCATTCAGCAGTCTTTTTCAGTACCAGTAAGCCACGCTATGCATTCCTATGAATAAAG 
TGCACAGCAACAGCATCCAAATGCAGTGACGGAACTGTATGGCTTCTCCTTGGAATAGCTTTTAAAAACCTGCTTAGGC 
AGGGACACTTTATTGCTTGCTGAAAAATTCCAAAAGATTTGTGACTATGTTTAATAAATTATCAAGAACTATATAGAAT 
TCCTTAGACCTTTTTTCTAAAATAAACTTTTGGAGATTTTTTGTTTGTTGGTTGTTACTATTATTTTTAGAGAAA 
AATTAAATTATCTTCAGATCCCAGGGAATGGTAGAATTAGTCTTTTTGGCACTGATAGTAAGGTAGGTCATGTCTTAGT 
CCATTTGGACTGTTACAATAAAATATCATAAACTCTGTAGCATGGCTGGGCACAGTGGTTCACGGCTGTAATCTCAGCA 
CTTTGGAAGGCCGAGGCCGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGGCAACATGGCGAAACCCCATCT 
CTACTAAAAATACAATAATTAGCCGGGCATGGTGGCGCATGCCTGTAGTCCCAGCTACTCGGGAGTCTGAGGCAGGAGA 
' ATCGCTTGAACCCAGGAGGCAGAGCTTGCAGTGAGCAGAGATTGTCCCACTGCACTCCAGCCTGGCCGACAGAGGGAGA 
CTCTGTCTCAAAAACAAACAAAAAACTGGGTAGCTTATAAAGAATAGAAATTTATTTCTCATAGTGCTGGAGGCTGGGG 
AGTCCAAAGTCAGCATGCTACAGATTTGGTGTCTGGTGAGGGCCAGGTTTCTGGTTCATTAATGGTGTCTTCTTGCTGT 
GTCCTCACTTGGAAGAAGGGGCAAGGGAGCTATAACTTGGAAGAAGGGGCCTCTTTAATATGTGCATTAATCCTGTTCA 
CAAGGCTGGAGGCCTAATGACCTAATTACCTCCCAAAGGCCCTACCTCCTAACACTATTGCATTGGTGATTAGATTTCA 
ACATTTGAATTTTGGGAGGGTGCCAATGTTCAGATCATAGCTGGTCATTTCAGCTTATTTGTACTCTCTAAGTTATGCT 

GCAATAATTGTTGGCTTCTGTACATGGGCAATATGGAAATTA 

GATTATTCTGAATGTGATGAAGTTATAGTCTTTTTCCTCAGGTGGATTAGATCACTTTTTGGATAGAAATTTTATGTTG 
GGAAAAATAAAAATGGTTCAGTGACCTGAGGCAGAAAAAGTCTGTTCACAGGAATATAAGATAATTACTCCATCAACTC 
ACAGTTGTTTGGAATGTCAGGATCAATAATAGTCCTCAGAACATTGTAACCTTACTCCAGCAACTATGCTAACATAAAG 
CAGAGAAGTCTGAAGTCTGTCCATTAGTATTGGTGACAAGGTCATGGTTGCTTTTAAACTTTGCTTGCCAAAATACCTG 
GAGGGAACTCAATGTGCATACTCAAGTTTCTGCTGTGGCAAATTGACTGTTGCTACCCCAGGAGACCCTAGGAAGACAA 
TCAGTTCATGTCTGACTGGAGACATTGCAACTTTATTTGTATGAACTATTTGGGTCAAATTTCAGGGGGACATGTCACT 
ACAGAGGGGCAGAGGGTCATGATAATGAAAAGAATCATTACGTTATATTGGTAATTAGATGTATGACTCTACAAACTTG 
TTTTTCCTTGGGTGTTAGTAACATTCTTTTTGGAGATAGATGGCATTTTACAAAGTCTATCCACAGAAAACTGGAAGTA 
TCTAAAGATAATGATAATGACGAGAATATATTCATTGTAATCTGGCATACAGAATTTTCTCTGCCATTTAAGAAGCTGA 
ATTTCTTTTAAGTATAGAAAGGTTAGACTTATCAACCTTATTTGCAGATACTATTTATGTTTTTCATGTTTTCTCTCTG 
TCCTTAAATATTTTCTGAGATTTAGGCACTGAGCTCTCTGCTAGACATTTTCAAATTTTATCTTTTAAAAAATCAGAAA 
ACCTCTCTTTATGAATGAAATTTTTGACAAAACTCTGATATATAAAACAGGCAAAATGAAACCATTATGGCAGGAATGA 
GTCTGGGATTTGCCTATTTATTTTTCTTTCTTCTTTCTCCTGTCTGCTAAATTTTCTACAAGCAAGGCAAGCAGTTCAT 
GAATCAACTGTTGACTACTTCTGAAACCTAAAATGAAATAATATATATGAAAGCTGTTATTCAGTGATTTATACTTATC 

AAAATATACTTGTCAAAATATTAACTGATTTGTGTITGTCAAAATAAATATATTCATACATAG^ 

AGATCTAGTTGTATTGTAGGTGCCTAGACCAACATGACAACTTGATTATATGGCTTGAGATATTTACATCACTCTTACC 

ACAAAAACGTCAATAAACAGAGCTTATTAATCTTTTGAGGAGGAGGAAATGAAGGTGTAGGAAAGCATGTATGAAGTTC 

TACAGCATTTGTATACATCCATCTTTGGGAACTGAGTGAGCAAAAAAGAATAAAATGTTGATATTAGCATGAAAACTCT 

CACTAACTCTATAAATTTCTTGTCAATATTAGGCCTGTTTCTAAAGCCAATCAGAATGAAGGAAGAGCTTTTTA 

AGGCAAATGTTGGTTACATTGGCTTCAATTTTAAAACAAAGTTCTACATTCTCTTCAGAATGCGAAGGAGGTTGAAAAA 

GGAGGCATTTCCTGCATATATTTTGAGATGAGACGAGGGTGAGAAAAGGAGTAGAGCTGAATGTTATGTTATTCTGTTA 

ACCTTTGTCAGGCCCATCAGGCTTTATATGGTTCAAATTTCTGCTGTATATTTTGATACTTTCTGTCTCCACAGCAGTT 

ACTC^GGAATATATCCCAATAATGACACTGAAAATGCAGTGAATTTATAAATAGATCCCGCTGCTGCATAGATTCCATT 

ATTTAGAAAATTATACAGSGTTCTGTAGGAGGTTGAACATACAGTAAAATAGTTCATTTGCTTAGAAACAATTATTATA 
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ATTGTTATTATAAAATCTAATAGATTATO^ 

TTTAATATTTGCTTCATATGATAAAGAA?U^CTTAAAATTGATTTTCTATTTGAAAAATATCAAC!AGAGGCTGGGCACG 
ATGGCTCATGCCTGTTATCCCAGAACTTTGGGAGGCTGAGGCAAGCGGATCACCTGAWGTCAGGAGTTTGAGACCAGCC 
TGGCCAACACAGTGACACCCCATCTCTACTGAAAAAAAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGCACCTGTAA 
TCCCAGCTACTCTGGAGGCTGAGGCAGGAGAGTTGCATGAACCCAGGAGGYAGAGGTCGCAGTGAGGCAAGATCACGCC 
AATGTACTCCAGCCTTGGAGACAGAGTGAGACTCCATCTCAAAGGAAAAAAAAAACAAAGAAI^AATATCAGCAGAAATA 
AGTGAGTTGAGTAATTTCTAAATCTTATTTCCTATGTAAGTGGTTAAGAAATAATTAACTTTTGTTCTAGAAGTATTAA 
GGAGACAAATTGCAAAATTTAATGTGAAGCCTTGGCTCAC^TAAATACTrTCTTTAAAerTAGGATATATTTAAAGTG 
GAATAATATTTTCCAACTTAAAATGTAACCATTTATTTTTTTCTTTAATGTGTTTGTGTATACATCTCCTTCTTTGTCA 
AAGGTTTGAGTAGAATTAGAAATAGCTGCAATTTAGAAAACTCTATTTTGAAAGGAAGAAAATTAATAATiUVATAGCA 
' AAGTAAAAGTTATCTTTCTGGAATCTAGGACTCTCACCCACTCTCATCTTCAATATTTACCCCATTGTTTCACATATGG 
AATATTATAAAATOAAAATATAAGAGAACGGATATGTTATTATTCAAATTATTTTCATTGAGGGTGGTTTGCCCAGTTT 
CTTAGAAGCAATTAAAAGGAGAGGATAAGGTGGTTTTCTTAAAATAGTGCTTTCTTTCTGCTGAATTTATGTAACTTTT 
TTAAGAATGGCAATCTAAGTGTACAAATGATGTTTAATTCTCATGAGATTTCATTTTAAACCTTGCTTTAGAGTAAACT 
TTATGAGTAATAAGATTATACGTGTGGGAAACTGAAACTAAAAGGATTCAAA.TGGTTTTGACAAACAACAGATATTCAG 
GGTCAGTGCAAATAAGGTTACAGATAATCACTCCATCTGCTCCATTGTCAGCAAAAATGAGGCCCAGGTGTTGCAGTAT 
ACCTTGTCCTTTCTCCTGAATTGTGACCATTGACAAATAAGATTTTCAAAGAGAAGTCTGAATTCCTTAGGGTTTAGCC 
TGAGCTCTTGTAAGAGTTTCTTTCCAGCCAAAGTATTTTCTTGTTTTCCTGTCAATTCAATGGGTTAGACCATTCCATC 
CATTAGAAGAAAGTAGAGGAAATGGCTCAACCTTGCCCAGAGTACAGCTGGTTGGAACTCTGACAACGGAACTGTGGCC 
GAGGGTAAAGAGCAAGAGGCTGGGGGAAGCACGTAATGCTTCTTAAAGCCTTTGATCTAAAATGACAGACTGTCATCTC 
CACTCACATTCCATTAGCCCAAGCAAGTTTTGTGGCTAACCAGACAATGGGTCTCAGCAATATATCCCCCCTCCCAGAA 
CGCCTGAACATTCAAGTGGCAAAAGAGTGAATTGTTGAGAACAATAATATAGTCTATAATAGCATATAATGTTCATAAA 
ATTAGCACCCCAGGCAAACAGGACAGAATGCCTATCCCCAGCCACAGCTTTATCCTGGCCTACAACGCTCATTTATACT 
TTCTTTCCTGTGTGAAATGAACTACACTTAGTTTATTTTAACCTGATTTTTACAAACCCATAAAGAATGCAAGAGATGC 
AGTGGGCCAGGAAGAAGTGAGAATGTTGCCCTATGTGTGATTTTTTCTAGAATCTGTCTAAGTTCTGCTTTATTCCTGG 
ATATCTTGATATGGAAAATTAATAGGATTGCATGGTAACTTCCTTATACACAAGTTTATTTACCTAATTTAGCTCAGGA 
GTATGACTCAATTACTAGCAACCTAAACATGCAATAATGAAGGGAATCTCCATGTTGCTTATGCAAACATCTAGAGTCA 
TATGTCACTTTGTAAGTAGACAAAATGTAGGGCATGTGGGCTGGACATGTCAACATGCTGCTGACTTTATCTGTCATTA 
ATTTTTGTTGTGTAAATTAGCATCCTAATGACACACCCCCACTGTATTCATTCTGTGCCCTGTCTCGCCCCTTAACTTG 
GAGCAGGTAATGGAGTTTTTAAACATCATTTGATAATTTGCCCTCTTCAGAAAGTAATACTAAGGAAAAGCTATTTAAA 
GTGAGCAGAATTCCTTTTATCTGTTGATTTAGAAATATTATTTATATTGCCAGAAATTTAAAATGTTCAAGATGTTTAT 
AGTTATTAAAACTTTGTAAAAGTAAAGTATGTTAAATCTTCAGGAGTATCACTGGAGGAGCTAGATGACAAAATATATA 
TATATATATATATATATATAATATTATCATGAAAATGCAGTGCTGGCAAACTGCTCCTGGGATTATAAATATATCAGTA 
AAACCACCCTTTCTCCTGTATCCTTTCAGCATTAGCCATAAAATAGACTGGCCAGTAGGGGTTACTCTTGGCATTATGA 
TCTAAGAGTGGTAGATTAGAGTTTGAAGACATAATGAGTGGTATTTTTAAAAATAGCTATTATCGTTGTGAATTTAGGT 
GCAATATTCAGAATTCAGAATTGGTGATAACTTGCTTTGAGCACTGTTTCAGCAGCTTTTATCCTATTCATATGACTGT 
CAGACATATTCCAGGAACTATTTTACTTAGCCTTGTTGATTGTCCCTCATTAAATAAAATCCACAGGTCAAAATTGTAA 
AGTAGCCTTTTAGTTCAATTTGGCATCTTTTTTTCCTGGGTGATATTCTCAGTCCCAGGGGTTTGAATTCCAGACATCC 
TTGAAAACAAAGCCTTATATGAATGTAGTCAGAACTAACTCTTTAAAAGGCAAAAGCACAACCACATTCAGTTACCCTA 
AAGTAACTGTAGTCAGGTGGCTCTTCAATTTTAGAAAATAAATTACTTTCAAAAAGAAGAAATTAGAAAAGGGAGGAAA 
AAAATAATGAAGCCTCATGGACATTTGTTTTTGAGAGAGAAAAAATAAATAAAAGGAAGTGGTTTTAAATATTGGTTTC 
ATAAAAACAAAACTTAGAAAAGCTTTTTGTCTGAAGCCCAAATGGTTACAAATGAGCTCTGCTTACTAAACATGGGGCA 
GAAAGAGTTCATTAGAATAAAATACTATTACCTTCAGAAGAAATATGTATTACCAAGGGATGAAATGCAAAAGTTACTA 
ATTCAATATTTATTTATTTATTTATTTATTTATTTTGGCGACAGAGTGAGACTCTGTTGCCCAGGCTGGAGTGCAGTGC 
TATTATCTTGACTCAATGCAGCCAGCCTCTGCCTTCTGGGTTCAAGTGATTCTTGTACCTTAGCCTCGTGAGTAGCTGA 
GTCTACAGGTGTATGCCACCACACTTGACTAATTTTTGCATTTTCAGTAGAGATGGGGCCTCGCCATGTTGCCCAGGTG 
AGTCTCAAACTCCTGAGTTCAAGCAATCCACCCATCTCGGCCTCCCCAAGTGGTAAGATTGCAGGCATGAGCTACCATG 
CCCGGCCTACTTCAATATTTATTTTTTAATAAATCAAGTTTGTTATGAGAGAGTTGTCAGAGAATAGGAATCTTCTAAC 
TGCTGGTATCTTGATGCATTCAGAGCTCAAGGATGTGTGGTGTGGTTCAGACCATTTCGTGCACACTGTAGCAGAAGGA 
TTGCCCTTTGATGGCTGGGCAAGGGAACATTATGATAGATGAGTTATCAAAATATTGCTAAAATTCTTTAGGCAGTTTG 
ATATAGATGTTACTGTAGCTGGACACTGTCAGAGAAAGGAGATAGCTGTAACAGAGTACCAAATGAAAAACATTTTTGA 
ATAGACTGTCCTTAAGACTTCTTACCTACGAAGACTCCTAATCTCTTCTTATGACATAATTATCGGAAAGGCCTGGAGG 
CCACACCTTGAGAAGAAAAGCACTTATCAGTTGTGATTTTCATTTTCTTCACAGTTTTCTCCACTCAGCTAGCTTACAG 
AGGAAACCAAAATGCAGTTGGTTGTTTCTCTTTACTAACACTCAGTTCCTAAGTGCTTAGCTTTAGAAGTTTTTTCTGC 
CTGTTTACTTCCACTTCTTGTGTGACATAACAATATTTTAGGGTTTTATTTTTCTTTTCAAAATTCTTCTGGTCTTTGG 
AAAGAAAATTAAGACACTATTTACTCTATGTTTGCTGATGCAGAACCAGTAAGTTTGTTCACCCACCCAAGTGATTCAT 
TCTAAGCAAATTCTCCCATTAGGCATTTGTTGMAAATCTGCAAAAGTTGCTTTTATTTACTGATTCAACATATCCCTTC 
CCAGTATAAGGATCTCCTTTGACGGTGAAAATCTCCTTGGATTGCATAGGTTTTCATTGTACAGAGAAGGCTTGACCTT 
AAAAATTTAAGTYGCATTAAAATTTCTTTTATGTTTTAGAGAGACAGAGGCACTCTGTTGCCCAGACTGGAGTGCAGTG 
GTGCAGTCATAGCTCACCGTACCCTCAAACCCCTGGGATCAAGTGATTCTCCCACCTCAGCCTCCTAAAGCATTGGCAT 

Fig. 6.,'ZpJ 



WO 02/074992 



PCT/IB02/00565 



211/375 

TACAGATGTGAGCGACCTGCTTC 

TTATTTATAAAGATCTCAACCAACTTTTTA^ 

ACTGCTGGAGTCCTTTGGGCAACATCAAACACC 

ACTTTGGGAGGCCGAGGCAGGCGGATCACCAGGTGAGGA 

TACTAAAAATACAAAAAATTAGCTGGGCGCAGTGGCGGGCGCC^ 

ATGGCGTGAACCCAGAAGGCAGAGCTTGCAGTGAGCCGACATCGTGCCACTGCACTCCA 

CTCCGTCTCAAAAAAAAAAAAAATCTGGCTCTCCAOT^ 

GTTTTAATTCAGCAACCCAGGATCAACACT^ 

TTTTTTAATCTATAAGTTGCAGAAAATAATATCACTATCATGCTTTTTTAAAGGATTAAA TAAG ATATATTTAA 

TGTTATCCTTATACCTGGCATAGAGTAAGCGAACAGTAAATGGTATATTTGTAATTATTCTTT^ 

CTTAATATGCGTTTATTAAGCTTCACCTTAAGTATAATTTAGCAAAGGATTATTT 

AAGTTTAGATAGGGAGGTTAAAGCCAACAGGAATTTTTATGTAATAAGGAAATTCAAATATTTCAGTATCTGTGATAAG 
AGTTGTGTTAATTTGCAGAGGAATAACACAAAACATTGATTAAATTTGGATTGCTAAATGTTAAACAGTGTOT 
TAAAAGTGTGATTCAGAAAAAGCCTTATTATAACATGCGGAATGTATTAGCACTCTTTGGAGACTTACTATCTTTTAAT 
TTATTTTATTAAGCTGCTGTTGTGAGCTAACTAATAACATAAGTGTGAACTAGTTTGAAG 

AATAATATTCTGCAAGAATTAAATATCAATAGGTTAGCAATATCTCCTCATTGAGTTAAAGTATATAGATTGTATACAT 

GTTCTATGTATATACTATATATAAATGTTTAGATAGTATATATGAATGGGATAATTACTATAAGCTTACAGGGAAATAT 

GCAGAGTTGCTGTTATTTTTAGAAAGTAAATGATGACATTTATTTTTTATCTAAAACTTTAATCTGTTCAGTGATTTAG 

ATTCATTTGAGCTCTAATGATTTGGAGAGTAAGGCACAGGCATAGCCTTAATTTATTGGTGATGAAAAAAATCTA 

TTGGCAAGATGGGGGAAAAAATCACAAGCCTTGTATGGAATTC 

TGACAAGTTACACTTTCTGAGACAATCTTCAATTTTAGCAATTAAAATAGCAAAGAATTATTATTTATAACAGTATTCA 
TAACATAGCAAATGGTCATAOTCCTTATAGAGACAGCACTTCCGAGTAGTCTTTATTTTGTTTTTCAAATTTGTCCTTT 
CAATATCTCAAAATATCTTGTGTTGCAATTACATTTCCAAGTATATATTTGGTTGGGATGAAAATAGCTGTAATAGTAG 
TAGTAGCTACCATTTATTGAATTCTTGCCACGTGCCTCATATTTTATGTGGTGTATTTGATCTTAGGCCTTAGGACAAC 
TCTAAAAGGCAGGTATTGTAGAAGACAATGTTTTCTG 

TGGAAATGCTATCTCTATAAGGAATATGACCATTTGCTATGTTAATACTGTTATGAATAATAATTATTTGCTATTGTAA 
TTGCTAAAACTGAAGAGTGTCTCAGAAAGTATAATTTATTTGTCACAATTGCAACTCTGCAGAA 

CAAGACTTGTGATTTTTTCCCCTAACTTGCCAATAAGTATTATTACCATAATAAATATGCTGACGTTTCAAAGTTTAAG 

AAACTTCCTACAGTTCTCACACGTAGTGGTGACAATATGGCTAAGGGGTTAGGAATGCCCACATCCTCCTATGCTGCAT 

CCTGCCTGTGGTTTAGATTTGAGATAGGGACCCCTACTTTCTTTCCCCTAAGAGCAGATCTGTGTCATTGGCTATAACT 

GCTTTCTGGTCAGCCACATGACACGTGGACTTAACAGATGGTTTCTAATAAGATTGAAAGCATATC 

CCTGGCCAGCACTGGAGAAAGGAAGATTAAGAGAGATTTGGATGAGTGTCCTTGTCAC ATAACTTC CC CTCC CTAGAAA 

ACTTGGTCCAATACGTTGTAATCTGGTGGTGCAAACTCACAACTTTTCTTCCCTTCTGTGAGTGTGTATATATGTGAGT 

TTATTGTATGTGTGTGTAAGGTGTGAATGTGTATGTGAAGTCTGTGTGTGATGTGTGTATATTTGAATGTCCTGTGCAT 

GAGTTTTTTTGTGACTGAAGTGTGTGTGAGGTGTCTGTATGTGGGATGTGTGTGTCTGTGAGGTGATTGTGTATGAGGA 

ATGTACATCTGTGTCTGTGGTATATAGAT^AACGTGTGTGTGGTGTATGCACTTGCTGTGTCTGCATATGCATGAATTGA 

GTATGTGACTTGAGTATTGTGTGTGTAGGAGGAGGGGGGAAGTAAAAAGGCAAGGTGACAGTAGAGACTGGACAAATGA 

ACATAGCCGGGCACTATTCCTTTAACTCCTAGAACAGACATAACTTGAAGTGATCTAGACTTGAACTTTGGAGTATGAA 

GTTCCAGCCAGCTGTGTAACTATCTATTTAATATTTGGAAGCGCTTAGCCTGCTTAAATCTTGATTTTATCATTTCTAT 

TAGAGAAGTTTTAACTTAAATGCTCTAAGGTGGGGGTGTCCAAGGGAGAAAATACAGTCATGGGTTCTTAGTTTCTGTT 

TCTGGTTGGGCCAGAAAAGCTCCTTCCTCATCCCTCTTTTCCACTTATCAACAGAGACAGAAGCTAAAAACCATGGCTT 

CTGGCTGCTAAAGCCTAAAATAAAACAAAACAGAA 

ACTGC TCTAAGGGTGAAGTGAATATG TTCAG GTTGGAGTT AC TG ATAAG TTGTAAAC AATTAC AAGGATG TAAAATATT 
GCATATTTTTATTAGTGGCATTACTTTTCCAACATTACATTTTATATTGAAGTTCCAGAACAACAAAAAAACACTAAAG 
GTATTGCAGTGAGGAACTTATCAGTAAGTGCTTCTACCTTCAAGGAATTAAGTTAATTTTTATTGGCAATATTTGGAAC 

ATTGTATCAAGAAGAAAGACTAGCTAACGAATCTCCT^ 

AGACAATTTTAAGTAGGAGCTTTGGTCTAAGATGTGTGGCCGCAAACTGAACCAATACTGACAGAATTTGGCATTAATT 

AAAC^CAGAGTTATATGATCC^GCAATTCTACTTCTAGGTATATACCCAAAAGAATTGAAAATACATAGAC 

ACAGCAACATTATTCTTAATAGCCAAAAAGTGGAAACAATCCAAATAG 

ATTCATACAATGGAATATTATTGAACAAT^ 

TTATGCTAAATGAAAGAAGCCGGAATGACATAATTTCATGATTCCATTTAAGTGAAATGTCCACTATAGACAAGTCTAT 
AGTGGATTAATGATTGCCTAGGGTTGGAGGGGGTATGGGGAATTGAAGATTGAGGGTC2^AAGGGTTTGGGGGGTGTACT 

GAAAATATTCTAAATTGTGTTAATGGAGGCA^ 

CAGATTGTGTGGTATTTCAGTTGCATCTCTATAAAGGTGTTAAAACTAAATATAGAACAATTTTCCTAAGTAGT 
CTCCTCATTTATTGGACCAATAGTTTGGGAGGAACGAGTC 

GGGAGGCAATTGTGCTAACAAAGTACCTCAAACCACAAAGTCTGTCAGTAAACTGATGCTOT 

CAGGGGCAGGTAATAGGTGAGCAACTCTCAACTCTTTTGTATATGGTACTATAGTCTGGAACTAGCAA 

CGCTAGATGATAAAAGTCATTGTTATTTTATTCTTCCCTCTCCCTTCCTCCCCTCCCCTGTGCTCCCTTTCCTCTTCCC 

ATTTTATTTATTTATTTGAGACTTGGTC 

Fig. 6/£c£ 



WO 02/074992 



PCT/IB02/00565 



212/375 

CCTCCGCCTCATGGGCTTAAGCCATTCTCACACCTCAGCCTCCAGAGTAGCTGGGAATACAAGTGCATGGCACCATGCC 
TGGCTAATTTTTACATATTTTGTAGAGACGGTGTTCCACCAGGTTGrGCAGGCTGGGCTTGAACTCCTGGGCTTAAGGG 
ATCTGCAGGCCTCACCCTCCCAAAGTGCTAGGATTATAGGGGTGAGCGACCACACCTGGCCTCCCCTCCCTTTTTCCCC 
TCCCCTCCCACCCTTCTCCTCTCCCCTTCTCTCTCTTCCCTTCTTCTTCTTTCCCCCTTTTCCTCTTCCTTCTTCCCTC 
CTSTCTTTCCCTTTCCACTCTTTTCTCCTTCCCCACTCATAAATAGATATTATAATGAATTAATTTAGAATTATAGTTA 
AGCATACATTTGAAGTAATTGTTCCAATTTCATAATTTTGAAGTATTTTCTGAGAATAAACTGGGCAAATGCAGAATTG 
GGACAAATCCTATGTGCAATAATTGCTAATAGGAAGTGTTCTGAAGTATGAAOTCTCTCCTCCTTTCTTGTTTGACTTG 
TCACTGAATCTCCAGTCCTACAGAGTACTATGTCCTGCTTATTGTTTATTTATACCACACCCCACTTCTACGTATAAAC 
ATCACTTTCACTACGGTGGATTCAAATGATCTCTTAGGAATTTAGTTACATTACAGTCTCACATAAAATTACTGCCCTT 
AAAAACATTTGTTTGCTGGGCAGGGAGTGGCGAAACCCCA.TCTCTACTAAAAATAGAAAAATTA 

GGGCGCCTGTAGTCCCAGCTACTCTGGAGGCTAAGGCATAATTGCTTTAACCTGGGAGGTGCAGCTTGCAGTGAGCAGA 

GATTGTGCCACTGCACTCCAGCCTTGGCAACAGAGTGAAACTCTGTCTAAAAAAAAAAAAAAAAATTTTTTTTTTTGCT 

AACATTATTTGAAGAATAGTCAGTTCAGTATGCATCTATGTAGACCTAACCAATAGTTGTATTTTACAAGTTTCAGTTT 

TGAAATGTTGGATGATATCTTTCAGTTTAAAAAATTAGTATTTCTATAAAGTGTCTTTTTTTGGATGGAAATGTTTCTG 

GAATGTGACACTTAAATTTTAATTACTATTATTAAATATCAATGGATTTGTTTTGCATAACCAAACAGTT 

CAGTTTATGTGCTGTGCAATACTAAGATATTTACTTGGCATGGAGAGAATCACTGGCTTACTAAATAAAAGAATTCAGC 

ATTTTGTTTGT<^TCCTATGTTAATTGCATTTATATTTCTGAC^GTTTCCTTGATGGAATTAAAAAAAAAAAACATGC 

AATAAGATCTGAATTGAGTGTTGAAATGAGTGTTTCCTGAGCTCCAATTAGTGAAAGTATTGAGATTTGAAGAATGGTT 

GAGGAGACAAGGTTTTATAATTGCCCTTCTGGGAAAAAGAATGAGTAAACAATAAAGTCTTGAGATCTCTCAAACAAAT 

ATACAGTCATAAGGAAAGTTTAAAAGCCACAGTGAAATGCACACCTCTTAATTATGTTAACATTGATATCTATTTTAAA- 

TTGATATCAATATTAGCTGTGAAAGTTTCGTATATTTTGCAGGGACAAATTCTCTTAGTGTACTCCAAATGCTTATTGT 

TACACATCCTGAGCACACAACGCAAACATATTGGGCAAGCAAAGAATCTAGGCTGATATGTGTGAATGCTTATGTGGCA 

TTCTATCAAAGGAGATAGATGTACATAAGGGGAATTATGGAGAAGTGAAAATTTGTCTAAGGTTCATTTTTTCAGTAGC 

TTAATTTTAATAGTAAACTCTTTTAAGGAATGAATGGCCACAGGCAGAGACTAATGGTGTACTTTCAGTGTTCTCAGTG 

AGTGCTTCACAGATTAGGTTTCCAAGAGAAGAAGATTGCCTCTGAGGAAGAAGAGATGGGGTAGCAAGAGGCATATATG 

AGACCGTTCTTGGGACCAACACCTATGGAGGGGAGGGAAGAAGGCAGAATTATGGGACCAGATAGAAGAAGTTGGTCTG 

CAATGCAGTCTTGAGGAAGGCCTCAGCAGAGCCAATAGACAGTTCCGAAGCTGGCATGCCCTTGAGAGTTGTCCTAAAT 

TCGGGTGAGAGGGTTAGGCCTTTATATCCTTGGTCACTTGATAGTAGATGCTGGAACAAAATGGTGCTCTTTAGCTAAG 

GCAATTTACAGAGGGCTGACAGCTGAGAGCACTTGTAGAATCTAGGAAAATGAGTCTTTCATTCTTGAAGGGGAATCTT 

CACATCATCCACTACAAATGGTGCTATATTTTGGAACCAGCAGACACTGAGAAATGCCAGGTGGATAGAATCCTTCCTT 

CTTTTATTCTATCTTTTTTTCTTTCTTTCTGTCTCCTAATCTAGTGCTTCTCCAAAAATACTTTTAAGAATTAGAATTA 

GGCCATTAGTTATTATAAGGAAGGAAGGGAAATAATCATTTTCATAAAACTCAGCAATTCTTTTAATGTCAAGATATGG 

ATTATTATTACACTCAACAATTATAATTATTAATATTTTCCACGGAAAAGTTTCATATATTGAATGACCCAAGTACTCC 

ATGTGACCTTCCCTGTCTATGTAAGCCTAGCATTCTGTCAGCCAAATAAAATTTTGGAAGGAAGGTCAGATAAAATTAT 

TTTTTCACTCGGTGTTAAAGAAAAGAAAAAATAAAGAACATTTATTGAGCATGCACTAAATATGACATAAAAGATCTTT 

GTTTTCTGTATTAGAGGTTGAGAAAGAATGAAACAGTCTATTGATTTGAAAAGCTTTGCTCTCATTTAGCAATTATTAT 

TATTATTATTATTATTATTATTATTATTATTATTATTATTGTTGAGACAGAGTCTCACTCTGTTGCCCAGGCTGGAGTG 

CAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCT 

GGGACTACAGGCTCCTGCCACCACGCCAGGCTAATTTTTTTGTATTTTTAGTAGAGATGGGGTTTCACTATGTTGGCCA 

GGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCG 

CGCCCGGCCAACAATTATTTTTATAAAATAAAAGTTTATT^ 

ACATTCATTTGGGCTGGGCTGTTGCCTGGTTAGTCACATTTTTTCTTCTTTATTTAGCTATTGCACAGCTTCTGAGGCA 
ACCACAAAAACATCAAATTATGGAGAAGTGAGTGCATAGATATATGAAATCAACATTTCAAATTGGTAATAGAATGACC 
TTACTTATTAAGTAGTGATCTTTTATCAAGCTGCTACAATAAAATCGACCATAACATTAAACATGGTAGATGTTACTAA 
CCAGAAATCTTAGGTATTTAAAGTTATGTTTACTTATTTTTTTTAATAAGACTTGGAAGTGTCACTTAAATCACACTTA 
AGAATGGATATTGGCTAAAGGCTGCTGAGTCTTTTAAGATTCCTGTGAATTTTTTTCAGATTGTTCCTCAGTCAATTCA 
GGATACTTGTCATTGCTGGCTATACAGCAGAGTGCAGAGTTAGCCCTTGCAGACACACAAAGATAACTCAAGGCACTGA 
TTTCTGCATCTTCAGCCTCCTCATTTCATTAACTATTAAAATTAATTCCCTGTAGAGATAATTTGCATCAATCAACAGA 
ATAGAAGAATTAGAAGAGCTTCTGAGGCTTTTCTATGACTAAAAGAGCAATTCTTTTATTGACTACCATAAACATTAGA 
TTTACTAAAAGGAAAA.GGTGTTTTAAATTGAACCACCCCTCTAATTTATTCATCTTAGTTCTGAAAACATGTAGGTAAG 
AGTTAATCATGTTACTGAATCTAATTTAAAAAGTGAGAGGGAAAGTACTGAATATTTTTCCTCTTTGAAATTACATGTT 
GTOTGCAATATTAGCCTGCCTGTATTTTTCATGTAAACCTTTTGTACATTGAAAACAAATTCAAAATAAAGAACGTTTG 
TTTTCAGGCTCAGACCTTAAGAACTGATGGTCTTTTCTTTTACTTCTACACAAAAGTCTAAGCAGTTCTGAAGAAACAC 
TACAGTGAC^TTGGGTCATTGCTAAARAAAAAAAAAAAAAAAAAAAAAAAGGTT 

CTAATAGTTGATTGTTGTTTCCCAAATTGGTGATTTTGAATGATTATTTTATGTAGAATGGAACTGTGTCTTTTTCTTC 
ATTCATGCAACAAACATTTCCTGATGGATACCAAGCAACGGTGACAGGTAAGCATGCCATCCTAGATCAGTGTTATATA 
ACTCCCAAGCTTCAGTGAAGGCCTCATTTTTGTTATTACAAACTGCCTCTCTGGGACCTCATGAAGGTACTATTCCTGT 
TTCGGGAATAGGTCTATCCATCCTTGTCTTTTTGTTTCCTGTCTTGATTCTACAATCTCCCCTTTGGCCATTACCATCT 
CAAAATCCTGCTTCCCAAGGTAATCCGTCTAGCTTTTCTAATCTTCTGGCTTCCCATTACTCATTTCAATTCCTTCTTC 
TGGCTCCCTGTTGCTTTCCTAACCAATTTCAATTACTTATCCTTATCTTGAAGGCCATTCACCACTCTGCCCTGCTGAC 



WO 02/074992 



PCT/IB02/00565 



213/375 

GTGTTTTTCTTATCACCCIAAGATTCCTCCCCCGGCT 

SSS^g^^ 



rAGAATACAGCAATAATTTCCTCGATTAAACCTTATT^ 



AAAGGCCTTGTTTTTCAATCTCATATTTTGAAGAACT^ 



^^cttagtgaaat^^ 
agtagatgtagcagag^tctStggaaactctggatatatacata^ 

AGTAGATGTAGCAGAGUTCiiKi^i^^ 

======= 

taaaatgta^tatatgaataatatatagagaaagataggaaatattacc^ 

^^ScAA^AACATATAAATTATTAAACAATTGTACAC 
TTO^GTAATTTGATGAACTTGA^GAAAGCTTCC^ 

^r^ScSGCCTCAGCCTCTCGAGTAGCTG^ 

c^gSgS 



TTATrTAGGATGTAAAACTAAATCACACCAGATTATAAAATTAATAAAGCTGACAAATTCTAC 

ATTAATTGCTTGATACJ 
ACATGATTCTATTATGI 
TCATTTTATTACCGATi 

a^gatttcgaagaattttc^gag^ 



TTGTGGTGCCTGAAGCTCTG^^ 

CCAGACAGCC 
AATGAATCTT 

TCACCCCAGTGCTAACTAACCCAAGGGAAAAGTGTGATATAGGCAAAATCAGTACGTA 



AATCAGGTGTGTTCGTGGAAGCTACIACCCAGACAGCCAGCAAGAACCTAAGGGTAC^GGG 

GAAT ATAATCACAC CAAACTGAAACTAAATG? 
TCACCCCAGTGCTAACTAACCCAAGGGAAAAC 



^GTTAAAATQTCTCACTCATOCAAAATTCTAAAAGCAMQQASCATQCCATCCCACCCCTC^GCCTTTTCCftG^racC 



^r«P^SAGAA^GcSS T GTAACCTGGATTATCCTTTAGGT^ 
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CAGGGTATTTCACCTGAAAGCCTGAAATA^TGTGATGAGAACCTATGARCTAAGTTCCAGTGTAAACAAGTGGGTTAA 
ATTCTCATTATAGAAACTTCCAGTGAGCAATGCAGCATGACTGTGGGACCATAATTCAGGAACAATCTGCAGAGCAAAA 
TATAGAGGCACTAATTTTGTTATATTTGCAGCCCACATACTGTAATACCAGATTTGCTCCTGTTGTTCTGGCCAAAGAT 
GAGTCAGGTACCTCTGATATAACCATTCCTAAAAGACAACAATGGATTCAGAATGTGAGACTGAGAGAAATCCTAGAAG 
TCTGACCTTCAGATCAGTTTAACTGTAGATC^ATAATCCATTACTCAGACCAACACAGTACCAAAAAATCTCTTCAGCT 
GGCTGCCAAGGTACTATTTTATCTTAAATAAGCTGGTTGAGAGCAGTCAATATAGATACATTTTTCCCACTGACAATTT 
GCTGATTCAGAGAACATGCAACATCCAGCCACGAAATAGATAAAGCTCAGGCCTGCCCTGTAGAATATGGTCACCTGGC 
TTTCCTGTTCTCCTACAAATGTCCTACTGGAAGAATAGCCCTTAATCCCTTAATGTTCATCTAAACCAAGGCTTGTTCT 
AAATTCTCTAGACTCTATCTCATGCATTATTACATCTCTCTTGGCATACTTCTCTTCTTGAAGTGCATAACATTTATAT 
ACCTTCTACAAATGTTGGTATTATTGATATTGAGGGAGGGGGCAGACCCAGGTCTATGGCCTTATGTATTATTAGTGAA 
TTACAATTTCTTAGAGTAATAGGCCAATGATTAAAGTCACATGTTAGGAAAACTTTAATCCACTAGGGAAAACTTCCAA 
TATTTTTCAAAGTAATTTACTACATTTGGATGCAAATTATATAGGTGTTTTTGGTGGTATCCATACTTGCTTTCTTGTC 
AACCTGAAGAGATGTAAATGTAAATCGATGCTAATTGTACCGTGCTTACACAAAGAGCTAATTTGAGTAATATCCTATC 
CCATCAGTTCATTTTCACCATACATTTTTTTCTTTACAAAATTGTTTTTAAAACTCCACTGGAAAAAAATATATAATAA 
ACTACATGTAAATTACACAATTTAGTAAATTTTGATATAGGTATACACATCTGTGAGAAAATTACCAAAACTGAGATAG 
TACACAAATATATATCACCCCCAAAAGTTTCCTCGTGTCTTTGTCATTCCTTCCTCCAGCTTTTTCCCAGAAATTTCAC 
CTTCCTCAGGCTGATCAACACTCAGCTGAAGACTCAAGAGGGGGCCTGTGCAGATGTCCCTGAGTTCCCTCTCTGGGCC 
ACTGTCTCCTCTCTTTTCAGCAAATTCTAGTTACCTTGACCTCCCTGAATTCCCAGCTCCATCTCCTCAACTTAGGGAG 
ACTTTCAGGTCAGGCAGTGATCCCTCCTCCTTATGCTGGGACCTGGAAGCTCTCCAGCATGTACACTGGGGCAACCATA 
GGCGTCATCTCATTGTATTCATTTTCTCTAATCACCATGCTAAGCTAACTGTTGCCTAAGGTCTGAAAACTGTTGTTTC 
ATTCATTTTGTCCAGTTTTTCCATTCTTTCATGAGCAAGCATAAACCTGACTCCTTTGGGCAAGAAGCAGAAGTCCCTA 
TAGTGACTTTATTTACTTTATTGTTATTGTC^G(^TTTGGAAAAAAAAATGTAGAGATTGACTATTTTATACTATTTAA 
GTAATTTTTTGTTATATTGATTTTACCTAAACAAGAGTTTATTAGAAGTATTTTGTTATACAGCTTATAACAAATAATT 
GTACAAAAATTAGAAAAATCAGATGAACAAATTTTTTATAAGACTTCTCGTGGTTATAGAATGACTCTAACACCTTGTA 
GTGTATTTTTTAGGATTTTGTTCTTAGTGCATGTGTTAGTCTGTTTTCATGCTGCTGATAAAGACATACCTGAGACTGG 
GAAGAAAAAGAGGTTTAATTGGATTTACAGTTCCACATGGCCGGGGAGGCCTCAGAATCATGGTGGGAGGTGAAAGACA 
CTTCTTACATGGTGGCGGCAAGAAAAAATGAGGAAGATGCAAAAGTGGAAACCCCTGATAAAACCATCAGATCTTGTGA 
GACTTATTCACCACCACGAGAATAGTATAGGGGAAACTTCCCCCATGATTCAAATTATCTCCCACCGGGTGTCCCCCAC 
AA<^CATGGAAATTATGGGAGTATAATTCAAGATGAGATTTGGGTGGGGACACAGAGTCAAACCGTATCAGTGTATATG 
TTTAGAGGGACATAGAAAACTATATAAGTTTAATAAGAATATATACATATTGTTATTAAATGAAAACATTTGAAATTAT 
AAAAGTAGTAAATATTTTTTAGTAAAATTAAATATATATATAGTAAAAAGTGAAAGCTGTTTTACTTCCATTCCCAGAG 
AAAACTTTACTTAAATTTTATATAGTTTTTTCCAGAGTTCTTCCTACACCTGAAAAACACAGTGGATTATTTTTGTGTA 
CAAAAGAAAAGAAATCATTCTATATGTATCTCCTTTACTTCCACTCTTTTTCTTTCCACTTAATTCATACAGATAAACT 
TTACCATTTAAATGGCCTCTGGTGATTCCTTTATAAGAATGAACCATTAGATAGTTAACCAGTTTACTAATGACAGACA 
TTTATATTGCTCCCAAGTTGTTGCCATTGTTCATTTATTTATTTCTTTAGTATTAATTCCTAGATAAGTTGCTACATCA 
AAAATAATGTACATTTAATATTGCAATAGTTACAAGGAAATCTGTACTTTTTTCAGTAATATATTAGTGTCTACTTTCA 
' AAAAGCTTTAAATTCTGAGCATCATATTGTCTTCTAAATCTTTGACAAAAATTAATGTAAATGAATATGCTATTTTAAT 
TGTCATTTATTTATTTGATTATTAGTAAGATTTAGATTTAGATTTCAGTCTTTTTATTAGCCATTTCAGAGGGATGAGC 
ATTCTCTGCCTATGGACTTTGCCTGGTTTTGTATTGATGTGTTCATTGTTTTCTTATTTCCTCATTTGTAACATCATTT 
TAAAGTGCTTTTATTTCTGGACAATGTTTTTACATTTTTTAAGACTCCTATTGTGATTTTTATTAAAACAAAGTTAGAT 
YTATAGAAAAGCTGGAAAGAATTTGAAGTTTTAACGATATTCGCTCTCCCTTTCCAGAATATGTGGCAAAGGAGGGAAA 
AGAAGGGATTCTGAAGGAACACACGGGAAGTCGGCAGTGTGGGAGTGATGGATATGTTCATTCCCTTGCTTGTGGTGAT 
GGTCTCACTGGTGTATACATTTGCAGTAATTGTCAAGTTGTACACTTTAAAATATGTGCAGTTTATTTTATCTCAGTTA 
CATCTCAATGAAACTTTTTTTTTAAGTGGCACCAAACATACATTAAATAGCTTTCAGCCAAAAGTAAAAACTGAGTTTG 
GTCAGAATATTTITGTGCTATTTTGGTTAGATTTCTTCTGTCACAGTTATAATGGCTTTCTAAAATAAAYTAGGAAGCC 
GGAGAAAGTCACTTTAACCTTCAAGAGTAGGGAAACTGAACCCATAAAAAAAGTGCTTCCAGGTCAGACTCAGCCTAAA 
AAACCTGAAAAATAAATGTGACTTCTGAGTAGCAGTATATGGGAAAAATTTTCTATAAATCTCTGAGAATGAAGTTGAC 
TGGAGACTACACAAGAGACAAAGAGATATAGAATTGCCTTAAATCTGAACCATGGAGTTACAGAATGATAATGGCATTA 
TGATAAATTTTTAGAGAACACTCTTGATAAACAGGCACACTCAAAAATAGCTTTTTGTTTGTTGTTGTTGTTGTTTGTT 
TTCTGTGCAAGAGGTGACAATTGAATGAGGTTCCAAAAAGTAGTGTGGGCTTGCATTGCACACATATTATCAGGCAGGA 
TTTGTGCAGTAGAGAAAGGTGACTGAAGAATGTAGTGGAAGGACATGCTACTGGAAGAAGCTGCCAAGTGACATACACA 
GGGCTGTGAGTCAGCCAGGGTTGAGGCTCTGTCCAGTGGGACAGCAGGCTCTGTCTCCACAGTGGGGACTGCCTGAGAG 
CTGGGTGCTCTGGTTCAGCCATTGTAGCACAAAGGCACTTGTATAAATTTCCGTGAAATGGCTTGAAACCTACTTTGCC 
ATAAGAATGAGATAAATTTTTAATTCAAAACTTAAAATATCTTGATTAGAATAAGGAGGAGGAAGAGAAAGAACAGGCA 
ATAAAAAGTTATTTATTGATTGATTGACTTAATGCAGCTAGCTGAAGGGTGAGAGGAAGAACTCCGGCTCCAGAGTCTG 
AAAGCCAGGGCTCAAGTTTCAATTTGGGCATTTCCCAGCTTTGAAC^CAGAAAAACACTGTTTACCTTTTCAGAACCT 
CAGTTTCCTTAGATCTGTAAATTAGCAATAAAAACTAATGTGCCTTCCAAGGTTATGGTAAAAATCAAATATCTTATGC 
CTGTGTAAATCTTTTTCAAAAAACAATAGACACTGCAAATATTGGGCATTCTTATGATGATGTTTATTCTTCACTGGGA 
GCATTGATGGATTGATTGTTACTTTTC^TAACTTTTTCCATATTTGCTCTAGTTTTAAATTTGCAAATTTTAATTCAG 
TATTGTTTATAATAAGACAAAAGCTCTTCTTrAAGGTTGGGGCATTAATGTTAAAAAAAAAAAAAGAACTGTTACATCA 
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CCATTCTCCATTTCTACTAG^T^C^G^C^CT^CAMTT^ CCTT AGCTrCCCATGGATC 

MTCTCTGIACCaTOTGATTCTAC^^GTAramCTOCOTCC cACCAGCAAGAACTATCTT 
M^GTTATGGGCTOTGTCTT^C^TCTC^CCMCCCA ^^GGGCATAGTCAGATA 
TCTAAAGCAC^TTATC^CM^^ 

TTTAAGTAGaTTTATGMG*^ 

CCTAGCTACTTGCCATATTCAAAAGATGTGTC^ 

C^TATTTATGGCTTTCAACAGAAGTATT^ 

TrTCTCCGAATGTTATCCC^ 

TATGTTCTCATTGTTCAACTCCCACTTATGAGTGAGAACA^ 
. GAATGATGGTTTCAAGCTTCATCCAAGTCCCTGCAAAGGA 
CCATGGTGTATATGTGCC^CATTTTCTTCATCCAGTCTAT^ 
TCTGAATAGTCCTGCAATAAACATACA^GTGCATGTGTC 
CCAGTAATGGGATTGCTGGGTCAAATGGTATTTCTACTTC™ 
TTGAACCAATTTACACTCCCACCAACAGTGTAW 
GACTTTTTAATGATCGTCATTCTAACTGGTGTGAGA^ 

CCAACAGCATTTATTAAATAGGGAATCCATTCC 

ATGTGTGGTGTTGTTTCTGAGGCCTCTGTTCTGOTCC 

TGGTTACTGTAGCCTTATAGTATAGTTTGAAGTCAGGTAGCTTCA^ 



CATCTATTGAGTTGATCATGTGGTTTTTGT^TTG^ 



ACCAGTATTTTATTGAGGATTTTGACATCGATGTTCATCAAGGATATCTGGC 
CTG^CAGCTTTTGGTATCAGGATGATGCTC 
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TGGTTTAGTCTTAGGAAGGTGTATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGTGTAGAGGT 

GTTTATAGTATTCTCTGGTGGTAGTTTGTATTTCTGTGGGATCAATGATGATATCCCCTTTATCATTTTTTATTTATKG 

TGTCTATTTGATTCTTCTCTCTTTTCTTCTTCATTGATCTGGCTAGTGGTCTGTTTTGTTAATCGTTTCAAAAAACCAG 

CTCCTGGATTCATTGATTTTTTCAAAGGGTTTTTTCTGTCTCTGTCTCCTTCAATTCTGCTCTGATCTTAGTTATTTCT 

TGCCTTCTGCTGGCTTTTGAATGTGTTTGCCCTTGCTTCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAATTTTAG 

ATCTTTCCTGCTTTCTCTTGTGTGCATTTAGTGCTATAAATTTCCCTCTAAACACTGCTTTAGCTGTGTCCCAGAGATT 

CTGGTACATTGTATGTTTGTTCTTATTAGTTTCAAAGAACTTATTTATTTCTGCCTTYGTTTCGTTATTCACCCAGTAG 

TCATTCAGGAGCAGGTTTTTTGATTTTCCATGTAGTTGTGCTGTTTTGAGTTAGTTCTTAATCCTGAGTTCTAACTTGA 

TTGCACTGTGGTCTGAGAGACTGTTTGTTATGATTTCTGGTTTTTTGCATTTGCTGAGGAGTGTTTTATTTCCAATTAT 

GTGGTCAATTTTAGAATAAGTGCAATGTGGTGCTGAGAAGAATGTATATTCTGTTGATTTGTGGTGGAGAGTTCTGTAG 

ATGTCTATTAGGTCCACTTGGTCCAGAGCTTAGTTCAAGTCTTGAATATTCTTGTTAATTTTCTGTCTCGTTCATCTGT 

CTGATATTGACAGTGGGGTGTTAAAGTCTCCCACTAGTATTGTGTGGAAGTCTAAGTCTCTTTGTAGGTCTCTAGGAAC 

TTGCATTATGAATCTGGGTGCTCTTGTATTGGGTGCATATATATTTCAGGTAGTTAGCTCTTCTTGTTGCATTGAACCC 

TTTACCAATATGTAATGCCCTTCTTTGTCTTTTTCTRTCTTTTTTGGTTTAAAGTCTGTTTTATCAGAGACTAGGATTA 

CAACACCTTTTTTTTTTCTTTCTGTTTGTTTGGTAAATCTTCCTCCATCCCTTTATTTTTGAGCCTGTGTGTGTGTTTG 

CACATGAGATGAGTCTACTRAATACAGCACATTGATGGGTCTTGACTCTGTCTAGTTTGCCAGCCTGTGCCATTTAATT 

GGGGCATTTAGCTCATTTACATTTAAGGTTAATATTGTTATGTATGAATTTGATCCTGTCATTATGATGCTAGCTGTTT 

ATTTTGCCCATTAGTTGATGTAGTTTCTTCATAGTGTCAGCGGTCTTTACAATTTAATATGTTTTTGCAGTGGCTGGTA 

TCAGTTTTTCCTTTCCATATTTAGTGCTTCCTCCAGGAGCTCTTGTAAGGCAGGCCTGGTGGGGACGAAATCCCTCAGG 

ATTTGCTTGTTTGTAAAGGATTTTGTTTCTTCTTC^TrATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGGTTGCA 

AATTCTTCTCTTTAAGAATGTTGAATATTGGCCCCCACTCTCTTCTGGCTTGTAGGGTTTCTGCAGAGAGATCAGCTGT 

TAGTCTGATGGGCTTCCCTTTGTGGGTAACCCAACCTTTCTCTCTGGCTGCCCTTCACATGTTTTCCTTCATTTCAA.ee 

TTGATGAATCTCACGATTATGTGTCTTGGGGTTGCTCTTCTCAAGGAGTATCTTTGTGAGGTTCTCTGTATTTTCTGAA 

TTTGAATGTTGGCCTGTCTTGCTAGGTTGGGGAAGTTCTCCTGGAAAATATCCTGAAAAGTGTTTTCCAACTTGGTTTC 

ATTCTTCCCATCTCTTTCAGGTACACTAATCACATGTAGGTTTGGCTTTTTACATAGTCCCATATTTCTTGGAAGCTTT 

TTTCATTCCTTTTCATTCTTTTTTTATCTAATCTTGTCTTCATGCTTTATTTCATTAAGTTGATCTTCAATCTCTGATA 

TCCTTTCTTCCACTTGATCAGTTTGGCTATTGATACTGTGGTAAGCTTCACGATGTTCTCGTGCTGTGTTTTTTCAACT 

CCATCAGGTTATTTATGTTCTTCTCTAAACTGGTTATTCTAGTTAGCTATTCCACTAACCTTTTATCAATGTTCTTAGC 

TTCCTTGCATTAGGTTAGAACATACTTTTTTAGCTTGGAGGAGTTTGTTATTACCCACCTTCTGAAGCCTATTTCTGTG 

AATTGATCTAACTCATTTTCTGTCCAGTTTTGTTCCCTTGCTGGCGAGGAGTTGTGATCCTTCGGAGAAGAAGAGGCAT 

TCTGTTTTTTGGAATTTCCATCCTTTTTGCACTGGTTTTTCCTCATCTTCATGGATTTATCTACCTTTGTTCTTTGCTG 

TTGGTGACCTTTAGATGGAGTTTTTGTGTGGTCATCTTTTTTGTTGATGTTGATGCTATTGCTTTTTGTTTGTTAGTTT 

TCCTTCTAGCAGTCAGACCCCTCTTCTGCAGGTTTGCTGGAGGTCCACTCCACACCCTGTTTGCCTGGGTATCACTAGC 

AGAGCCTGCAGAACAGCAAAAATTGCTCCCTGCTCCTTCCTCTGGAAGCTTCGTCCAAGAGGGGCACCCAACAGATGCC 

AGCCAGAACTCTCCTGTATGAAGTGTCTGTCAACCCCTGCTGGGAGTATCTCCCYATCGGGAGGCACAGGGGTCAGGGG 

CCAACTTGAGGAGGGAGTCTGTTCCTTAGCAGAGCTTAAGGGCTGTGCTGGGAAATCTGCTGTTCTCTTCAGAGCTGGC 

AGGCAGGAACATTTAAGTCTGCTGAAGCTGTGCCCAAAGCCACCCCTCCCCCCAGGTGCTCTGTCCCAGGGAGATGGGA 

GTTTTATCTGTAAGCCCCTGACTGGGGCTGCTACCTTTCTTTCAGAGATACCCTGCTCAGACAGGAAGAATCTAGAGAG 

GCAGTCTGGCTACAGCAACTTTGTGGAGCTGCGGTGGGCTCTGCCCAGTTTGAACTTCCTGGCAGCTTTGTTTACACTG 

TGAGGGAAAAACCACCTACTTAAGCCTCAGTAATGGCGGACACCCCTCCCCACACCAAGCTAGAGCATCCCAGGTCGAC 

TTCAGGCTGCTATACTGGCAGCAAGAATTTCAAGCCAGTGTATCTTAGCTTGCTGGGCTCTGTCAGTGTGGGATTCACT 

GAGCAAGACCCCTTGGCTCCCTGGCTTCAGCCCCCTTCCAGGGGATTGAATGGCTGTCTCACTGGTGTTCCAGGTGCCA 

TTGGGTTATGAAAAAAAAACTCCTGCAGCTAGCTCAATGCCTGCCCAAACAGCCACCCAGTTTTGTGCTTGAAACCCAG 

AGCCCTTGTGGTATAGGCACCCAAGAGAATCTCCTGATCTGTGGCTAGTGAAGACCGTGGGAAAAGCATAGTATCTGGG 

CTGGGTAGCTTCGTTCCTCACGGCACAGTCCCTCATGACTTCCCTTGGGTAGAGGAGGGAGTTCCCGAGCCCCTTGTGC 

TTCCCAGGTGGGGAGACGCCCCACCCTGCTTCTGCTTGCCCTCTGTGGGCTGCACCCACTGTCTAACCAGGTCCAGTGA 

GATGAGCTGGGTACCTCAGTTGGAAATGCTGAAATCACCTGCCTTCTGTGTTGATCTCACTGGGAGCTGCAGGCCGGAG 

CTGTTTCTATTTGGCCATCTTTATTCTCTTACAATTGAAAAATAATGATCTTAAAATTTTTGTCTCCACAAACAAAAGC 

AAGTAAATTATCTCAGTAATATAGTTTTAAGAATAGTTGCTCTTTTTTAAYTGTTGGCAGGGGCATAAGGGATAAGAGA 

AGAAATAGTTAAGAACACAGGTGGGTTCAAATCTACTCTCTGGCACTTACTAGCTGGGGAACTTTGGGCAACTCACCTA 

AACCATTTAAGCACTACTAGTTGCCTCTTCTGGAAGATGGCAGTTGTAATAATACATAATTGATAGTGTCATTATGAGA 

TAAAATGACATAATGCAAATAAAGTTATTGGCCATGTGCTTGGTAOiAAATAAGTACTCAAAA^ 

TTTTTATTCTAGGAGCCATTCCTTACAGGTGGAAAAATTGTGCCTTTTGCTTACATTTTACTTTGCATTTCACAAGATG 
TCTTCAAGAGTATGACCTCATTTTATCCCTTCCACAAATATGAGACATAGAAATTGTTAGCTACATTTTCTAGGGAAAA 
AAAACCGAGCGTCAGGAATATOAAGTGACTCAGCCAAGGGTCTACACCTC^TAATTAGCAGGATC^GACCAATGAAAG 
TGCCTCTTGGTAAGATCATACCTGAAGCTAACAGACACGTGCAGGCCTCCTACAACATAGGTAGCCATGTTTAGTGTAG 
GCAGCAGTTGGACTTCTGTATATTCATTTCTGGCACTGGAGACTGCTTCTATTATAGAAGTTGTGACCTTGTCACTCAT 
CAAGCAGATGGCATTGCTTGATTAGAGTCAGGCCATATTTAGAACATTTCTATAAAGCCATTCTCATTTGGGCAAACAT 
TTTTGCCAATTGAAGTGTTTCTTTTCACTAATTGAGCAAACAAATCATGGGCTATCCACTCACAAGGGCTTTCCACCAC 
CCATATTTTCAGGAAGGCAGGTGTTGAGCTTATATTTTCAGAATATATTTCCAGCTTCATACACTCTTAAGAGAACATT 
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GAAGCCTCTTTGATGAAGGTGAGGGTCTATAAACATGCTTGT^ 
AATGACTTTAAGAAATAGATGTATCCTGAAGCAAGATAATATGAGTGTCAGGCTGG 

AGTGGGGAAAAGG C TGAGAAAAGAGTACTGTAG ACTTTACATCACAATGC TT^ CTATAAA 
ATAGACTAAAATTATATATAGACGTATGTGCGTATGTGTGCATATGCATAAAAGTGTATGTATCTCCATACTTCAAAGG 
CTAATATTCACAGATAGATTCAACAATGAAATACGGAGTTAG 

CTTTAAAATTTTATTTTAACTGAAACTACGGTATAGACATAACCATATAAACTAATCTATTTACOT 

TTTCATTGTCATTGAATCAGATGTGAGTGTATTTAGATAAGTCAAGGTAGTAAAAGAGTATAATAAGAAACACTGAG 

CCAGGGATGATGCTAACTCAGACTTCTGTCTTGAGTCTGCC^ 

AGTTTTGAACTTGAAATTCTCATCTGATAAATGGACACACCAATGCCTAACACATAGGGTAGCTGTGAGGATT 
CATGCGCAATTTGCATGGCTTCCTCATCAAGTTGCCACTTGTATTAGTCGGCTAGGG 
CTTGGTGCCTTAAGCAACAGAAATTTATTATCTCACCGTTCTGGAGGCTAGGAGTCTGAGATCAAGGTGT 
TGGTTCTTTCCGAGGGCTGTGAGGAAGGATCTGTTTCAGGTC^ 

TCTCTTCGTCTTCTCTCTGTACATGTCTCTGTGTCCACATTTCCCTTCATGTCTCTGTGTCCAAATTTCTCTTTGT 

CTCTCTGTACATGTCTCTGTGTCCAAATTTCCCTTTTATTACAAGGACACCAGTCACATTGAAGTAGGGTGCATCTTAC 

TCCTATATGACCTCATCTTAACTAATAAGATCTGCA^ 

GTTAGG C T T C AACATTAATTTTG ATAGGGGG ACAC AGTAC AAC CCATAACAAC ACT C AGAAGTC ACTTTCT C AG AC AGA 
CCATGCTTGACC^CTGATGTAGTTTGGCTGTGTCCCCACCAAAATATCCTGAATTGTAGTTCCCATAATCCGCACGTGT 
AGTGGGAGGGACCAAGTGGGAGGTAATTGAATC^TGGTGGCAG 

CTCATGAGATCTGATGGTTTTTTAAGGGGCTTTCCCTTTTTTGTTTGGCACTTCTCCTTGCTGCTGCTATGTGAAGAAG 
GACATGTTAGCTTCCCCTTCCACCATGGTTGTAAGTTTC 

ACCTCTTTCCATTATAAATCACCCAGTGTCAGGTATGTCTTTATTAGTGGGATGAGAACGGACTAATACAACTACCTTT 
TCTAAGAACAGTCTTAC CCTTTCCTAGCACACACAGTCC CTTGCCCTATATAATATGC CAAAGTAAATCATAGAATCAT 
TTATTTTCTTATTCTTTTTCTATCCCCCAC7VCTAGTCTGAAGTCCATC 

TCTATTCTGGGCTTGGAGl^CAGTGCCTGGTACAAAATAGATCCTTAACCTCTGGCTTGAGGTTAGGGC 

ATAGGTGGTATAAGTATCTAAAAAAGAATCTC^TTCTCTATCCAAATTGGTATTCACTAGCCATATGTGAAAGA^ 

AATTTTCAATTTTATTTTAA^ 

ATTTCTGCTACTGCAGGAAGTTCTATGGGACATTTCTAGACATAGAAGCATAGATGAGGATATAATAGTGATAATTCAG 
TTCAGACCCGGTGCTGCCTGCCAAATTCCAGAACACTC 

TTGATTTGTTCTTCTTTATGGTACCAGGTGTATTGGGTGTATTGCAAGCATTTTCTTCTTCCATTATTAAGTTAAAAAT 

ACCCCTTGAAGTTTTGAAAAGCTGTAAAGGGGTTGTCTTGAGAGTCCCATTAACATTTATAGTGAATTCTGTGGCAGCA 

ATTTTTTATTTTAATTGTTGTTGTCTTTGCTATTCAGATAAGTAAGCAGTAGGCATRGATAATTAATGTA 

TTTTACACAACTTTAAGAATGACTCTTTGAGAAACATGTCTTTAAGGACAATGAACTGAGATATCCCTTACTTGAGGAT 

AAAATATGGGTGCAGGTACAAGGAGTCAGCAGGTGTCACGTGTGGGCTCATTTCTTCCCTCAACCCTGGAAAGTATATA 

GATTCTCACCATCCTTGTTCAGCCTQTGCCTTAGGGATAAGCAGTGCTGGGGTGATTTTATGCTCAGRAAGTAACCAAA 

GGCTAGCAAACATCTCTCATTGTTGGCAGTAAAAACCATTGCTATGAATAACAATCTATATTTTATAAAACTATTTTGG 

CTTGACATAAAAATCTGATGCTTCAAGGAAGAT^ 

AATCCTGAACCACACCCCTAAAGGAGGCATTCATTGATATCACTGGCTTAACAAAAGGCTTTGGGGTGGGGTGAAGGGA 
TAATACATAATGCAGTTAGAAAGTGATAGAAAGCM^ 

AATACATGTGGCT^TGAACTTAGAATATGCTCCAGTTTTGGAAAAAGAATAGTAAGATAAAACCCTAGAATTTGGAACA 

TTTTTAAATAACCTCTATTACTATCATTTTAATCTTTGAACAGTGACAAAATATCCCACCTGCTTTGTGACTTTTCT 

AAAGAATACATGGTCACAGGGTATTCTGTATTGGAATAC 

AGGAATGGTAATTGATGACCTTAAGTGAGTCAAGTCACAATTACCT'GAAGAACTAAAAATGCTACTGGAAGGACTAGAC 

TCTAAGTTGGTACCTAACTAATTCTTATTGCCTGAATGTGGTTGTAGAGTAGACCCTTCATTAGGAAGTGAATAGGGGA 

AGTATGAAAAATTAAATGTGTACAAAATCCAAAGCTTCCTGATAGGTCTTTTGGGCTATTTTGAAGAATAAGACAAACA 

ACAGAAGCATTATAATTGGAGGATTATAGAGCCAACAAAGGCAAAGTAGGAGCATATTTATCAGACATAATAAAGACA 

AAATTAAAGATCTTATTTATGTTTGAGGCAT^^ 

TTCATCAATGGATTTTAGTATTTTAGCT^ 

TATTCTCATACTGCAAATAACTTGTTACATGATTTGGATGTTAATATGATTTTTTTACCACTGAAAGTTAAACTAA 

TCATCCTTTCACTATTAAAATATTAATGTCTTC 

CACTGTTATAAAAAAGCTTTCGATTTTTGTAAACT^ 

CAAATTAAGAAATTAAGTCACTCATTTGTTCTGTAAA^ 

TTTAAGAATTCAATAGTACTTTCAGCTTTATTGGGATATAACTGACAAATTGAAATTGTATATATTTTCAGTGAACAAC 

XTGATGTTTTGATATACACATAAACTTTATGAAATGACCATTACCAT 

AATTCTCTTGTTGACTTTCATTTAAATGTTTGA 

TTTTATAGAATCGAACAAACATTACTTTAATGOT 

TTTTGTTTTGTTTTTTTGAGACGGAGTCTGACT^ 

AGCTCCGCCTCCTGGGTTCATGCCATTCTCCTGCCTCAGCCACCCAAGTAGCTGGGACTACAGGCGCCCGCCACCACGC 
CTGGCCAATTTTTTGTATTTTTGTTTTTTO 

ATCTTGTGATCCRCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCAGTC^ 
AATGCGATAAAGAATCCATGAATAATATAGTCGTGTATTT^ 
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TTCTAATTTACACTTGAGCAAACCTT^ 

TCTTATCTAAGATATGAAGGATGC^GCAATAAATTATCCAGATGTTTTGGCTATAGTCTTTTTTTATTGTTGAGTAACA 
AATTTCCATACACTTAGCAACTTAAAAC^TATCCTTTTTTTTTTTTAATGTCGCAGCTCTTTAGGTCAGAAATTCAGG 
ATAACAGGGCTGGTTTATGTGCTC^GAGTCTCAAACTCAAGGCTGAAATTAAGGTGCTAACCAGCTGTGATCTTATCTG 
GAATCAAGGTCATCTCT(^GATCATTACTGCCACTGTTGGAAGAATTCAGTTTCTTGCAATTATAGGATAGAAATCCC 
TCTTCTTTTGCTAGCTGTTGGCTGTAGCCCCCTGTGACCTTCTAGAGGCCACTCTTGGATTCTTATCCCATTGGTCATC 
TTCATCTCAGCCGTGGAAGACCTCCCCTCTCACACTTCATCTCTCTGACTTCCTTTTTTGCTTCTAGCTAAAGAAAGCA 
CTCTGCTTTTATAGGTTTTATAGGACTCATGTGATTAGATTAGACCCACCCTGATAATCTTATCTTAAGGTCAGCTGAT 
TAGTAACCTTAATTGC^TCTACAAAAATTCCTTTTTCCATGTAAAGTAATATAACCGTGGAGTAACACCAGGGCTGAGG 
GTAATAGGAGTCATCTTAGAATTGTGTATTAGCCAAGATGTGGAATTCCTATCAATAAATTTAAGCAGTGTTTCCATTA 
TATTTGAAAAGGAGAGAAGATTAGGGTGGCTGATCATCTTGTATTTAAATGCTAAGAAAGAC^TAATCACAGCCAAR^ 
AGCTTGGTCACATGTTGACTTTTTAGGAACTC 

CTTAAAGGAATGCTAAGAGTTCTACCATTTGAGAAATAAAGAACTACCAGGCAT^AATGAAGAAATAACCATGTAATTGA 
AAAACTGC CAGAAATAATTC TTAATTAGATGTAGACCAAATGTCTCAATAGTTGGATAACAAGGCAGAGGC CAC ATAAT 
TCCTCTGTGCATCAGTCTGCTCAGACATTCTCATCCATTGCAGATTAAAGCCGAGTACTACCACGTTTGTGCCACAGCG 
TCTCTGTGGCCTCCTCCCTGATGGCTGCCTGGGAACATGTTCCTCACTGCATCACACTGCCCTTCCCAGTCTCTCAGGA 
AGCTTAAAGGGGTAAAGCAAAGGGAGGAGACTGAAAAAAAAATGACAAATTCGGGAGAAGATCTTTTAACTTTCTGTTC 
ATTAAGTGAGAATTTGTAGATAGAGTGGAAAGAACCATTGTGATCAGGGGCAGGAGTATGTGAAGGAAAGGAGGGATAG 
ACTG AAGATG TCAG AGACAG AGAAGG C CC C AAAGGATGGAACAGGGGATGGAATTAGGAGAAACGT C CT G AAGG AT AG A 
ATGGGGATAGAATTAAGAGCGTGCATGGATCCATTTAGTCTGGAAAGTGAAAATCTTATTTTTCTGAAATACAGGAAAA 
GAAC^GAAAATGAGTAGTGGTTTCAAATGAGGGAGAAAAAGCAATTACATGTAAGAAGGCTTCTATCCTCTCAACACAA 
CGGGGCTGCTTTATATATATTTTCTCTTCTGTAAAGTGATAAAAAATAGTAAGGCCAAATAATATTTATGATAGTTAAC 
TGATATGATGCATATAAACTGCTTAGAGTAGCATATACCACATTATAAATGCACAGAAATGTTAGCTATTTTTTACTAT 
CATTGCCATTATTATTTTCTATTGACAGTAAAGGAAAGTGAGGTAATGTTGTGAATTTAAAAGTAACATAAAGCTTTTC 
AATCACTTGTTAAAAATAGCATTGCAGAGAAACATTGAACCCTCCTTAAATGTAAATAGCACGATTCATYGAACATCTA 
GTCAAGATGACTAATCTTTTTTTCTAGTAACGCTCAACAGTCTAGAAGGTACAGAAGGCGGTGGGTATCAAGGTTTATA 
AAAGGTCAGGAATTGGAACTCTGGGGACCTGGTTGTTCTCATGAGGGCACATACCAAGATCAGGGTGAGCTAGGAAGTT 
TAAGTGATAGGAAGATAATAGATTTATTTAGAGAGGGGAAATTGAGACAGTTTCAAGCCTCGGAGATGGAACAGAACAA 
CAGAGCTCCAAGCACTGGGATGCAGGGCTGGAGGTGACCAAGTCCACGACTTTGTCTTTCTAAAGTGAAGTGGAGGTGA 
GTCTGAAGAAATTATCACTGTGATTAAGGTTGTTATTGAGGGCAACAGGGCAAGCTAGCTTAGGAAGAAAAAGTTTGGC 
CTAGGTRTAAGATGTAGTTGTCTAATATTGAACAGCACAGATTTTAGAACATTAGCATCACCACAGAAAATTCGATTGA 
ACAGCACTGTACTAGAGGTACAGGAAAGTGAGAGGGTAGGGTCTTACAGAAAATGTTGGAGCAGAAGAAACTATGCCAA 
ATGAGGATGTGAGCAAGGATATTCTGTATTTTTGACAATTTTGAAGCATTATTTATTATTTTAACGTTTCTGAAATTTG 
GATGAGTCATGCAATTGATGTGCTCATTTAATAAGGTTAGTGTTTATTTTTGTCCTGAAAAACCATTAAGCAATTAATA 
ATGCATCTCACAATCAGTGTCATCATAATATCAATGAAATATGGTAAGAGCAAGGCCAAAGGAAGGGTTTTCTTACTGG 
GTGGTGATCACAACGATAAAGAATCAGGACAAAAAGACTGAAGAGATGTGGTGATAATGGGATATGAGCTGAGTTGGAA 
AAGAACTAGCCCCAAGATATTAGTCAGCACTTTGGAGGGGTGATGAATTTGCCATGGTTTAAAGTACTTCTTTGAGTTT 
ACAGCACCCGACTCTGTGTTCTCAGACCTTATGTTGTTTGAGAATTGGGCTGATGGTGAGTGTCAGGAGAATGATGTCA 
GTCATTCTAAAATAGTCTCCCAGGTGCTGATGCGCTTTGGCAACTACAGTAGGTCTTCCTTAAGATTGGGCATGGAAGA 
GACAAATGTCGGAGAAAAATACCCCTCTTGTTTTGAGTGGAGAAAATCAGAAGAAAGGGAGAGAGATCGGGGTGTGCCG 
AAAGCAAAGCCAATGTGATCATCAAGATAATAATAGCCATACATTAAGGTAGTCAAGATCATAGACTTGAGATCTGAAC 
TTGGATGGAGATGATGAACTACACAGTTTTAGTCTCATCAAAAAGTCAGCTACATCAGATGGAACTGAAGTTGTTTGTT 
TTGTTTTACTTTTTGATGCTGTAATAACTCTGGCATGACTTTTCACAGCAAATTAGAATTAAGACCTTTTAAATTTGTC 
CCA7VATGGTTATTGATACCTGCAATAATACTTTTCCCCCTGGAATTATATTTTCCTCTTAAAATATATGTGTGTATGCA 
TACATTCGTATATATAGTGTGTGGGTATGTGTTTGTGTGCATATGTGTGTGCATATATATATATAAAGAAAATAGTGTA 
GCGGAAAGAACTCTGTTTTCTAAGTCAAAATATCTGATTTTGAACTTGGGGTCCAGTGAGCCACTTAATTTCAGGTTTA 
ACTTCTGGCAAGTTTTATCTTCTGAAGCCAGAAGTCATTTTCTTTTAAAAAGAGGCAATACTTGTAACTCTTTTAAAGA 
TCAGATGACATAAAAGATATGAAAATATAAACTATAACGTATAAATATACTGAACTGTAAAGTCATACAAATTTAAGTC 
ATTAATGTTACTGATTGGAGTTCATTTCTCAGATTTCACATAGTTGTTGGGCACAGAAAATTTGGAAACTTTGGCTTTC 
ATTCTTGCACAGACTAATTTAGCATCATATTCTTGTTCTTTGCTGATTTATC^GGTAAGGAAAAAGTCAAGTT^AATGA 
TTTGGATGCCTCACTGCCAGGGAATGCTTGATAAATTAAAAGCCTGGCTTCCTAGGGACATTCTGACTACTGTTGTTTA 
TAACCAAGATCTTTTGCAACCTTAGACTTCCCAGGAAAAGCCTGGGCTTTGTTGCTGCAGGAAGGAGAACAGGGAGGAA 
AATATCTTTCAGATTTAATCAGTGAGAAACTACTAGGAATTAGCCACTATGCTAGGGAATACCCAATCATTATTTTGAT 
ACTTTTGTAAGCTGAAGCATCATTTAGGGGCCTAGCAGGTTTGCTTTCTGATCATATTCAAAGCCTTCACCTGGGTGAA 
CTCCTGTGAGAACCTATAATTCAGGGATGCTAAAGTCACCATGGTGACAAGAAGAACTCAGCTGGCTTCCTATTCAATG 

GTATTGCTAATATACAACCTCTGGAATAGACCTGATC^GTTACCCAGTCTCTGGAAGAGGGTGGTAATTGAAAAACTAA 
TAAGGGCAGGCCCTAGTCTAAGAAACTAAATCTAAGACAGCCACCTGAAGTGTGAAGATGGAAATTGCAGAGTTGAGTC 
TGGAGTGTTTTATAGGCTTATAGCTCTAACTTGCCTAATTGAACTTTTACAATTGAACTTTTACAAAGAAAGTGGGGAT 
TTATTTATACTCCTACTCTAGGGGGCCACAAAAAAAAAAGAGGAAATGAGAGTATAGGAGATTTCTCTAGGTTATCATA 
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AGAAAGAAGTCTGACAATACAATCCTTGTTCCATTTATCTTTTTAT^ 
TTCTTTGTTTCTTCCCCATGCTGGCTATTTTGCCATTCTCTTC^ 
AAAATATCCCTACAATTC^TGACCTTGAGTGACTTCAAAA^ 
CAATCTTTGTACTTTTAAAAGTATTCATGCTTTGGTTCTAC^ 

AAGATTTTATAGCCACCAAATCACCCTAATGTGCAATCAAGGGTGAGAACCTTATTTT 

TCCACTGATCTTGACTTCAGTTTTACCTTGGCAATTCACCTCCATG^ 

GCTCCAACCAACCTGAAAATCTTAAACT 

TACGTTAAAGACCTAATAGTCTTATTTCTCAACTGCTTTCTTGCTAACC CTT CATTGTTCTCCTCATAAAC CCAAACAG 
GAGATAACAAGC CAGGATTAATC CACCTGTGTGATCTCCCCATTTTTAACCCTTGTGTTTCCAGAGAAAAACACAACCA 
CTTACTICTGGTGCCACAGCAAGTTCATACTCTCCAGACCCAAT^ 
TTCTCTAGTC^GCCTTGTGTCCTTTTTTCCCyiATAAAAACTC 
GTTTGAGGTAGAAATCTGCTCCTGTACCTTGAGTCCGACCTGCTTCT 

ACTTGTCTTGGATCACGAGCTTTAGCCATGGACTAAGTCTTTAACATGGGYATTO CTT C 

AAAAAGCAAAGCATAACAGTGCTAAAGCAAATTTTCATGGGTC 

AATAATTTTGCATCTACTCTCAATTTTGCACTTTCCTACACCAAATATACTGACATTTTTAGTC 

TTTTTCTTAGTCTTTGTTTTACT(^GATTCTCTTCAGTATTTGAAGAGTGTAGGCCACTCTCTGTGCATAAAACAGTCT 
ATTCCTCCATGGGCTCCTAGCTAACAGCCTGCAGTTTG 

AAATGGCAGTGTTCTTTYGTCAGCACTTTCTGCTGTTACCCCATATTCCAGAGGTATTTAGCCATGGCTATGCATCAGA 
ATCACCTGCAAAGCCTTOTAAAATGCM 

GCCCAGGCACCTAAGTTATTCAGAAATTCCACAGATGATTGTGATATGCTGGTGGTCTTCTTCACATCCATGCCTTCTC 

AGGCATTCCCTT-TATOAGTCTTTCATCTGGAT^^ 

CAAACTCACTGATGTGTCCAAGAGAGCCTCCTTGCCTC 

CCTTTTCTCCTCCCCCATATTTCAGTCTGAATGAGTGAC^ 

TCATTTTGAATTGTTTTATTTATC C CTC ATGTCCAATCAATTGTCAAGTTATATCAGTTTCACCTCTAGTATTCTC C AA 

AGTTTTTTATATACATGGGTATTACTTTAGGTTAAGCTAAGTCAGTCTGTGTTGCTATAACAAAATACCTAAAACTGGG 

TAATTTATAATGAACAGAAACTCATITCTTACAGTCTGGAAGCTGGAAAGTCCAATATCAACGTGCCAGC^ 

GGGCTTTCTTGTTGTGACATC^TATGGCGGAAAGTGAGAGGGCAGGAGAGAGCAAGAAGGGACTGAACTTGCCCTTATA 

AGGGCACCAATGCCTCCCATGAGGGTGGAGCCCTCATGACCTAATTACCTCTTAAAGGTCCCACCTCTTAATACTGTTA 

CAATGACTATTAAATTTCAATATGAGTTTTGGAAGGGGAGAAACATTCAAACCATAGCA 

GAAATATTACCACCACCTCCTGACTGTATCCTCTGTGTTTGGCTTTGCTTACTCCCACTAATCTGTTTTTCACACAATG 
CTCAGAACATTTTTTTCTAGAGGATAAATATGATAATATATATTTCCTGCTTAAGACTTTTCAGTGACTATCTGTTGCT 
TTCAGAATAGAGGC CAAGCTGTAACATGGCATATATGGCCCATCAGAAC CCGACGCCTGTTCTGTT CTTTTGTCAGGTC 
CTCTCTTTCATTCTGCACACAGTTTTCATCACAATTCTCTGGCGTTCATGATTCTCTCTTGTCTCTGAGCCTTTGTTTC 
TTTGCTGTTTTTGCCTAGAACACCCTCTTCCTCTTGGCTCAGGTCTTACATCTTCGATTCCT 

TCATGTTCCAGCTCATATCTGATATATCATCTTTTAAAAGGATGTCTGCCTAAACCTGTAGAATGGGCTTAAGAGGGCT 
TCCTGTTTATTCTCATACTGTGTACAATGAAAATCTACTCATTGATTTACTTCTCTCTCCCACCCAACTTTATGTTCCT 
TTAACATAGAAACTTTTAGGCATCGAAGAATTCTTTTTTTTACATGACACATAAACTCTCAATG 

AAATGAGGAGTATTCAGAACTGTTAGTAAAAAAAAAAATCRGAAAATAATGATCAAGAGAGGCTTTATAAAGGGAAAGT 
CAGTAGTTGAAAAGCTAGAAGTAGAATGAGCTGACTGACTTGAAAAGAGGCCACTACTTAGTGAAAAGCACTTCATTGG 
TATGGTAGGAGTTGAAGTCAGAATGCAGAAAATTGAGGAATGAGTGGTGTATGAGTTTTCTGCTGAAACAAAGTACTAG 
AAACAGAGTGGTTTAAACAGAAATGTGTTGTCTCACAGTTATGGAGGTGAGAATTCTACGATCGAGGTGTTGGGAGGGC 
CATGCTCCCTGTAAAGGAGCTAGGGAAGGAACTGTTCCAGTTCTCTCTTGTAGCTTCTGGTAGTTCCTTTGCTTGTAGC 
AG(^TCCATCCAGTCTTCACATAGTGTTCCrrCTGTGTACGTGTTTGTCTCTTCACATGGTGTTCTTTTTATAAAGGCG 
TGAGGCACACTGGATTAGGGACCTACTCTCTTGCAATATGTCCTCATCTTCACTTAATGAATCATACCTGCAACAATCC 
TATTTCCAGTAAGGTGACATTCTCACGTACGAGGAGTTAGGACTTCAACACATGATTTCTGGGGGAGACGCAATAAAG^ 
GTTGGACTTGGGTTTATTCGTGGTGCTATTATTGTCATACATTCATAGATCAATATTAGC 

AGTCCACATTGTAGCATAATATTTACTGTGGTTGCCATGGAAGAGAAGTTAGTAAATGACTTTCACTATACAGGGCTAC 

CACACTGGTTTCCAAATTGAGCTCTTCAAGGTTGAAGATGGAGGACGATGGAGCTCCTCCACCACAGCACCCTCTCTTT 

GCCTAATTTAC C CATAAGCAAAGC AAGGTTTGAAATC C ACCTATCTAAAATAAG ACTTTTAGACATGTTGG AGG ATATA 

TTTTTAGTCATAATGTTGATAGCAAATAAGAAGAGAAGATACACCCTCAGCAATTGGAGACAAG 

ATTTAAAAGAAGAAAACGACAAAAAGTACGAAATCTTATGTGCACTTATTACCTAATACTTTAAAATCOT 

TATATATATATATATATATATATGTAATTATTAGGTCTAAGTAATACACAAAGTTAAACCCTTCACTATCTTAGTTGGA 

ATACGTATAGAGGTATAGATATATATAGATATCCT^ 

AAATCAGAATTATAATCTCCATGGGAGCAACTTTATACCAAAAAACACAGAAGCAATTATATTTGAAACCTGCTAGAGT 

ACAAAATTCTAGATTATCTTTAGCAGTTTACTTTTATTTTCATGGATAAAATTTGAAAAGACA^ 

TCTACCATTTGAGAGCATCGCTAGGGAGCATGACATTATCACAGAGACAGATAT^ 

GTAATTCCTATTCTTAAACTTAATATGAGTTGCCAATTTGGAACACTGCTACATTATATTTATCACAGAGTTATAACTT 
TTAATGGTTTGAGGGATCATAGATCTGACCACATC^UITATTTGGCTCATTTTCAAAATAGAAAGTGCTGAAACACCAA^ 
ATACTGAGCTGAATTCTTTAAAACTTTAAAGCTGAAAAACC^ 

TAAATGG CTGCATTTTTGAAATTC CATTGTAAATCTTAATAAAAAATATTGTTTT AAAAAG^ CAG CATGTTTGG AAATG 
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AGATTAAATGAGGAAAGGCAAGTCAAGTATTGAGC^^ 
ACTCCATCTACTCTTTCCATAATTGCATCCCCTCC^ 

GTCTCCCAGTATGGTGGGCAAAGGTAGGTTTTGGTGTCCAAGCACAGCTCAGCCATTTACTCTCCAGGTCCATGGGCAA 
GTAACTTAACCTCTCCAGGTTCCTCAGATTCATCATCTATAAACTGGGGAATATTAGTAGATGCTTTATAAGGTTATTG 
TATTAAAGGAAATAACTTGTCTAAGTCTCAATGCACAAAGTCTTCCCCAGAAGACAGACTTGAAAAAATATTAACTTTA 
TTTCACTCTCCTCCTGCTGCCATTTCCAATGTGCTGTTGCATGTTTCTAAATGGTATGTGGAAGAAAGCTGATTAGTTT 
CTTTGCTAATTATTAATTGAATTCCTTTAGTTAATACAATGTATTCTTTTGAGAAGCTCAGCTCAATTTATAGTGCTAG 

AAACATACAAATACAGAATTTATACGAGTTGATC 

GAGAATACTGTAACACTCTTACTTCATGTATATTCATGTATATACATATGTATATATCTATATATGTCTGCATCTACAT 

ATGAATATATGTATATCAACTGTTCTTATTTAGTATAGTTCTCCCTGAAAAAGAAGGTACTATTTTATTTTTAAATATT 

GGATCTTATTTTTAATATTGGATCTATCTGTAATAAAGTAGCCAAGTTAGGCTGACTACCTGTCTAATGAGTTTCCCGT 

TTAGATGGATTAGTTCCATTTAGTCTGTTCCATAGCCCAGATCAGACAGTTCACTAACAAATACACTTAAATTCACATC 

ACTTTGGTCCAGAGGGTGTAACTAAGGCCCAAACCTGCTTCTGGTGAAAGTGACCCAGAGGTACGCTTTGCTGATAATA 

TCAGGAGCATGGTCTTTGTAATTGGAAGACACTGTCTCC CATCTC CCCATTTGTTATTGCAAGAAAATTAGATTCT CAT 

TGAAATAACAGGCCCAAGAATTATAGTAACAGGAGTTTGAACCCCTGTTTGAGAATGTTGGTACTCCTGGGATAAATGA 

GATCAATTTTAGCCTATAATAACGGTGCTTTCTACACTTTTTAGATGTTAGAGAAAGTCTGGCAGCAAAGCAAAGCTTT 

GTATATACGATGGGAGGCAGGGTTGGAGAATAA^GAAGAAAGAGAGACTTAAGAACAAAATTGTGTT 

TTTGATTTTCTTTAAATACTTTAAGTCTCTAGAAATAACAAATTTATTATCTGAAATACAAATAAGAAA^ 

TGGAAAGTTGATAAAACTCAATTATTGTGTAAAATGTTCACAAATTTCCAATGGATAGAAAAAAATAAACTTTTGCA 

GCCAATTATTGAATACTTATTTTCACCTTTGGAAATAGCAAGTCAGTTACAAATTTTATAAATCTATATAATTGTCTTT 

ATACATAATAAAAATATTCTGATGTTTTGTCAGCCAATATGCAGTTTTAAGCACCTTCAACCCTGTTACATGTTTACGG 

GTTTGGAAGTTACTGGGGAGGAGGTAGAAAGGTCTGACCTTCTCCCCAGGAATTTAATATCTGGTCAGAGAGAAAGAAA 

CAGACTTTTGTTGTTGTTTTGTTGGTCTTATAAACAGTGCCAAAATGAATGTGTGTATGTGTGTGTATGTTTGTGTGCA 

CTTGAGCAATCATTTTTGTAGGATAAACTCTTACAAATGTAATTGTTCTGAAATGGTATGTATGGTTTACATTTTTAAA 

AATTTGCTAAATTGTACTCCAAAATGTCTCTCCTAATCCATGTTTCTAACAACTGTGTATGGGTGTACTGTTTCCCACC 

CCCTCACAATCTGCATATTTTTAGTCTTTTAAAAAAAATCTTAAACGAATGTGATAGGCAAAATACCTCATT 

GATTTATTTTTGGTTATCAGTGAGATTGAAGATCTTTT CAAATGGCTTTTGACTATTTATAGTTC C C CTTCTGTG ATGG 

TTATTTGCATCCATGTCCCATTTTTCTTCTGGGTTATTGGTCTTACTCTAATTTATAGACTCTCCTTAAGGCAAATGAT 

ACCAAAACCATACCATGGCTGTTTACAGTCGACCCTCCCAGCTTACGTTGC^TTAATAATTGCTTCTTAGAAGCTTATG 

TTATTCATCCTTCTCCTATTTCTACACTGCTGTTTTCTTGCTTCCCTAATTTAACATTCTCACCATTGCAGTCAGCAGG 

TTAAATGGCAAACATCTGAGGAATCAAGGGAAACAACTATGCATTGAGTACTTGCATGTGCTACATGATTTAATCTATA 

CCTTCTAATGTAATCCTGAAGAAATCTAGGAGATATGTATCATTGTTTTCCAGACGAAAAAATTAAGATTTGGTTAAGG 

TTGGGAAATGAGACTAAGTAAATAAAGTGGTAATAAGAGACTCAGGTCTGTCCGATGATACTAAAAGCCTGTGCTCCTT 

CCAGAAAACCACGCTTTCTTCAGAAAAACTGTTTTTACAAGACTGTATTCAAACATATGGCATGTCTTGATATACATCT 

AAGTAAATTTTAAAATTATATCTATATTCTTAACTGTCCAATAAAATTGTGTATTTATCATTTACAACATGATGTTTT^ 

AAGTATATATACATTGTAGACTGACTAAATCTAGAAAATTAACATGCATTAACTCACATGGTTATTTTTGTGATGAAAA 

CACTTAATATCCACTCTGTTAACATTTTTCAAGAATACAACATATTGTTATTGACTAGAATCACCATATTGTACAATAG 

ATTTCTTGAACTTATTTTTCTTATCTAACTGAAATTTTGTTTCCTTTGATCAATATCACACTTGCACCTCCATTTCCAG 

TTGCCCCAGCCCCTGGTAATTACCATTCTAATCTCTAGTTCTATGAGCTCAACTGTTTTAAATTTCCCATATGAATGAG 

ATCATGCAGGATTTATCTGGATATATACCTAGTAGTGGGATTGCTGGATCATATGGTAGTTCTATTTTTAATTATTCAA 

AGAACCTCCATACTATTTTTTATAATGGCTGTACTAATTTACATTCCCATCAACAGTGTACAAGGGTTCTCTTTTCTCC 

AC ATTCTTGCCAACACTTAATATCTTTTGACTTTCTGATAATAG C CATTCTAACAAGTATGAAGTGATAGCT CATTGTA 

GTATTAGTATGCATTTTTCTGATGATTAGTGATGTGGAATAGTTTTTCATATGTCTGTTGGCCATTTGTAAGTCTTTTG 

AAAAATGTCTTTTTAGTTCCTTTGCCCATTTTTCAATAAGGTTATTTTCTTGCCATTGAGTTGTTTGAGTTTCTTATAT 

TTTTGGATACAAATTCCTTATTAGAGGTAT^^ 

GATTATTTCCTTTGTTGTGCAGAAGCTTTTTAGCTTGATGCAATCTTGTCTATTTTGGCTTTTGTTGCCTTTGGTTTTG 
GAGTCATGTTCAAAAAATCATTGC CTAAATCAGTGTCATATAGCTTTT CCCCTATTCTTACATTTATGTCTTTCATC CA 
CTATAGGTTGATTTTTATATATGGTATGAGATAAAGGTTTATATTTATTCTTCTGCATGTGGATATACAGTTTTCCCAG 
CACCATTTATTGAAGAGATTGTGTTTCCCCAATGTATGTTCTTGGCACCTTTGTTGAAAATAAGTTCACTGTAGATGTA 
GGGGTTTATTTCTGGCTCTCTATTATGTTTCATTGGTCTATATGTCTGTTTTTATGTAAGTACGATGCTGTTTTGGTTA 
CTACAACTTTGTTGTGTATTTTGAAGTCAGGTAATGTGATGCCTTTGGCATTGTTCTTTTTGCTC^ 

TATOTAATGTCTTTTGTGGTO 
GATAGGGCTTATAATGAATCTGTAGATTGTO^^ 

TATGAACACGAACTATCTTTGCATTCATTTGTGTCATCTTTAATGTTATACAGCTTTGTAACTATTATAAATGGGATTT 

TAAAAATTTCTTTTTCAGATAGTTCGCTGCTAGTGTATATCAACACTACTGATTTTTGTATGTTGAT 

AATTTCTATTATAATGAATAGAAGTGGCAAGAGTGGCCATCTTTTCTTGCTCTGGATCTTAAAGG7VAAAGCTTTCAACT 

TTTCCTTGTTAAGTATGGTGTTAACTATGTGTTTGTCATATATGGCCTTTGCTTGTTGAAGTAC7VTTCCTTCTATACTT 

AATTTGTTGAGGGGTTTTTATTATGAAAGGATGTTCAATTTTGTCAAGTGCTTTTTCTGCGTCTATTGAAATGATGATA 

TAGTTTTCGTCCTTTGTTCTGTTAATGTGATATATTACATGTATTGATTTGTGTGTGTTGAGC C ATC CTTGCATCC CTA 

GGATGAATCCCACTTGATCATGGTGAACAGTCTTTTTATTGTGTTTTTAAATTCAGTTGGCTAGTTTGTTGAGGATTTT 
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TGCATCTATATTCATCAGAAACTTTGGCCTGTAGTTTTCTTTTTTT 
ATOCTAGATTCGTAAAATGA^ 
TTATTCTTTTAGAAAAATTTCTATT^ 
GGAGAAAGAGCTGAAATTGGGGTTGAGATTTATAA^ 

ATGATAAGAAGGTTAAAGTAAT C ACTGGATTGATTTGGGATGGG CAGT CTC AAAAGTGCTGAGGATTCAGTTC CTATTT 

CAGTGAGCTGGAAGACACAAACATAGAGGAAAAAGAAAGACAGTTCAAGTATAAATTTGAATA 

AATTACGGAAGAAACAACTTCAAAAGAAAATAACAACAATGACATGGGCTAC 

TTATAGGGTGCCATTCAGAGATAGGAGTTAAAAAAAAAAA 

GCAAGCACACTGAAATAACAGAGGCCTGCCTTCACGGGAAGAGGAOT 

TGTTGTGGGTAGCAAGATTACTAGAAATGACTTCTTGGATTATAAAGGACAATTATGATAGCTTA 

AGTACATTCCATCTGGTACGTTACAAATTAGCTCATTATTCTGCTGTTCTTACGAATO 

TTGTC&CAAATTAGTCACCTAGTGTTTCTCTGAAAGTGAT^ 

AATGGGTCCTTGCTAGATCCTCCAAACAGAATTCAGCATAAAGCACAATTCAATTO 
CATCTTCTGATTTTCTAAGATGAAATGTGATTGTTGCCCTGGATATTGGTAATACATTGTAATATO 
GTCTCCCCATGAACTCTAGAGATCC^GCCTACTGAGAAATGATGGGTCCACAAATTGAGCATAGCTTTTATTTGTTTT 
TATTTACATTTGTTATCGCAGGTGCTATCACAACTGTTGTTTCAATAATAGCAATTTCAATO 

ATCTTATTTTGAAGTGTGTTTTGTAGCAGATGAGCTCACCCACCAGCTACTTGGAAAGAAGAAGAAAAGTGAGGAAACA 
TAAACTTCCTCTGCTGTCTAACTGGATTACCTACTGAGACATCCCCTTGTGTGGGTTATAATAAATATTTATGGTAAAC 
TTCTTAAGTTAAGATGCCTTTGGTTGCAAGTCTGGAGCCCCCAACTTAATGGCTTAACAAAAACAAATGAGGAAAATG^ 
ACTGTCTTATAACATGAATTTTCAAGGTAGGCTATTCC^ 

TGCTTTGCCATCTTAGCACTTTGTCCTTTTGCTCAGACTTACTCTCCTCATTTACACAGGATGGACAGTCATAGCCAGA 

CACCAGGACCAAAGGCAGAAAATGCACCCTTTCATGCCTGAGCAAGAACTTGTGAAGATATATTTTTAAGAGAGAGAGA- 

ACTGAGTAGTGCCGTGAGTCCAACCCTACCCTCTCTTAAAGCGGGCTGCAGTTATCTAACTCACATTAAGCTCAAAGAG 

AGACCTGGCCTTCAGCCATTTGATGTCCTTCCCAAGAGGACCATCTGGGAAAGCCAGTTTGGCTCCAAGAGCAAGAGTT 

GGTAGGGATGGAAC CACTAGAAAACCAAGG CCTTGATGGGGGTGCTGGTTAATCAG CAGCAATTGG AAAACAAGGCTCT 

TGCTTGAGTCAAAGGAGTTGCAGCCAGAGGACCCAGCAGGGATACCAATTATGAACCCACAAAAGTACCATGAGACAAA 

GAGGCAGCTTTCAACATCTGCCAGGTCTCCAACATGTGATGCCATCTTACGATGGCACTAATTCAGGAAAACAAAACAA 

AACTCTTTTCTTCCTTTCCTCACC^CTTTCTGTGCCTTCCAATCCCAGAGGAGTC^TACCAACGGCTAGCCAGCCTGG 

ATAGCCAAGGAAGGGGAAGAGCAACCCAGTCTCAATGCCACCCACTTACTCCACTGCACACAGAGACTCTGTGGTGGGC 

CCAGCTGGGAGAGGGGAGAAAATGTAAGTTCAATCAAGTTTAGAGTTTTGGGTTACAATTTGAAATGGACATTCTAATT 

TCTGGATAGAGTCTGAGATGATGGTTTAGCATGAATGCAAAGGTCTCTATTGCCTAACAGTACCCAGAAAAGTCATAAG 

ATGTTCTTTATAAATAAAGTTTAAAGGGACAGTTTGAAAGCAAATAAAATGTGTTTTACACTTTGGGAGACCAAGGTGG 

GCGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTAGCCAACATGGTGAAACTCCATCTCTACTAAAAATAAAAAAAA 

AATAAATAAATAAATAAAAATAGCTGGGTGTGGTGGTGGTGCCTGTAATCCCAGCTCTTTGGGAGGCTAAGGTAGCAGA 

ATCACTCAAACCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATTGCGCCATTGCACTCCAGCCTGGGCAACAAGAGCTCA 

AAAAAAAAAAAAGAAAAAGCAAAAAACAGCATTTTGCTATCTACTACATGTCCTCATTTTCAGCAAATATGTTACAATA 

TTGATATCCATTTACAAATATTTTTAACTACCTTGACAATACCATATCATATTTGTATCTTTCTTGCGTGCTTCCCCTT 

TCTTACTCTAATATTTGAGGGGAAAATTATTTATGCCTCCTAGCAAATATGCTTCTGATCTTTAAAACACCTCTGCTCC 

AGCAAATGGATCCCAAAAGAGATGTGCATTCAAGGTGTGGAAAACAGCAGGTCACTGGGGGGAATGGGAAAGTTAGGAT 

TTTTATTTTTTATATTGCTAGAGACAGGGTTTCATTTTGTCACCCACTGCAGCCTTGAACTCCTGGGCTCAAAGGATCC 

TCTTGCCTCAGCCTTGCAAAGCACCGGGATTACATGTGTGAGCCACTGCACTGGCTGAAAATTAGTATTAATAGTAATG 

TCCTTCTGTCCTAGTCCACTGTTTCACTTTCCTTTOTCTTCACGGCTTCCTCCTTTAGACTCCCTTGGACTGGGAGTOT 

AGCACTATCACCTGCACACTAGACCTGCAGTCTATGAAGAGAGGCTGTCAGGGATTTGGGGCTATCACAGTTGCTCCTC 

CCAGAGCAAAAAATATTCAACCCTCCCACACACACAGGCAGCAGCCTCATCTCAAATGGACTGTGCCTCTAATCAGTC 

GTGGTTATGGAAGACGAGGAGAAAAGTGCATTTAT^^ 

GAAAATGAGTTGGGAATTTCAAACATCAATAAAACGTGCTGAGGATTCTGACAACAAAATCCTTTTTTGTCATGTGCTA 
TGTTGCCCACTTCCTGCTTTTTATTTTTGCTCCAGTCCCTGTTTGATTGCTAATCTAAAGGGAAAGGGAGGGTCAGTGA 
GAAAAGAGGAGAAATCTTAAAAATGAATTTACTATTTGA 
TTTTGTGTCTTTATGTATTTTACAAATCTTGGAACTAAAAA 

TTCCCACATTTCAAATGTGCTTCCCAGAGAGAAAAGTATAAGATACAGAGCTAGGCAATTCAGTTTCACATTAATAGTT 

TTGTGTCTCATCAGTTTGGGACGTGTATTGTTCATGTTTTGCTTTGTTGTGCCTATTAAGTGATTTATATAGTCTATTG 

CGATTTTTTTAGGAATGGAATATGCCAATTATAGAGAGAGGTAGGCGAGTTAAAAGTTTCAAGTGCTCAGCATTATAGA 

TTCACCCTCGAGTCAGAATGTTAAAAACAGCAAGGAAGAGTGTGTAAAATGCTAGGTGAATGAGAGGGCATCTGTCCAC 

AATGGGCAACTAGTATTTAATAAGTAGCCTTGAATTTATTCTACACTTGAATGCAAAGATTATTCTACT^ 

ACAGTGACTTTGAAACTATTAATTATTCTA 

ATGATTATTTGAAAAAATTTATCTGAATATCCTT 

CTCTATAAATCTAAAAATATCACAGTATTTCTTTTITTTCCAAAATCTCTCTCTCTCTCTCTTTC 
CTCCTTATCTGAAACAAACTGACATTTAATGAAGAAAACTGTGAAAAGGGGTTCGAGAAAATGAGAAGCTAGTATTTTG 
ATTGGAAGTGTAATAGATGTCAGTCAGAGAAAAAGAACAGTCTCCAGAACATCTAGATGTGGATGTAGATGTAGATACA 
TTGTTAACGCCACTCTGTGCATTTTAATTTAAGCCA^ 
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AAGGGGGAACATAGTTACTATGAAGATAC^GAS 

ssssssssssss= 



AGGAA 
ICATCT 
"GTGCC 
ACAAC 
JGGAAT 
!ATGG1 

TA^TGATATTGAATCTAGTT^ 



.GAATAATAACTTTTGTi 
'TTCATGGTAATTTCTT 
JAGGTCGGTGAAATATT I 
JAAGTATACTGACTTGT* 

TATTTTATTTTTGXATO c 



TCAAAACTAAAGAGTTAAGAATAGAAACA^^^ 

'ACCATGTC 
ITTACAAC] 



GAGTTTT AAAG AG AAT AAT AACTTTTGTAAG C CC CAT C 
GGTTTGAGTATTTTCATGGTAATTTCTTTACCAT™"""'" 



GGTTTGAGTAT^^^ 



:aacaacataaaaatcggtggtaaacccactattcctggaggggagg 



ttgtaaaaactttattttt^ 

CCAACCCCCACACATGCATAGCCACCCCATTATCAA^^ 
CTACATTGATACATCATTATCTCTAAAA^ 
GCACAAATTTATATTGATGTATA^ 
ATGCCTCTTCTGTCTCTTTAAACTGTG 



AGCACT' 



GA< 
O 



&AATTGCTTGAACCCGGGAGGCGGAAGTTGCAGTGA< 



igaaactctgccaaataaataaataaataaataaat; 



'AAATAAATAAATAAATAAATAAAATAAAAAAGTTATGTGGGTG 



GTGGTGTGGTAAGGGGCAGTGGAG^ 
TCTGGATTGTGAAT^ 



.TTCCATAATTAGGTTTCAGACTTTTGGTGAGCCTGGGCC 



ATGAAATGTAATTCCATTTCAGJ 
AGTAAATTGCAAAACAAATGATC 
AAGAGCTCTTCTTATTAAAAAATTT^^ 



™G T AA T ™CAGAA f= 

^Stctgtaaaagaatttatcatttaagattagaagat™ 
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GTTGAATCATGAAJUlGTCCCAACAAAGCATTTGCTGGTTTTAGGTGATGAAACTAGGTGTTTAATGAATTTArrTTTTC 

•ftttctaattggtgattc 

rATGATGCATTTCCCTGACTCTCAGCAA^ 

i^aACAGCATGCCTTCAGACTTTGCTAGAACTTG^ 

TTGACTGAGTACGAACAATGTTTTTGGTC 

CTOTAAAGGTGAGATAGAGAATTTGGTCTTGAATGTTCTTTTCTTGCTGGGAGGTGGGGTTGGAAGCACAGCCACCTCA 
GCTCTCAOTCTGATGGCACACTCACCTC 

GCAAA^ACTCACATCCTGCAAGATATCCAGGTGACAGTAGCTTCTATATCCTTGTGTATAATGTATTTA^ 

GRATACAGGGACCAAGTGTTTTGTTTTTGACATCTAAGGGACAAAAG^ 

CAAAAATATCTGAACTGATTATTGGTATTCATATAAGATAAATAAGTCATCTTTTAGGTCTOT 

ATATACAGGAGTTTTATTTCATCAAGTTATTTAAGAGGCAAACATTGACATTAGCTATTGATTATACC^ 

ATGACAAAAAAATATACCTTAACATTTGACATTAAAGTTACTT^ 

Satactatgcttatactagcataaa^^ 

SaSgcagaa^gctcttgttgaaacagcacaaagtacctggcttcctagacccagc^ 
StaacStgagagaaaagggttttattggaaaaggacgtgggacaccggctagtt^ 

cSS^AATCAGCCTCATTTAAGGGTAGTTAATATAAGTTCAC^ 

^IIaaaScacaaaacaaaacaacaaaccagtctttgctctagtagagctgagg 

ACTGAGGTTATGCCAATTTGTGGTGCCCTGCTAATAATTCGCACTCCTGTATTGATAAAAATAATGGGGCTGAGATTA 
CCATAAAGATAATCTTTTAT^ 

GGTCTTOAAATGGGCTCAAGTTATCCTCCTGCATCAGCCTTCCAAGTAGCTAGGACTACAGGCATGA 

GGCOTCCTGATATTTCTTAAAAGTTTCATGAAAGGATGATTATCTT^ 

CCCAACAACATTTTTT^ 

SSSta^tggaataaaatgctggaaatgagttatttctatt^ 

icTAATTTGTTAGACTTTATTCTAGACAG 

AGCTAAAATGTCCTCTTAGTTTAAGTATATTTAGTAGTTTAATGGC 

GCTTATATCATTGCCCGCAAATGGAAATGTAGCTAACAAGTATTGAATGTTGAACTGTGTGGTAGTGGAGAAA 
GRGGTATTCTTACTATCCTATCACCCATAGGTGATGGTTTGACATATGAACAGAGTAGAATAAAATGGACTAAGAAA 

ctItogaga^ 
SSgatcac^ 

aSSSataa^ 

TTCTGGTAATGTGTAC^GGCTCTGGAGCCAGACTTCCTTGATTCAGATAGTGACTC^ 
GCTACTTAACATCTGAGTGCCTCAATAGCCTCATC 

TGTGGATraAAATGGGGTAATACTGTAA.CTATCTTAGAATGGGACCTGGGGCATTGTAGATGTTCCTAGCTCTT 
TAATAT^AAATGTCTAATATAATATC 

SScacat^^ 

AATGAAA^TTCTCCAAATTATGGTGGTTTTTAAGATTAGTTTTCTTTATACTAGGT^ 

aSaaa^SSccggtatoccatttaatatcaagcaattgcgtaa^^ 
aSa^SSagtgtacttctactgcaaagtccattctcccactga^ 

TATmCAAGAGTTTACTATTTTATTCTTGCTCCAAAATGGCATCAACAGTGATGGGG 

TCCTCATATCTA(^CACCCCCTAATC^ 
rraGAACCGGCTTCCATAGGATCTCCTGT^ 

tg^gacttcttttatttctttttttttcactgggtaagaaggaaaacgagcaaacaaaaaat^ 
taag^cgtaatttccctgtgaggtgttttacacmcttctccttgtttagcttttcttgcctg 
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TCTGCTCTTCCAGGGCGAGCTATTCCTTTAACCCCTTTTGCTTGCTCTTACTTGGAGGTTAGCAAGGAGTGCGCGGCTC 
TGGAATGTCTGGGAACCGACCTAGAGGGCCCCCTTG 

CCAGGCTGCTGCAGAGTTAATGTACAGTACCACGGAGCCTGCAAGTGTCCTGAGCTGATCAGAGCTGGGGCGGCACAGC 

CCAGGGCAGACAAGGCGGCTGCGAGGATTCCAAAGGTTCTGCTGGAAATTCGGCqCTGGGGGACTCCAGCAGGAGCCTG 

TTGCCATTGTGTTTTAAAAGCATGCAAGGTCTGTATAGCTTGGGCATGAGAATCTTTCAGAAGATGTCAGAGCATCAGA 

ATAAA1X3ACACCTATTGGAAAACTGAATTTGGGGTGAAAAACAAAAGAGA 

CATCGGGGGAAGAATTCTTAGACAACGTCTGACTTGCAGCTC 

CTCCCACATGGTTTTGATAATAACAAAATAAAGGGGATTCTGCAGTGAAAAGATCAATAGCTTAGTCATTTTACTTAAA 
GAGAACAGCCAGCCTTATTATGGGGTTAGGCAG(^GAAATGAATTTCATCGTGACAGCATCTTCTGAAGTCATGATGGT 
AGTTAATGGTAATCTTGTCCTGCAGAGCAGAAATTACT 

ATCTGGGAAAGAAGTTGGCTTTGGTGATACATGGTTTCTAGCCCCTCTGCCCAGGCCTTTGTCCGACACGTCTCAGACG 
GTAGCACTGCGTTAAAGTGACCATACATGAATATGTGCCTAAGAAAGAAGAAAAAGCAATATTCATTTCTAAAGGACAG 
CATGGCAAAGCAACCTGAAGTTTTCCATTTCCCTTCTAACACTTCTTTAACAAGGATATCAAG 
CCTTTCTTCCCACATTCCAGAGTCCTTCCTTAAGGATC 

TATTTGCCACCATTTAGGATTATTAGTTGAACTGGTTATTTTAGTATGTTGACTAACTAGTGGAACCTAAATGGATGGA 
CCCATACCTGCAGTGCTCTGTGATGTTTCTTTTTTCAAATGCTGGAAGGCCTTTTGTAATTGCTATTTGTTTTTATTGG 
TGGGGGGAGATTTTTTTTTTTTTTTTTTGGGATTC^TACTTGTTGCAATAATTGCCCACGATAGCTGCTCAAACA?VGA 
GAGTTGGAATTCATCTGTAAAAATCACTACATGTAACGTAGGAGACAAGAAAAATATTAATGACAGAAGATCTGCGAAC 
ATGATGCACGTGAATAATTTTCCCTTTAGAAGGCATTCCTGGATATGGTGAGTAATCAATATTCCCTTCAGTTTGTAAA 
ACTCAGAATTATCAAATTCCGTGACAGGTACCAGATGAGGATTTGTCTTGAACTAGAGTATTGGTATCAAGTGAGAATG 
AAAAGTAAACTGTGCAAAACCGAATATTGTCTGAGAAAGTAATGGTTATGCAATAAAAATACTTTGTTAATATGAAGCA 
TCCCCAAATAAGTCAAGC^VTGAGGACTTGAGAACATTTAAATTGCTAATATTTCATGGAGGAAGAAAAAAACTTTGAGA 
ATGGCAACAATTTAATAAATTTTTTTAAAGATGAGGCTTAGGGTTTGTTTTTTGTTGTTTTGCTATTTTTATTTGAAAA 
TTCCCTGGGGAAGGGCACACATGAATTTCTGATATATCAATTTGTCTGAATTTCTAAAAGAAGGTTAAGGGAAACTTAG 
AATGTTGACTCAATTTTAAAATAATGCTAAAATGTGTTGGTGCCTCACAGTTAAGGATATTTTAGCTATTCAAGAAATA 
TTTCTACCAGAATGAACCAGTAGAATTCTAGTAGAATTCTAACATATGAATCAGGAAGTGCTCAGGCTCTCATAGAACT 
TGCTTAGTGCCTTGATATTTGGTCATCTATTAAGGTTCAATGCAATGCATTCAGGTCCCTGGACATGTGATATCATGTG 
CCATTTCTTGCTGGAGTTTATGACTAAATGTGTGTAGGAACTCATTGCTGAGGGTATTTATAAGAGCAAAAGGTCATTA 
TTTTAAAATTGCTTGTTTTTGCCATACCTTTAGGGTCAGCTGGATTCTGACTTTCATAGCAGAAACTTTGTGAATGCAT 
AATAAAGGCACATGTTAAGGCTTAGTGTCTGCTAACATGGGTTC 

ATCTTTCAGGTAAATGTTCTGGCTGGACTCTGGATGAATAATAGATACCTAAATATAGGTTTCGGAGGGCTTTCCAGCT 
GCTTTTATGACAATGTCTCAAATGAAAGCTCC CTGAGAGC TTAAGGTAC CACC AAAATCACCTGCTGGTTTGTTACAGA 
GTTTTCGGCTTTCAGCTAAAAAATCCATTGCAGAGAAGGATGGGAGGCATCCTCTCCCACTCTAGGCAGGTGCTTATTT 
TCTAACAACACCAGATCCATCCAGAGTCGATGCTGTGGCGTATCTACCTTTTTTGCTGACCAGAGCTACTATCCCCAGT 
CTCTAGAATGCTTGGGTGACATGCCTGCAAACCTCGGTGGCCCACTTCCAACTGCATCACCAGAGTTTCCTAGTCAGGG 
GGAGCCTTGGTGCCATTGCCTTGCTTGTTCTGTTGGTGAGGGTCAGGCATCAGCAATAAGGTCCTCATTATTCTTACAG 
ACAAATTTACATCAATAGTCTTTAATCTTGAGATTAAAAGATCCTGGAAACAGTTCCTGGCACGTAGTAGGCATTTGTC 
AATTATTTTTCTTCTATGCCTTAGGCTTTTCTTCAGAGTTCATTTTATACCTCTTAAGATTTGCTTGGGAGGGGAAATT 
ACCAGTCTCCTTTCTATCAAGTGTACCTTGCTACAAAGCAACAGTTTTTGTTCTACCTAAGTTCTGCTGTTTAAGCCCA 
TTTGTTTATGTTGTAATACATAGGATC CATGTACTCTTTGAATGC CTGC AATTATAAGCAC TTTTTATTTTT ATTGC AT 
TAGCCTCACCTATACTTTTGACTGGAAAGAAATAAGCTATTCAACTCTGAAGTTTTGGAAAGAATGCAAATTTGCTTAT 
TCATGCTCCTCTAGATCTGTAATACATATGTTTGAAAGCTGTATGGAGAAGTTGAGAGTCCTGTTGGTTTTCTTTTGTG 
CCTGGAGTTAGGTAACCCTTCATCTGCTTCACTGCATGTCGTACCAATCTGTTGTTGTTGTTGTGGCCAAACTAAGCCA 
ATGTAGAATGTTAATGCTCTGTATAACTCCTACTCTTCCTGGGCCCCTTGCAGGGATTCATTAATATGATGTTGGACTC 
AAAGGAAGAAGGTGGTGGTTTTTTTCCAGGTGACCTAATTAATTTTGTGCTTGGTTCTTGACTTTCTCAATGGTTGTTG 
TTTTCCTCTTATTTATAGCCTCCCCTTCCAGTACTGCAGTAAGAGATTGTAGGGGTTTGTTGACAGAAAACCCTCTTTC 
CCTTTJ3TCCTACTGTAAGAGCCCCTATAGGGTGAGATTTCAGGCTCGTGAATTATCGTGCTTAGAATAAAGGTCTCGCC 
AAATTGCTCTTTTC ATCTC CAAAGACTCC CCCTATCCTC ATTCTCACATTTAGAGCCTTTT CTTCGTGAAGGGACCGAT 
CAGAAGTTGGCAACAGGCCAGTGCTAAGGAATAATAAACATTGTAAAAGACATATGTGCTTTGGTTTCACGAGCCCTAG 
CTCATCTCTAGAAAGGCTCTGTACCCTTTGGAGAGGCGGGACTTGGCATGTGCTGGTCCTCTTTCTGTCCTGCTTTTTG 
AGAAGC AAG AATGAGAAAAAG CTGAGACACAGG AGGT CTAGG GT AGTCTT CAAATTTTAC CAGAAGTAGTAATTG AAAT 
AGAAGCCTGTGCACAGAGTTCCTACTTGTACTCTCATCCACCTGCCCTAGGGCTGGTGTGTTGATTATTGAGCAATAGT 

ATTAGAAATTCACTCTTTATGAGTTATGAGTT^ 

TTCCGTGCTAAAAGAGTGGTATGAAGAATGTGTGTTTCTTCTTTGAAGCTACATTAGAAATATTAGCTGGAGGATTTTA 

TTGCGAAGGCTTCTTTCCATTACACTTTTCAGTCTTTTTACTGCCAAGCCAAACAAAGATAAGGGTTTGC^ 

TAGATAAGTACTATATAGCTCTTCTTATTTTTCCTTCTGGCTAGTTGTTAGAATGGAGAGATAGCCTGGCATTCAGGAA 

CAAGTATGGCATGGTTGAAAGAAGGGAAATGCAAGTCAGCTTTCTAGGAATTTAAATTTCATGTAGCAGCAGTTAAGAG 

GAC CTTTAGAAGCATTATGAC CTGGAATCACATGCCAGGGTCTAAC ATGAATGAC CTAAC ACAGTGTGACTAA.CATGTT 

CAGCTTTTTGCCTGACTTAAAAGATATATAACAACTTTTTATAATCTTATTTGTAAAAATACTATAATTTCATGCCAGA 

AACATCAAGGCTATGTTGAATGCAATTGAATTTCATAGCTAAACAATTTAGGAGGGCATTTTATTTAAATACCTTTGCA 
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TCCTTTTAATGATGK3ATTCACATGGCTAAAAG 

^SaS^tccttagg^^ 
?toaag^gaS 

GAGATMCGATCCTATTAAACATAAAACTTTTCTCTTGG 
C^CTTAATOTTOTCTAGTAATACCTTGGAATTTAAAAATGAA^ 

^a^gaSSgcataagccagggaggtcttag^ 

r^TGTCTAGCTATAGCATTA^ 
CAACTAGGGATTCATGITCT 

Sgc^ggactgttaatgttttgtgtgaccttctg 

ATGCCACTCCACTCCAGCCTGGGCAAGACAGAA^^ 

Sgagg^ 

TCAAAACCAGGCCTGCCCTGATT^ 

J^gS?aSatctt^tgaaaattagattagcag 
agcSggSaag^tgtaggatgcttactgaatgtg^^ 

CTCTOTTTCCAAGGTCACTGTGGCCTAT^ 

SSc^gaacagatoaagtagaaatgcaaactacagtact 
cStc^ca^toggtacacacttggtgtgtggagcatagatg^ 

ScScStgtatgtctttaaacttcattttgtgctcaagtaaagaatattagtattatc 

G^CAAAGAAGCATTTTAATCATAAAATAGC^ 

ACAG^TGGAACACACTOAGTTATTTATTCATAGGGGATGCCCAGATGAATGTAATAAG 
ATGGATTTGGGAATTAGTAGTTACT^TAA^ 

gaggaggaa^Saga^aSagaaa^ 



GGGGTAATAAAAGC 
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TGGTGGAAACTGTTTTATGAACATATTAAT^^ 
TCCTGTGCTGCCTTGAAATAACTCTTGG 
ATAAAAATCACAGTGGGAAGAAAAGCCAAAATGATTCAGC^^ 
TTAGAATGTCACAAATCCATATATATGTAACCTGCTT^ 

GTGTCACCAGTCTCTGAGAAATGTACTGGAAATAAGGAAACATAATATGACTT'TAACCAGAACTGATGTAACCCAGTTT 
AAATATTTATACATTTAAATTCTCTTTTATGT^ 

GGATATTATTAAATAG C CTTATAATTTTCTAGGTCAT GAGAATAAAC CCTGGAGGATACTGTGAC TTTAG C CAATATTA 

TGAATTCCTTTCATCTCTTCTAATC^TCTC^GC^GAGCTTCCGCTATTATTGTCAGCATTCAGTGCTCACCACTACTTT 

ATACAGAGCTTGCTTTGTAGAATTTTTGCTGTGGCTCTAAAACTCTAAATAAGATTCTAAAAGTCTTAGTCACTTGTCA 

GGGAACTTCATTCTTCCTCTCCCTTGAGTCTCCATATTTTTCTTTTCTAAATATGAAAATGAGAAGGTTGACTTAACTG 

ATC^CTAAGGTGCTATAAAAATCTATGATCTTATATCTTACCTAGTTAATTTACTCATTTCTGTCTTATTCAGGCATAA 

TTGTTCTTCCATTAAAGGTAATGCAGAGAAACCACACATAAATCAACAAACACCTCCAGGACTGAGCTCTGATGCTTTT 

CTCAAGTATTTGGCCTCTCCTATGGAATATCCTTAGCCTGTCTACCTTGGGTATTTTGCTTAATTCCTTCTCCACAAAA 

CCTAACTTTAAATGGCAGCCTTTTTCATGGGGAAGACAGCAGCGTTATGCCCGTTAATGCTGATATCCACAGTATTTGA 

GAAAACATATTCCATATGCAACCTATACATTTCTCATATCTTCCCAACTCTTCTCTTGATAAAGGTCTCAGGCCCTTCC 

TTTTTCATATATCCTCCATTTAATTTAAGGAAATAACATGATATGAAGTCCTCAATCTTAAGAACCTTGTCATTGGGTT 

GCTCACTATGTTTAAAACAAATAATTGGCGTAATGATGGAGAGTCCCTTGATGTTCTAGAGAAGAAAGGAAAGCTAGCA 

ATGTGACAGTGGGCAAATTGAGAAAACCGTAGTGGTATTGAGATCAGTGAAAGAGACCTCTTACAAGTCCTAAAGTAAG ' 

GCATTTGAGTCTTAAACCTTTGGGTGTGTTAATTTTAAAAGAAGAAAATATTTGTGGGAAAAGTCCTATTTTTTAGAAA 

ATAATCTGTGCCAGATTTGATTTTTGAGAGAGGTTGAATGCTAAGTTGCCTCAGGATGTCATCATTTGAAAGGGTGACC 

ACATTCTGTGAGATCTTCACTGCACACAACCTTTTGCTTC?^AAGAACTTTCTGAGACCAAGCTAGCCTTTGAGAC 

TATTAACATTATAATCTGTTCTATTCATTGCAGTAGCCACCTCGACTACTTTTTTCTACTTTATACCACAATACCCAGC 

ATGGTGTTGTACTTAATAGGTACTTTTTAAATTTTTTCTTAATAAATAATTATGTGTACAGAAAAGAATGATAAATAAA 

AATTATATTGTCAGGGGAAATTTTAATTAAATAACTTTATATTTTTCAAATAATGTTATTGTGCTATGTTTTGAGATAA 

GGTAGGGTCGTATG CTATAAAAAATAATACAGATAATAACTATCAC ATTTAACAGGTTATC CATTC CAAGTATAGACTA 

ATTTTTTTATAGACATCATTTTACTTAATCATCCCCCAAGTCTGTGGCAA.GGGCTTGTTATCTACTTACTAAGGGTGCA 

ACCTTGGGTCACTTATCTAACCTCTCCATGATCTGTAACATAGGGACAGTAAATAGTTCTCATTGCATAGGGTTGCTGT 

GAAGATTAAATGAGAAAACCAGTCTAGTGCTTAGAACACCTGTCACTCAGTAAGTATCCAATAAATATTGTTATAGTAC 

AGATTAGGCAACTAGCTGTGAATGGTTAACCAGGTTGCCTAGGGTAATCAGTGGCAGGCCACTTCCAACCTAGATCTTA 

CCCATTAACTATAGGTTGCTTGGAGGTCTAAACTGCCTCTTCTATATCACATTCTTGTTCAGTAAATACAGGGACAATA 

CCTTGGGTTAAGTTTGAATTATGAGGGATAATTTATACCTCCTCATCTCTCAAGCCTCAGCAAGAATCGACTGATGTGC 

CCTCCCATGTTGAGTCAGTGCCTACCTTATACAGGATGGATTTTCTGTTTATGACTGTCTTACTCAGGCCCTGCTTCAT 

TAGATTCTCTGTTCTTAGCACAGTGCCTGACACATAGTAGGTGCTCAATAAAATGATTTTAGAGTAAACATTACTTTTC 

CAGAATTGTGTCCTGGGAATTTACGGCTTTTAATATTAATTTCAGGTTTTTAGGATATAGCCCATGTTTTTGGGGGGAT 

AGATACTGTTTCTATAAAAATTGTCATCTTGAGCATAAATAATTCCCACATATCTTGATTTCTGTCACTTGGGAGAGTT 

TAACTGGATTTGTAGAAGCAAC C ATCCTGC CGAACTGGGTGTATCTGTAAAATCTAAATGCTATTG CTACAAATCAC CT 

TATCTAAGACACCATTTCTTCAAAACTAATAACTAGCTCATTCACTTTCATATAGGAATCTTTCTTTCCTTGAAGATAT 

GTATGTTTTATCTTGCTGGTGAGATAAAAGTCTGTAAATTATCTCCACAGCTGGCTCTGATGCTTGATTATGCCCCTTT 

CTGCATCTATAACATTGATGTTTCATTTTAATTACTTTTCATCACAGTACATGATGTGGTCTTCAGACATAGACCAGCC 

TCTACGTGTGGCTCTTCGTTCTTTTTATACATCTTTCACTGTCAAACTAAGCTCTAAAAATCATCTCCCTAATATCTCT 

TCACTTGCCAAGAAAATGTACTAGCTTTGTATTATATGTAATACAGCATAAAGCTCTGCCTCATCTGGCCTCCTCCTTT 

CTAGTCTCATTGTAGAAATGATAATTTTTATTAATATTATCAGTGTTAATTAATTTCTCTCATTATTCTAGCATACATA 

TCCTATATTTGAGTTTTTAAATATATCAATTCTTTAGTATAGTGGTTATAATCACACTATATATGTATAGAATGAGGTT 

TTATTCTCACTTTATTATGAAAGAGTATCAATAACTATTTTATATCATTATATGTAGTTTTGTCAGAGAACATCCTGAA 

AAATTAACTTCAATGTTTTAAAAAGCCATAGTTCTCAGTGTGATGGAGATGGTGAGGATTGGAGAATGTCATTAGGGAA 

GGCAGTTGTATCATTTATCAGAAATAACTGCAAGACTTTGTTGGGGGGAAAGTAATAAGGAGTATGAAAATCTGGAGGT 

TGAAGAGTGGGTAGGAAGAGGAAGTGACAGGTATATTTTGATAAAGCATTCGAGGGTTTCATACCTCTCTCTCTTAACC 

AGTAGTACAATGCAAGGGAAAGATCCCATGCTTTAAAGCTGTATTGAACCAAGTTCAAATTCAACTCTGATGCTG 

GTTAACTTTGAGCAAATCACCTTTTATGAGCATCACTTAACTCATTTATAAGAGAAAAATAGAACAGTTCCAATCACCC 

AGATTTACTGTAAGGATTCAATGAGATAATACATTATTTAATTTGTCATTTTTAAACCGCAGCTTTTCCCAGGCAGCAT 

TTAAGACAACCAACAAAGTTATATGTGCATAACTTATAGGGAGAATGTTGATGAAGGGCAAAGAGAAATAAGGTATGAT 

GTTCCTACTCACATATGTATGTAATAGTTAAAAAATATATATATATATATTACCTTTACAAACGGCACCAGAATCCTCT 

TGGGGAAGGAAGAAAAATGTCTTTGCTAGAAGATATTTATATATATATATATATAAATATATATATATAAATATATATA 

TAAATATATATATTTTTATATATAAATATATATAAATATATATTTTTATATATATATATATATATATATTTTTTTTTGA 

GACAGAGTCTCCCTTTGTTGTCCAGGCTGGAGTGCAGTGGTGTGATGTCATCCCACTGCAACCTCTGCCTCCCAGTTTC 

AAGCGGTTCTCCTAGCTCAGCCTCCCGAGTTGCTGGGACTACGCATGCAAGCTGCCACACCCAGCTAATTTTTGTATTT 

TTAGTAAAGATGGGGTTTCACCATGTTGGCCTGGCTGGTCTCGAACTCCTGACCCCAGGTGATCCACCCATCTCAGCCT 

CCCAAAGTGCTAGGATTACAGGAGTGAGTCACTGCAGCTGGCCTAGAAGAGCTATTTTGAACGTGCCCTTGGGATAGGA 

AGAAAGTCCCTGAGGATCTGACTATAGGTAGGTGCTCAAGTGCTCTAAGGGTGAAAACTTCTCTGCATAACAGAAGAAG 

AATTTAGTGCTAAAGAGCCAATjGAGAATGATGGAGATGAGGCAGAGAAATTAGGAGAGAGGACAGGATGAGGAAAATTC 
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GCCCTGK2K3AAGGCTGAGAACTG 

GGGTATTGGGGAGGGTACAGGGAGTTGCTAGGGGTGGGAAGACCACTAAT^ 
GTACCTGAAGTAAGTGATTTTGATGGTGTTGGTGGCATGTGAATCAAAATGAGCTC 
ATGAGCCC^GCCTTTAGGAAATTATCAGAAATTTAGAGGTGAGT^ 
CAAATCAATTTTGTTTAGATCTCAAGGGAGGCA 

GGTATCCAAGATGGAATGTAAAGTTCTC^CTAAGCTTCCTAGGATCCAGGGTAAATCA 

CGTGTCCATTGGATAAAGAATTTGATGGAT^ 

AAGTTGTGCATAAAGATTAATGATATACATATAT^ 

•TCCTCTCCTGTCCCTTTTTTCCCCTATGGATTTCTGTGGAAGATTGTAGTATATTTGAAAGTTCTTTGAAAATTGTAAA 
TACTATTGTTAGTTTATAATTAAAAGAAAGCGGCC^ 
GAGGCGGGTGGATCACGAGGT<^GGAGATCGAGAC(^TCT^^ 

AAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGATGCTGAGGCAGGAGAATGGCGTGAACCC 

GGGAGGCGGAGCTTGCAGTGAGCCGAGATAGCGCCACTGCAGTC^^ 

AC^AAAACAAAAAC^U^C^AAACAAAAC^ 

ATTAAAGAAAGTATAATAAAATAGATAGTATAAGAAAAGGATAATCCAAATAAAAAATATGTOT 
TATGTCTTGCCAAATTTTGAAGTTAAAAGCACAGCATTCTCACTTCTTTAACCCAACTTATAGCCCA 
ATTTTAGAATCCTGAGTCCTATGCCATCTGTAA 
AGACTTGAATOTTTGAGGCAAATGTTGAGTCTATACG 

TGAACAAGGTTGCTCCCAATAAGATCTGTCAGCTCACAAGATTGCTTCCCTAGGCTTGAAATGTTT 
AATTCATAAGGAAAATGAGAATGATGAAAATG ATTAT^ C CA 

AAGCTTCTGGAATTTATGAAATATTTCCATTTATGGGGCCAGGTGAAATAAGTTGTTCTTTCAGAAATGTGTGACATGG 
CTATTATATATTATCCCCCTAAAACTATTTGATCA^ 
AAAC^CTAAATAAAAAAGAAATGCAGTTCTTGAATACAGG# 

TTCTTTTCCCTGGCTAGGTGAGTTGGCTGTTTTATATTGGCACTAAGAGTTTGATACCACTACTAGAATAGTCAAGTAT 

TTGACCTGGCCATGAGTAAAAGATGTCTGATTGA 

ACAACTTTGAAAGCAGTAACACTTCAAAAGAAT^^ 

TTCATTCAAGTTC^TTATAAGCAGCTCCTTTGGGTAATTTGGGTTGCGTGCTTTCTCCACCCCTTCTGTATCCTTGGCT 

TCTTCAGAGCGTCAATCAAGACAAGCAAAAGATTCAAGAAAAAAAGGGAAATGACCTTTCAGTACCTGAGTCTTCACAC 

CAATTCATCATTGCTAAGTGCTCCAAAACTGCTGAGTACAGTATTTAGGAAGTGTCCAGTACATCAGCCTGGCATATAT 

TGTTCTTAACTTGAGGTTACTAATGCCTATTGCAAATGTGCTTTACGTCAGCeAAATGATGTGTTTAAAAACCTCTATG 

TCTAGCATGAAGAAGAATCTCTTTC^TTCTCATGTTACCTTAAAAGATTTTCATACCAATATACATCAGG 

ATTTTTGTTTCATATGTTACACATGTTATGGTGCAGA.TGAAGACTGGAAACGGTAGTTATTTGTTGGGCATGTGTATGA 

ATTAGTATGTAAAATACACAGCATTTTTITCTCTTCTAAGTTACTAAATATTAGATATTTAATGTATTTCTTTTGCTTT 

GCTAATTTATTCAAATGTAATCCTGACTAATCCATTATTTTGTTAACATGTCTACTTGATTAATGTGTTTTTCCCCTCT 

TCTAATTCTGATCCACAAATTTTATAGCTATTCATTGTATTACTTAATCTAAGTCCACTAAAGATTATCCTTATTCATG 

TTTCTCGATTAAAGAGAACGATAATATCATTGA 

TTTCTTGGAGTTTTGCAATTTTTTTCT^ 

CCTATTTCTTGATCAGTAGAATTGATATAGCTGACTTACACGGATCAATAACATGATTTTAAGA 

CTCTCATCTGCATTGTCTTTTTTTCTAACACAGTTO 

CCTGTAAAAATTAGAAAACTGTATTCTTTGGCAC^^ 

CCTTATTTATTAGAGAAGCAATAATATTTCTCATGGGAATGCATGTATTAATACTTTCAGAGGTCCAGAAAGTATCAGG 
' AGATTAAATACTGAGATTAAAGAGTACTCTCTTCCCACTATTATGTTCAGTTCTGATTTTCCAGCTGTGTAGCTAGAAC 
AAAGAAAGAATGTGGGTTTTTTTTAAAGAATAAGACAAGGCTAGAAGGTATGCCCTTGTGAGGGCGCCACTGACTGTGT 
CATCACAGGAGGGCCCTGATACATGAATATTCGGTCTCCAGGAAGCCAAGTATGATATTCACAACCACATAATAATGTG 
CTAAC CTCATT CACGGTAAT CAC AGATAATG T AGTATTTGTGTCTG C C ATACAGTTTTGAAGGTAAAATATGGAAC CTA 
TTTTGGAAATTTC AC ATAAC ATC TTAAGCTG T ATTAATAGAAC C AGAATAAC CCAAAATAAAGAGGTAATGAATGC AC T 
TGACCCTGCATCATTCAGACCTCAGCTGGAATATTGTGCTTCCTTTTGGGCTGCAGACAAACAGAAGAGGACTCAGGAG 
AGTGACAAGAGAGGAAGCAAGCTCATGCCTTGTCACATATAAAGTC 
GAGTAATTGAAGGATGGGTACTGGGAAGAGGCTAGTTCTT^ 
GCAGTAAAAGAGATTAAGCCCCAGAATGAGTCTGGATGTTCTAATC 

ATTGGTCCAGGTGGCGAAGTAAGGATGGACAAACATGCGTTGTTTGCAATGATAAAAAATCATAAGTAGATGATAACAT 

TGATTTGCTGAAATTTTTCTCTTTTTTGTO 
TCTTAGGACAAAGGTATTCTTAATCCCTTTCTTTC 

AAATTGTTTCCTGTCTTTTAGTAAACCTTTGTTTAAATGAGTCATATGTTTAGCA^ 

AATTAATGATAATATAGCGTGATTTATGGTCTTCTAAAGAAATGTAGACATAGAAAATGGAGATAGAGGTTAACATGTG 
AAGAAGAGTOTGTATTTTGGGTTAGAAAATTAAA^ 

GAGTTTACTTTAAATTTCTAGGCTTTCAGGGCTrTGTAAAGATAAATTTTAT 

AATGGCAAAGATAGTGCAGGGAGTTTCCATATACCCCTCACCCACTGCCTTTTATTAAAGTCTTATATGAGTATGATAC 

TTTTGTTACAATGAATGAACCAGTATTGGTACACT 
CCTAAGGTTCTTTTTTTCTATTCCAGGGCCCCACTC^ 
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GCTATAGAATTTTCTCAGATTTTCCTTGTTTTTCATTACCTTGGC^GTTTTQAGGAGTACTGATTAGGTATTTTGTAG^ 
ATGTCTCTCAGTTGGAATTTTCTGATTGATTTTTCATGATTAGACTGTAGTTAGTGTTTTGGGGAGAGAGACCACAGAG 

GGTAATGTGCCATTTTTCCATCACACTGTC^ 

TCAGGTTTTTCCACTATAAATGTATTATTTTTCCTTATTTTTATTATTTTCATACCTACCCTTTGGAAGG 
TAAACAACCCACACTTAAGAGGGTGTTATACTCCATC 

CTCCACAGAAGATTTGCTTATTCTCCCTCATTTAATTATTCAGCATTTATGTATATCAGTATGGAC 

TTTTATGCTTAGGTTATAATCCACTACTGTCATACTAATCGTGCTGTGAAATTGTTCC^GCTTTGGCCATTGGGTACTA 

TTTCTTGTGTCCCTTTGATACATCCCCACAATTGTGGTGGTTTTGTTTTCTGTTTTTTGTTTGTTTTGTTTTGATGCAC 

TTTCATCCTTTCTAGCATTACACAATACTTGAGGCTTATCAAC^TATAACTCCTTCCTCATCATAGATTCAGCCATTT 

CTCCAAGGAGCACACGTTCCTTTCATTGGAAAATG^^ 

TGGGTTGTCATTTCCTTTTGGCCTTCTTGGCTG^ 

CATATCTAACAATCAGGAAGCATAAATAGAT^^ 

ACTCATTACCACATGGGTCATTCTAGCTTCTTCCTCTTGCTTATCTATAATCTTCCACTCCAACAGTGAAAAACTACCA 
TCCATCATTTGCTTACTTAATTGTTCAA 

TAAGCTGAATTTTTCTCAAACCCTTAGAAAAATTATTTTTCCCCCAAAATGTTTTTTACCCTGCAAACTCTTAAGATTT 

TAAAATGTATTTGTGTCCCAAATGTTTTTCTGTACATAAAAATTGATATAGTCAACTTTATATTGTTTGCAGTTAACTT 

GGGAC^TGGATAATGGAAATTCTCAGATAATTCCACAATTTAAGTTTATCTCTTGCTTTCATTATTTCTA 

CTCTCCATATGACAACTATATCTATGATAAGAAAATTGACTTCTTTACCTATAAATCTCTGTACTTTCTTGACAGAGAC 

CAAAGAACTACATGTTGACTGTATCTTGCTGGTAACTTAAGGAGAATAGTAACTTGTAGTTTCCACCTTTAGCAACTGG 

ACATTGGCCATACTCTGATTTACCAAGAGAGTCCTTGTAATCACAAAGGAAAGCAGCGATTTGGCTTCAGATATTATUIG 

C^CTTTTTTTGACGTGGCTAGATGGTTAGGAAC^^ 

CGTCCCAAGGAAAACAATTTTAAGATCTTGCATAAAATAGTTCATATGCCTCAAATTTGCATT^ 

TTGAAAGCTCATGTAGAAAACATGTAATGTAAAAATTGGAGAGCCCAAGAACACAGTCATTTCCCCTTGGGTGCTAACA 
AAAATATACTACCCAACAGTGCCTTTGTTTGCAGTCTAATATTTTAGAAGGAAAAAAAGACCCCACAAGCAAACATGTT 
TTTTTTTTCTTAGTC ^ 

GTTGGCATCCTTTTTAGCTGCAGCTTCCTTAACCTTGTACCACACCCTGACATCATCTTCCTACATGGCCACACCTCAT 
C CCC CC ATAGCCAAACATTATTTGCATTCATCACTCATTCGTAGATGCCAAATCAGACATGGTTCTTGC CC CTATGG AG 
TTTATGATTAACTGGGGAAGACATGCATTAATCAAATTCTCTTTCTCTCTCTCTCTCATTCTCTCACACACACACACAC 

ACACACACACACACACACACAGACACACACATGAAACTC 

CAAAAATCTGTGAAGGGTTTTTTTATCTGT.TCAGGGAAAATCAGGAATGTCTTCTCTGAGGATGAGTAGTTCAGGCTGT 

GATTTGCAGGATCAGTAAGAATTAACCAGGAA^AGAAGGCAAGAGAGAGAACCTTATGTGGTGAATGAACAAATGTTT 

ATATAAAGGCAGCAGAAGAGCCAGGGTGGAGGCAGGCACAGAGGTGGGAGATAAGGCTCTGGTGGCCATGCTAAAGATC 

CTTACTTCACCCTGACAGTGATGGATCATCACAACATTTCCAAGATCAAGAATGCACTTCCCATCTGTGTTTCCTCTAA 

AGTCAAAATATGGCCCATCTTTCAA7VAGGAAAATTCAAATGTTACCCATTCAGTCTTCTAACACTTTCATTTCC 

TAATTAGAAAAGATCATTCTGGCTAAGAGGTGGTATAGTAGTTTAACCCACCCACTCATATGCATGTGTTTGTATTTAT 

ATATAAAATTTTATTTTCACATTTCTTTTTCCTAGTGGCATTAGCAAAAGCACTCCCAGTTTCATTGAGTCTCTTTTAA 

GTTTTGCTTCCCCTCTCCTCCTCTCTTCACTATGCTCTGCTGTCTTGGTGTCTCCCCACTACTCATGTACTCTCCCTCC 

ATTTCTCAATTCTCATATGAGGGGAGGTGCCCCAGAGGGTGACGAAGGACAGTGTGGCAGAGGACAGGAGGAAGAAAAC 

ATAGGCACAGCTGCACTTCAGCATTCTGAAGCTGTAATCATCCTGAGCATCTGTCCAGGGACTTCCTTGCCCAGTTGCT 

TTGCCATCTGTACTTGAAGCCAAGGAGCATCAGGTGCTTTGCCTTTCCTCACCAGGCTTACGCCATAGCCTTTTCACCC 

CACTACCCACACCTCCCAGTGATGCTGCAACTATTTCTCCTCTGGGCTCCATGCAGTAACTTTCTGGGTTTTTTTGGTT 

GTTGTTTTAGAGCATTTTTGTAGACAGGGTTTTACTCAGTCATCCAGACTGGAGTACAGTGGTGCAGTTATGGCTCACT 

GTAGCCTTAACCTCCTGAGCTCAAGGCATCCTCCCACTTCAGCCTCTCAAGTAGGTGGGACTACAGGTGCAAACCAACA 

TGCCTGGCTCATTTTTTATTTTTTTGTAAATATAGGGTTTTTCCATGTTGCCCAAGTTGGTTTTGATCTCCCGGGCTCA 

AGCGATCCTCCTGGTTCAGCCTCCCAAAATGTTGGGATTATAGGCATTATCCACTGTGCCTGGCCCAGTAACTTTCTAA 

ATAGTGTACAGGCCTCCAGTCTCACCACCTGTCCCATTCTCCTTCTCTTTCCTTCTGCAGAGACCTAAGAGCCAAGCGG 

AGCCCATCTCCTTCCTACACATTCTTCCAGCCTCTTTAGGACCTGATTTCACAACCTCATGTGCCACACCCCAGCTGCA 

CCCTCCTGGTGGAAAGTGTTTTGCAGCTTCTTAAAGATATCATTCTGCTTCATTCATCAACCTTTGTCCATGGTGTTCC 

TTCTGACTAGAATGTGTCCCCCAACCCCTTTGCCTGGTGAGACCCTCCTCTTCCTTTGAGACCCATCAGAAGGCTTGTC 

TCTTCTTGGAAGCTTCTCACCCCACTCCAGTGCTGCATCCCTAGTTTCTGTGCATCCCCTGCAACCTGTGCATCACTTT 

TTCAAACATCGCTCCTCAAGTAGCATTGT 

GGCCCTTTGTCATCACCACCTGCCTGACTGGATACACTAACACTCAGCCTACCTGCCACCTACTTGGAACCTTACAGGT 
GTTTCTTTGATTAATTAATTAATTCATGTTTTCTCCTCTTCTGGTCAGTTCTTCCACTTTACCTGTGCTTGTTTGGATA 
TGCAGAGCTCTAGCTGGCGAGAGTGTCCTTCTGGCTAGATTGTCTCACCAAAAAGAGAATGGGTTTTCCCCATCCGGGT 
GTCTCTTAATTTTTTCTTCCACTCGTGTTTGGACAAAATTATTTATTGACTGGAAGGACCACATGGCAACTCTTCATGG 
CTTTGAGGCCCCTTAATGAGTGTCCAAGGGAGATTCTCTCTCACTTCCAAGTTCATGGCAGACATTTACCTACCCAGTC 
AGCTTGAACTGAGCTCATAGAAGTTTTATTTCTGGCTTTTGCGGATCATTTTTTATGCTGTTCCTCTCACCTGAAGCTC 
CCTTTCTATCTCTCCCTAGTTGGATAATAGTACACATATTAAATGTGTACCTTGTACCAAGTATGCTGAGACCTGCTTA 

TJ^CTAATTTTGCTTGATCTT^^ 

CAAAGAATAAGTAACTTC CCCAAGCTC ACATGACTTGTAAGTGGCAGAGCTGGGATTTGAACCCAAGC CC CTCTGAAGC 

Fig- 6. 2:2.5. 
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TAAAGCCTGTAGAGTACATGCTCCCTTCCT 

CTCAAGTTTGTCTTGCTTATTCCAACCTGTTTTGCAATGAATCTCT 
GCATCCATCATTTTCTATGTTGTCATC 
GAACTTTTCTGCTCTGCAGTTTTCTCCCTGTGA^ 
CTTCTTAGGTTTATATTCTGGCTCTCCTCTGT^^ 

ATTTCTACCTCTGTACAATAAGGC^AATATGAATACTTACCTCAGAGTGTTGTTGTGAAGAT 

ATAAAGCACTTACAGCTGTGTCTGGTACATAGTGACCACTCACTAATGGTCACTTATAATTCCTTCAC^VACCTGTAAGG 
GTCCTTTCCACCCAGGTGATGTCCCTATGTCTCAACTGAATGACTGGTTAGGGATATCTTTCCATGGGCTACTGTGGCT 
GCAGATAATTGCATTCTTATTTGAGAGTTATGTTAACTAGTGTGGGCTTTTATTTGCTTCTCTCTTTCTATCAATGAGT 
CCTGCTGCTTCAACCCTGGGTTAACTGAAATTTGAAACCTTTTTCTACTCAAATTCCTTTGATGCTGAAATTCCTCTGC 
GGTCACAGCTAAGCACTTTGTGTGGTAACCTTCTCTTCTGTCCTCAGGCCTGCTGAGATCATCTGCTCAGCAGCATGTC 
TGACACCTGTTGCCACCTCACCCAGCCACTTC 

TGTGGCAATGCTGTTTGATTCAGCAAACTGATAGCCTTCTGACATCCTTTCTTCATTTTAGCAGCCAAATCACATGCAC 

CTTAATATTTATCAATAGCTAAGCAACACCGGAAGGAAGTGAGACAGAGCCTCTGGGCTAGTCACTATCTCTGATTTT 

CAGAATGGTTAAGCCAGGTGTAAAATATCTCACAATA 

ATTACCATATGAGGAAGTGAGAAATAGGGTTTCT^ 

TGTTATCAGTTTCCTGTTAAGGTTCTGCT^ 

CTAAAACATGACTCAACCTAACTAGGTATATATACTGTACTTTAAAGTGAACATATTTGA 

GAGACGGAAAAAC^TAGATTTTGAAACTAGCATTA^ 

CATTCACAACATCTTCATTTGTCTTCTAAOT 

GTCAAATCTCAAAAGATTGGCTAGGGCATTCTGATTTTACAGGCAAATTTATATTTTGCCGTTTCAGGAAATAATTCCT 
TCATGGTTATCTTTTATAAAGAGCTTATTTGTATAATATATACACATAGTATATATCAAATAAAAGATCTGGTGTTATA 
AACATAAGAATAAGCAATTTCCCTTTTGTGATAGGAATATGAAATTCCTTCTGGTAGAGGACGTTTAAGAGCATGTCCA 
AAGAATGGCTAATCAATGAATTCTCTCATTTTGT^ 

AACAAAACAAAAAACACTTTGGGCTTTCTCTGTATTCTTCAAGCATTTCTAAACATTTATTGACATATGCAGTAGAGAA 

AftACTGGTATCAGGAGGAAGGCAGTAAGTAGCCAGCAGTCA 

TATTCACTTTCAGGAGTTAATCTACATTTT^^ 

GCTGGAGTGCAGTGGTGCGATCTCAGCTCACTGCAACATCTGCCTCCCGGGTTCAAGCAATTCTCCGGCCTCAGCCTCC 

CAAATAGCTGGGATTAGAGGCATATGCCACCATGCCTGGCTAATTTTTTTGAATTTTTAGTAGAGAC 

TGTTGGTCAGGCTGGTCTCAAACTCCTGACCACAGGTGATCTGCCTGCCTCGGCTGCCCAAAGTGCTGGAATTACAGGC 

GTGAGCCACCATGCCTGGTC CCTTTTAAAATATTTTAACACTGAGAC C ATATTAC TGATGTACTACTTCTTTCTAAAAG 

TAATTAGAATAAATGTACAC C CTCTTCTTTAAACTTTGCATTTTTCAAATTTCCAAAAACAAAAAC TAATTATAAGTAA 

ATCCATAAGCAAAACGCTGTTAATTACCACTTCCAA^TCTGGAAGCGGTGACTTGCTTTACTAAGACAAGAAACTTTA 

GACAGGTGAATACTTTTAACAAGGAACACACTTAACTTTGTCTAATTGAGCAAATTACAAATCAGAGCTAGTAGCTTGT 

TAATTATAAGAATATCTCCATTACTTGAATACGTGTACTAGTCATGGTAGGCAAAATAATACTCCAATAACGGACGACC 

CCACTGTGGATCTGAGAACCCCGCAGGCCAGCAGTCTCCATGTGATTGCCAAAAGCAATGCCGCCATATAAACCACAGG 

TGTCTACCTTCACC ATGACAGAAGAAAGGGTTAGAGATTCCAGAAGTCACAATTAAATGCTTC CAC C CCGAAAAGTGGA 

TCATATTT C ATTTTC CAAAGCAATGCAACTTTGTTAACCTCAAAGAGGCAGGGAAGTACAATTTTC CTGTGGGGTTGG A 

AGAAGAAAACTGGAAATTGGTGAACAGTTTTGAAATGTCTGCCATAACTTTTAAGTGAGGAACTTAGTGTTCTCTTACT 

CTGTCATGTTTTTAAATATCTTTTTC^ 

AACAAGACCTTTTGGCCATCAGGAACGCAGCACCTGGCTCTCTCACTAGTATCCTCTCTCTGTTTGCCATGTCCCATTA 

AGACTGTCTCCAGAAA.CAATGAA.TTTATTGTTGCCTGTTTCCTGCTAGCTTTTCCCCGTATTTACACAGTTTGCTT 

CTGCTGGGATTACCCTTCCCTGACTATGCTCAATCTCTATCTCCCTTGGCAATTCTCCTCCAGGCCCCAGACCTGAGAA 

CTGGACCAGTGCTCTGCTCTCTCCTCTGAGCTTCACCACATCCTGTGAAAACTTGAACCTAATTCTTACTAGGTTTTAA 

TCAACTGTTTACCTGTCTTTTCTCCCCACTAAAGATGAAAAGTCGCAGAGATAGCGGAGAACAAGAACCAGATCTCACA 

GTCATGGTGCCAAAAGAGTATCTAACCCTGAATTGGAGTTCAATACATACTTGTTGAATGAATGAGTGAGTGAATGAAT 

GAATGGGTTTTTTTTGTGCTTTGATCTACCTGATTGGTAGCATATTCAGGACAGTATGTTTTTCTCACCTTTTTACATG 

CTATAAGACATAAAACAGATAATGCGTGTAGTGGGTTCATAATAAAGGTTTAAATAAACTTTACCTACAGTTTTATCAC 

TAGGAATATATTTCTGATATCTATTACCTT 

CC^CATCTGGGACTGATTTTCATGGATTGATTAAACTTTACATTTCTTCGGAGTATTCACTGCCAAGCCCCTCTGGTGC 

CATGTCCTAAACCAAATATTTCAGAAACATTGC^AAACAAGGCTGCCCTTGTGCTTTGGAAACGCTT^ 

CCATTCCTTTCAACTTGAATCTATT^ 

TTAAAGGGTGGCATGTOTCTTCATTTATATC^ 

GTACTTAGCCCTTAAAGAATGTGATTGATCCTTGATGA 

AGTGCTGTAAGAAGCTTCTCAAAATTTCCAGTATAATCCT 

CTTTAAAGTGTATTTTATCAAAATGTT^ 

TTATAGGTGAAAAGTTTTCACATCAGGAAGTTTCATGTAGAACAACCAGCGTCATTCACGCTCATATCTGTGGCTT^ 
TCCAAGAGGGCCACTGGAGGCTTAGGGGCTTTGAAGTTAACAG CATGAAACTTCTC CAAAACAAAC ATTTAATTTTTTT 
CTGTTCGTTTCCTTAAACAAAGTCC ATGTAATAAATGAAATAATTTTGAAGAAC ATTGTAATGAAT CCCACATAC CAGT 
GGGTCCCAAATTACTGGAAATCATAACATGGCT 
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CTATTATAGTAAGTAGCATAATTGGCATATATTTTAGGCCGTATT^ 

ATTTAATAATTTAATAATCTCATAAGGTGAAGGATGGACAGGTACCATGTTAGGAATTTGACATGTGTTGTTTGCTAAT 
AGACTCATTTAATAAATGAAGTAAATGATATTAAGCAGTTTCCTCATGACCACAGAGCACAGAGCCATAATTTGATTTA 
AATATGAGTATTTCTGGCTCATGCTCTTTCTCTTTCTACCTATTGCCATTAGTGAAGGCTGCATTTAGTTTTTTTTTCA 
AGAAGTGTCTAGCTTACAATTTTGAGCTTCACTACCCCGAACCTC^^ 

AAGTTAGTTTCCTTAAGTTTTCCTGAATTCAGCTGTTACCCTAGCATGACTGCTTCAGCGAAGAGATAAGAGCTTCTTT 
GACTTTTTCCACTGGAATTTTTCATGCCAGAAGAAATTGAACATGTGAGCCTGGTGTCTGGAAGAGTAGCCTGGATTTA 
TGGTATCAGATGCACATTTTTAACACCTTCAGTTTTCTCTTTAAAATATCTCTTCAATCCCTTACTTTTCTCTATTTGT 
TTCAACATTAAAATATGTTATTTTTCTTCAAATTGTTGGCATTC 

ACTGCTTCAGAGGAATAGTCTTATATATAGAAAATACTTTTTTTTTCTCAGCACATTTATATCTAAACAAGAGAATGAT 
ATGCTTTTACCCAGTTATCTGCGTGGCTCACTTCCTTCAAGGCTTCACCCCAAAGCTACTTCAATGTAACATTTTCTAT 
CCATTAGATTGAGAACTGCAGTTTTAATCCCTAACC CCACTC C CAGACTC CCCTGCTAAAGTTTTCTCTATTGTCCTTG 
TCATTTTCTGATATACCTTCTAATTTACCTATTTATCT 

ACAAAAGTTCATATTTATTGTCTTGTTGTATCTCCATAGCTACAGTAGCACTTAATATATAGTAGATGCTCAGGAAAGA 

TTT ATAGGAAGAAAAAATG AAAG CATGGTTTGC AATAAAT CTAAAT CT ATAAAC ATT CC TTT TTTAG TAGTATTGTTAA 
ACCTTACGGTTCCTGTACAACCAGGTGTATGCCCTCTAGAGCCACCAATAATATTCCAATATTAAATATACATAATTTT 
ATAAACAGGTGTGATTTTAATGTCTCTAGACCTTTCCAACCAGAAAAGCTGAATCCAGGTACTGCTGGTCTTTTTCCTT 
CCATAGGTTCTCATTTTCCCTGATGCAGTTATTGCCTTTTCTGTTTATACTTTCTTCCCTTTAGGTGACTTCACTTACA 
AATATAGGAATGCTGATTCATGTTTAGCATTGTGTGGTTTCAGTATTTATTTTCTGTATTTCCACATTGCTATTTTAGC 
TCATTCTTTAATTAAATAAAATGCCTTATTCTCTCACAGTATCAGCAACTAAAAGAAGGATACATCACCTACAGTTGTT 
AGTGTGAACTGCTTATATTAACTCATAGGATATATATTGGTAGACATAAACCTACTGACTAAATTATTTCTGAAGTATA 
CTCTACAAAC CATC ATTGTATTTTTACATTTGACAAAGTGGAAAAAAAAAAAC CTGGCCACAATCTTTAACCCTGCC CA 
GTGTCTCTGGCTTTTAGGCACACAGCCAGTCGGCAATGGCGGCAGGGGTGGCATATAAAGATTCTAGATCTCAAAATGC 
CAACCTGGCCAGAAAATAAAACTCACTATGTGATACCATTGGAACAAGCTTCTATACCAATGTAGGGGGTGATGGAGGA 
TAATATACATTGCAAATTTATGTAAAACCAGACCATGTGGTATTTCCAATAGTTGTTACAACATTGCTTAAAATGATAT 
AAATGGCCTTATGGATAAAAGTAGAAGTTTAATTTTAGAATAGTTCCTATTTTAAGACTAGATTTAGCAAAAATCCTTA 
TGGCATATGTTTAC TCTTGGGGAACCTTGAGAGATAGTGAACAAGAAACGTTAGATCATAGACTT CTTGG CTGCAAAAA 
GTTTATTTATTTCATCATTTTACTCGTATTCCTTTTATTATTTGAAAAGCTTTGTATAAAGGATTTTTAGAGATGGCAT 
TTCATTAAGGTTATATTTATTAGAAAACAAACTTGAATAATTTAAAATTACAAAAGGTAAGTCATTTTATGTATTTGCC 
TACTTGTTTTTGTTTTCTCCCTGCCACCCTCCCTTTCTTCCTTTGTCCTTCCCTTCCTCCCTTCCATCCTTCCATCCTT 
TCTTTATTCATGCCCTGCCTATTTAGAAAAGGATTTGCAGTAAGTTAC^ 

TTCAGAATGTTAAAAAGAGAAAATTGGGTGAAGAGAAAGTGAATATTTCAATAATAAGAGTCATAGTGCTTCCTCTGAA 

GGAGCCCAGAAACCCATCTCATAGTTACGTGGTGGCCAAACTTAGCAGGAAAACAAAAGAAATGCTAGACGAGAAGAAC 

ACAACATCCATTTCTCAGGAAAGACTAAGTTTTCCTCGTACAGAACCCTGAAATGTATTCTCCCCTGGGATACTGTTTG 

GATAAACAGTGAGTGCTGTAATAGTCAATGTCTTTAC CCACTGCTTCAC AGCAAAGCAGAATTC C CAAGGTAAGAATGT 

GACCATGTAACCTCATTGCCTCACCATTGTTCTCTCCACTCTAATATTTCAGTACTAAATGTGTGTGTCTCTTAGGGTT 

GCTGTGCTGAATAAGTGAGAGTCACCTGGCACAGCAGACATCTAGTGTGTGCTAAAGAAATGTACAGAGAATGAGAGAG 

AATTTGAATAAAAAATGTAAATAGAATATTATACAGAAGTTAGGAATTAATTCACAAGTGTGTAAGAGATACTCTGTCT 

CAGATGTGCAGGCCACTAGTAGTGCAGTGTGACACTCACTGCCTCTCAAGAGAACTTAGTAGTCAGAAAAGTGAAGAAA 

TGACATAGCTTTTTTACACTATATTATGTAGAAAGCTTATTTTTTAATGTTAACCAAGAGCAAGGTCCATAAACTCTAA 

TACCTTCCAGAAAGCACAAAAGACATTGAGATACATTTAGAGAAATAGAGGAAACTGAGCTAGATATTCACGTGAAATA 

GGATCATTC CACAT CTTCCAGCAAATAAATTGAGGTGACCAAGGTCC CAGGGAGCACAGATGGT CATATTCTAATGAAG 

CTCTGGCTCAAAAACACACAAGCTGAAAACAAGGCGAGGATGCTTCATAACAATGTCCTTTTGTAGGAGAAGTGAGGAT 

TAGTGATGAGGGTAGGAGTGGAGCAAGAGACAGGGATTAATTTGCATAGCCACCTTGGAATCCCAAACTGTCAATGGTG 

TCAGTGATGCTGTTTGCTTGAGTCCCTAAAGGGTTGAATGAAAGAAGTTAACTAGATACAGAGTTCACAGAAGGTCAAT 

AATCTTAGCTTTCCAACAAGTTGGAGATCGGGGTAAGGAGAAGGGCAGACCTTAAGAAAAGAGTTATACTTATTGCCAG 

GAAACAGTGCTTCCTTTTGCTGTTTTTCCACAAACAGATTTACCTTTGCCCTATGCATTTCATCTTATTTTAAAAAACA 

AAACTTTTATTTTAGGTTCAGGGGTACATATGGAGATTTTTTTTAATATAGGTAAGCTCCTGTCATGGGGGTTTGTTGT 

ACAGATTATTTC ATCACC CAGGAACTAAGCCTACTACCCAATAGTTATTTTCTCTGGTTGTCTCC CTCATACCAC C CTC 

CACCCTCTGGTAGGCCCCAGTATGCTGATCCTCTTTGTGTCCATGTATTTTCATTATTTAGCTCCCACTTACAAGTGAG 

AGCATACAGTATTTGGTTTTGTGTTCCTGCGTTAGTTTG CTAAGGATAATGCCTCTAGCTC CATC C ACGTTTTGCAGAG 

GAC ATGATTGCATTTTTGTATG ACTGTATAGCATT C C ATTATG TACCTGTAC C AC ATTTT CTTT AT C C AATCTGC C ATT 

GATGGGCATTTAGGTTGATTCCATGTCTTTGCTATGGTGAATAGTGCTACAACGAACATATGTGTGCATGTGCCTTTAT 

GGTAGAATTATTTATATTCCTTTGGGTATATACCCAGGAATGGGACTGCTGAGTTGAATGGTAGTTCTGTTTTTAGCCT 

TTTCAGATGTCACCAAGCTGCTTTCCACAATATTTAGTCTTCTTACACCCCCAACCCCCTTGGAAGTTTAGAATGGAAG 

CACATTTCTTCAGATGATTATTAACTCTTTGCTTTTTCTGTTTTTACTGCATCATTTAAATTATGGTGTGGAACATCGA 

AAAGGGCCCTAAAGCCTCTATTGTCAAGTATGACTGACCTCTCTTGGTAAAGCGAGACCTAGTTCTGACTGAGATTCCT 

CCAGTCGTTTCATGGTTAACTTTCCATTCAGTTTCAGTTGTATTTCATTGTGTTTCCTGCCCAGTGGAGATTCAGCATA 

GATGACACCTAAGGAAAAATGCTAGTCATAGTGTGAGAAATCATAGCCTTCTCTTTCAAATGCTTTTATTCATATTCCT 
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TTGGACTTGATTTTAGATATTGCTCGCCAAATTTAGCCA.TCTTTC 

GCTTAGAGTCTAGAGTTAAATGGAGTCTA^AGTTA^ 

GGCAGGCCACTTCTTTAAGCCTCAATTTTCTCCCCT^ 

AAAGTGGTTGTGAAGATTCAAGGAGAAGTTGATACATATAAAGTTCTTAGAACAG 

TAAAAAGTTAATCATTATTTTCAGAAAAAAAGTTG 

GCCTTATTAATTGTGTCTTCCTAACTCTATGGACT^ 

CCTGGCATATGGGAGCTATAAACCACATCAGCCCTCCTTTGCTCTTTTTCCTTAGGGCTG 

TGTGTATAAGATCTAGCATTATGCCAGGTATGTG^ 

CTCTATTTTTTATACTCCTGGTTAAT^ 

CTTTAGTTCTTCCACATTTCACTTTGT^ 

TAAAATATTAAGTATAGCTTATTATGCCCTGTTAATCTTTCTCAGTGGCATACAATAATTTAAATATCTGCTTGAAAAA 
TCTCACCAAGCATTCATTTTAATGTGGCTTAGAATGTT^ 

CAAAGAACTCCCTATATCTAGAGACAGGCTGTGAGAATGGAGAAAGTTGAGGAGTGTCTCTGTTAGGAATCTTACTACT 
GCTTTTAAATTTCATGGAACACCTATTAAATTC 

AAGTTAAAAGTGAAAAGTTACTTGCGGGTGATTAGGGAAAACCATCTCAGAGGAGTGGACTGTTGGCATGGAGACCCCA 
CATATAACTCTTGGGGGATGGCAAAAACTTGAGAGAGGATGCT^ 

CTGTGGTGAGAGAGAATGAGACAGCAGTCATACCTAACAGTTGGTGAAACAGTTCTATGGGAGTGAGGGAAAGTGAGGG 

GCCTAGGATGAGTCAGAAACATGTACATACGGAAAGGGAGAGAGACAATCCTGATTAAATTGTGCCTTCTTGCAAAAAT 

ATATATATTTCCACATTTGATACAAAGTGA^ 

ATTGCTTTAAATAAACAGTCCTTCAAAAGATGTCAGGCACAGA 

CAAATAGTATGTTATATAAATTTTCTAGAGTTTGTGAAAAGAAAATCAACTTTTCAATTCAT 
TOTGCAATAAGAAGGAAGTCCCTCAACCAATCTTACTTT^ 

CTTGCATTTTGTTAAAAGATTCATGCTCATGTCAAATAAGGCCGAGTCTGTAAATGTACATATAGTTAATTTTGATCAA 

ATCTGGTCACAGAATCCATCATATTAATATGGTGAAAGAAAAAGCAATAGACTTGTATTGACAGGTGCCACAGTGGCAT 

TTGACTAAAACTTAATATCCATTTGTTGTTAGTTTTTTTTAAAAGGATGCAGTGAAATAGCAACAGAAGAATA 

TTATTTCAATGGTGAAACCAATTTTTAAGTGTGAGTCGTTTCTATTAAAGTCAGCTTAGTTATAAGCAATAAGACGTAA 

CATAATATTTGTATGTAATATTTGTTTGGGAAGTTGTATAGTTATTGTCAAGTTATTGTTCTAGTACAACAACTTGA^ 

CATAAAATATAAAATGAAAACTGACTTTATAGCTATGTGGGTATTTACCTGGAAGAGCCAAAGGAATTAGTTGAAATGT 

TATTAGAAATGATTCAGTAATTCAGATAGGTAGCCAAATACAAAATTACATATAAGAAAGCTATTAGCTTTTTTATAGA 

AAGTAATAATCAGTTAGATATTATAATGAAAAAAATAAAATACCTCTTTATTTACTTACTTTCTTACTGTTGTCC^ 

TGGAGTACAATGGCACAATCTCAGCTCACTGCAACCTTCACCTCCTAGGCTCAAGCAATTCTTCTGCTTCAGCCTCTTG 

AGTAGCTAGGTCTACAGACATCCACCACCACCCCTGGACAGTTTTTCAAAAATTTTTTGTAGAGATGGGGTCTTGCTGT 

GTTCCCTAGGCTGGTCTCAAACTCCTGGGCTCAAGCAATCCGCCTGTGTTGACCTCTCAAGGTGCTGGGATTATAGGTG 

TGAACCACTGTGCCCGGCCAATTCTTTTTAAATAGCA 

ATCC^CAATATTC^TTCCACTATAGGCAATTCCAATCACAT^ 

CTAACATGGGAAAATCAAGAAAAAGTTGAAATAAAGCACAGTGGGTAAAGGTTGGAAGGATGTAGAACACACCATTCCA 
GAGATTATATCATAAAAATTACAGTAACATATAT^ 

AAGAATTAGATAAAGTTGATTTGGATAGACTATAGATTTCAAATAAGACTCATTTATGTATTTGTGTGTGTGTGTGTGT 
GTGTGTGACTGAAGTAGGATTTTATTCAATGAGAAAAGG 

GTTTGGGAAAATAATATAAAGTTAGATTCTTTCTTTAAACCTTATATAAAAATATACATTGGATATATATTTTATTAAA 

TATTTATTTAAATAAAGATTTCATTAATATATAATATATAATTTTATTAATGTAACAACTAAAAAGTAGTTTAGTTAAA 

ATTACTAAAATAAAATAAAAATGAGTATTTAAATTTCAACATAGGGAGGATATTTCTAAGCATATCACT 

AGCATGAAGAAAATGTCTGATAGATGTGTATACATTAAGGAATCAAATTTTTCTACACATCAAAAACACCATAAAGA^ 

ACGTAAAGGCAAATGAAAAGGGTGGGATTCTATTTCCAGTGTTACTAAAGAGACATTGACTTTAATGTCTTAAAAATCC 

TTAGAAATCGTCCAGGTGGGGTGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCTGGGGCAGGTGGATCACGAGGTC 

AGGAGTTTGAGAC CAG CCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAAATACAAAAATTAG CCAGGTGTGGTGG 

CACGTGCCTGTAATCCCAGCTACTTAGGAGGCTGAGATAGGAGAATCTCTTGAACCTGGTAGGCGGAGGTTGCAGTAAG 

CTGAGTCATGCCACTGCACTTCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAATTCTTAGAAATTAA 

TAAGGAAAAAAATGACCTTTCTTCCAGGAAAATGAACAC^ 

CCCCAACTTTAAAGAAATACAAATTAAACAATAGTGAACTAACATTTTCTCTAAAGAGTATTCAAGA 

GTCAAAACTAGATGATAACAAATTCAGCGTATTGACTAAAGTCAGGACATTCTTATTCATTAGCAATGAAAGTGAAAGT 

TTGAGTAGCTTTCTAGAAGAGAATTGAAGTCAGACTAT^ 

AATTAAGAATATGTGAAAAGATTTAGTTACATCAATC 

GAGCCAAATATTCAGCAGCGGGAATTAGCACAATATACCTTGATATGTTATCAAGGTAAATGTGTATGATA 
ATGCATAAGGATAATTTTTAACATGGTAGATTTTCATTATGTTAAATGAAAAAATAAAAAATACATAAAA 
ATTTTTATAATAAAAAATATATAGTCATTCAAGGAAAACATGTAGACGGACATCACAAAATACCAACA^ 
TCAAAGTGTTATAGGTGGTTTTCAGCACATAGATTACCCCTA 

TGAAATAAAGGAATCATACTAGATTAGTTCTAAATGCTTTTAGCAAAAATATTTCATAATTCTATGAGTATTGATGGT^ 
AATAACCTTGAGAAAATTGTTATTATTTATTGAACT 
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TTGTTTTAGTTAAAATTAGTTAAATTTA^ 

GTGTATATATATAGCGCTTTCTC^CAAATGCCTGTTTTGCTGTGGAGTGGGTTGGGTGGGTACAGAGTTTCACTGAAA^ 
GTATATTCCCCTATAGAATTCTTAGAGACACAAATATATCTTGTTAATAGGTTATATATATTTTCATGTTTCATCTACC 
ATTTGAAACCCTATAACCATTTGAAATCATTCOT 
AAGAGATTCAACCCTTGAAAAAGTCCTTTTGCTAAAGAGATTO 

TCTAATCAAACGAATGTCACTCTACTCTTATTTCTAGCTAACAGTAAAACTGCCTGGAAAATGATAACGTAC^CAAAT 
ATCTCAAGTGGTTATTTAGTACCTTGTTGTGATAGTGAATGAAAAACACACTCAGTTCACTCAGTTTTAATTTGCTGTT 
GAACACTTAACATTTCACAGTGGCTGGCTGTTTGGAGGCCATATACAATGGTAGAAAAAGTAGCTTTCTAAAAGTGCOT 
TGCCTCATTCTTGCTTAACCTGGCAGACGTCATGAAC 

GACTTGGCCAATTATTGCTATTTATTTAATGTTGGTGTTGACATAGTGCCTTTGCCCTGAGGAGCTCCAGGTGCTTTAT 
AAAATTAGTCAGCAATTCACCTCACAGCCTTTACGCCAGAGAGTGAACATTGAAAATAATAATGATTCGTGGAACCTAC 
AGCCACCCCTAACTCCTATTTCTGTTTGCCCAGTGAAACAGAACAAATATGCCCAGTTCCCTCAGAGAGCTAGCAGAAA 
AAAGTTCTAGTGGGGTGTCATGGGAGTTTCTCTCTTGTGTAACTAGGTGAAC TC CTGTAAGGAAAATTTGCCATGCAC C 
CTGCAGAGCTGAGACTTACTATTCTCTGTTGTAGGACCCATACTTTCCCCAGTAAGGAACTCCATTTTTTTTCAGGCCT 
TTGCTCAAATATCACTTTCTTAATAAGACCTTTCAT^ 

GTGCAGACTTTCTGTATCCTCATTCCTGCATTATTTTTCTCTGTAGCACATGTAGCTATTCAGC^CACTTAGATTTTTA 
TTTATTTATTAATTAAGGGTTGACTCCATCCCACCAGATCGTAAGCTTTATGAAGGTAGAACATTTGTCTATTCTGTTG 
AGTTATGAATCTTTAGAACCTAGGTGGGTGCCTGGTACCTAATGGGTGTGAAATAAGCATTTGTTGAATGAATGAGCGA 
AGGAATGAATGAATAAATAAATTTTCCCCAGTGGAGCAACAAGC^CAGTTGGAGTCCCTTGTTGTCAATCAAATATAA 
AGATAGCAAAGAGTAAGTAAGCAAGAGTGAACTTGCATCATATCAAGATTTCTTTTATATTCCTTAACATTGAAAATAT 
TCATGTGGTGAAATACAGTATTAGAGTTTTCTCCTTTAGTTGCAAATAATAGAAACTGAATTTAAGCCGACTTAAACAA 
AATAGC^GTTTGCAGGATCTTGAAACTCAAAAATTCAAAGGATACAGCTAGTTTTAATGGTTGTGAGGATTGCTGCAGG 
CCCTCTCATGATTTGATTGAGCGTTTGTCTCTGTCTTTCTCTTTCTCTCCTTCTGTCTCACTGTGTTTCTAAGACTTTC 
TCTATGTGGTAGCAAAGAAAGCTCAGACAGCACAAGGCTGCCTGTAGTAATTCTTGTGACATGAGAGCATACATCTCCC 
AGTAGTTGCAAGGAAAACCCAGGGCTGACTTGAAACGTGTGCACTTGGATTACAGGTCAACCTTGAGTCAATTGTGACT 
GACTGACCAGGCCTCTGTGTGTCCCGGTTGTGGAGGTC^GTTCCATCAGTAGGAGGGGGATTAATCAAAGGAAAATCAG 
AATTCTTTATCAGAATAAGAGGAGAAGATGCATGACAAGTATTCAGAGATACACTGTAACCAGAAAAAATGGTCATATG 
TGAAGAGTATCTCATTACAACAGGGAGGAATGTAGTTCTAAGTCTTTTAAAGTTCTGCTTTCCTATAATATCAGATGAC 
CAGATATTTCACAGCATAATTGTGAAAATGATATTTTGAT^GGAAAAAGGAATTCTTATCTGAGATAAAACTGTCAAAA 
AAGTCAAAATTTGGCTGTGAAAAAAGTGAACGTTTACTTGA 

AATTCTATATTATTATGACATTCATATAGGCAAGGTGTTAAATTCTAATTTGATTTTATAATTTTTCAAAAGAGACTTA 
GAATGTGCTAGAAATCCTAAAAATTTCTGTTCCAACTATTGGTATTTGAATTATGTATATACTGCCCCTTTTTTTCCTA 
TAAAAAACTGATAGAAGTTCATAGATAAATAAAATTCACAGATAATGTTACAAATTTATTTCAAATGTTACTTCTTGCC 
TTTTTCTATGCCAAGATACTTAACAAATACTTCAAAATTGAAAGTATTTTTACTCCTTATTTTATCTATTCCACAGAAT 
AGTTAGAGGTAGAGGAAGAATTAGATAATATATTTATTAATAAGTCAACATCCTATTAATGGATGAACATAGAACCAAC 
TCATAGGC^CACAGTCAGAAAATC^GGTGTGGCTTGGTTGGCATGAAAGCATAATGCCCACAAGAACTACTGTTGTT 
GGTTATGCTGTACTGTATGAGAAGGGCATTTCTGACGTTAGCTTTGATACTAGCCTTTTAGTAACTGAGTAAAGTTAGT 
GAGTATACTCACCCAGTTCAGATTATTAATTCAGTACTAACTCAGTAATTTGGTGTTACTACATACTGAGATATCCAGC 
TGGATTCAGGATTTGCTCAATTCAATTAGCAAATCCAGTGTTAAGGGGAAAAAGAAGCTTTGTGGGTAAGCATTTCTAA 
ATTGGTGTTTTTATGAAGCCACAATATTCTGGTAGTTCGTCTTTTCCTTCAGTTCTCTGAAGTTGTAATCATTTCTAAA 
TTGTTGCTTTCTAGGTAAAAGATGTGAGATAGGGGAAAGGAAGGCTTTCTTAGGAATTTTTTTTCTTTCATTGCCCAGT 
TAAATTGGATTTGTGATTTATATCCATTCATCCTATTCATACCCATCATATATCTGTATACATCTGTCATATATCCATC 
CTGTTCATATCCAATCCAATTCATAAGACTTTTCCATATTTTTCGTGAGATTAGATTTTTTTAGTGGGTGAGAAGAAAT 
AAAAGGC ACATAATATTAAC ATGCTC CTGGCATTC C AGCAAC GAATAATGCCATAGCAATTTTATAAAGATTAAAAATA 
CCCTAGCTCACTATGATTTTGATGAGCGCAACGCACTTTTGGCTTTGTGGGTCCCCTCCTCATAAAAAATACAAAATTA 
TATTTTGTAGCTGCATTTATGTAAAGATAAATATAATCTAAACTGTTTTGTACTCATTTTTTCAGATTTTAAAAGAGAT 
TTAACATTTCTATGAGCTCCTAAAATTATGAGCTCTAGGAATAGTGCTTACTGTGCTATTGGATAAACTAAGCTGGCAT 
TGTCATAGCTAAATTGGTTACATTTTAAGCTGTGAATGAAAGGGAATTTGGTAAACCAAACAACTGTTGTATGCTTATT 
GTTCATTCCAGTATAAATATATTTTTGCTATTAACATTAGTTATTACAAGTGGAATACGAAGGGGTGGACTCAGGGTTT 
GGAAAGAGAGTTAATGCAAGTGAGTATTTGACTCCATCAACAAAACTTTACAAGTAAAATCCTCAGGTTTTGTGCCTGT 
AATCTTTTTACAGGATTTAATGCTATTTTACTTCGTCAACAATTTTTTTTTCTTCAAAGATTTGTATTTTTAAATGACT 
GATGCTATGAAAGAAAATACCCTCATGATTATATTTATATTGTGAATTTTTACAGTAGGGGCAAACTAGAATTTTTCAT 
GCGGAGAGCACTTTGGGTTTTACTCAATATAGCTCTTCAAAGTTCTTCAAAGTTCAAAGTAAAAATTGATGCTAGAGTA 
ATTTTCCTGTAATCTAGGTGAAAAGCCCACATATC^^ 

TTTCTTCTGTTGAAGCTGACTTTTATCC^TTTTTAGTTTCCAGTTATCTATGGTTTTGGGAAAC^GAGCTAATTTGGA 
TTCATGAATTCTGTAAACAAGTATTTCTTGAGAAGCTCCTGGTTGTGAACTACCTAGAATGAAACTGGGTAAACTAATA 
TCAACATCCATTCTTTTGCCAAACATCACTGATAAACTGCAACATTTTTTTTTTTACGTGAGTGGTCTTGGAATCAGAC 
ATTTCTGCATTGAAAACCCAGCACTGTTGCTGACTGGCTGCATGGCCTGCATCTACTTCTCACATTTCTGACTGCCTAC 
CAGGTTCCAGGCACTGTTCTAGGCACTGAAGATGAAAAGATGAATAATATGGAGTTCCCATCTTCAAAGAAGTTACAAT 
TTTAAGGAAGACTGGCAAATAAAAXSTTACCCCACA^^ 
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TGGCTGK3TCTCTTTACCTCTGAGG 

ATGATAATGTATAAAATCAGTACTCTGAGTAATGATC^^ 

GAGTGCTAGAAAATAAAGCAGTTCGTATCAAAAAGGGTGTGTTGAAAGAAATAAACTAATCCTTGAGAA 
. GCAATCTCATATCTAGAAATTGTGCCTATGTTCT^ 
ATTGACACTACATATGACATTTGTAAAAACACTTGCT 
ACTGTGGAGAGAGCTTCGAGCTAATAGCTTAGAA 

TGTAGGAATTTATTTGTTGCTCTGAATGTTAACTAAAAGTAATGGGCTTCTTATTTTO 
GACGGCAAAGACTGTTTCTCATCAGTCTCATATAGCTAAATTAGATTTATCT 
ATTCTGGGCACGTTGTCCCCTGAGTCCTCTC 
TCCTTTTCCAGAACTTCTCTCTGCTAC&CTCT^ 
- CAGTCTTGGAACTTTTGCCCTCTGGCATGGGTAGAACTAGCGTCAATTGGGTAATTCAATCCCTGAGTTCCTT 
TGAATGAGAGAATCCAGGAATGTGTTGCCAGTTGCCTTOT 
CTATTTCCACACCTCCCCTCCTGCCACTACAGGATTT^ 
TGTTGCCACAGGCCTGTGAGTGTTTAGAAGTTTGTGTTTC 

AGCAAACAATTCAGAGGTCAAGCTGTGACTGCTTCCTCATTTGGAGAGCTTATTTTATGTC 

ATTCCCACATAACTTGTTTTTTCCACCTTra 

CATAGAAGAGTTGTTTACTTGAAGTGATGGGTGAGCAAAGOT 

AAAGTTCTGGCGTGTAGGGGTGGGCGCTCTTCCATCCAGACGGATGGGAACATAGCCAAGCAGCCAGGAGACACATTGA 
CTTGTGACCACTGGGAAGGATGCCTAGCCAGAAAAGTCCCAGCAGCTGGGTCTGTTAATCTTTTCTGAATGAACCAGCA 
GGCAGTTGACCTCTCTAAACCTGTCCTGGATTCCTTO 

ATAAAGTTGTTCTTAATAAGACTCTTTTTGCCCACTTCCCCCTGACCTTCTGAGTTGAATATGAAT 

GAAAGAAACCACCATGACCTTGATAAAGCCATTTCTACTCTGGTTCCTCCCTTCTAAGAATTTGTTCATTCAAGCAAGT 

ATTTGAGTCTAAATGGATCC^CTTGGAC^^ 

GCTCAAAAAATTCAGATAGTGTAATCTACTTTCT^ 

CAGCACCTGAGTACAGAATAATTTATTTCTGTGTCGTTTCATGATGAAAGTCCAGCTGGCATTAGCTCAAATTATGCAG 
CTGGCTATTAATTGAAGAAAACTTCCCTGTC^ 

TCTCTTCTATTCTACC^GTAGAATAAATGTAAATAACTTTCACTTGGCTCTGCTTGTC^TGGATTGTAAATTACCTGGC 
AGCATGCAGACTGACCACATTACTGTTTTGGAGGCGGCTTGTTTCAGTTGATTAGTATTTCTAGAAGAGTTTTGCACAT 
TTCATCTCTGAGGCCTGAATGATGTCCACTAGCAGGAAATATTGTAGTCTGCCTTTTTTCTTACATACTGTATACTAAA 
TTTCAATCTAATTTCAACAAGATGTCAAATTCTAGCACCTGTAGGGCAGGTGTTGGTCTTCTATGAATTGATTATATGT 
TTTTCTATCATACTGGATGGTGTACAAGCCCAGGTTGTATTTTAAATAGAATTTCAAGAGAGAGATTTGTTCTGGAATT 
TAGAAATATATATTATGTGCCAAAATTA^ 

GAGATGCTATAGTATGTTAACAATTGTGGAACTTTTTCATAAGATGAAATTCTGTGCAGAAATGAGGGAGCAGAATTCT 
TGTGGGAGTGCTAAAATGGTTCATCAATTTGATCCTCACAGCATATGAGAATTCACCAATTATATTACTCTCTGAAAAT 
ATGTTTCAGTATCAAGGGCCTCTTTTTGCCCTTCCTCCATCCCAATGTCTGTACTCTCTGTACAGTGTGATCACTGGGT 
G CTG CATGACCAGTCATTATTATACGCTCAGC CCTGAAAATGAACTTAAGATGGTAAAATCATACCTTGCCAGGATTTG 
GGTGGCTGTGAGGGATTC^GTAGGATTTTAGCAACAGGGACTGGAAAAGAAATCAGAACTTGGCAGAGAAAAAAATAGC 
ACTAGGATACTAGAAGAGACCTGGGAGAACTAGCTTGACCTTAGAGGCTGGTCTTGTGAGTCATTTGAGAAATAGTATC 
AAAAGGGCATAAGAGGGCCCGGCATAGATTAGGCTATTTGGGGTTACAGGAGATCCAAAGCTAGAAGGGGCAACAAAAC 
ATTGTGGTATGAGGCCATCCTAATTTGAACATCAGGCACAGGATCTAGTGTCCATGAAGTAGATCTCAGGGAATGGGCA 
GCCTGAGAAGAAGAGTAGATCATGCAGAAGCCAGCAGTCACCCCTAGATCCAGATCTGAGTGTCATGACCTAGATGCAA 
TTAAAATCCTTATAATGGGTCCCACCCTGGCAGGATTCTTTCAGGAACTCAGGCTGAGCCTGAAGTGAGTAGATTCAGC 
' TGAAGGGAAGGTAAAGAACTATAAGTTGATAGACTTGCAAAATGGAGAGGCTGCTTTTAGGAAACCATTGATAATAGTA 
TCAATCCCATTGATAATATATGTGATTGCCCTTT^ 

CAAACTTGTATTCCCTATATAAAGGGGGAGGAGATAGTATCCCATGGGGAATTCCTTCCCATATTATAAACTGGTAGAC 

AACTTAAGCAAAAATGTTTTTACTCATATGAACACTGT 

TTTACTTTGAAGATTTGCCAGAAGTTTGATGATGGGT^ 

GATATCTTCTGATTT^TTTTCTTCATTTATAAAAACAATCTATTTTGATAACATTTAATTTATGAACT 
TTACACTTTATACTVITTTGGTTGTAGA^ 

GAGCGCCTTCTATTTTCTGAGTACTATTGTAAATTATAGAGATAAAGCAGTGAACCAGACAGAGTCTCCATCCTAAAAG 

AGCCTAGTAGAGGATGGGAACTGATGTAGTATCTTGTAATTGTC^CAGCATGGTACACTTGCTTCTTC^GATGCC^TT^ 

TTAAGGGCGTCGTTTCTTTAAATTCTGAGATCCCTAACTC^GCTTATGCCAGAACTGATGAGAATTAGAC 

GTCTTCTTTCTTCCTAAAATGAATATTGAAATAAATCTATAAGATAAAAATAATCCTACCACCAAGCCC 

TGGATTTTTAACTTGCTCTTCTCAGCAC3^ 

AGATTTCAAAAC CAC CAGTTTGTTAGATTTGATGATCAGCTCTGCAAAATGTTTAAAGAAGATTTCT^ 

ATAAGTTAAGACTATAAATGGTTTAAATGGGGGA 

GAATTCACACTGAGCAACAGGGAAGAGAAGGAACTAGAACTTGGAATC 

TTTACAAAGGGCTACGCTGTCATCATATTAAATAAATGGCTCCTGCTCCTTGTGCCAGCTTAATTGCCACCTTGGCTCC 
CGAACAAAGAAATCACAATTGAGGCAAAACATGTTT^ 
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AATGATGTACACTTGTGCTGTTAAGTTTCAGCATGGAATACAGGCTTTATGTATTTAGGCAGTAATGCTGAGTTAGATA 
TTGGTAC CAAAAAAAATGAAAGAAAGAGAGCAAGAGGACAGC ACATGTCAAAATC 

CTAAATGTGCTTCCCTACTGTTAGTTACACGTATAAGTCACATCTCAAAGCGTGTTCCCCAGGTTAGCAT 
CTAGGAACTTGCTGGAGATGCAAATTATCTGGTTCCATCTCAGGCCTAATGAATCAGAAACTCTAGGTGGAAGGGAGCA 
GTCC^GCAACCTGCATTTTACAAAGACCTCCAGGACACTCTGATGTATGCTAGAGTCTGAGATCCACTGGTGCAAAGAA 
TACC^TAGGACAGATGTA(^CTAACTAAACTAGTTCTGTTTCTCTTAAAATGACTTTGACAATATTTAGAATTTTGAAG 
AATGGTATAGAAATTCATAGTTCGTGTGTGTGTGTTTGTGTATGTATGTGTCTGTGTGTGTGTGTTTTAGCAGAATTCT 
ATTTTAGAAAATATGGGGTAGACTTTTATTTAGTTTTGTTATTTTTGTTATTTTTGAAAAATTAAGAGGTAAGCAGAGA 
AGTATAGCCAGCTACTrCCATAATTTTGTAGGAATAATGAAGTTTATTCTAGCAGAAAGTTATATCTTATGGAATAACT 
TCTCTAATATTCTCTCTAGACATATATTCTTTTTTGAGGCAGGAA(^CAAAAGAAAATTGGCTTCTTCATCAAGTTCAA 
„ . AGAAATGGTGTTTTAATTATGTAGAGAAGTAATTTCATTTTCT C AGAGAAATGGGTAGACAG ATATTAGTAATTTAACT 
CTCTTCTTAAGTAATGGCTGCTATAGCTCTTACCAACACTGAAAGAAGTAGAGTCAAATAGATTTAAATCTGGCTAGTG 
ATTAGAATTTTTTGGGGGGTAGGGTGGGTGAAACTGTATTGCAGGGAGGTACGTTGTAATAAGACAGCTAGTTATTATG 
CACTACCCTCCAGTTCTTTGACATGATAGCTAAGGGCATAGACAAAAATCTGAACTCTGTGGTCTTTGTACATATCTGC 
ATTCAGATTAATTCACTTAACAAATATTTGTGGAGCACCTACCATGGGCTTATCACTATAATGGGCTAAGGTTGTACAG 
TGAGCAAGATACTCACATATGTGATTCTTGTGAAGC^ 

ATGAAGTATAATCACTTCCAGGATGAGGCAGAATATAGGATGTTATGCAAGCAGTCATCCTTGATTTTAGGACTGGGTG 

ATGTGGAGTTCATGAATGGTTCATGGAAGAGGCACTAAAGCCTACAGTGTGAATAGAAATTAGCAAGATGATGGACAGG 

GCAGGCAGAGACAAGAGCATATGCAAAGTTGGAAAGTGGAGAGTTCTTGACATTACCACATTACTGAATGTGCATATGG 

TGGAGTTTAGGGTGCAGAGAGGACAGTTGCA.CATGCTCTGGAGAATGATGGGAGATGAAGCTGAGAATAATACAAGGAA 

GAGAAAATAACAGGCCTTGCTATCCATGTTAAGAATTCCGGACTTCATTCCAACAAAAGGGAAAGTCTTTGAGGTTGTA 

GTATTTGGCTGTGCTGTAGAGAGTGTATTGGGGAAGGACAGTGCTGAAGGAAAGGAGACCAGCTGGGACATTGCTGCAA 

TAATTCAGACCGGTACTCATGGCTTGGACCAGCAGCAAGGGGAGAATGAAAAGTAAAGAGATTTAGGAAATAGCTACTT 

AGGAAATAGATTGAACGGGAACTGGCATTCAATATGTGTGACAGCGAGGAACAGGAAGACACTTGGGACAACTAGAAGA 

ACAGTAGGCCATTCACTGAGTTTGGGGTCCAGCAAGAGGAGTGAGTTTGAGGGTGAAATTATGTGTTCCATTTGGGCTA 

GTAGGGTCTGAGAAGTCTGTGGTTGTC CAAGTAGAGATGTCCAATAAACTGTGGAAAATGCAATC C CTTAGGCCTCTTT 

ATTCTCATAAATACTTCTCATGCTTTTTCACAGCAGAGGCTAAAGCCAAAAAACTTTTACAGTTGTTGATTACTCCCAT 

AGTGATTGGGCCACTACTCTCGATGTCAGTTTTAAGTGTTATGTGAATTTTAGCGTTGCAGAATTTTAGCATTGCAGAA 

TTTTTCTGCACAAAATC CTAGAAAGCAACTTAGTTTACTCAGTGAAACC TGCCTGC CAACTAACAAGACCTATTATTTT 

TCAGTTGGGATTTTACTTCAACAGTGGAAACTATGACACAACAGGGATGGTCTAACCCCAATTTGAGCACTCTGTTCTC 

ATTTTCATTAGGAATCACTTCCCTGTAATCATAAAATGGAAATATATTTACTGTAGACATGTTGTTTGGTGAAAGCAAC 

ACTAA?VAATGAGTAGATGAATATAACAGCTACAGGATAAAATAAGAGTTCCC^TTTTTAAAAAGAAGGACTATGTTTAC^ 

T^CACAGCTCTCCTTAATGTTATAGTGTTATTATAGCAGTGAATTTTCAAATAAAATATTTAAATTGGAATGTTAGAAG 

TTTTCTTCTATCATATCAAATAAGTGGAAGGCCACCTGTTTGATGATTACATATTCAAGTGATAGTTCTCAAAAACTAA 

AGAAAAATCTCATATAAATTATAAATGATTCTGCAAAGTTTCACCTAACATTTTCTCCATACTTATGAAGCTTCTGAAG 

TTATTTTACTTTTGAGAAGCCACAGACAGAAAAATTAATATAAATGAGATAAATTTCAACTAGCCTTGAGAATAAAGAG 

AGCAAGGATAGTCATCAACACAATTAAGAATGRCCAAATCCTATTAATGTTTTCAAATTACCAAATTAGAAAAGTTAG^ 

AAGCATGAATAATTTATTTCTGACAACATATTCTTTTTAATATCTGCATTACTTTGGTCKGCTAAGGAGATAAACCTAC 

TCATGTGACATACCATATGTAAACATTTTCCTAATTAATAACTGGAAAGCTTCTATGTGAAATACAAACTTTCTGCTCA 

TACATAATGTAGACTACAGGCAGACAGTTAAGAGTTGGTCAAAGCTGTCAAAGCTTGTTTTATGGAAATCTCATCTTCT 

TTTCCTGTGCTCTTTATCCTAGTCCAGGTCCTCTGAATTCTTTTACTCTACAGTACTTAGCTAATACAGTGTTTATCCT 

CACkrTCTATCATAGCTTTTATATT^ 

TTAATCATCTAGTAAACTATATTAAATCTTCTGTAAACTTCAGATAAGCCTGTTTAAATTGGGGGTGGGTCGTATTGTA 
GCATACCAAATGGTTCATATACCAAGTATATATTTGTCATACTATGTGGAACAGTATTATATTTAAAACTGAAGTCTTA 
TTTCATGTAGGTTGTACCAAATTTGTGGTGGTAAACATTGTATTTAGGTCATTCACAAAGAGTACAGAAATACAGATTA 
GCCATATTTTTCTATAGTGCCATTCAGTGTAATAGGTACACAATACATCTCATATTAAAGAAAAAAGAGTCTTTTCAAA 
AGCCTGTAAGGGTCTGAATAAAGGTCTTAGAAATGTGTCATAACAGCTGAAATCTAAGAGATTTGGAAAAAGTGGGAGA 
AGTTAAATATTGCAAATGCATAGAGCTAAGACTTCTTCATTGAAAGTTGGGTAGTTCCAACATTCATGTGGAAAATCTT 
TAAAAGTAGCCAAAAGGTAATTTTTTTTTTTTCT 

GCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAAGCTCYGCCTCCCGGGTTCACGCCATTCTCTTGCCTCAGCCTCC 
CGAGTAGCTGGGACTACAGGTGCCTGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCATCGT 
GTTAGCCAGGATGGTCTCAATCTCCTGACCTTGTGATTCACCCATCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTG 
• AGCC^CCATGCCTGGCCCAAAAGCTAATTTTTTAAATO^ 
CGTGTATCCAATATTACCAAATCCATGGTATTT 

ACACATCTGCCCAGATTTCCTGTTGCTAAATTTCAGACACTATTCTTTAAGTCTTGGAAGAGATCAACTTTTTCAGCAC 
AACCCATCCCAAACAATGTAATGTTACTGTGCTATATTAAGAG 

TTTTTATTGAATGTCAAGTATGTGCAAGGCAAAGTCCATCTAGCGATTTTAGGATTTCCAGGACCTGCCATTTATAAAC 
TTCCTGGAAGAAAAATTAACCCCCTCAAAATGGGTGTTGACATCCAGTTTGCCTTTATAGCTCCTCTGATGCCTTTTAA 
AAACTATATTTACCCATCTTATGTCAATAAAAAGGATGTATTTATTATAAGTTGTGGCAGATAGTGTTTTATAGACAAT 
TTTATAGCCCACGTGTTAAAGGTAAAAGCAAAGAAATTATGCTACTTTGCTGTATTTTCCCAGTGATTTATGTAAGTAT 
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TTATTCCCTGTAGGAAAAAGTTGAAACACTATTGTO 
CATATTATCTTTTTGTTTTTGCATCATC 
ATTAGGGAAATCAACAGAATGAAATTAAAGTTATA 
TTCTTATCCACTTTGAATGACCTGGGGAACT^ 

CTTTCTGGGGACAGGACCCAGGTGACTGTATTTTTCTAAATGTCTTTCATGACTCCGCTGCTra 

TCCACTTAAAGAACTGCTGGTTAAGAAATGGATCCCTACT^ 

ATCATTTAGAAAAAAATGATTTGAATGAGCTAGATAC 

TAAGCACAAAATTATCTTGTTGTCCTCAA 

AAATACTTAACAAGAAGCCCAAGATTTTACCTTGTTTC 

GGTTTCTCACATTCTGGCCTCCATCACCACCACTACTGCTTTGGCCTGGCCTTT^ 
TCCTGACAAGAGGCTCTGTAAGATTC^GTTTAGAGCTT^ 
TATGTAAATCCACAACCTGAAATCTC^TTGGCTC^ 
GGATGGTGTAACTCCATTGCACACAGGTT^^ 

TGCTGCTCTTGTGGAAAGAGTCTTCAACCCCATTCTGTATACCCTGGACACTCACCTGAGACCCAGCTGAAACAGACCT 
TGTCATCTCGGACCCTGCCCTTGGTTCTGTTGAAAGAATTAGCCACCAGATCCTTGAGGCTGTCTCAGGACTTTTGCTT 

cacctttattataacaattggaatgcaggc^^ 

TTTGTTTTGTGCTTATTTAACTCGCAGGGGAAAATAGCCATATTTTTAAGACTCTGGATTTAAAAAATCTGGTTGATTA 
TATGAGAATATTGTTGGCTTGTCTGTTTGATTTTC 

ctctggaaaatatgtctaaaatgc^gagaaaattc<^^ 

cttaatatatacaatgtttattttacatggataatttatgtaagttattgaataaataatacttttaggtttgggtttt 

AGGGGAGGTTTTAGGTTTGGGTTGCAGC^GAGGCTTTTTCAGCTGATTCAAATATCTAGTTTTCAAAATACTCTGCCCA 
CATGATTTTTAGATATGACTTAG'CCTTAATTC 

ACACTATCAAACAAGATTATAAGATATTTTAAGGTAAGAAAGTAAAAGGGCATCCACTAATGATCATCAGAA 
GAAGGGCGAATAAGCCACACATTACGAGGCCCCOT 

TTTTTGCTTCTAATAAGACCCCAAGTGACT^CTAATGCTGCTAGTCTGGAGACC^CACTTTGAGAATCACTGCATTAAAT 
TAACAATTTTATTGGTTGAGTTTTCTVCC^CAGTGTGCATATCTGTTGACTAAC^TGAATAGCTTTGTTGTCGCCAAAC 
ACTGTAATGTTTCCAAATATCCATATGTAGTCACAGGCCCAGAGAAACAAACCACATCTATATTAAGACTGTTTTGTTG 
TTGTTTGACCCCCCCACCCTTTAGTGTTTT^ 

CAGATTTGCTAAGGCAATAGAAAATTCTATCTTAAACCTTTAGATTTTTAGTCTTCTAGTAAATATAAGCATATGAGTT 
CCAAGCAAATTCTGAGTTTTAAAAAATTTAATAAAATTC^ 

TACAAATATTCTAAAAATAGATGATAAAAGTTCTAAGTGCCATTTTTTGAAAGATCAGCAAAATAATTCTACAAGTATT 
TGTGGGCATGTTATCTTTTCTATGATACTGGTTATAAACTTAAGTTATATGAAGACAGTGTGTTAGTTAAATTATGTTC 
TAGTCCTACCTTAAGGAAATAAAAACAATAAGGCTCTTAGGGCCTTTCTTCTGCACCACTGCAGTACTTGCTAACATGT 
TTTAATAACATGTAGCTGAGAATGATAAACTCTAGGCAGCAGGGTGGCTTGGAGATACTAATGGAAATGCCCAGTCAAA 
AAGAGCCTGGACTAGACTGAGGTCTGAAGACTCCAAATAACTTTCTGTTATCCCACCATCTTCTCAGATGGTCCAATCA 
TGCTACACTCAGTCTAGGGCAATGACCCTGAGGAATGGTATGTTTGGCAAAAAAGAAACCAAAGAAGGCTACTGCCATG 
CTTTAAGATTTTCCCATATATCTTTTTCAGCATCTTGAATGGGGTTTCTGAAAGTCTGAGGAGTGAACTGTGACCAAAA 
TGGCTGATATTTTGAGCTCAAAGAAACTTAAATTTTTAGGTAAGGATACTAAGACCGACTTAATUVAGTATAGTATCAAT 
AATTTACATTTCTTTAGCTAAGAATTTTCAGACCACTTCAGTGCAGATCACATTGACTGATTCTCTAAACCACTCTATG 
AAGTGGGCAAAGTGATGGTCTCATTTTTCAAATGAGGACTAAGGTTTATTTAATTCAAGTGATTAACTCTTCAAACATC 
TAGTAGAGGCTAGCCAGATGCATTGGCTCACATCTGTAATCTCAACACTTTGGGAGGCTGAGGCAGGCAGATCCCCTGA 
GGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAAACCCATCTCTACTAAAAATACAGAAATTAGCTGGGCATGG 
TGGTGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCTTGAACCCAGGAGGCAGAGGTTAC 
AGTGTGCTGAGATAACGCCACGGCACTCTAGCCTGGGTGAGAGTGATATTCCATCTCAAAAATCAAAACAAAAAAATCT 
AGTAAGGGTCTATGTCTAGCGCCTGCACTTCAAATATGTGTTTGTCATGACATCATTAGCCCAATCCAATTTTCTTTCA 
TTAATTTTCTGAAATAAATATTTTTTGAGTTTATACTATATACCAGGTGCTGCTGTAAGTGCTAGGAATATAACAGTGA 
ATCAAACAAATAAAAATCTGTGACCTTTTGGAGCTTACATTCCAATGAATATAGGCAAAATAATAG CC CCTG CAAAGAG 
CTCCACTGCCTAATCCCTGGACTAAATGAACATTACCTCACATGCAAAAAAAGATTTTGCAGATTTGATTAGGGGCACA 
GACCTTGAGATGTAGTGTCCGTATTAGCC C AGTGGGC CCAATCTAATC ACACAAGT CCTTCTAAGCAAAGACTTTTC CC 
TGGTTAGGTTAGAGAGAGATGTGATAACAGAAAAAGGGTCAGACAGAT^ 

GGGGCCTGGAGCCAAGGAATGTGGACAGCTAGAAAGGGCAAGGAAGCAGATTCTCCCTTAGCCCACTCAGAAAGGAATG 
CAACCCTGAAGACACCTTGATTTTAGCCCATTGAGGCCTGTGTTGGACTTCTGACCTACAGAACTATAAAATGATACAT 
TTTAATTGTTAAATCACTAAGTTTCTGATAAOT 

AGAAAAATAAGTAAAAAATATATGTTGGATAGTGATAAGTGCTAAGGAAAAAAGTCAGGGAATGACATAGGAAGTTATC 
AGTAGGGATGCAATTTTGAATAGGGTAGCCCTCCAGGTT^ 

TTTCAGATGAAGGAAACAGGAGGCTAAAAGCTGAGACTAGGACAATGATC^GCCTGACTAGATTCTGAATATCACCATT 

AAAAGAGCAGTTTCTACTTCAGAATATATGTACAAGCT^^ 

AAACTCCACAGATGACATTCTTATTTTTCT^ 

CTGGAGAGTTCATTAAGAAATTCAATACACCGTATTCAAAGAAGATC 
GCAAACAATTGAGGATGTTC^GACTGAGTCTTTTTGGAC^ 
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TTCAAAGGGATCTCAAATTATATTTGATCCTGAGTTGTTGCTATAATAAATTTAGAGCTGGAGAAAAATAGTCATTGTA 
ATTATTTTGTTATTAGAGACCGGCTTACAT^ 

CCATCAATTTTGATGAAATTTCCTATTGATACTTCCAAGTACAGTAGGCCTTTCGTATCCATGGGTTCCACATCTGTGT 

ATTCAATCCAATTTTTTTTTTTAATAATATGGTTGTGTATATACTGAACATGTACAGACTTTTCTTGTCATTCCCTAAA 

CAGTACAGCATAATAACTATTGACATAACATTTACATTGTATTAGGTATAAGTAATCTGGAGATGCTTTAAAGTATATT 

GATGTGTGTAGGTTATATACAAATACTATGTCATTTTATATAAGGAACTTGAGCATCCATGGATTO 

AAGACCTGGAACCT^TCCCGfU^GATCCTGAGGGACC^ 

CTTAAGTACCTGGGGGAAAAAACTGTCTGATTTTTTCT 

AAAACAGAAATTTTATGATCTGTGTCAATAGAAGTGTTAATATATAAAGCAAAGAAATGCCTAGGTGAATATTGGCCTA 

GTAATAAACATTCTGCAATGGTGCTTCATGGGAAATACGCCTTACCTTGCTACTCAAAATGTGATCCATGAACCAGCAG 

TATGAATATCACCTGGACTTGGTAGAAATTCTTGGACCCCACCCTGACCTAGTGGGTAACCATCTGCATTGCAGTAAGA 

TCCCAGGTGATTGATATGTGTTTTC 

CCAAGTATTGCATGTTTTTTACATCCTGACAGGTCC^^ 

ATCATATTTTGAAAAGCTATTTTCATCAAGGGAGCTTAGTATCTGGTGCTCACGAGATACCTACAGAGAAGTAGACAGT 
GTTATGCTTTTGAGAATTTATCAAACCTTTTC 

TTAAATATTTAATAGTTGAGGGATGAAGAGGATAGAAGTTTAATTAGTTCAAAGGAAGGTAAATTGGGAAGGAAACAAA 
CTTTTTTGTTGAATCAGAATTTTCAGGATGAAAAAAGACACCAGTGCCCTGTGGTTCAGTGCTAACACAGCTATGATGT 
GACTCTTCAAAGGTCAATGCTTGTGCCCCTATTGCTGCACATCCTTCTCCTTGTCAGTGTTGATGTGTCATTGGCTGGC 
TCTGTGTCATTGGCTTGGTCTTGCTTTCACTGAACTTTGGCCTCCGTGAAACTTCTAAGTAGCATTGCTCCTACCTGTG 
AATCTTGGAAACACACAGGGCAAGTGAAATTCCATTTTCTO 

TTAAGCAAGATCCTTATAGTCATCRTTGCCAGACTTAATATGAGATGTTAAATGTTCCATCCAATTTTCCTTCCTGGAT 
iVAGTTTTTCTTTCCTATCCCTGTCAGTTTTGAAAACATAATACCAGAAGAAGAGGGGCCCAATTCCACACAGAGCTCCC 
AAGAGTGAGTTTTAGGAGTGAGTCTGAAATTAGAATAGACATTTGCTGATCTTGCATAGGTCCAACGAATTAAGGCAAG 
ATCTTCGATGAGCC CTTGGTGGTTAGAGTTGGTTGTTGTACTGAAG CAGGTACTCTTGTTTCAGCTGGG CTCTTATGGC 
CAACCGTTCAGCTTGCATCTGCCAGCCTTCCAGAGATATGTCATATTTGGCTGAGTCGAGGGTCAAGGGCAGAGTGGCC 
AGGTGCGATGGAGTAAACTTTGGGAATGACATTTTGGTGACCCAGCACACAACTGCCTGAAATTCCATTTTCATGTGAC 
ACTTTTGTATCTGTAACCATCAGGTCTGTTCCCTATGTTTTCTATTCCTTAACTTGGCTACCATTATACCATCACATCT 
CTTTCCTTTTCTAGTGACTCCCCATTAGACTAGCTCCTATCTCATAACCTCCTTTTGTAATTTAATGGCCCAAAGATTA 

GGGTTATTTATCAATGAAAGTGACTTTAGATTAGATAGACACTGGCTGCCACATCGTATCGTTGTGACATCCTGCACTT 

AACTAAAAGGGCTTGACTTAGGCACCATCTCCTTCTCTCTTGGCAGCTGCTCAGTTAGATGTTTTTGTTTTAACCAAAG 

GG CAGGACTTCAAATGTGACCCTATTTAACTCCATCTGGTTATATTTTGAC CTTATGCTCTTTTTATATCC TG ATTCTG 

TCATCCATTCTCTTAGCTGTCCTTCCCAGCTTGATGTAATAGTATTTTCCCAAACTACACCCTTTTCCATAATAAAGAT 

TGTCACTCCTCCCTCAAGCTTCCTTAAGCAAGCTTTATCATATGTCTGATAGGATCTCTGTTTCTGATTGTACTCAGTA 

TAGATTTGTTTCCTGGCACACATGTATGCACTATGTCACTTAATCACAGTGCCCCTATTAGATTACAAACTCCTGTCAC 

GAAGGGTTTTGTTCCCTCTTTTCAAAGCAGAACTTAAAAGAATTTTGCTTACCTTTAAGCGTGCAGTTCACATCATTGA 

CTTTAACTGGATGGTGGTTGATGGCTGATGGTCAACTAACAAAAAAGGAGTTGAGGAGTTGAGGTTTCAGATATAACAG 

AAGGATACTTAAGACTTTTAAGGAATAAAAAACTAATTTTTCTTAGGACAATGGTTCAGATGAAAGTAA 

GAGAAGGCTGTCATTGGTTTATTTGTTATATTCCTAGCTCATGGTGATTGTATGTTAGCCAAATATCTTGCATTTGATT 

TTAAAACAAATC AGAAGTAGATGACTCAGAAATGTTGACAATAAAATTATGGACAAGCC C CTTGCTAC AG CAGCTCTTA 

TTAATTAAATATCTGAGACAGCAGAATTAAAAGAGAAGAAAGTGATATACAATTTGGAAGGTTTGGAAAGCTGGCCATA 

AAATTATTTCTTTCAGCTGGAGATACCTTACCTACTTATAATATATAAAATTTTTGAAGAAATAAGAATAGGTCTTATT 

TTACTTTGCAGTGAAGGCTTGAAATATTTGAAAGTTCACTTTATTGCAATAGGATTAAGTACATC7UVACTTCATCCATT 

CTTATCTCTCTCAAATATTAGGAGTATAACTTTCAACTGAACTTCTTTGCCTGCTGTAATATACTGTTCTATAGTGATA 

TTTTAAAATGAATACTTTGTGAACATAGTACTAGAAAAAGGATAGTGTTTTGAATATTTTAATAGCCTTACAGGGTTAA 

AAAAGGATCTTATAAAAAGTATGTTTAGTACCAT^ 

TTAAAATTTACATATAAGCTTATACTCAGAAAAAGATAAATGTTGTAAACACACTTGCATGCACACACACACCATAACA 
ACCACCATGCCATTCAGTGGTTATTTCAGGGTAAGTAGGATTGCAGAAACTTTTACATATTCACGTTTTGCCTATATTT 
TCTGTTATAAGCTTTTATTTTGGCATGAGAAGAAAAA^ 
ATTAAAATGAACAGTGTCTATCAATAGGAGAATGGCTAG^^ 

CCTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCTGGTGGATTGCTTGAGCCCAGGAGTTTGAGACC 
AGCCTGGGCAATATGGCAAAACACCATATGTACAAAAAATACAAAA 

TCCTAGCTACTAGGGTGGCTGAGGTGGGAGGATTGCTTGAGCCTGAGAGGCAGAGGTTGCTGTGAGCCGAGATCACGCC 
ACTGC^TTCTAGCCAGGGAGATAGAACAAGACCCTGTCTCAAAAAAATAAAATTAAGCAATGGGAAAAGATTCCTCTTG 
CTATTTTAAATGTTGATGAACATTCAAAT^ 

GTTGTAGATAATAAGAATATATATGAGTTTGGCTTTACCTGATTTTAAAAGTGGAGAGAAAAGCTGAATTGAAGCAAGC 
ATACAATTATTTTCTAAACATATCCTCTCCAGTTTCAGTGTTTTTTAATCAAACCACCAGGAATGGTGCAGCAGACAAT 
GCCAGTCCATGTCTCCCCCTTCATGGTCCCTTAGTTGTCATTAATGGGTGACTGCAGAGAACCATAGGCATTTGAGGAC 
TTAACAGAGATATGTTTTATATTGAGAGTGGACATAAGCTCCTCATTGCCTC^TTGTGGTTTGCACTTCAAACTGCAGC 
GTGTACTTTTTCTAAGCTCTGTGGTCTGCCTTCCTAGGACTGCTTGCCCTGTACTGTTATTTCAGAATGTTTATCTAGT 
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GAGGAGTGCTGCATTGCTCCM 

TGATTATTCTCAAAAGATGAAAATGTTTATC^ 

TGAGATATGGTAATTTATAAAGGAAACAGGTTTCATTGACTCACA^ 

AAATCATGGTGGAATGGGAAAGAAACACGTTCTTACT 

AAGCCCCTTATAGAACTATCAGATCTCCTGAGAAGTCA 

CTAATCACCTCCCATGAGGTTCCCTCCCCCAAAACATGGGGATT^ 

(^(^GAGCCAGACCATATCATTCCACCTTTTC 

TCCCAAGAGTCTCCCAAAGTCTTGACTCATTTCAGCGTTAACTC^ 

CAAGTCCCTTCTGTCTATGAGCCTGTAAAAGCAAAAGCAAGTTAATTA 

GGTAAATACACTGATTCCAAATGGGAGAAATTGTCCAGAACAAAGGGGCAACAGGCCCC^ 

AGGGCAGTCATTAAACATTAAAGTTCCAAAATGATC 

AGTTGGGTCCCCACCACTTTGGCAGCTCCACCCCTGTGGTCT 

TGGCATTGAGTGTCTGCAGCTTTTCCAGGTGCGCAGTGCAA 

GTTGCCCTCTTCTCAC^GCTCCACTATGCAGTGCCCC^GTGGGAATTCTGTGTGGGAGCTTGCACCCCACATTTTCCTA 
CTGCACTGCCCCAGCAGAGGTT^ 

TACATCCTCTGAAATCTAGGTGGAGGTTCCCAAACCTC^^ 

TAAGCTGCTAAGCCTTGAGGCTTGGACCTTCTGAAGCAATGGCCTGAGCTGTATGTTGGCCCCTTTTAGCCATGGTTGG 
GACTGAAGCAGCTGGGATGCAGGGTTGCACAGAGCAGGGGGACCCTAGGCCCACCCCACAAAATAAAGTQTTTCCTCCT 
AGGCCTCCAGGCCTGTAATAGGAGGGGCTGCTGTGAAGTCGTCTAA(^GGCTCTAGAGACATTTTCCTCATTGTCTTGG 
TGATTAAGATTTGGCATCTCATTACTT^ 

TTGCTATTACATCATCAGGCTGCAAATTTCTCAAACTTTTATGGTGTGCTTCCTTTTGAATTTTCTTCCACCAGATAC 
CTAAATCATCTCTCTAATTCACAGTTCCACAGATCTCTACGGCAGGGACAAAATGCCACCAGCCTCTTTGCTAAAGCAT 
AGCAAGAGTGACCTTTACTCCAGTTTCTAACAAGTTCCTCATCTCCATCTCAGACCAACTCAGCCTGGACGTCATTGTT 
CGTATCACTATAAGCATTTTGGTCAAAGCCATTCAACAAGT^ 

TCTGAGCCCTCCAAGTCTCTAGGAAGTTGCACATTTTCCCACATTTTCCTGTCTTCTTCTGAGGCCTCCAAACTGTTCC 

AACCTCTGCCTGTTACCCAGTTCCAAAGTCGCTTCCACATTTTCAGGTATCTGCAGTAGTGCCACACTACTCTCAGTAC 

CAACTGACTGTACTAATCTGTTCTCACACTGCTATAAAGAACTGCCTGAGACTGGGTAA.TXTGTAAAGGAAACGGGTTT 

AATTGACTTAC^GTTCC^CATGACTGGGGAGGCTTC^GGAAACTTACAAACATGGTGGAAGGGGAAGCAAACATGTTCT 

TCTTC^CATGGCAGC^GGAGAGAGAAGTGCAGAGTGGAGGGGAAAAAGCCCCTTATAAAACCATTAGAGCTCCAGAGAA 

GTCACTCACTATTATTAGAACAGC ATGGGGGAATCTGTTC CATGATCTAATCAC CTCCC ATGAGGACTTTG CCC CAAAA 

CGTGGGGATTACAATTTGCATTACAATTCAAGTTGAGATTTGGTTGAGGACACAGAACCAGACCATATCAAAGAG 

CTTTGACAAAAGGAAGTGTATCTTTTTATO 

GGCAGCTTTTTTTTCTACTTTCTGTATTAGTAAGCAACCATCTATGATTGTAATACAACTGAGGTCTCCCAAGAGAGAA 
TGTAGCACAAAACAAGGTGTGCTATCTAAACCTGTAAGAAATGTTGTGCAGTGAACCAACTCCAGCACAGATA 
TCTCTCAGAAACAACATAGGAAATTTAGATATGTGAAATTCAAATAGAAATAGAAAACTCAATTTAGAGTTTAGTTTGC 
GTAATATCTTAGAAATGTTTTCATGGTTCAAAGCTGATATTO 

CCCTATAATTTTCAGATACAAAATGCTAATAAGGATTTTAAAGTTCAATGTGGACCACAGGGCTTCTGCTTTTGCAGGT 
GTACCTTCATTTACATCCTTTCAGTTGAGGAAGGGTGGGTGTTTGAGAGCAAAATGTATGTATAAGGTAAGAAGAAAAG 
AGAAATGAGAGAGAGAAGCAGAAGATAGTGAGCCATCAATAATGATATTAGTTGGCATTCATTTCAAAAGCCAACCACC 
CCAATTTAGAGGATTTGCATTTAGGACTAATTAAAT^ 

GCTTCATAAATATTCATATTAACAATAATACAAGATGTTCCTTTTCAAGGCTAAAAACTTTTTCTAAATGGTGTATACA 
ACTTGTGAGTCTTGGTAAGTCAATGTTGTTGCATTCCTGAATTTTTCTATCCCTTTTAAGGATAATTCTAACTCAAGTG 
AACCGAAATTTTCCCTGTAGCAGTAGAGGTCCTCTGAAAATTGAGGAAGCTCTCCATGTGTAATGCTCTGAAAATGGCA 
GACATTTCAGAGTCACATTCTGTATATCATTCATGTGAAATGGCATAGGCAATTTTACTCCTCAAGATTCTTTGCCCAG 
AATTCGCAATTTAATAAGAACAAGTATTATGAAT 

AATTGTAGCTTTGGTACATTAATAGTTACTCTGGGGGCCTAAATGAGTTAGTTAATGTGCAGCTTAAACATCTGAGGCA 

C^CCCAGAAGTAACTCAGGACTGAGGAATTCACCTTCCCTTGCTACTCAATTGCCGTTTGTGTAAAATAGTGGACAGTG 

ACACTGTTTGTGTGCAGCTAGCAACTGTCTCTAAGTCTTGGGTTTGTTGGAGCATAAAGTGCACTCCAGTGCCCTGAGT 

ATACCTGTAAGGGTATTTACCATGATTCATAAGACTTG^^ 

TTTTCCTCATATTTCTATGTGGTTATTT^^ 

CTATTCCAAATTTTAGTOTTTTTCACC^ 

AAGTGTACTGTATTTTTTAAATTTGTGAACATGGGAAATTATACAATGTTC TATAATAATTTCAAAC CTGAGTTTTTTT 

TAAATCTCAATGAAAGCTGTACCTTATCTGAAATGTAAATTAGTGTAAAAACCCTTTCATTCTCAAT 

CTATCTTTTTATCTTCATGTTCATCAA 

CCAGACACTTTTCTACATTCTGGGGTGACAGATCTAGAATTACAAGTGTATCAAATATTATAACAGACAGGTGGAA 

GCTACAGGATCAAATAAGAAGAGGACATAAACTTAACTGTAGAGATGGGTTGGGGAGGGAGGAAGAAGTTAGTGTTAGA 

ACAGGCAACTTTTAAAGAATTAACCAGGAAGTTATGCAAT 

TGAAAC&GATAATATAAGATTTGCTATTTAT^ 

CAGATGGGCAAGTGTTGACCTGCAAGGCCAATTAGAAAGCTGTGTCTATAAGTAAAGGCAAGAGATGAGGATGACCTGG 
ATTAGGAAACAAAAAAATCCTCTCTTTTACCTGCAA^ 
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TCTCCACGTTTCCAGCAAGAGACTGGGCA^ 
TGGGCCAAGTCTCCCTTATACATGAGGAATGCACTC^ 

GGTCTATCTGCCTTAATTCCTCTTCCCCCATTCTCAGTGGTGCATCATTCTCTACTGCTGTCCTAGTCCTGCCTCAGTT 
TTCCATTAGTTTTATTTTGCAGG^^ 

TACCTAATTAkCCCAAGTAAACCTTCATGATGCATC 

GAACGTTTCTATTCCAGTCTTTGAAATTGAGGAATTTCATATACATTATATATATATAC^ 

ACAACGTGTATATATGTGTATATATGTGTATATATGTATATGTGTGTGTGTATGTGTGCATATACATATTCCATTAGTT 
ATGAACAGCTCTTTTTTATCTCTTAAAAGCAGCAAAATAAAATATTGACATTATTCAGTGAA 

AGGATTTCAGAATGAAAGTTATGTAGTAAATC CTAGCCCTTTC CGAATC CTGATTTCCTAAATCTAACCTATATGGAAT 

TTAGTTCTACTTCTTTCACGTGAAATCCATTCTAATGTGAACCTCGGTTTCTCTGAGAGGTGCCTCACCACAATGCCCA 
TGCCTTTCTGCACTTCCCACGTAGATCTTCTTGCCCCAAATACCTACTGTGAGCCTTCTTTCCTCTGTGCCTTTCATTA 
TTCCACTCATCTGAAATTCAGTCGCACCA^ 

AATAAGGCATGATTGCCAGTCACTGACAACAAATT^ 

TCTTTTGTTTGTTTGTTTGTTTTGATAGAATCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGTGATCTTGGCTCAC 
(^TAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTTAGCCTTCGAAGTAGCTGGGACTACAGGTGCTGGCCACC 
ACACCCAGCTAATTTTTTTGTATTATGAGTAGAGATGAGGTTTACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCT 
C^AGTQATCCCCCCACCTCAGCCTCCAAAAAAGCTGGGATTACAGGTGTGAGGTACCGTGTCCTGCCCATAAACAGCCT 
C^TTTATAAACCATAAATAC^TAAGTGCTGAGATAGAGATTTGTGTGTGTGTGTGTGTATTTGGGGGGTGGTGGATACA 
CTTTGCCCAAGAAATCCAATATTGTTT^ 

ATGGAAATACCCTCCTAACCAGTTTTCCGACTGGTGCTTTTGCCCATCCAGTCTAATCTCATAGCAGAGTTATTCTACA 

AAAACAGTAATTAGTTCACATCGTGTTGCTCTCTGCTCAAAGCCATCCAATGGCATGCCATCTAGAGTCAAAG 

TCTTGCTATGTCTGTTAAACTTCTACATGATCTATGTCTACCGCCCCTTTCAAGTGACCTGGATCTGACATCTTCTCAA 

ACCACTGTCCGCCTCACCCACTCACTTCTCCACTCTGACTTCACTGGTGTTCCCTGAATGTGCCAAGCATGTTCTGCAT 

CACAGCCTTTGCACTACCTGTTCCCAGTGCTGGGAATTCTCTTCCTCTAAGTATCTGGATGGCTGGTTCCATCCTGCCC 

TTCAGATCATCGCTCATATGTTACTTTAGCAGTAATCCTTTCCTATTCATGCTTTTTCTTCCACCTTGACGTTCCCTGC 

TGTATTTTTATTCATAGCACCTATGACCTACTGTATCCTTTGTTATCTGTTTATTGACTGCTTTCATCCAACAAGAATG 

TAAGCTCTATAAGGGCAAGGGCTTTTTTCTGTTTTTTCACTGTTGTATCCTCTGTGCCTAGAATGGTACCTGTCACATA 

ATAGGTGCTCAATGAATATTTGCTAAAGGATGGAAGGAAGAAGGGAAGAGGAGGAAGGAGGGAGAGAGAGAAAGAGGAA 

AGTTGAAAGAAGAAAGGAAGGGAAGAAAGATGGTAGGGAAGAAGGAAGGACAGCAGAAAGTCTCATGTTGGCTTTACTA 

AGTCTCTAACACTTATTAACACCTGCTTTGTCTTATAAACAGAGATAACACCGGCCTGTAGCCTAGTGCCTTTCGAAGG 

CAACATTATCTGGATAGAAACTAATAAGGTTGTTCTGTTTATGCTGCATTTATGGCAAGAGTTACTGACTTTCCATTTA 

TAGTTGTGATATAAAGTTTCTTCTTTAAATGAAGACATTTTATTTCAGTTTTTAAAAAACTAGTCTATTACAGAATTTT 

TAAAATTAATAATAGTATATAGGGGATGCAGAAACAACAAAAATCATGATGTAGAAATGTGGATATGGCAGAATCATGA 

AGCTGGTAGTCGAATGCCTGAATTGGGGATAAGTGACCCCTTCAGCCATGAAACATTCCCTGACTATTGCCATCTTCCC 

CTCTTTCATTCCTGTTGTTTATTCGACTCCTGTACACTATCATGGGTTGAACTGAAACCATTTGGTATTGCTCACTGTT 

GTTTTGGGTGTTTTAGTTCTATCTTCCTAAATTGATATAAGATCCTTGATGTGAGTGCTCATGTCCTGCCCCCCTCCTC 

CTGGGCAGCCACCATAGTGCACAGCCCAGCACTGAC;^^ 

CTCAGCTACACAATAAGACATGAGGTTAAATAGTGTGCAGACAGTAAAAATACTCGAGCGTGCTTTATTTTTTTTTTTA 
GCAAAAGAAATACAATAGCAAACATCATTTTGCCTTGCAAACTGGC^U^ATGAAATCACTATTTTTGCCACTGGTGT^ 
ATTTTATACACACACACACACACACACACACAC^ 

TAAATTAATCACTAGGACAAMCCATGAGTTAATAGGAGCCAAATTCCAGCACATCCAATTGGAATGCTTGAGAATTAA 

ACCTGCTAAAAATACTGACTGGAATAGGAAGACATTCATAAA^ 

AATAATTAATTGATTTAACTAATAAATTT^^ 

ATTAGCATTATCTTTTTTACTGGAAACT^ 

TGACCATTACATTGACACCATTTT^ 

GATCACCTGCTATGAACC^GGC^CTGCTCTAAATAGCTCAGGTATTTTAACTC^TGTAACTGCTACAACCCTATGAAAT 

ATATCCTCCTTTCAGCTTCATTTTACTAGTGAGGAAACCAAAGCTCAATGAGGCTCTGTTAAGTTACCCCAGGTCACAC 

AGCTAGTAAGTGTCTiGAGCTGGGTGTTAGTGCACAGTGATCTAGCACCCAAGTCCATATACTTAAACACTACCTTTGAA 

TGCTGCTCTGTACCCTATATAAGGAAGCTGTGGCCCAAATAGGCAAACCTGTGACAAACGAATCCTAGAGTCTAAAACA 

AAGGTTGAAAGGTGACTGTAAAAGTAGGCATTTGATCTTTAAAAACCAGGTGAATTTGACCTGCCATTCTTGACGGC^T 
TAGTAAACATTACATTTCTTATAATT™ 

ATGCATTTTATGCAAGGTTAAAGAAGTTTTCAGTGCTGGCTAGTGAAATGGGGGTTAGATGCCCTGTCTATACTACATG 

TTTAATCAATGTAATCTTAAAATGAGATGACCTTGTAGCCAAGCATTTTTTCTTTCCTTTATAAGCAATATTAACTATA 
TTAAATCAAGAAAGCTAATAGTTTTTCGTATT^ 

ATGAAAAATCCACAGGCAATAATTTTAAGTGACTTAGAAAATATTTACCGTATTTTAACCTTAAATGACTGTGTATGTG 
TGTGTGTGTGCCTATGTGTGTGCCTATGTATGTGTATGTATGTTTATAATCTAGTAGTTCTCAAGGAGTATTGGAGAAA 
GAATATGTGATCACATGTAGTTTATAAAAGCTCTCGTGTTTTTTGAAAGACAAATTTTTTGTCAATCTAGTGGTAACAT 
GATACTAATTTTTTAATTAATTTTAATTTCCCTGATAATACATTTAAGCCTTAAAAATATTGTTAGTGATTCATGTTTC 
TTTTTCTATAAAAATTATTTCTAAGCCTTCCTCAAATTTCTTCCAGACTCTTTTTTCTGATTGATTTTTAAGAATTTTA 
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AAAATATTCTG CAATTTCTC TTGATCACAACAAGTGTTGGA?VATAT CTTCT CC CGAAGAAAAGAATGATTCTTAAAAAA 
ATACTTTAGTAGCAGTTTTTTTCTATGAAAA 

GAGGAAAACAGA^GCTGTAGACTGTTATCTTCGTCCATACATATGTTAGTGCTGGAACTCAACT 
CCTTTGAAAATCATATCCCTC(^GAATTGGTGGAGTGGTGATGGTGTGGTGTTG 

G AAAAG CTAAAGAAAGAGGGAAAAAAAATC CAGAGAAAGTGACTG C CTGGGGAGGAGGGATAGGCAAGAG ACCAAACAT 

CGATTCTAAAGGGAATCTTGCAAATGCTCTGGCAAGTC 

ACTCCCTTTTTCCCTATTGGGCTGGTTTAGAGGT 

aaaatgtcattgttttc^ttctatc^t^^ 

GTTTTTTATTTCACCGTAAAGTTCTTTTACATATGGAATTGAATTCTGTGTGCAGTGTGAG 

TGTTTCCCATATGGCTAACTAGTTATTTCC^^ 

CCTTTGACACGCATCAGTACAGTTGGTCTG 

CTTTAGTGTTATTCAGTGCATTTTATACATTTO 

CTGTTGCTATTACAAAATGGCAACAATT^ 

TTTTATATCGAACAAATATTTAGAAACTTTTCAAACTTTGATGTACTTTTAATGATGTTTCTTCTGATTCTTTTAGGTA 
TTCTTTGTAGACAATCGTATCATCTGTGAATAACAAAAATTTGTTTCTTCCA^ 

ACCACTTTTTAAAATGATTTATTGACTGGCTGCACGGATGCTTCTCTGACTTTAAAATATGAATCCCTGAGGGATCCTT 
TTAAAAGGAAGATCTTGGTTCAGTGGTAGGTCAGGCACTGAGAACCTGCATTTCTAACAAGCTCCCAGGTGACAGTGAG 
GAGACTTGTCCAAAAAAAGGAATGCTTTCAAAAGACTC 

TACAAITAAAGAGCATGCTTCCACATTTCACCATCAAGATTAGATATCTTTGATTAGTTTTGGTA^ 

CAAATTTGCCATACATTTTTATCGTGAATC 

CATTGTGAATTATTAGAACATCTCATGTTTAAAGCCT^ 

ATAGAAAAATATGTATTTATTGCTGCTTTATTTGCTAACATTTGGTTTAGACTTTTTAACCTGTCTTTATG 

TGGCTTCATGTAATCCTTGAGGATTCTTAATGTTTTTAAGTTTCATTATAGAATGAATTAGGTGTATACCCTCTTATTC 

TAAGCTCTTTACATGGAACTGACTTTTATACT^ 

AACAGAGGTACATGGAGGTTAAATAACTAGCCCAAAGTCACATAGCTAGTAAGTGATAAAATTCGTTGGTTTTTGTC 
TTGAACAATGAAGAGAATGGTTTCCTAAAATTTGTT^ 

AGTAGTT CAGTC CTAGAAACAGTTTTCAAAGCCACTAAAAACAGATTTAGATCCTAGTGAGGTAAAAATAT^ATAAATAA 
ATAAAATGATTTTGAGGCCACTGAGAAAAGTGGGGCCCCTAGTAATTTGTAACAGCCTCCCACTCCCTATCAAGAGGAG 
GTGGTAGACCGAGATTCTAAATTGAAAAATGAAGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCAGTGCTTTGGGAGG 
CCGAGGCGGGTGGATCACAAAATCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATA 
CGAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGTGTGAAC 
CCGGGAGGCGGAGCATGCAGTGAGCCGAGATCGCACCACTGCACTCCAGCCTGAGCGACAGAGCAAGACTCTGTCTCAA 
AAAAAAAAAAAAAGAAAAATGTAAACACTTACCTTGGCT^ 

ATGATTTC^TTTAAAGTGTATACCTTTCACTGAATTCTCC^GTGATTTAGCATAATTCACTAATAGGTATATGCCTATC 
ATTTTCATAACCTTTCAGGAAATCATT^ 

AATCTCTCTTACTGAGATTTAAACCTGTATCTTTAC^GCGAACTTCAGAAACATGGGAAAGACTGTCATTATCCTTCAT 
GAAATCCTGTGGTCCACAATGAAGCGTGTTTATTTTGT^ 

TCTTAAATTCTTACTTACTCTTTAGCATGTGGAAGTACTGCCTTTCAATGTAAGACATTTTACTTTAACAATTCAAAGA 

GATTTTTTTTTCTATGCTACGTAGATATTAGGGTACAGAAGAAAATACAGGAGACATTAGCCTGCTCATGAAGG 

AACTGCACAAATCATGTAGTCTTTTACAGGTTTAA 

TCTCTGTCAGCTCTGATGTTAAAGGATTTTGT^ 

TGTAATGCATTATTTTTTAGGAGATTGAAAACCTAT 

TGATTCTGTTTTTATATCTCAATATGATAC^ 

TGTAGATAATTTTGAAATGATATATTTAGTGGAGAAAATGTAAAAATAATATTAAATCCTTCTAAGAAAAAACAAATGT 

ATTAATAATTAAATAGCTGCACTGTAAAC CAATATTCAC TATTCAATCATTGATTACCAAAAAGATAGCGGCATGAAAA 

ACCTCTATATTTTTATCTCATGGTTTAAGATGAATATTTTGCCCTTCATATTTATCATTTTTTAAAAAAGAACACATTT 

AGACTTTGAAAACGATATGTAATGTGCTTCTACATT^ 

GAATCTTATACCTTGACATATTTTTTTAAACT 

TGTCCTTGGTATTACTTTATACTTGTCTGTTCAG 

TATCTGTACTTGAACATTAGTCTAATTTTTTTTAGAAATGTTCCTTGATTTGACATC 
TATTATCTTTTCAGTTTCCATTCCTTTGAAATAGGAAATCCAATATTAAAC 

TATATCCAGAATTTTGGTTTGATAAAACCAAAACTGATAAGTTCAATGGGGTTAAACATTCTTGAAGTAAAATTGGAG 

GACATTTGAACACCTTTACCCCAAGTTCATTCATCTATTCATCTTCTCTTTAATTAAGTC^ 

TTGATTGTTAGCTTCCTGGAATATGTCCTAAAT^ 

TGATTGATC^GTGATTCTGCATTAGACATGCGT^ 

GGAAACAGAGAAAATATCTTCATGTCACTTGGCTra 

GTGTAGTCTATGAATATTTTTAGAATCTCTA^ 

CTTTTTTCTCACTTAACACTGAGTCATTAACAGTTGAGACATTTTACATGACTGTGAGCAGTTGAGCACA 

TGTTAAGATTGGGTAGAGTGAAAAGTTTAGACATCC 

TGTTACATCTTTGAACCCACTTCAGACCT 
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TGAATCCATAGAACAGAAATTCAGTGTTTTGAGATTC 

GCTGTAACTTGGCCTATTCTTCTATCTCCTJ^ 

ACTTCCTTGTAACCTOTGCTC^ 

CATAGCTACTCTACTTATATAGCTCATTTTAAGGAATTTTATACTTGTTTTCTAGTTTTGTGAATTTCTTATC 

CAAAAATAATGTAAAAGCTAATGGTCTGTCCCTGCT^ 

AAGATTTATTAGTTCCTAATTATATATAGAAAAAGACT 

CTTTTATTTTCTTTTTTCCOTCCC 

TTATCTTACTTTCTAAAC(^CATTATTATTCCTTAAATATTGCTCTTTCTTCTGACACAGTCTTCTCATGTAT 

GATTACTACATAATATTCTGACTTAATCGAAACTTTTTGTAT 

TTAGAAATGATGGCTCTAGAAACATCCTTAGAAG 

ATCTTTAAGAACTGGGATTACTAGGTCAAATTCT^ 

TATTTGAGTAAGACCTGCTTGATAACTTACTT^ 

ATTTTTCTCTAATTAAATCTTACGATCACCGGTACTTGGATTTAAGTTTTACAGTGAAACAGAAAGAATTTTAAAAAAC 
GGTTTAAGTAGGAGAAATTATATTTTCAGATCTCCT^ 

GCTCCTTTTGCTTCACTTAACTAAAGAGTTTTCACTCAGACCCTTATGATTTCTCCAAGATGCATTACATTTTCCTGCT 
GTTTCCATATACCTGGGAAATAGTTCTTTC^ 

AAATTTTTACTATTTTTTATCTATGTCTGTCTATCTCTACT7VAGATGTTCTCTACCTTTGTTTCTGTCTACCTAACTAG 
CTAGCTACCTACCTACCTATCTGGAACTCTACCTCTGTCTCTTATACTATGCCCATTCTTCTCTTTTCTCTTTAAAATT 
TTTTTGTTGCTGTTTTCTCTTTTCCTCTATTTCTGTATCTCGTTTGTGTCAAATTGCCAGACTACTTAATTAGTATATT 
CATGTTTGTTTTTGAATTTCTATTACTGTATTTTCTCTTATTAGTATTTGTTTTTATAATTATTATTTTCCTTTACTTT 
TTTGTGTTTATTTTCCTATTTTTTCT^ 

TAATTCTATTGCTTTAGTGACAATCCCATATATTTGATGCATAATATATTTATTATTAAGTTTTAAGTATTTTATAAAT 

CCCTTTGATTTCTTCTCTCACTC^GTGTTATTTAGAAGTACTTTTTAAATGTTTTCCAAAGGAATGAGTTTTTAAATA 

AATACATTGTTATTAATTTCTAATTTTGTTCATCTTTAACAGAAGAGATATTTGTATAGTACCTATTCTTTGACATTGT 

TGAAACTAAACTGAAAATATTAGTTAATTCATGAACACTGGATTAATTATAATTATAATATTCAAAAAATATAATTATA 

TTCAAAAGTATAATTATATATAAGTTTATATAATTTATAAAGTTTATAATATAAACCTATATTTTATATATTTATAACT 

TAATATAAAATTATAAAGTTTATAATATAATTATAATATTCAAAAATATTAATTTAGGCTTC 

TAATG^TGTTTTCTTTTCACGTCTTOT 

TCCTTCTAGTTTGTAAGTTTTAAACTCT^ 

AAGGCTGAAGTTAAATAATATCTTTACCCTTTTACTGTCCTCCTGAGAAAATACAAAAGAATAGATTTTTGTTCTCTTC 
ATATTTGTATTACATTGTAGACATTATCATTATTATTATAGTTGTAGTAAGTCATCTTTGGTGAAC^TTTTCTAA(^^ 

GTTTCTCTAGTGACTCTCCAATAGTAGGGAATTCTCTTCATGTGTGGTTTTCTTACTATCTTATTTTGTGCTTAGACTT 

GGAAGGTAGTTTTGTTGTGTATGCATTACTGGGTTGACAACTACTTCTCTTCACCTCTTTAAATACGATACTACCTTGT 

CTTTTGAGAAATCACTTTTCAGTCTGACCAGTGTTACTTTTTTCTTTTTGGGTGCTTTGAAATTCTTATTTTTATCTTT 

GTTGTTGTGCAATTTCACTCTAATGAATCCAGAAGTTGAGTTTTTCAAAAGTTTACTTAAAATGTATTGGTATTCCTAA 

ATATGAGTGTTGGTGTCTTTTATTTATTTTGGAAAATTCTTAGCTATTATTGTTTCAAATATTGCCTCGTTGCCATTCC 

TTTTAATCTATCCCAACCCTAGTAAGACTTATGTTGGCCCCACTCTGTCATTCACCTATCTTAACCTTGCTTTCATATT 

TTCCACTTCTTTTTCTACTGCATTCTGAATGTTTCATTCATATATGTTTTCTGGCTCACTAATTCIAACCTTCAGTAGAG 

TCTAATTTGTTGTTTCACCTGTTTGTTGAGTTTCTAATTTCAGTTATTAGACATTCAATTTTAGAAGTTCTATTGGTCT 

TTATTCTAAATATGTGTGTTGATTTTTATTGGTCTTTTGCTCATTTACTAAATTTTTTATCATTTCTTTAAACAGCTTA 

AATATTTTTTTTTATTTTAGTTCCTTGATAGTTCCAATATCTGTAATCTTGTTGGTCTACCTGTGCAGTTTATTCCACT 

GATTGTCTCTCAGGCAAGTTTATTTTTTTTATGCATTTTCTATATTTTTTTACATATGTGAGCTCATACTCTTTAGTAT 

rTTATCTCTGGAAATTATCTGTGTTGAAAGTGTATTTT'TCGAAAGAGGATTTGCTTATAATTTAAGTAACTGCATGTC 

GCTAACTATAGATTTACTTTAAATGAAATGTTCAACTTTTGGGCCACGCAAATATCCAATGCC^ 

GTATACACTTGTGATTAGAAATTTTTGAAAGAAATATTTGTTTTAAATATGCTGCCTGAAACCAAGACAAGTCTTGTTC 

TGCATGAAAGATTGTAGCATGCCTAGTTATAGGTATTGACTTTTGGGTATAAGACTTTCTGTGAAGTCTGAATGTGAGT 

TCTTTCTCTGTTTAGGCCCCTTGTTTAGATTCTTGCCCTGGAACCCAAAGAATTGGTAAATGCCTTCAGGAAAAAAACA 

AAAAAACAAACAAAGCAAAAAACAATTCTAGTACT 

AAACTTTTAATTTAATGATTTAAAGCAATCA 

AAAAGCACACAAACCTAAATGTAAAATGTGGTAAATTTCCATGAAGATAACATACCGATGTAAGCAGCAATTAGATT^ 
TAGGCAGTATATTGCTAAGCTGTAGAAGCCCCCATTTGTGTACCTTTCAGATTCTGCCCCCACCCCAGAGTAACTACTA 
TTGTGATTTCTAAGATAATATTCATATTATTTACCAAAGAGAGTGTGTTCTTTGTTCTCTAGCTTCTTTTCCTCAAC^C 
TGTATTTGGAAAAGTTATCTTTCTTTTTTCTTTTCTTTTCTTTTTTTT^ 

CACCCAGGCTGTAGTACAGTACCATAGTCATAACTCATTGCAGCCTCAAACTCCTGGGCTCAAGCAGTCCTCCTGCCTC 
AGCCTCCCAAGTAGCTAGGACTACAGACATATGACACCACACCTGGCTAATTTTATTTTATTTTTTTGTATAGACTGGG 
TCTCGCTTTGTTGCCCAGGCTAGACTCAAACTCCTGGGCCTAAAGGAACATTTGTCTTTATATATGTAGTTGTAGTT(^ 
TTTTCATCTTCATACAAATATGTTATAAATTATTTATTCATTTTATTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTGAG 
AAAGAGTTCCACTGCTTTGCCCAGGCTGGAGTGCAGTGGC^CGAACTCGTCTCACTGCAGCCTCTGCCTCCAGGGTTCA 
AGCAATTCTCCTGCCTCAGCCTCCTAAGTAGTTGGGTCTACAGGCACCTGCCACTACACACGGCTAATTTTTGTATTTT 
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TAGTAC^GATGGGGTTTTGCt^TTTTC 

CCAAAGTGCTGGGATTACAGGTGTGAGCCACTGTG 

TGAAACTATTACAAATCATGCTGCTATGAACATTACTGTATACAT 

ATATAGCCAGAAGTGGAATTGCTTGATTATGAGGCATGCATTTTTTGAAGACTGACAG 

TTCAATTTAGATTCCAACCAATATTCTCTATTTTCTAAGAGCTCCACA 

TTTTAACCATTCTAGTTGAGTAATATGTAGTGTTATTTCATTGTAATTTO 

CTGTGCATTAATTTTTTTTTCTGGACTTTTGAAGTGTTCTGTATC 

TGGAAATTATTGTATAAAATATCATCTCAT^^ 

TTTCAGTACTCTTGAAGTCAACTTTTAA 

TACCTGTTGATTATGCATAATTTTCTTTA 

TGCCAAAGACTAAGGGTATAAAATAAATTTAAATGCTAACTCAGGATATAAGAATTATTAAAATTAATGCTTGA 
AGTATGTTACATATGGGAAATCTGTATACCTT 

AAGTTAGTATTTTAAAATACTTACCTTACTTGTAATGTGAAACCATTTATATTAATTTAGCAAATCAATG 

ATTAACAACTAGACAAACTACTGAGCCATATGTTAGGTATATTGTAAGCATGTTGAAGTCAACAAC^ 

TTTCTACTTTCTCACGGTTCCCAGAATATCTATTTTGACATAATTATTGAAAAAAAATTAAAAGC^ 

CTTGCTACATCTAAATTCATGGTGTTATGTTTCTTTAGGGCAATGGAGCTGAAATGAATAATGGATACCATGTAGTGTT 

TTTATATATTTCATCTATGAGCTATGAC 

TTGCCAGCTATAAAGGCCTATTAGACATTCAGAGATO 

GAAGTCTTAGAATGAGTTCATTAGAATATAGA(^TTGAATATGAGGTAAGTCTGAGTTGAAATTCTATCTCTGACAACT 

GCTGGATCTGTTTTTGGTTTCCAATAGTAAAATGGCACTAATAATGATATATGCAAAATGTAAAATGC 

CTTGGCACATAGTAGATTCTAAGCTGTAGTTTAAACAGCTATTGTGCTATGAATAAGCCA 

TTGAGAATGTGCTATTTAAGTGTAGAAAACCTGCTTTCCCCTGTCCGTGTGAATTTCCTTAACATTCATCTTGGAAATG 
ATACCAC^TACCCTTATATTGATGCACTGCAAGAGGCCAATCTAATGTAGGCATAAAAAGAGTAATCTGGTAATCTG 
CTTCTCAGCACCCTCTGCTAATAATGCTGTTTGAACAAATTCTAGAAAGACTGTTGATGCCAGAGCCAACTCAG 
GGCAGGTGAATGTTTTCAACTTCTGCTAATAATAAC^ 

GCTGCAGTTCCCTTAGGTTAGCTTCTATGCATAACCTGGGAATGCATATTTTAGCTTTTTA 
GAGC^GAAGAGGAGAACCAAATAGCCAAGATCTAGAAGATGAAACTG 
CACCCAAAATATGGTTCAiUVTGTTAAGACTAATC 
CAC&AACAC^CGCGCACGCAC^C^^ 

AAAGTATGTATTACTTATAAAATTATGAGGTTTTTCTGGGGAGAGCAGAGCAGGCCTCCCAAGT^AGGTCTGAAGTAGCT 
TGAGAGAGCAGGGGGAAAATGACTGGTTTGAGATTTTATGACTTTTAGTGGGTGAGGCCATGCTGAGAGTTTTGTGTGG 
GTGGACTCTGGTGTGGTTTGAATTTCCCACCATCACCAAAGGAGAGAACACATGGGCTTTCTTAAC^ 
GTAGGACAGAGGGGAAGAGAGAGGTATAACACTTTAAAGCTATCAGCAATC^ 

TATTACAGAAATTAAATTGTATGAGAACAGAAATGAATCCCGGTGCTACACAGCTGATGTTTCCTAGGAATGAGAACTA 

GGGTAACTTTTTTAAAGCACGTGTTTATATTGATTGGTACATACTAGTTAGCCAAATTTAACTGGGTTGAGATGGTGGA 

CTTTCCTTTTGAACCTCAGTTATGC^U^ 

ACAAATGCAAAATGAATTGTGGCTTAATGTGCATATGT^ 

AGTATGTAACTTTCTTAAATAAACAGGATGACAAATCAGTGTTAGGATTCAAATGGGCCCTATATTACTCTGTATCTCT 

CATAGGCCAAGTGTTAATTCTGGTACACATGACATTTAGCACATGCTATTACATTTATTGATTGCATATTTTTATCTGT 

TATCTTTTGGTTCATTCTACAAGGATTCTTCAAAAGAAATCAAGTAATC CTAGACCCCAATATATAAAAGAAAC C AACT 

CATCCTAGACCCAATATATAAAAGTAAATGACATTTTGTTCTTGTCTTAATAAGTTCACAGTATTTCAGGAAACAT 

AATACAGAATAACAiGATAAGAAATATTATAAGACTTCTAGTAGAGAAATATGCTTAAAATCATATGTATGTTCCTTTAC 

ACCTAAGAACCTTTAGATATAAATGCATTTTAACTGTTCTGGAGAGTTCCAACTCCAAAATAGCCTTTGTTCATATCAA 

GAAAGTAAACCACCTTCTATTTC^GGTGGGCTTACTCACCATACCTGGGGCCACATTACTGTCCCAGCTCACTGAAAGG 

TC^TAATCCAGGATGAAACCAAACTTGAAAATTAT^ 

TTTAGAAAGTAAGGAAATAAAACTTTAATTGAACTTGGAATAAACTCAGTTCTGAGCATTCCATTCTAC^ 

TCATTTATAGACAGCTGTGGATCATAATACCTATAGACTAGATATCGTTATCTACTTATTTATATTAATGACAGGATAT 

CCCTGGGCAAACAGC^TCACCACTGTACTGTGTATTCTTGGTTGTCATGGGAACCTTTGCTGTGAA 

CACTTCCATTGAATAAAGCTGCCTCTGGATAGCCATC 

TGAAAGCATAAGTTTCTGAGGATGTAATTACAGTTTC^ 

GAACTTTTATCACTTTGCCATACTCTGTAAAATTACCT 

GCCTAACCTTTTTTGCTACTCTGAATAAT^^ 

GATGCTTTACCTAAGGCTATACACTTGTCTO 

TGACAATTTTAAAAATTGAGATCAACTCTTCAAAAGAAATC 

TCTAATCTCCTACAAAACACCTCTATCCT^ 

TTTGTCCTTTCCTTTTCACTGGAATTTCTCCATGCTTTAATOT 

AGGAGAGTTTTACAAAAAAAGAGATAAAAGW^CTACACA 

CCTTAAGGAATAAAGAAATTATCTGAGTGGAAAATAATGGTGCOT 

AGTCTTTTTGATCTTGTCCCAAAGTGAATAAAATGTCTTTTTTTAAATTTATGTOT 

CAGTATTCACCCCAAGTTTTAATTGGGTAGAAGAATATGGJ^ 
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CTGAATGTGATCTAATACCTCGATTGGTTG^ 
TAAATCTGAAAGTCATGTCATAAATGTCAGACCTCT 

GAACATCTGCATATAGGTATTTTGTTGACCACAGGTGTTCCACATAAGTTTA^ 

TATTGAGGACCTTTCAATAATAAACTTTACTGAGTGCTTACTCTCTTCTAAGAGTAATGCACTATGCTAGGAGACAGGA 

GGGATATAAAGGTAAAGAAACCATGGCATGAATCTTTAGGGAGATTATAATTTAGTGGAGAACACTAGTGAAAGGAGGC 

AAAGGAATTAATAGAACAAGACAGTTTCTCTGAGTCTCCAAAGGCACTGTAAAAATTCCTGGGGAAAC 

GCAAAATGTTAGCTATCATAAAGACT 

ACATTCTACTATCTATTCCACTTG^ 

CTGTTCTCTTGCTGTGCCAGTCTTTCCCCAGTGTAGTTAGGTAGTGTCTCCAATCAGTCACCATCACCATACTGTGCTG 
ATTTTATATTCTGAATATTTTTTAAGCTTTOT 

GTACACAACTGCTGGGTTTTTTCTGTCTGGAAAGTCTATTTTCCTCTTTCCTCCCCAGCTGCCTCTTTCTO 
GGATG.CATTTCCTCATTTTCCTGCCTTC 

GTCGCTGTATTTGCTGTGTAATATCCAAATTATTTGTGCATGTCTTTGTTTTTCTCCAAAAGTTGCAAGCTCCTTAAGG 
TCAGGAGCTGTTCTTTAATATATCTACTCTACC^ 

CCAAATGTATTATGTAATCTCCATATCCCAGCACAGATAAAGGATATGCTCTTGAATTGTTTTATTGGGAGAAAACAGC 
TGACAGATTAGGCTACACAACAACTAAAAAC^ 

GACTGAGGAATATATCTCTAAC^GTATTCAAAGATATAATTTTGTTATTGTTAAAAAGAATACAATGAATGGAGAGAG 
GGTTTGGATTT C ACATTC AGGAC TTCTGAAGAC C AAGTATAAGAGATTC AAAAGTG ATAATGTGAATCTGATTAGAAAA 
TTCAATTTTGGAATTTAAATAAGAAAAAAATTAGTTGGTCTAGCAGGTGAGGCTATAATATGGAAAAATGAGAAAGGGA 
TACAGCACTGAAAGTGAAAATGTGGAAAGAGAGAAGATCAGAAGGGGAGAAAAAAAGAAGAAATAAAGGGTTAGAGTTT 
ATGAACTGTACCAA^GAAkTGATAGAATGGCCAGTCCTC 

TTTATTTTTATTTTAGATTCAGGGAGTACACGTGCAGGCTTGTTACATGGGTAAATTGCGTGAAGCTGAGGTTTGGGCT 
TGTAATGATCCCACTGCCCACGTAGTGACATAGGACCATAGGGAGTTTTTCAACACTTGCTCACCTCCCTCCTCCCACC 
CTTTTGGAATCCTCAGTTGTTCAGTGTTTCCAT^ 

AGAACATGTGGTATTTGGTTTTCTGTTTCTGTTTCAATTCACTGAGAATAATGGCCTCCAGTTCCATCCATGTTGCTGC 

AAGGAACATGATTTCATCTTTTTATGGCTGTATAGTATTTCCTGGTATATATGTAGCACATTTTCTTTATCCAGCCCAC 

CATTGGTGGGCATATGGGTTGATTCCATGTCATTGCTCTTGTGAATAGTGCTGTGATTCACATATAAGTGCAGGTGTCT 

TTTTGGTAGAATGGTTTATTTTCCTTTGGGTATACACTCAGCAGTGAGATTGCAGGGTCAAATGGTGGTTCTATTATTA 

GTTCTTGAGAAATCTCCAAACTGTTTTCCACAGTGGCTGAACTAATTTGCATTCCTGCCAACAGTGTGCAAGCGTTCCC 

TTTTCTCCACAGTCTCACCAACATCTGTTACTTTTTGATTTTTTTAATATACTAGCCATTCTGAGTGGTGTGAGATAGT 

ATCTCATTGGTTGAGTGTGGTTTGCTAATATTTTGTGGAGGACTTTTGCATCTGTTCATCAGAGAGATATTGGCATGTA 

GGGTTTTTGTTGTTGTGTCTTTGCCAGATTTTGGTATCAGAAAGATACTGGTTTTGAATTAGGAGTTCCTCC 

TTTTTTTTTTTTTTTGAATACTTTCAGTAGTATCTGTATCAGCTCTTATTTGTATGTCTGGTAGAATTCAGCTGTGAAT 

CCATTTGGTTCAGGGCTATTTTTGGACATTAGGTTTTTTATTACTGATTCAATTTCATTACTTGTTATTGGTCTGTTCA 

GGATTTCAGTTTCTTCCTGGTTTAATCTTGGGAGGTTGTGTGTGTCC^GAAATTTATGCATCTCCTCTAGGTTTTCTAG 

TTTTTGTGCATAGAGATGTAGATAGTAGTCTCTGAGGATCTTTTATGTTTCTATGGGATTGGTTGTGATGTCACTTTTG 

TTTCCAAGAACAAACTTCTCATTTTGTATATCCTTTGTATAGTTGTTATGGGTCTCAATTTCATTTAATTCTGTTCTGA 
TTTTAGTTATTTCTTTTTTTTCTGCTAGCTCTAGGTTTAGTTTTGTTCTTGTTTTTCTGTTTTTTTTTTTTTTTTAGGT 
GCGATTTTAGGTTGTTAATTTCAGATGTATCTTCTTGATGTAGACATTCAGTGCTAGAAACTTTCCTCTTAACGCTGCC 
ATTGCTGTACTCTAGAGGTTTTGGTATGTTGTATCTCTATTTTTGTTTGTTTCAAATAACAGTTTGACTTCTGCCTTAA 
TTTTTTGTTTATTTTAGAGTCATT^ 

TGTTGATTTCTGTTTTTTTTCCACTGTGGTCTGAGAAGATGCTTGGTATGATTCTGATTTTTTGAAATGTATTAAGACT 

TGCTTTATGACTATGTGTTCAATCTTGGAATATATATCATGTGCAGATGAGAAGAATGCATATTCTGTAGTTGTTGGGT 

GGAGTATTCTATAGATGTCTATTAGGTCCAATTGGCCAACTATCAAATTTATTT^AATACAAAATTTTTTGTTAGTTTTT 

TGCCTGTCTATTGCTTTCACTCGTGTGCTGAAGTTCCCCACTATTATTGGGTGGCCATGAAAGTCTTTTCATAGGTCTA 

TAAGCAATTATTTTATAAATATGTATCCTCCAATGTTGAACATATATATATTTAGGATAGTTAAGTCTTCTTATTGAAT 

TGAACACTTTATCATTATGTAATGCCTTTCTTGGTCCTTTTTTACTGTTGTTGTTTAATGTCTATTTTTTCTGATATTA 

GAATAGTGATCCTTGTTCTTTTTTTGTTTCCTATTTGCATGATAGATCTTTCTCTATCCATTTACTTGCAGCCTAGCCT 

ATGGGTGCGATTACAAGTGAAATGGGTAT 

ATGGAGTGTTAAAACACTATGACAGGAATAAAACCTTAC^ 

TGTTAAAACACTATGGCAAGAATAAAACCTCACATATCAATATTAATTTTGACTATGCAAAAGTTAATATTGATATGTO 
AGGTTTTATTCTTGCCATAGTGTTATTATCTGGTTGCTTTGTAGTATTGATTCAGTCACTGCTTAGGGCCTGTGGGCTA 
TCTGCTTGCATGTGCTTTCATGGTAACAAGGATCATCCTTTCCTTTTGTTTTCATGTTTAGAACTCTCTTAAGTATCTC 
TTGTAGGTCTAGTGTGGTGGTGATGGATTCTTTTAGCAATTGCTTATCTGAGAAAGAATTTATTTCTCTTTCATTTATG 
AAGTATAGTTGGTGGGATATGAAATTATTGGTTGGCATTTTTTTTC1TTAAAAATGCTAAAAATAGTCCCCCAATCTCT 
TCTGGCTTGTATGGTTTCTGCTGAGAAGCCTGCTGTTAGTCTGATGGGTTTCCCTTTATAGATGATATGACTGTTTTCT 
CTAGCTGCCGTTAAGTTTTTTTCTTTCACGTTGACCTTGGATAGTCTGATGATTGTGTGCCTTGAAGATGGTCATATTA 
TATAGTATTCTTCCAGGAATTCTCTGGATTTCTTGTATGTGCATGTTGACTTCTCTGGCAAGATTGAGGAAATTTCCCT 
GAATTATATCCTCAAATATGTGTTCCAAGTTGCTTAGTTTCTCTTATCTCAGAAATGCCAATGTCACTTTACATAACCC 
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CATATTTATTGAAGGTTTTA^ 

TAGTCTTCGAGCCCTGAAATTCATTCTTCTGCTT^ 

ATAGTTAATTTTTCAATTCCAGAAGTTC 

TTTTCTGGCTTCTTTGTGTTGGATTTCAACTTTCTCTTGGATCTC^ 

ATATCTGTCATTTCAGACATTTCATTCTGGTTAGGGTTCATTGCTTGGGAGCTAGTGAGATTCTCT 

(^CTCTGACATTTTGTATTGCCAGAGTTCT 

TTTTGAATTTGCTATTGTTTGGATGGAGCOT^ 

ATGTGTATGGGTGGATGAGCTTCATTTCTC 

AGTTTGTGCGGTGGCTGAGACGTTGCTTCT - 

AGGTGGCACTTAAGAGTGAGCGCCAGAAGGTAGGGGCAAGGGCAG 

AGCGCGTTTGCCTTCAGTGGGAGTGGAATTGCTG 

CCGCTGGGGAGAGCCACCTTCGAGTCCGCAACAGTACACTGAAGAGGGATGAGAGAGGTGA 

CAACCATTCCCTGGCTTTGGTGGCGCCCCCTTCAGTGGCTAGCGCAGTGCT 

CAAGAGGGGCTTTAGCCGGCTACATCCCCCTCCCTTAGGGG 

CCCTTCCCTTACCACTTTTGAGAGCTGGTGGGTTACTGTCCCCCAACTGAACAAGGAAGCCGACTG^ 
TTGATATGTAAGGGATGCTGGGAAGTGCTGGGTAAAGAAGGGTGAGTCCCTGGCGAGGGCTCCACCCCCAGGCCTGTGC 
CCACGGACCTAGGTGAGGACAGGCACTC C AGC CTTTGGG CCCAAATGTTGCATTTCCCAAGACCAAC CTAGC CTAC CAT 
GCCCC CTACC ATCCTGTGCCTATAAAAACC C CAAGACCCTAGCGGGTAGAGACACAAGCAGCTGAAAGTGGAGAGGACA 
TCGAGGGGAGCACGCTGGTGGAAGAGCACACCAACAGATGCTGCC^ 

AGTTTGGTCGTGGCAGTCATAGGAGAGCCCGGGCTGCTGAGCGGCTGGACTCCAGGGGGAAACCATCTCCCTTCTGGCT 
CCCCCMCTGCTGATAGCTACTTC^ 

CTCACGCCAAGGCAAGAACCCGGGATACAGAAAGCCCTCGTCCTTGTGATAAGGTGGAGGGTCTAATTGAGCTGGTTAA 
CACAAGCTGCCTATAGACGGCAAAACTGAAAGAGCCCATGGTAGCACATGCCCACTGGGGCTTTGGGAGCTGTAAACAT 
CCACCCCTAGATGCTGCCGTGGGATCGACCCCCACAACCTGCATGCTCCCCTAGAGGTACGAGCAGCAGGGCACTGAAG 
AAGCGAGCCACTTCTCCAGTTGCACACCTTGCAAGGGGGACAAGGGAACCTTTCTCATTTCGTAGCAACACACGCAGAC 
TGGTTCCAGGTCTCAAAGCTGCCCCTAGCTGCATGTC^ 

CTGCAGTCTTCTAATGCTTTATGTCTCTTCTCTATCGCATCCAAGCATTCTCTC'CTAGACTATCTGCTCAGAAGGTGTC 
C^CTTACTATTCTGGCGTTTCTCTGTTGGGGAGCC^ 

CTCTATTTATGAAGGATGAAAATGGAATGGAGACATGGAGATTGAGGATTGATGATGAGGCTTGTTGAAATTTGATGAT 

AATTTCACTAAGAAACTTAGAAACAGGGCCAGGGGGTAATAAATGAGAGACACAAAGAGAATGGAGTAAGTAGATATGA 

TGGAGTTGCAAAGAAAAAACCTTGTTGAAGAGCAGACGTGAGCTAATGGACTAAGAGAAGCATGCAAGTGGGGAGACTA 

COTCTGATAGTAAACATTTTGGAAGAGTGTGCCATCAGGAGAAAGCCCGACTTCAGTGTGGTCAAGGAG 

TATATCCAGAAGTGATCAAGGATATTTGTGAGTTTGCTTACAATATCATAAAGGCAGGACAAGACTC^GGAAGATTCC 

TAGGGAGGAAACTGGTGGGGAAGTCAAGGCCAAACTGGGCTGGATAAGGTAGAAAGAGCATATTGATGAAAATAACAGC 

CTTAGGTGGGAATTGTAGGGGGTAACTTGAAGGGGATTTGAATACAGGAGCCTGTGTTAAAAACTAGCTTTTTCTTTTC 

TTGTAGTCCGCACCAATCACTGAGTATTATTTTGAGGGGCATGTTTACGGGGAAGGTACGTTGCTGGTGGGATTGTTTC 

AAAGTCTTAATGCAAGTGCCTCAGGTCTATTGCTAGACATTTAGAATTTTCTTGGTTTTTTGAAAGAGAAAGATTAGGG 

ATAGTTAATAGTAGTTTAAAAGACTGTGCAAC CTTAGTAACATTTCTTTG CAATAATTAATTAAAAT CACAAGGAAAAT 

TTTTGCAAAAGTTTGGGCATATAAAATAAATGAAAGTTATGACTAACAGTTCAACTTTCTCCTGAT 

GAGAACTGATGTAGACCAGAAAATAAATTTCTAGGTGTTTTTTGTTTGTTTGTTTGTTTTGTTTTGTOT 

GGTTGACAGATCTAATTTTCATGTCAAATTAGGACACTGACTTTCCCTAACAGATGTTCAGGAGCTGAATTTGTATCCT 

AATTCTAGTCTTGCTAGTATTTATTTTTGAGACCTGCAATCCATCATTATACTAACATGGCAATGCCTAGGAAGTTTAA 

TGGCTATACGACTTCTAGAAAGTGCCTTTATTACATATC 

AGCAGCTTAGATGAj^TTTTCCTTCCTGCCAGTGGTCTGAACTCACCAGGTAGC^CACCCAAAGCATTACATTCTGTC 
TCCCTGAGTTGCATTGTATTTTTGATATCA^^ 

TAGGGTCAAAGCCAAGTTTCCAAAGCTCATTTTGTTTTTATCTTATTATCATGCATOT 

GAAGCAATCCTTATTATAACTTGGAAAAAAACTATTTTO 

GACGTATGTTCCACCTTTTCCCAT^ 

GCSVTTTTCACAAATAAATAGAATGACTCOT 

ATTCATTCAGTTTCTGATCTTAGTAATT^^ 

ATCATTTGGTCTCTAAAACTGAGTTGCTGGTTGT^ 

AGATTCTGGTTATTTAATAGGCAGTTTAACTTGAGAAACAGAGTAGATGGGAAAAATGAGAACTT 
ACTTTACATTAATTTGTTGGTTCATTGTGAGC^ 
TCCAGTGTTTAGAACATGCTTTTTTAA^ 
TGAGAAGCTGTATCTGATCATGTTTCTGCAGAGATGTGOT 

AGGATTTTGGCCACCTGCAAAATAAGAGGTTTTCATTCTTTTTAGAATAGTCTTTTTTCTGGGTCC 

TGCCAAAATGCCTAAAATATTGCAATAAAAAAACTC^ 

AAAGTATATAAACAATTTTAGCCAATGGACACCTC 

GCTGATAAAGA(^CCCTTGACACTAGGAAGAAAAAGAGGTTTAAGGGACTCAGTTCCACATGG 
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ATCATGGCAAAAGGCAAGGAGGAGCAAGTCGCGTCTTATATGG^ 
AACTCCTCTTTATAAAACCATCAX5ATCTTC 
AATTCGATTGCCTCCCAGGACACATGGGAATTGTGGGAG 
ACATATAATAGACCTATCAGTTCCCTACACTT^TAA^ 

TAGCTCCAGGTGATGAGAAATTCAGTTGAGGGCAGTAAAAAAGAAACCAGGTATTCTCACACTAATTTGAGGGTT^ 

CTCACTGGGCCTCCTGTTTGTTTTTAGTGCATTGGAGGAAAATTAGATTTTCTGAGTAAATAGAAATGAGCAATGTTCC 

TATGTATATACACTTAACTCTTCAA 

AGGTGCCAAGTGTGAGCAACCTCACTCTCCCTAATCAGACAGCATO 

AATCTTGAATAAATTCTCTAGTGAATGTTCTACATCATTTATTGTCAGTGAATGTACAGATGGGATAGTCCCAGTAAAT 
TTTTTTAGAAAACCAAACCATGTTCAGGATC 

GTGATGCAACATGCCGTAAGCCAGATTCTCTAGAAAA.CAGACTTGGAGGCAGAGATTTAGGCCCAAGAAA 
GGGTGGGGTTCTCTTAAGATCAACACCTGTGTGCAGTAGATTTCTCTCTCTTTGGATAAAGGCAATTCCAGGAGAGAGA 
CTTAGCTGAGAAGACTCCC^GCTGCTGGGGGAATGAATGCCTCAATCCTGAATGGGTATCTGGGTTGCATATTTGAGCA 
AAAC^TCCTAACTTTAGTA^TAAAGCTACAGCT 

TTATCCATTATCCCTGCTATCTCACCAGGAAGAGTATAGCGATAAAGAGCAATTTCTATATCTTATACATTATATTTAA 
CTATAACATTTATTGTTATTAGATAGTTAGATTAAGTAAGAAATAAGGTATTCATGATTCTTTTGAATCTGTGTGAATA 
TACATATAGTTAAATAGTGACATTGAAAGTATGGTGAATTTTTATATCATCTTTCTGGAGAAATACTGAGGAAAATAGT 
TGAATTTTGCATAACCAAGGCATCAGTTACTATTCACAATC 

TATGCTTTCAATGTTATGTGGTTTTCCTGTGATGTAGCTACTTAATTAGCATTGTATCAATCACCACTGACATCAAATA 
TGATAACTTGCTTTACTGGAAAGTCACTGCTC7VATCTCATGAATGAAATTGATGAGGTAGAAGGTAATGGTGCATTGCC 
AAGAAAACAAGAAAGAAGGGAGCTAAAAATTGAGAGTTACCTACTTTGCAGTATCTGCTTTATATATGGTATCTGATTT 
CAGTTTATCTGAACCCTCCCCTGGAAGTAGCTATTATCAACTTTATGTTATTTACTTACTCATTTTATTCTTTTTAA7VA 
AGAATAATGAGATGTTTTAAACATAGAGAAAAGTG(^CAGGGCAATATAAAATCACATACATAATCATCTCCCAAGAGT 
AACTAATGTCATTATAGGTAAAGTTTGCTTC^TATC^TTTTAAATATAAATATTGCAGATATGCTTGAAATATATGTT^ 
GGCCATATGTGTTCAAGCTGAGGAAAGGTAGGTTCAGAGAGAAATAATCTTGGCCAATCTCACTCTGCTAGTAAGTAGG 
GCTAAGATTTGATCGTCTATACGTGGATCGTGGAACTCATGTTCTTTCCCTCCACTATGTATACTTCCTCTGTACTCCC 
TGAAGACTTAATCTGGATAGAGATACATTGCCTAGAGTTTCTCTATAGTGGGAGAAATGAGCCTTTTACTTTCGTGGTA 
CCACGTCAGTTGCCAATTGATTCTGGCACATAAAAATGTATTATATCTTTACCTGTTTAATTATTTTCTGTACCACATC 
AAAGGAACAAGATAAATTTGGTTATAATAGTTTATTTTACTTTAATTTACTATTATTAGTCATTGCAGTACACAAATGG 

agatgtctgaagggatgcacaaagatgacaaatgaggcatgtaacatataaagaaatactacattt6taagtggtttac 

attatgtgtatgaacatgaattacctgcatggattatttttt^agttcagaaactgtttttagttggttttctttctttt 

ctatagctgttatttatgtctccagcttcatcttcaaagtggagatcataatatttatctcataagactctta^aaat 

gagataaaagcatttgatgaaagcatatgaaagcatttgactgagcaattagtataaagaagctacttagtacttattt 

gctatggtcacctgaaaagaaaagctattttgcatgcagtggtagggttgagaaacagccaatatattaaatattttaa 

aatatttttgtttaagttcaaccacctactttttagaaaatcacttagcatatgaaatttattttaagaggatacttac 

tccacagttgctttagaagaaagaaaaagaaaatcagtttgtaaaatgagataattgtaagggtatctcatctttgtag 

ccatatgagagagtccaaagagctaagcaaatatttgcgaaatgatatttttactatactggaagtaataaacaattaa 

aatgttgttattaaggcagtgctgatattataattttactatctctagaggaataccagagatcttattaaacacatgc 

ttttttaaagttgaaatcttagataactattatcattactatatgtgtaagaaaacaacggcatggagaaagatgtgct 

ctatagaaaactggtaggttattaaaatataaagaaatagggagaaaactgaaaattgcatgatattgtcaagtctccc 

ttgggactcacccacacaacagttctttcattgcaagtttcttttttccttaatgagtcattttgagttct 

tgggcacaaggaaacaaataaggattcttccatgcagctaaggcaccccaaatcttattaattcaaatgttgagagcat 

tgaa.gccataaagacaataagaatactgaaacaccatgtatctgctttcatttaaatagccaaacaattctgtattttc 

caagtgggcttccttaatatacatattttaaaccttgtaaggtaattctccagagaaatatggaggtctaaaagacaaa 

gtaattccatttatcaccttaaatctcatttaattagggaataattctgatatatcaagaaagaaactaattactgt^ 

tctagatgcttgtgcttttgtaagaaacaaaagagctcaagcaagtagaagcctcaggaagagagcagtattacagagg 

gaccacagcaacaatgtttttttttgtot 

gtgcagtggtgtgatcttggctcactgcaacctctgcctccagggttcaagcgattctcctgcctcagcctcctgagta 
ctaccacactcagctaatttttgtatttttagtagagatggggtttcaccatattgtccaggatggtctctatctcttg 
accgcgtgatccgccctcctcagcctcccaaagtgctgggattacaggcatgagccgtcacgcctggccaacaatcctt 
attaatattaaaatttaaaaattggcttgaa 

tccttatttgactcatctcagttggaaagcacagatgttttatgcgtctgccttgctcccactctccctaaaattttac 

ttacc^gctaaaccgcc^tcctaatacatccaacaa^ 

atacaagtctcctgaaattgtgaaatattccaactgta^ 

aaagaagattatctctagtggttatattttttc^ 

aaatgaatatcctggctttaagtaactgtttgctaagcacagtgtgcacagctatgcacacactgatatcaccattgcc 
aattttattaaaagaaccacaatacagagcaaagagaaaaagaga 

taaacagcttatctactccaaactaatttctgatagattaaatagctgtattccaaatcttacaagatgcacatctctc 
ctctatttctttctcggcttgcttcagctgaatagctcaaattgtttggcactggtaaagcatgaaaatgtgagataaa 
aaaggaaacgaagctacagcctgagtggcctacaggccttagaaatggcaacactttaaaattcattatattttacatt 
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GCTTCAAC^GTTACACATTTTTTTTTTTTTTTTTTTTT 

CTCCACGGGTAAATAGTGACCGGGGTGAAAACTCAGGGAACT^^ 

TGGAATGCTCCCTGCAGTGTGGGGTGTGAGTGTGGTC 

GGGGAAGGC^GGGAAGAAATACTATGGCAGACAGTCACTTGTGGTAGCTCTCTAAAGGGATCTGGCACTTCCTGC 
TCATGGAAAAGAGGAATGAGAAGGAAATAAGCATTTGTTACATC 

AGCTATTTCTCCTCCTAACGTCTGTAACTCACCAGATTTCACTAATTCAGAGGTTGCT^ 

ATAGCCAGGGACTAAGTCTTCATGATGTGCCTTTTTC 

CCTGATTACTTTTTATTAGTGCTATCTTAGTTT^ 

ATTTAATCAAATAGACTAATAACTAACTAGGAAAAT^^ 

TAAGTAGCTTGTCCAAGGTCACTCAGCT^GTCCCra 

TTTTA'CCTACTTATTTCCTCTTAACTC^ 

CAGTTAATGTCCTATCAACTTGAAATTCCT 

CTTGAAATACCTTCTCATGAAGGATTTCTT^ 

TTCTGTTTTCAATCTAGAAATTTGTTTCTCCCCCATCTCCATACTGACTAGGATTTTGTTTGCTTG 
CACAGGTGTTAAAAAGATGATCTTACATATTTAAATGATGGACATATGATTCCTATTATCTTCTACTTCTATGGATTC^ 
TGATAGACAACTCTTAGGCTGGAAACTAAAACAAGAAGGCCTATTAACTATTTTTGCAAAATAAAA 
GTTAAGTTCTTGATGCAGGGAGAAAACATTTTATGAOT 

GACCTACAATAAATGCTTAATAAAAACCTAGTATTTTTCAGTCACTTTAACAG 
CTCCATAGGCCATGTCTCCTATGTACTTTGT^ 

CCTGAGTACATCTTTAAACCTCAGCTCCACTCCTTGCATGTTGTATGACATTGGCGAGTCATTTAACAGCTATGGGTCT 

ACATTTCTTCACCTGTAAAATGGGGATAATAATAATGTCTATTTAATAAATGTATTGTGATAGTTAACTGAAATAAAAC 

ATGTATAAAGCATGCAATAGGGCACATGGGAAGTATTTTATAAGTGTTGTATGTTATTATTAACCTGTAAAGAATTCAT 

ACAAGAAGGCACAGAAAAACATCAATTGCAACTAAGAT 

ATGTATTTCA^TATCCAAAAGCTTCTTC^ 

ACAGAGAAAAGACAACAGGATGGTGAGGAGAGGAGTTGGGAGGGTGGAGCCAAGGAATCAAATAATGTGGOT 

TGAC^TTCTTTTCAGAAGCCCAGAGGTGCCACATCTATTACAAAGTCTCTAACCAAAC(^TATCCATGAACCTATAC^ 

GATAAATTTTAACAGAGTGCAGATTGTCTTTCACTCTACATCAAACTATAGAGTCCAGAAAAAATATTTTATATCATGA 

TAGTGATAATAATTGAAGGAATCAGAAGGAGTTGATCATTCTCTACAAGCTTGTTGTC^TGAGGAGGGAGGTGAAAA 

ATTAAAAAAAAGCTTAAACCCTTTTCCC^TATTTCAAAGTAGCTTTGATGGTATTTAGATAGCAAACTCATTTTAAAG 

AGAATAGGATTTTCACAAAACGGAAAAATCAAGCAGCTGGCATAGTAAGTTATCTGAATTTGATCTGAATTGACGTCAG 

GGAGCTGGGAATGCCCCTGGCAATCCTGCATTCTCTCTCTTTGTGCAGTATTTTGACAGTAGTGAGAATGTCTGAGTGT 

TAATCATTTTCTGACAGTGTAGGCTCTAATCTTATGCAAAATGAAAGCATTTAGAGATTTTACCTTCTTGGTTCCAAT^ 

AGGGCATTTCTTCTAGAAAAACTATTCTGCAGTAAGATTGTGTATAACTTATTTTACATTTGTATATGTTTATATATAT 

TTATATTTATATAATAAACCTAAAAATATGTAACTGCTAAGTTTGGTAGTAGCCTTTCTTCAAAGCATCATTCTTGAGA 

AGAGAGTTTATTTTGTAAAACCTTACTGGTAGAGACATAAATCTAAAAAACAAAATTCAATCCAGACTTTTGTATCCAA 

ATATGAATGTTAATTTCCTGGGTATATCTTTTTTTAAAAACTTGGAGTGTGGGTATATAAGCAGGGCCAGATGTCTCTC 

TGTTAATCATTTCTACTCTTTAATAAATAACGGTGGCGTACAGTGAAAATAAAGCCCAGATGGCTGACACATTGCACAA 

ATCACTGGATGCACTGTATATTCATTTCATAGTTTCCTGAATACTAATAGATGATAGAGTGATCATCTTTTTATCTGTT 

CCTC^GTCAAATAACAAGTAACTACTTACTGTGTCTTCTAAAAGCCACTGTGCTAGTGGCTAGGTAGGTTATAAAAACC 

CACCAGATATTGCAGATAGTACCACAATATAATTTGCTTTAATCTCTATGACCTTCAGAATCTATTACATCCTAGTCTT 

CCCTAGGAGACTGGGGTTTCTTGGAATTATTTTAAAAAAGTGATCCAAAACTGGATCTGATTTTGCCATGGGGATTGCT 

TAACTAATTGGTTTATTAGCTTGAGTCTCATGCATCATGGTGGATATTACTGGTTGTCAAGTTGTGGTTGGTGAATCGT 

AGACTTTTAGAACTCTCAGAGAAATTCAGAGTTGACCCACATTACATTTTACAGATGAGAAAATGTGAAACAAATGACT 

AAATGGTTTCACTAGAGCCAGACAGTTACTGTCAGAATTGAAGCTTAAACTACAGGCTGCTAACTTGTAGTCTGCAGCT 

TTTGCTAGTATGTATGTTACTTTGTCTCAGAAATGTAGTGAAATTAAATGTAGTGAGATTAAAATCGGTATC^CAGG^ 

TGAAGGTGCAGTAACTTTGGGTTTGCTGCTGCCATTGACTCAGGGTGGGATGAAAGAAGGGGAACGGACATCATTGCAC 

CTGCTTCATTTGTTTGTTCTAGAAGGAAAAT^ 

TGGTCTAGATTATCTAGAATTTTTCAATATACAGAACTTAATAGGC^CAGACACTCAAATGATAGGGGAGTCAAGTATT 

CACAAAGATATGACATTTACAGAGCCAGTCTGCAAAGATAAAGATATGCTAAGTGGTTGTCTGTA 

ATTACAAGTTGAGC3VTAAAAACATAAG<^TTATT 

CATTTGGCTTGGAGGGGAAGCCCCTCAAAAACCATAGTTTTGACTTGTTTCTAAGAACCTGCCTGTCATGGAAAAGCCT 
AGACCCTAGTGGAATTCCCCAGGGATGTTTTACATAGCT 

ACCAGAGGAGCTGGGAGTCAGCCCTGCCCAGGTGGGGCCCAAGCAAAAACCATACTCTGCCTTTCCCCAAGTC^ 

AATTGTGTTCTGCTAAGTTGTAGTTACACTGTCT^ 

TATGTTTATGCTAGTGATGTTTGTCACOT 

ATGTAAC^CTCAGCCTTAAAGGTAAAGGGAGCAGCAAAGGTGT^ 

ATAGAGGCCACTGTTGCCAGACATCCAGCCTTAGCAGGTTGCAGCCTTAGCAGGTTGTGCTGTCTTTGTATGTGGTCAT 
TTTGGTACCATCCAGAACCCCCACTTACTCTCCTGCTCCTCCACCACCACCTCCAGTCCCTGGTTGCAATGAGCCACAC 
AAAACAGAGGAAAGTAAACGGGC^TTACCTTAGTATCAGCAATGCTGGGATATAGTTCTGCTGGTAGCTCCTCCTAAAA 
ATACACCCCTAAAAAATAAAATTGTAAGAAAAAAAGAGTTAAAT^ 
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CTTGGAACTGTAGAGGATTTTAAAGGCra 
TATGTGAGATACATATTTACTTATTTAATAGATTTC 

AGAACCTATATGATATATGCATAC^TAGAAAGAGATTTATTTTAAGGAATTTACTCCCACAGCTACAGAGACTGAGAAG 
TTCCAAGATCTGCAGCCAATAAGCTGGAGACCCAGGAGAGCTGCTO 

ATACCCAAAAGGAGCAAATGTTTCAGTTCATGTC CAAAGGCAGGAAAAAAC CAACCTCC C AGCTCAGGCAGGCAGGAGG 
AATCCTCTCTTACTTGTGGAAGGTTCAGCCTTTATGTTCTATGCAGGCCTTCAGCTGATTGGATGA 
GTAGGAGAGTAACCGCTTTC CTCAGTCTAC CAGTTCAAATGTTACTCTTATC CAAAAACAC CCTCACACACATAC C CCA 
GATGATGTTAATTAAATATCTGGGCACCCAGTGACCCAGT 

TTATTCATATGTAAAATAGTAGATTTATGTAGGAAATAGAAAAATGATGGTTATTATTAGAGAGGAGCATAAGAAGG^ 
ATTTGTG ATTTGAAGATTT^^ 

AATGATGTGTACACCATTCTAAAAATAATCCTTATTTACTAAGGC^TCACAATAACTTCTATGGGTCCATTTC^GACAC 
AACAAGGGCGAATCACCTTTTTCCTTTTATTTCTTTGACTTCTGTTGAATATTTTTTATGAAAAATCTTGAATTTCTAA 
GGGCATATTCT-TTTATCACTACAGGGATGATTTTGCCTGAATATCTGAAATAGCATTGCAAAATGATTTTCTTTAGCAC 
TTTACAACTGTAAAAGAAGGTCATTTTAAAGGCAGTATTTAAAAGAACAATGCCACA^ 

CTTACATTCTTTTAAAAAGAAGAGACCAGTAGACAATGGTTAAACCAGCATGTTTCAACAAACACATCATCACTTAATT 

AATTGAAGCAACTTTCCAAAAGTATTAAGGAATTAAAATATGTAATGCTCTAGAATAGGAGAAGCCTAATAAGCCAAAT 

AAGTTCAACTATGAAAAAATATCTGTCATTTTGTTAATTCACAAGCTGGAGAGGGTATGAATGTTAAGGGGATGTTGTA 

GCTAGCCTAGAGACTTACTCTTAGGTCTAAGGCAGGTACTTAAAATGTGAGAGTTGAAAAGAAATTTTTTTTTATTATT 

TTTCTTTTTTCCTGAAGAAGTGGGTTTTGTAAGCACAAAGGATGTAGAGAAAAACCATGCTTTTTGATTCAGACTGCAG 

TGGGGAAGGTATGCAAATTAACTTATAATTTCTATGCCAAAGATTTTTTTTTGGCTCTTTCTCTAAATATTTTACTAAT 

ATCTTACGGCATACAGATTGGTCTCCCAACTTGCAGGAGACATTTTTTGGAGGTTGTATTTTTAATTTTTTTTTCAA 

CTGAAAAATTTTATAGGGGAAATGAGAAGAGCCAGATGATGAATGGCTTCAACAAAGGGACTGTGGTC^TAATGAC^VG 

TGATGGGAACAACGAAATGACCAAAGGTCTTGATTTCCAAGAAAAGTCAAATCATGAAGG 

ACAGAAGTGTGGAG ACTCAGG CAGGTTC CGGGATTTTAAAACTCTACCGCTGGAGCAGCCTTTCCTTACCACCACC CAA 
ATGCACC(^TAGAGCAGGGAATAGGGGTCAGAAATTATGGAGATTTCCACTTGAAGGGTTCCATGGGTCTAATTCAACT 
CCCATTTTAGAGATGAAGCAGGTGAGTCTCAGAGAAGTGAATGATATATTCAGGACATATGGCTAAGGGGTGACCAACX 
GCAGACTAGGCTTCTTGACTCGAACTTTTTTTTTTTTTTGGACTACATTGTATTACTCCCCAGTCTATTAAAAAGTTTA 
ACTGCCATATTGAACAAGCAAGACTCATACAGCAAAGTCAGAAAACATTTGCCTTTCCCTCCACTGTCATTAAAATCCA 
ATAAAGAGTTAGGTCTTAGC ATGCCAATGGGAC TCTAAAAAGAAATC CT CTCTAGGATTTTTTGTCTCCCTTTGACCTC 
TTTTAAAGGCTGTATGTGGGGTATAAGCTAACGGTCAGAATAGCTGCGCCTTTGCAAGTCCTACCAGATGTTGCAGCAA 
CTCCAGAGTGTAGGAATATTTGCCATCTATTGTTTTGTCCTTGGCCTTGTTAGGACTTCTACTGCAAATAGAGACAAAG 
AGCCTTCAGGAACATTCTGCTGTGCAAGTGGTCACCAAGTTCATGTGCATGACACTGCCCTGGTCATTGCTGTCCTGGT 
TACTCTGCAAACACTAAAGCCGATTGGCCTTGACTTAAAATCCATTTCAAGGGAGGAGAATAACATAAATTGTTTTAAT 
(^GGGCAAGTTTTATTGTAATAAAGTAAATGACA(^UVAGGCAGGAACTAC^CTGCCCTATTGGTTATTATCACCTGTCT 
GGCACACAGTAACTGCTCAATAAATGA&TGAGTGAACAGA^ 

AAGATACAAAGTAATTTAAGAAAAATGTCATATTGGAAAATAATGCCTGGCTTCATGGGGTATTCCCATCCTGGCATAT 
TGGACCCATTAACCTCTCAGTGAATCTCAGTGACCCAACATGGCCACATGCCA'XGATGATGTGACTACAGTGCCCATCG 
TGAATGAAGGGAAGCAGAAGCACTCTTGAGTGGTCTGGGTTGGACCAGAACCTGGGTGTTGGGTGGTAGTGGGAAATAG 
ATAAGGGAGGTAATCTGTGAGATTGGCAGATGGCATTTTTATTAAATCTCAGACTATTCAGAGAGTACGTGGGAACATT 
ATCTTCATTGTAATATGATCTTCTTGAAAG^ 

TGTTGCATTTATTCTAATGTTACATTTATTCTAATGTAAA.CTATTCTATCCTTTTTGATAACTTTGCAAACTGAAAACT 
ATTACTGAACAGTTTGAATTAAAAAAAAAAGCTTGGAGTACTATAATATTCATGAACAAAAATCTTGGAGAATTTCTTC 
TTTAATGAAGTTATTGAAATGCTCATGCCTATAAAATTO 

ATGTCTCCTGTAAGTTGGGAGAC CAAGAGAC CAATCTGTATGC CGTAAGATATTAGTAAAATGTTTGGAGAAAGAG CCA 

AAAAAAAATGCTTGGCATAGAAATTATAAGTTAATGTGCATACTCTCCCCACTGTAGTCTGAAT^ 

CATGATTATTCTCTCAGAAGATTTTTTATGAGTTCAGTACTGTCTTGATTAAGCTTATGACTAAATAAACTTCTTTTCA 

TGAC^TTGTCGAAGAGTATCAGTTTTCAGACAGTGAGAAAAGGACAAGCAGCTGGAATCAGCTGAGAACCCAACAATCT 

ATTGTAAAAATACGGTTTATTTTACCACTCGGCATATC 

TCAC^AAATCCTGCTTACTCTTACTAC^TGTGATGATCTCTGATACATGTGATGATCTCTATTCTGTTTGTTTTAAAGT 

TTGTCACAACAGATGAAATTTGTTTCAC 

AAATGTAAATGGGAAATTTGGAATTATTATCCAGGTTC 

TTTCTTCTGAGGCGA.GATAAAGGTAACTAGTCTGAAATCTAGTTATTTATTTATCTGGAATTGTTTAGGGTTAACCATA 
GCTAGTAAGGGTAGACTGTGGATGTAGTACAGTAGCTACTTAAAAGCTGTTATGTCATGAGCCTCCC^CCATGACGGT 
GCTTAGGAACTCTCCAGGGAGCATTGTAAAGTATGCAAAAGTCCTGGAAACTCTAGGCCAAGTGATTTAGAATCTCTGA 
GCATGGGGCCTGAGCATCAGTATTTTTAAGAAACTCCCCA^ 

GC^CTCTGAGTAGATGCCTTTGCCTTGTGCACTGAATACTTTTGTC^TGTTAAC^TGCTTTTTTGTCATATTTTATG 

ACGTGTTTCTTGTGTATCACCCAAAAGCAACAGATATTTTTGAATAACAGAGGTTACTATGAGCATACAGTTATGCACA 

TCATTGAACCTCAAATTTTAAGATACTTAOT 

TGACAGGAGGAGGTTATATGTTAAGTGCTACTTTTCTA 

TAGATAGTTTTTAATACTTATATTTATTTAAATAGTAGACTTCCATAATCCTCAGTTATTTTATGTCTTCCAAAACCAA 
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AAATAATTTCTTTAATTTTGTCATAGATTTTAAT^ 

AGTGTCTGTGGTATGTAATTGATGAACTGTTTTCTAAAAGGATTTTGAACGTT^ 

TATTG ACAAATAGAGGATCTTTC TGTACC CAATTTAAAAAGAAGATACAATGATTTGTGGTTAGTG TAT CCATTTTT CA 

AACATAAACAGAAACTTCAGAAGTTCTTAAAAACAGGTTGTC CTTTTAGATAATTTCTACATTT C CTCTGAAATCTTAT 

TTCTGAATTAAGTCTAGATGTTTACAATCTATCTGAAAAAA 
ATTCTTACCMTT ^ 

GATGGTAATTATTAAATGTTATCAACTAAGTATAGTGTTTTGTTTTAATTTTAAC^ 

ATGTGCAGGTTTGTTACATGGGTATATTGTATGATGCTGAGATTTGGAGTATGGACTCTGTCACCCAGATAGTGA 

AGCATCCAATAAGTAGTTOTCCCACCCAAACT^ 

CATGTTTCCGTCCATGTGTACTCGGTGTTTAGCTCCCACTTAC^ 

CATTAATTTGCTTAGGATTATGGCCTCCAGTTGCATC 

GCATAGTATTTCATGK3TGTATTTGTACCACATTTTCT 

TATTGTGAACAGTGTGGAGATGAACATATGAGTGCATGTGTCTTTTTGGTGGAATGATTTGTATTC 

CCAGTAATGGGATTGCTAGGTTGAATGGTACCTCTGTTO 

CTGAAGTAATTTACATGTCCACCAACAGCGTATAAGCAGTCAAT 

AACTTTTTAATAATAGCCTAAATGTAGTATTTTATVAATATCTAAGAGTTTCTTACCTGAACCTAGCCAATGTATTTTTT 

C^TCTTATTAAATTACATACACTTTTATTTTAGCCCTC^TTGATTTATTAGGTATATAAGTAAGCATATTO 

TTCTTTAATTTTTTTTTTTTTTTT^ 

ATTTTATAGCACTAATATGTCCTTTTGTTTTTTAAGAATAAAATTTATAAATTGTTTTATAAGAGTAAAATCAATGTAA 
TAGCTGCTGCTGCTC^GTACAATTAAACAAGTTAC^GAAATCCTTTACT 

CTCATTTTAATTTTTTGTAGGTGGTTTTTACAGTTGCCTTTATATATTCTGTCAATTGTGAATAGAAATTCAAATTCTT 
GAATTTGATAATTGTGTCATTTTTGTGTTCCCTAGCTTOT 

TACTATTATCTCTGGATATTTTCTTATAAATTATTGAAACTTATGAGATTCAATT^ 

CGTGCTGTAATGCTATTAATAAGTGTAGTTTGCAAGC^TGTTTCAAAATTTTGTCTACTTAAAATTTAGAACAGGATA 
TTTATTTTGTAATTTTTGGATAGATAGAAAATCTCCTTTCTGCCATCATGAAACTGATAAATGAGTTATAGGGATGGGA 
GGAGATGGACATTTGACCACATGCAATGCAGTTTTCCAAAGTATATAACCATAATCTATATTAAAGGTAAATGCAGTGT 
CAGATGGGCATTACTTTATGCAAGATTGTGTTGCTCATGAACTTACCAGCC 

TGTAAAACTGCCAGGAGAGAATAATTACAGTGGGAGTAAATTTGAACACATGCAGTAGAATGTCTAAAAGTTAAGCTTC 

TCAGAGAAAATGTACATATGCTTGGATTTTACAAATGATGTATTTCCAGGTATTCACTAGGCCTGCTAAAA 

CATTTTTTAAAGATAAATATGTTACTGAAATATATCCTACATAAAGTACCAAATTATAGGTTTACAGTTTGATGAATTC 

CTGCAAAGTGAACACATCTATGTAATCTCCATCCTGATCAGGAAATAGAACATTGTCAATTCTCCCAGAAGTCCCTGGT 

ACCATACCCCAGTCCCCTCCCACCACATCACATAAGATTAGGTTTTGTCTGTTTTGTTTTTTTACCATTTTGTGTTCTT 

GGTGAGAGTGCTGCTTTTCCATAAGCAATTTCACTGTATCCAGAAACAGAACTCAGTTAAATTTTAAGGCCACTATTTT 

CTTCATAAAATAGAGGGAAGGGAGAATAGGTTGGTGGGAGGAAACTCGTGCTTCTGATTCTTTCCCTAGCCTATGATCA 

ACATAATCATGCCTTAAGAACCTTGCTTTCTGTCTTTGAGTGACATGCTTGGAAAAGTTTTTGAAAACATCAGTTTGTG 

TTCTTTACATATTCATTGTATAACTCTATTTTATATGGTATTAATAATAAAATGGAAACAAACAGAATTG 

AAAAAAGAGAAATTTTAAAGACAAGCCTGCCCTCTAATTTCCTTTTTGCC^TGAGTAGTCAGTGGGAAGACTCTGGGAG 

CTTGGGGACATTGAGGCATACAGCAGTCAACAAGCCTGAGCCCTACAACGACTGAGTCTGGAAAGTTTAGATTCTGAAA 

GCCTAAAAAAGCACTGTGTAAGAGGCTAAGCCAACCTTTTTGTTGTTGTTAA 

CTTAGGGATAGGGTAAAAAACTGAGAGCCCCCAGCCCCTTTAAGATATTTTCTCTAAACCTCTTAAAGTTAACTCTGAT 

TAATTTCTTGGTTAGAATTCAAGTTATGGTTCCTGCTCTGCAAAACTAATAGGTAGTTTAAGGTGGGAAAAGTAAAAAT 

TCTTGCCATCTCCTACATTGACTTGAGAGTGAAAGTAAGACTACAGATTTGTTATCCCCAAGACAGTTGTAGAAAACTG 

AGATTATGCTTTATAATACCCTATTTCAAGTGGGGTTAATATATAACCATGGTTCTTAGCCTTATTTGGGGTTAGAGAC 

CCCTTTGAGAATCTGAATAAAGCTATATGTCTTCTCTGAAAGGTGTACCTAGGTACACATAATTTAGCCACTGGCCTTG 

TCCGTTTGCAGGCCCCGTAAGCTAATGCACAGTTCCCTCTGAGGATCCCTCAGCTTTATTCTAAAGTCTAAAATTCTCT 

AACGGTTGCCAGTGGAAATAATCCAGGAGTGATAGAAGTATGGTCCTTATTACAGTTATCTAGGAAGGAGACCACACTG 

TCTTCATCCTTTACCCTTCCTTGGTTTCACCTTCTTCCTTC^TGACTTGAAGATTCCTTTATTTTCTCTTACTTCCAAC 

TCAAAATTATATTGGTTCATGCTGGTTTCCTTTGTTTAACAGAAATATTCCTTTTGCAAAATGGTAAACA 

GGGGAAAAAAAACCCAACCAACACTGTTCCTACAGTTGTAGATAGTAATTAAGTC^AACCCTT 

TGAATTTAATACTGCAAAAAATTAACTTTTTTGCATAAAACTTTTTATGACTTCAGTTA 

TTAATTTTATGTAAGTCAAGATAGTCTAGGTTATTCTGCAGTAATCC 

TTTCTTGTTCTCTTCATACATACCCAAGAGGGATTGGCAAGAGGCTC 

ATTGATGCTTTATCTCAACTCAGGCTTCTTCACCAGGGAAAAATGATGTAATGAATCCGTCACAGGTTGC 

CACCTAGAAGTGACAC^TACCACTTTTGCTTAAAATAATTGGTCAAAGTATATCCCATGTTCATGTAGGATACCAAAGG 

GGAGGCTAAGGGCAATCTTACCATGTGACCAGAAAAAGGAAAGCTAGAAGT^^ 

TACTCCTTTCCAAATTCTCCTAACTTTTTGGAGATTTGATTGATGTTAAGCAGAAAAAGAGGGTTTGAGTCTTATTTTT 
GGTGAAAGAAAATATTCTTGGTTAACTTTGTCATATAATATATCTGAACTTAAAATAAGTACACAGTGGCATATAAT 
ACTTAAAAGAAATAAAATACTAGCAGGAATGTAAAAAACCTGAACATAACACTGAATTGCTCTTGTTAGTGTTATC 
CTTAGTTCCATCTACAGTCTAGCCCTTGTAATAACACACACACCGTGATTTTAGTTAAATAGGAACATGCCCCTTTCTG 
TTTCATTTAAAATTCTAGTCAAC ACAAATTCTTCTAG AAAAATGAATTAAGAATG AGTACTATTC C CAG AGTACATTCT 
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GGTTTGTCTATAAATTCTAAGCTAAGC 

C^GGAGAACTGACTTCTGTTGTCCCACTTGGACTGATATGTTGAGTGATGAAAAGCTGGGCAAATCTCCTCAGTCACTT 

TCTTCTGATAGTTTACTTTATGGCTTCCTTAGTC 

AGAGTAATGATGACAGGTTAGATGAGCTCTAGCTTCAGA^ 

C^GGAATAATAACATCTGGGAATCTGGAGATTGAA^ 

AGGCATTTTGAGATGGTAGCCAC^CAAACAAGAAATTCTCCTCCTTGAAAAATAAAAGAATTA 

TGATCATTTTTTATAGGAAGGAAAAGTACCTTTGGTGGATTATATGGAGTGGCTTGGTGTTGTCTACAGTCTTCTAAAT 
GACATAATTAAGTACAGGCTTTAGATATAATTATTAGTC 

ATTGTAATAATGTGATAAGTTATGTGATTTCTCTATTCTGGCCACTCGAAATTAAGAATTAAAGCTTTGATTAGAAATT 

AGAGTCTAAACTATATATTTGAGAGGCATTAGTATAGTTGAAACTATGAGAGTATTTTGGTTTACTGAGCTAGTTTATG 

TGAGAAAGGAAAAGACCTGAAACAGTCTTTTTTCAGT^ 

CCATATTTTCTCTTTTTTTTT^ 

CATGAACCTAGCTTTGTCTGACAATAAAAGTCATGC^ 

GGGATTAAAGAGAGAGGATCTTATGTAAGTAAGAAAGTAATCTTTTTCCTACAATCTGCTTTTAGCCCTTACTOTCCTC 
CTATGTTGAGAGCATTTCTAGTCCAAAGTTCTTTTTTTTAAGTCATTAAGATGTATTATTCAATCTCAAGTAACTTTTA 

atccctttgtaaaaatattagctctttaattaggcttggtgtgcctagccagctgtctccagcataattttgggtaggc 

attagtatgttaatatggaactggcttataatcttaatttgaaagcatattggaaggcaa^ 

gagacttatatgacctgtcaaatcaattcataaaattcc^ 

ttatattcgtatattcgcaggagatgaatgacatggataggatgtctttgaaagttaatgagaaagctacttgccaggc 

aagttgttcaagagcaatgttagcaaatgaaatgggttgctgcctttggggaaatgatttatgatgatgaaaaccatct 

gggtttaggaggttggttgatgtgacatacctctcttccagcctttccactctctcttctttcctgtgcccagcataaa 

atcagtctttgcgtataaagagcgctatgcaagttggcttccagtcatacgaatatgtggtatgatttcaaataagatt 

gtc^ttggatgctttggtcagc^gcatattt^^ 

acaaagtatgcttcatttgactttaataaaatatt^ 

tctttttgcataaattggctcttcccttctctttctctgtgtttttcacatctccctactgtcatatatattctgacct 

gcctctggtagggctatttatgtcatatccataattgttatatattaaccatttgaatgtggaataaggcaagtacagt 

ttaatttttttatataaaaaatatggaatatactgtaaatgagttctcttaatc^cggagtagctacctctggaagctg 

taactgttggtcttgggctgtaatatattatactacaaccttaaaaatgaagaaaacaaaaagacaacactctatgtgc 

tgctagacaaaggccacagttaaagccaiuvctgcttgacactttatattcttgaggcctttttaacgaccttccctttg 

ggtgatgcattttgtagctgttgtcacttgtacagcagagagggaaaaggaaatgaataatctgatttgaaggggtgta 

gagggatgtgagtcttaggaagatccttaggatttacagaagctataaagctatttgtgctgctttgtggtgctttgca 

ccctgtgtcagttaatagtttatctttaccccattttatgctctaagatatagatgatgttttaaaaatcattctcata 

gtcttctttcctcaagctccaccccaagttttctagctcctgaccagcactgttagcttttttgatttaatcttcacag 

tcttctcatttatgaaatacaaaatgaatg ctatgt caagacagacttggaaaaatcttttaaaatggcaatacaggct 

cacctgcaattaaagtc^ttccattccatttagtgtctttttctttttctttttgagacagggcctcactctattgccc 

aggctggagtgcagtggcaggatcatggctcactgtagccttgacttcctgggctcaagcagtcctcctgcctctgcct 

ccctagtagctatgaccacagatgcatgccaccattcctggctatgtattttttaatttttagtagagacagggtctca 

atatgtggcctaacctggtctcaaactgctgggcttaagcaatcctcccacctcagcctcccagagtgctgggattttg 

ggatcccaggtatgagccattgcactcggctccatttagcttctgatgagtgtaaatattaactttgaggtcagttcac 

agtttgctgatattaggactgattttttttaagttatatttcatttaatagtggagcaccttaggaaaaaacaaatctc 

tttatatatagaattaaatttgtgaacttttctgaagtacatttttatccttttaaatatgccacaacatctatcctgt 

aagtaaaataaatatttctaaatgtctaaagcagagaaatattataaattaattaaaatatttcctgaaaaaca^ 

aatgaatttctcaatttacattattgagataaaaatagctcaagaactagctaaacagtattagtga^ 

agagatgctagaaattagtcaactcaggtttatggaagatcttactatatactctgtaatattcaaaactatttctcgg 

cttaattcactgatgaaattatggtattto 

tagtgccctctatgagtaggagtacagaatgttatcttattaacaagaaccaggggacagtaggaatggacaacagcat 

agaattaaatagggaagagaaatgcacattccctatctctgtccctgcagtttcattaaattctgaccaaattatgtga 
ctcagcattctcagagaatagtctctgacaggtagcacttacaggagacagacccacaccttctagcatgtgattctta 
aaactctgtgtgcagactggtgcccagctaacctu^ 

tcttacctccagagatgctatcttggtgggccctgagaacatcatgtttttgacgaagtcgcccaatgcctttctggcg 

tggtcaaaagcaagaagcacaatgcctttttgtgcttcttggttttgaccaagtcacccagatgattgtggtgcaatg 

ctttttgtgcttctgcctttagcgttggtttc 

acgtggatgttctctcctcttcgtaaatgagatctcctctactctcccaaaagtcccatattcttttgggactctttct 

TTTGTTAGCTCTTGCTTGTCAAGAATGGAATGGGGAAATCATTTCCTATGGAGGAAGTTTTTCTTTGGCTTTTGGTAAC 
TGACAGAGTGAACAGATTTCTTCGCTGGGTATGCACTGTGCCTTCTCCCACCTATTCCAGAGCTGTCACTCAGGAGCAC 
TGTTCAAGGCCATCCCCTGCCTTCCTTGTGTAGAGGGCTTTCTGTGACCAGCAGACAGTCAAAGACATCGTATCTATAC 
ACAGATGGCACATTGATGAAAACTACTGATGTTTGCCACTTATTATTTATTCTTTTTTCCTAAATATTTACA?VAAATTA 
CTTTTCTCTTTTGTATGCCACATCTGACTATGTGTGTTAGTTTTTGTTTTTTGTTTGTTTGTTTGTTTGTTTTTTGAGA 
TGGAGTCTCACTCTGTCAACCAGGCTGGAGTGCGGTGGCGTGATCTCAGCTCACTGCAAGGTCCGTCTCCTTGGTTCAT 
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GCCATTCTCCTGCCTCAACCTCC 

TTAGTAGAGACAGAGTTTCACTGTGTTAGCCAGGACGGTCTC 

CAAAGTGCTGGGATTAC^G<^TGAGC^ 

TGTCT^GAAAGCAGACCCTTCTACCAACS^ 

TAGCAAAGCCCTTGTTTCTCTCATGAG 

AGTTAGGCCTATGGTTGCATTGAAGCTCTAAGTTAGGCC^^ 

ATTGTAGGC&GTTAGAACCTGTTGAAGGACAGAGACGTC 

TGAAAATAAAAGAAAATCAAAACTTTGCTTTACCTATTCATTTTTA^ 

AGTTTCAGACAAGGGTGCAACTTCTACAGTCATTCCTTGGTGGCOT 

TATGGGTGTTTTC^TCCCCACTTTGGTGCTTTGTCAAGACATCA^ 

TTTGTGTTTTGTTTTTTAGGTAAGTACTTTTGGTATTCTTCTTCCTTAATC 

GAACAAATGG CTTTTG AAAGCAAAAT CC AAAAG ATAAAAAATAATGTG AACAGTAAAGAATGACAC CATACCAG ATACT 

GGTAAGAATTTTAAGTGGCATTCAAACACCCCTCTCTTTTTGGAGAGAGGACTAA(^GTACAGraAAGATGCGGGGAGGG 

TGGGGAGGGATTGTTGCCGTGCAAGTAAAAAGAAAATTACAGACA^ 

GGTTAGATGAAC&GCCTTTGGTTCTGAGCTGGCT 

ACATTTTCTTAAAATCCTCAATGGAAACAGATGTGC 

TTAAATTAGAAAAAAAAACCAGTATTTTTAATATTT^ 

GTAACATATGATCATGAATATATGTATAAACTTCACCC^ 

TGGATAAATGAAATACCAGTGAACTCAAACATAATTTATTTCATGTTTTATGTCTTCTC 

ATTCCTGTGTACATATGAAATAAGATACAA 

CTTTTTTATATGGCCGTGGATTTCGAGATTT^ 

TTTAGTAACAAGACATTGTTTACTATAAATTGAGATTATCTATCCAATGTGAGTAAATATATTATTAAAAATACATT^ 
C^TTTAAGATGAACAAATAGCAAAGGTTAAAAGGTTT 

TACTAGTCTTATCTCATTGAGTTTCCTGCTGTCCTAGAATGTCATCCCTCTGTCTCTGCTTTATTTAGTTTTTGT 

ATTCAACTCAGACCCTATATCATGTACAAAGCTTTCCTCAAGTCTTTGAACACAGACTGGTTTATTCCTGCC 

C&TTTTTTAATAGAATCCATGTGTTAATTTT^ 

GAATTGATTTACTGATAGTTCTGGAGGCTGGAAGTCTGAAGTCAAGAGAGCAGGGTTGGTTTCTTCTGAGGCCTCTCTC 
CTCAGCTTGTAGATGGCTGACTTCTCTCTATTCCTTCACGGGGTCTTTCCTCTGTATGTGTCTGTGTCCTTAGCTCCTC 
TTATAACAACGTCACATTTGATTAGGGCCCACACTTATGACCTCAACTTAATCACCTCCTTTAAACCCTGTCTCCAAAT 
ATAGTCATATTCTGAGGTACGAGGACTTCAACGTACAAATTTTGGAGGTATATGTACGAGGACTTCAATGTATGAATTT 
TGGGTATAGGATTCACCCCGTAACAGCCCATGTTAG 

CTATCTTCCCTAACAAGTTCATCAAGGATAAGGATTGATCATATTTCAAGTTTTGTTTACTTCATTCACAGTTCCTAGA 

GGGCTGGCATATAATATTAAATGCTACATATTTGTTGTTTGAAATTACTGGAAAAAGTAGCATAACAGGACCAAATGAG 

AGCCTCTTTTTCCAATTATTGCTGACTTTAGCTCCCTTATCTGGACAGAAAAAAACAGTAGCAGAGGTTTGAGTCAGGC 

AGTGGTCAAATGAACTGTCTCTGCTTTCTTTCTGGGAGGCCCAACAGCATTCTCGTCAGCAGGAGCATTCTGGCGAAAG 

GAAATGCTGATCTCTGCAAATGGGCAAAAGTGTAAAGAGCATTGAACC^ 

TGTGGAAAATAATTACCCAGTGAAGAGTCTTCTGAACT^ 

GGTTGGAAGGTAGCAGATTGGGTGAGCTGAAACTAAAACAAATTO 

ATACTTAATTCTTAATAATTCTAATTGTACACACGCTAATTTAAATGGAAGATGTTTACTTCATTAAAATTT 
AAAATGCTGGTTCAGTTTGTTGTATTACTOT 

TCAAAAGTAATTTCTGTGCTTCAAAATAGGATCATCCTAAATTCAAATTATATGTAAATGTCATTGAATGCAGATATAA 

ACATGGTGCCACAATTTTATAGAAAATTCTAAAAAAACAAAACAAAACAGAATAACCATGTTGCTCTCGTACCAAACGT 

GTCTTTGGGTGGGTTACTAAGTCCACCTGAGTCTGAGATTCTCCATCTGTAAAAAAGGAATCAGAATACCTACTTTGGG 

CAGTTGCTGATATTAAATTTAAATAAGCAAAGCAGTTAGCCCAGTCATGTCAAAATAGTTGAGCCCAATGAATGGTCTT 

TTTCTTTATCTCTCTTC^GGTTGAATTTTGCACAGTAGATAATCCATCTATCACAGAGGTGTGCAGATGTGACTGATTC 

ATTGATTGAAACATTCATTGCCCCATTTAAACAATGTTTAGGTATTATTATCCACTGTATCCTGGT 

TTGGGTAAATAATGATGAGAAGAAACAGACAACTCCAACTTTAATGGAGAAATTGACATTAAAAGTCTAAAAATATGTA 

TAAAATTTTAAAAAATCAGTGTTGTGTAGTAAATATAC^ 

ATGTCAGGAAATATTTCTCCTAGGATGTAACAATGAGGAGAGTTTCAGAGTATGCATGTGTGCACATATGTGTATGTGC 
ACATGTATGGATATGTGTOGCAAAAGTAATAGTG 

GGAGAAGCAAGAGAATGAAATAAATAAAAAGATGAGTGTCTGGGAACAGCATGTGCAAAGTCCTGATG 
ACTGAATGGACAGTACGGTTTACCAAGGGAGGGCTGGTGAGGCTG 

AGATGAGGCTAGAGAGGAGAGCAGAGGCCAACTGGAGCAAAACCTTATAGACATATTAGGTCTTCTACCCTAAGAACAA 

TGGGAAGCCACCTAATTTTAAGAGAAAGCTTAATGGATGTGTGTGATTCAGTGCAGGGACTGCTACCGCTCTTAATCCT 

CGAAATATCCTGCTAACCAGGTTGGCTTTAGTGGGTGGAAAAGTGAGGCCCATACATATTCAAATTTGTATTTTGAAAA 

GATTTTTTTTTTGTCCTCCAATGCTTTTC 

TTTTTCACCTTATAGGTGTGT1TTTATCAGATTAT 

TGCCCCTCCACACCTGTGGGTGTTTCTCATTAGGTGGAACGAGAGACTTGGAAAAGAAAAAGACA 

AGAGAAAGAAATAAGGGGACCGAGGGAACCAGCGTTCAGCGTATGGAGGATCCCGCCAGCCTCTGAGTTCCCTTAGTAT 
TTATTGATCATTCGTGGGTGTTTCTCTGA 
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ACAAACACGTGAACAAAGGTCTTTGC^ 

AT^CATCTCAATGCTTTACAAAGCAGTATTGCTGCCCGC^TGTCCCACCTCCAGCCTTAAGGCGGTTTTTCCCTATCTC 

AGTAGATGGAACGTACAATCGGGTTTTATAGTGAGACATTCCATTGCCCAGGGAGGGGCAGGAGACAGATGCCTTCCTC 

TTGTCTCAACTGCAAGAGGCATGCCTTCCTCTTATACTAATCCTCCTCAGCACAGACCCTTTACGGGTGTCGGGCTGGG 

GGACGGTCAGGTCTTTCCCTTCCCACGAGGCCATATTTCAGACTATCACATGGGGAGAAACCTTGAACAATACCTGGCT 

TTCCTAGGCAGAGGTCCCTGCAGCCTTCCGCAGTTTTTGTGTCCCTGGGTACTTGAGATTAGGGAGTGGTGATGACTCT 

TAAGGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACAACCCTTAATCCATTCAACCCTGAGTTTG 

ACACAGCACATATTTCAGAGAGCACGGGGTTGGGGGTAAGGTCACAGATTAACAGAATCTCAAGGCAG 

TTAGTGCAGAAC^AAATGGAGTCTCCTATGTCTACTTC 

TCCCCACACCCGAGATCTTTTAATATTCTAAC^TACTCTTATGTTCTAAATCAGTGACACTTAGAAAGAAATGTTGACT 

TGAACATCGAAGTACAGGTGCTAATTTGACCTAGCAGA^ 

TATCTAGG^TGGAAAATTCAAACAATAGAATC 

TTGGCCACCTGGCTTTAAGGGAAAGCTTAATGAGCATGTGATTCAGTGCGGGGACTGTTACCTCTCTTAATCCTAGAAA 
CATCATGGGAACCAGGTTTGCATCAGTAATGAATTTTTATAATGTGAATCTTTGATTTTCTTTCGCTGG 

TATTTGGAGATGCTATGTATGTGAGTTTAATCTCATTTTCCATTCCTTCTTGAAGCTTTCTAGGTTAACCACCTGAAAC 

AGTGGTTACTATAATCAGTAAAGATTTAT^ 

CAAACGTCATGTTTCAATATGATATGAATGCATCTCC^ 

CAATTTATGTAACACATATATTTCATTTCATCCAACTCCTAATAAGAGACCCCTAAATTAACCTTGAACTATGATTTAC 

ACCTTCTCAATATACAGTCAATAATTGAATTTAATGACTAACCAAGGACATTTTAGTCATTGCAACTGCTTA 

ATATGTAAAGGATTC^GGAATAAATAGAGGGGTCTCTCAGTATGAAGTTTAAATAAATACTTAATGATAAAAGAAAAAT 

TTGTCTGCAGTTTTTTTTTTTACAATTAACTTTTTACAAGTTATTATCCCCTTAGGCTCATTCCATTCTGCTCCCTTTG 

TTTTGAAACACTGTTATGACATACTACTGTCAGTAATC 

TACTGTTAAATATTACATCATTGAAGGGTTTAAATCCTAAGACGTATCTTTGATTTACC^GCCC^GCCCAACTTCCTAT 

TTGCTCTCTGCTC CATTTAGTAGATTTCATGCTGGTTGCTGGACTAAACAAGTCAAACACCTG CAAGGG CCCTCCATCT 

GTGGCC^GAAAAGTGTTGCTGGTGGTATATTTTTGATGTTTAGGAAGAAATATTGATCTGCTTAACTAAGATGGTCATA 

AGATAATATGGGGTTGTACTCATCTGATTCTC^CAAAACCCCAGGGTGCTCAGAACTATACTGATGTGTTGGAGATGCT 

ACTTAGGAAATTAGAGGACCAGCATGCATGTCCTTTGGAATGATGTATGCCACCCTATCATCTGCTTGGCCAACAACTT 

GAGCCAAGACACACCTGGGGTATCTTGGTACTACCTAGAGACCCTAGCTAATTTTGCCAGGGTGGATTGGTAGAATCCA 

AGGAAATAGTTTTGCAAGTGACACAATTGGTGGATGATATAATAAGATAATGAAGACTAAAATAATTTGAAGAAGGGAA 

ATGGAGATAATTTAGGCTAAGTTGTTCTATTTGCTATTCTTAGAAGTGTTTTCTTCACATTTAGAAGAAGAACAATTGA 

TTATAAAATCACTG CTTTGATGCATTAATTTGATCATTCTAAACAGGTGATGAATATTGTCTTATGTTATTTGC CTC CA 

TTACTTAATCTGACTATCATAGAATAGCTAAGAATACTTCTTAAGAATGAGAGTTTGCAACTACCAGTCACATAGGCCA 

GTATCTGTTAACAAAATGCTAGTAATTTTGTTCATTAAATTTTAAACATTAAATCTATTATTGCATTAAGACCTATTAA 

AATGGACAATAAGTAAGGGCCAGATATATCATGAGTAGAAGGAGTCCCTTTCTACTGAGAGCCTATGGAAAGGACAACT 

AGATTCCAGAAAAATCTGTTCAACTTCCAGGATGGCATACTAGGAGAAATAAATTGGGGGTCTAAAGAGTAATAAGCAG 

GAAAAAAATCTGGTTTTCTTTGAGGCAATGATTAGTTGAAGCCTACACAAATAAACCAATTACAACATTTTGACTGAAC 

TGAGAATAATTACACTGGTAGTCAACTCCTGGGGAAAAATTATGAAGTTCAGGCTGTAAGCTGTCTAGGCTTTTATTAA 

CTTGCATTGTTCTTAACTGATTACAGGCAAAAAGGTCAAAACATTTTGGCCTACCTAGGTAGCCAGATGGTCTAGAGAT 

AATTTCTTAATTACCAAATGACTGTGTTTTATAGTGTCCCTTAGGAAACCAAGTTTTAAAACTGTGTCTAAAGAGAACC 

TGATTTAATTTTTTGATGTTTCTTTTATTTTTGCTTGATTATATATTATAATCATTTTGTAAAAAAAAATCCAAACACT 

ACAGAAATATAACTTGGATGTTTATAATCTTCGCTTCTCTCTTAGATAACTATTTCTAAGAGTTTTTGTATACATATTT 

AGATTTTTGATACATGTAAATATATATAATCTTTTTTACTAAAATGGTAATTTACAACATGCTTTTAAACAAACTTTTT 

TTTTTACCTAAAATTTCTTAGCTATTTATGTCAGTACATGTTGCTCTATGAAGTTGTAAACAGAACAAAGCAGCGTGCT 

CCCCAAGAGGACTCTTAGATATTTGAAAGTAGCCCATAATGGTAAAGTAAATTCATTCCTGACTTTGCTTGAGGAAACT 

AACATCCTCTCCATCCTGCCTTGAGGACAAGTGTGTTCCTTCATGGCTGACACATATCTTGGCAGAGCACATGTGCTGC 

AACAGCACACAGTATGGGGTAGGAACAGGATTTGAGTGATTTACTAATCAAGTGTTGGCTAGAAGAGAGGAGACTTGTA 

CCACCCCGACCCTGCATCATGCCTCTTGCTCTCCTCTTTAGGGTGAATGTAAAGGGGAATCTGCCCAGTTGGGGTACAG 

ATAAACCTTTTGGTTACCAGACTGTTGGGGTTTAGATGTCAACTCTTTATAGGAATTGTCTAGGAAAGTCAGCTGTCC^ 

GGCTTGGAGACCTTAAGGAAGCATGGAAAGCTGCAGCTCCCTTTTTCCAGGAAAAGGCAGTCACCCGTCTTCTTGGAAG 

CTGTATTTCAGGGAGGCCTCTCC^GATGGGCTGGGGGACACTGCCAACTGTTAGCATATTGTCGA.GACGACCCAGCATG 

AGCTATCTAGGTCATGTTCAGACAGTACCACTCATGGTGTTCTCTTGCTTAAATCATTGTTCCTGAGTAGCCTTGAATA 

GTAACAAATGTGATATCTTGAC^TCATCTGGTGGTTGGGTGACAACTGTTTAATTTTCTAAC^C^GTTGGTTTCTGC^ 

TGCCTTTTCCCAAGTAATTTAGTATTGTCT^ 

AGCATAATGTTTGTCTACTTTAATTTTACATT^ 

ATCCATTTTCCTATGGATTTTTCATTTTGTAATATTTCTTTCCCATTTATAATCATATAACATATACATTTAATAAAAG 
TATATACAATATATATCAAGCATATATGGTATATATACTATAATTTTGTCTGTTTTCTACTTTCTTTCTACTTATGTCT 
ATTTTCTGTATTTTTTCCATATGGACATCATTTTTCACATTTAATGTCTTCTTAACATTACAGGGCAGTTCTAATTGTT 
AGAAGGCCTCCTTATACTGATGGCTAGTTTGACTCATTATAAAGTCAGTTATTGTTCTTGGTTTTATGTCTTAACAAGG 
CATCCCCTCCTCGAACCTTAGAGGAATTGATATCTGACTTCACATGCTCTAGGGGATGCCATGTAAAATTTTGTAGAAA 
TGTTTAGTATTCTGGCATGTGTGTCTCTAACTTTGTCAGATGATTAGAGATCTGTGATTAGTTAACAACCACACAGGAC 
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TGAATTAGCTTCCTTCCGTAACT^ 
TTATTAGAATTAGAGTCAAAATCTAATACAGGGCTOT 
ATCATAGGATCATCTGACCAAACAAGCTGTCTCAAATTC 
GGTAATATTAAAATACTGATACCTGGCCCCAGCCTG^ 

GCAAGGTACATC CAGAGTTGACAAC CAC TGGATTTGAAG C CAAAATGTATAGAATGTGAAACAGGTAAGCACTGTTGGA 
ACTACCGAGATAGAGACAAACACATTCCAGGCACTAGCCTCTGCTT^ 

CAGAAAGTTGCTTC C CAAATGAATACTTTTAAAAATTAAC CTGGTTTTTTCAGTA(^TAAGACAGGGTAAGGAGAAAAA 

GTTCACCTGGTTTTTAAAAACACTATTGTTT^ 

GTTTCTGCTTTGATAACACTGAAACCAAAGCTAGAGAGTAC^ 

AAATAAATTAATCATCGAATATTCATTAT^ 

ATATAAACCTCTAOTGGCAAACAACTTCGTAGTOAATTT 

TTCTTGCATTGCCTVATAAAATATGAGATTGGGGA^ 

ATCAGATTTCATTGCAGATCCAGAGTAGTAACACTGACAGA 

TGTCATTTTCTTTTGGCAGAGGAGAGATTGAGGAT^ 

GGGTTTGTTTTTATCCCCTTGCTTAACCAATCGT^ 

TCAACAACGATAGAAGGTGTAGGGATTCCAGCCACAGACAGAGCCTGAGAGAACA 

CAAGTAGCGCCTACTTTGTTTGAGTGGTATGTCCTCTGCAGTTCAAAATCCTTCAGTATCTCTTAATTAATTCATAGAC 
TATTTCCAGTGAGGTTTCACTGAGAATTCCTTAATGTCAA 

TTTACTTATGCAATGATTCTTTCACCAAATATGTATTGAAGGCTTATGATGTGCAAGACATGTC 

ACAATGATGAACAAAATTAATAGTTTCTTTCTACACAGTTTTTGGTTTATCAAATTTATT^ 

ATTAAGTGCATAAATAGTAAAAGAATCAAAGATGTGATTTC^ 

TTTTTAAATCCATGTATCATAGTGTATTAGAAGGCAAAATAATAAGAAAGCAGATCAGAAGTCAATATGGTCCAGTAAC 
AAGAATAAGGAGTCAGATTAGAGTCACATTAACGGTTCACATTTTCCTAGCTGTGGGACTGTAGGTCGTTATTTTCTTG 
TCTTATTTTGTCTTTCTGTTTTTCTTTCTTO 

GCTGGAATGC^TGGCACAAAGTCAGCTCACTGCAAACTCCGTTTCCTGGGTTCAAGCGATTTTCCTGCCT 
GAAAGTAGCTGGGATTACAAGCGCCGA.CCACCATGCCCAGCCATTT^ 

CCATGTTGGCCAGGCTGGTCTTGAGCTTCTGACCTCAGGTGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACA 
GACGTGAATTCTATAGGTCTCATTTGCACCATCTGCAAATGTGAACAATGGTATTGTGTTCATTTACCCATTCAGCCAA 
CTTTTCCTGAACATCTCTTAAGTATAGGGTTCAGAGATATGGT^ 

TCCAATAAAGTGAGTCACACAC^TTTTGGTTTTCCAGTACATACAAAAGTTATGTTTACACTATAGTCTATTA^ 

CAATAGCATGTCTAGAAGACAACGTGCATACCTTAATTTTAAAATATTGCCTTGCTAAAAAGTGCTTATGATCATCTGA 

GCCTTCAGCAAGTAGTAATCTTTTTGCTGGTGGGAAGTCTTGCCTTGACGTTGATGGCTACTGATTGATCAGGGTGGCG 

GTTGCTGAAGGTCAGAGAAGCTGTAGCAATTTCTTAAAACCAGGCAACAATAAAGTTTACCAGATTTATTGACTTTTCT 

CTTCATAAAAGACTTCTCTGCAACATGTAATATACTGTTTGATAGGATTTTACCGAATGTAGAACTTTCAAAATTOT 

ACAATCCTCTGAAACCCAACTGCTGCTGTATCAGCTAAGTTTAT^ 

TTTTTATAGCATCTTTACCATTAGTAGATTTCATCTTGAGAAACCACTTTCTTTGCTCATCTATAAGAAGTAACTGCTC 
ATCTCTTTGTTGCTGAGATTGCAGCAATTCAGTCACA^ 

ACCATATCTGCAGTTAATTCCTTCACTTGAACCCTTCAAAGTTATCCATGAGGGTTGGAATCAACTTTTCTCAAACTCC 
TGGTAATGTTGATATTTTGACCTCCTCCCATGAATCATGAATGTTCTTAATGGCATCTAGAATGGTGACTCCTATCCAG 
ATTTTTAATTTTCTTTATCCATATACATCAGAAGAATCACTGTAGAAAGTAGCCTTCCCAAATGTATTTCTTAAATA^ 
AAGACTTGAAATACTCTTTGAATCATGGCTGCAGAAAGAATGTTC 

tgtattagtctgttttcatgctgttgataaagaaatacccgagactgggaagaaaaagaggtttaatggactcagctcc 

acatggctaggaaggactcacagtcatggcggagggcaaggaggagcaagtcacatcttacatggatggcagcaagcaa 

agagagagcttgtgcagggaaactcccatttttaaagccatcagatcttatgagactcatttactatcaggagaatagc 

acaggaaagagctgcccccataattgaatcacctcccactgggtttcccccacgacacatgggaattg^ 

attcaggatgagatttggatggggacacagccaaaccatatcattccacccctggtacctcccaaatctcatatcctca 

catttcaaaaccaatcatgcctccccaacagtctcccaaagtcttaact 

cctac^tctc^tctgagacaaggggagtcccttctacctatgagcctgtaaaatcaaaagtaagttagttacttcctag 
atacaatgggggtacaggcattgggtaaataccattcca^ 

atggaagtccaaaatccagcagggcagtcaaatcttaaagctccaaaatgatctcctttaactccatgtctca 

ggtcatgttaacgcaaagggtgggttcccatggtcttgggcggctccacccctgtggctctgcag 

cctggctgttttcacaggctggtgttgagtgtctgctgcttttccacacatggcgcaaactgtcagtgga 

ctggcatctggaggatggtagccctcttctaacagctccactagacagtgccctagtagggactctgtgtgggggctcc 

aaccccacatttcccttccacagtgccatagcagaggot 

gcatcctggcatttccatacatcctatgaaatctaggcagaggt^ 

aggctcaacacgacatggaagttgccaagcttggggtttgcaccctctgaatccatggcc 

ttttagtcacagctgaagtggctgggacacaggggaccaagtccctagcctgtacacagca 

ccc^tgaaaccatttttttcctcctaggcctccagg 

ggagacattttcctcgttgtcttggggttaacaattggt^ 

tctccacagaaaatgggattttcttttctatcgcattgtcaggctgcaaattttccaaac 
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TATAAAACTGAATGCCTTTAACG^ 

CCTAAGTCACCTCCCTCAAGTTCAAAGTTCCACAGATCTCTAG 

CATAACAAGAGTGACTTTTGCTCCAGTTCCCAJ^^ 

GTTCATATCACTGTGAGCATTTTTGTC^^ 

TCTTCTTCTAAGCCCTCCTAACTGTTCCAACCTC 

TTTTCGGCACTGCACCACTCTACTGGTACCA 

GACTGGGGAGAAAAAGAGGTTTAATAGGCTTACAATTCCACAGGGCTGGGGAGGCCTCACAATCATGGCGGAAGGCTAG 

GAGGAGCAAGTCACGTCTTACATGGATGGCGGCAGGCAAAGAGAGAGCTTATGCAGGGAAACTTCTGTTTTTAAAACCA 

TCAGATTTTGTAAGACTCATTTACTATCATGAGAATGCTGCAGGAAAGACCTGTCCCCCATAATTCAATO^CCTCCTAC 

CAGGTTTCTCCCACGACATGTGGGAATTGTGGGAGTTACJ^ 

TCATGTATCCATCAGAACTCTTGGATGACCAGGTGC^ 

GAGCAGTAGTTCTCAACAGTGTGCTTAAAATATCTAGTAAATCATGCTGTCAACAGATGTGCTGCCATCTAGGCTTTGC 
TGTTTCAGGCACAAGCACAGGCAGAATAGATTTGGTC 

ATTGGCTTCAACTTAAAGCCCTCAGCTGCATTAGCCCCTAACAAGAGGATCAGCCTGTCTTTTGAATCTTTGAAGCC^ 

ACATTGACTTATTCTTTCTAGTTGTGAAAGTGCTAAATGGCATCTTCTTCCAATAAAAGTTTGTTTTGTCTACATTTGA 
AATTTGTTGTTTAATGTAGTTTCAATGATC 

TGCATTTTTGTGTTGTGGAGATGGCATTTTCCTTAAACCTCATGAGACAGTCTCTGCTGGCTTCAACCTTTTCTTCTGC 

AGCTTCCTCATCTCTATCAATCTTTATAGAATTGAAGAGAGTTAAGGCCTTGTTCTGAATTAGGCTTTTCTTAAGGGAA 
TGTTGTGGCTGGTTTGATCTTCTATCCAGACTACTC^^ 

CATTTGTATTCACTGGAGTAGCACTTTTTATTTC 

AAGAGGCCTAGCTTTCTGTCTGTCTTGACTTTTGACATGCCTTACTAAGCAAGCTTAATCTTTTCTAGCTTTTTATTTA 

AAGTAAGAGATGTGCTGC'TCTTCACCTCACTTGAACACTTAGAGGTCATTGTATTAATTGACCTAATCTCAATATTGCT 

GTGTCTCAGGGATGGGGAGGACTGAGGAGAAAGAGAGAGATAGGGAATGGCCAGTTGGTGGAGCAGTCAGAACACCCAT 

TAATTGAGTTTGCCATCTTATATAGGCATGGCTTATGGTACTCCTAAACAATTA(^TAGTAACATCAACAATCAGC^ 

TTACAGATCACCATAATAGGTATTAAAATAATTTTAAAAGTTTGAAATATTGCAAGAATTATCAAAATGTGATACAGAG 
ACATGAAGTGAGCACATGCTGTTAGAAAAATGGTACCCAT^ 

AAAAAAAAAAAAAAAGCCATCTCTGCAAAGCACAACAAAAC 

TTGCTATTTAAAAGAGAAAATCTGTTAAGCCATAGTCCTTGTCCTCATGATTCTTAC^GTTTGGACTGGAAGAAAATCT 
TTAGGAGTAAAGACATTAAATGTGATGAATGTTTTTGTGTTGGCCTTTTACCTATTTATTCTCAGACCACATATTGCCC 
TTTCTCTGCCCTTTATAGTTGGAGGCTACGCTCTGAAGGCTGTGGTCTCAAGACTTCCATGTCCTTTGTTAGATAGATG 
TAGCACATTGGAGGCACTGGTGGACATTTGGGGAGAGGCAGAAAGAG^ 

GGCAGCACCTCAGGCAGTAGCTGTGTCTCCTCCATGGCTTCACCCTTAGCTAGGTGACCCTAATCCTTGCATACATCAG 
CCCTCCTTTTTAGCTCTAGTCCAGGGGCGGTAGTTGCTTCCTGTTGTTTCTAACCCCTAAGTTGCCTCACAGTCCCCTA 
TTTGGCATTTCAACTCTTCCATCACCAGTGCAATGAATCAGATCTATTAAATACACTACTTTTAAAATGCATAGAGTGT 
TTCTTTTAGCTTAGTCGGAAGCTGTTTGATAAAGCCTTGATAGGAGTGGCAGAGGCGGATCTTATGTTAGAAGTAGTCA 
ATGAAGGTTTACTGAGAAAGTAAAATTTAGGCTAAAACCTCAAGTGTGAATATAAATGTATCAATGGAGAGGGGAAGAA 
TATTCTAGATCAGAAGTGTCCAATCTTCTGTCTTCCCTGGGCCACAATGGAAGAATTGTCTTGGGCTACACAGAAAATA 
CAC TAAGAATAGCTGATGAACTAAAAAAAAGAATCACAAACAAAAAATCTCAA.TGTTTTA^ 

GTTGGGCCACATTCAAGGCCGTCCTGGGCCTCATGGATTGGACAAGGTTTTTCTAGATCATGTGCAATGGGAAGGAAAA 

TGAGGCATATTTTAGAAACTAAAGATGTAGACAACTGGAATGTGACATACAAGAGAAAGAAGGTCAAGAATGTTTGAGG 

GCTGTCAAGCTCATTGGAAGACATTACAGTGGAATGACATGGGCATTTGTGTTTTTTAAAGTCAGTGGCTGCATTGTAT 

AGAATTACTTGGGATGCAAGCAGGGAACCATTTAGAAGATTATTACAGACAGCGGTGTTGGTATGGAGCAGAATGATAG 

CAGAGGCAATGGAGGAAAGTGAGCTTATCTGAGAGATAGAGGTAGGAGGTGGAGTCTGCATGTCTTGGTAATTGAGAGA 

CTCTGTGAAACAAGATTGAGGAAAGGGTTAGGATTATTTTCAGGATTCAAAACAGAGCAACTGGGTAGCTGAGGTTCTA 

ATCACAGTGAGAAGGAATATTGGAGAAGGAAGAGTTCCATGGTTGAACTTCAGGTATATGTCGGTTATCCCCAGGGAGA 

GCTGTCCAGGAGTCAGGTGCGCTGTATGTGTCTGGAGCTCAGGAGGCAGATGCAGACCAAAGAAA.TTGATGGGGAGCTA 

TCCATCTACAGATGGTCATAGAAGTTATTTGAGTCAATAAAATCAACTAAAGGGGGTGCAAGATTAGGAGAACAAGAGA 

GTCCTGTCTCAAGCCTAAGAACTGCCAATATTTGAAGACAAAGCTGAAATGAAAGACATGAACAGAGACTTAAGAAG^ 

AACCAAGAAAGTTAGGTGCTATGGAAGCCAAAGGAAAGGAGTGTTTCAGAAAGGAGGGAGTGGCC^TAGCTTCAGAAA 
TGTTGATTGGTTTAGTGAAACACAAGTCAGTTGGTGACC 

TTGAAGTGGGTTGAGGTGTAAGTACAAAGGGAGAATCAAGATAGTGAATATAAAGAAAATTATTTCAAGAAATTATGCT 

CAGAGTGAGGAGGAGGTAAGAAGTATCTGGATAGGGAAGTAGGAATTGAGAGGGATCTTATTTTGTACAGTGAAAAATA 
AGTGCTTATGGAAAAGATTTGGTAAAGAGGAGGAAAAGAGT^ 

AGAAGGACAAAGAACCAAAGCACAGGTGGAAGGATTTGCCCGAGTTGGTAACAGGAGGGAAAATGGAAATGATGACTGT 
GGGAGTAGATGTGTTTGTCATTTTGATGGCTGGACATGGAGAATGTTCCTTTTTGATGGTTACTATTTTCTCTTTGAGT 
AGGAATATCATCTGCTGTGTGTGGGAAGTGGGGACTCAAGTATTTGAGAAGAAAGAAGAAGGACGTTTGCTGTAGTCTT 
TGCAGAAAATGAAAGTGATTTGATTAATAGTTGTTAGAATTTAAAAATGTGTGCACAGTGTTTGGGTTAAAGTTGTTTT 
TAAAAAACCAGCCACCTTGCCTTTTATTCTTTATGCTGTGAAACCTCTTTAGAGCACTCAGTCACCTTTTGGCCACTAG 
ATGGACACAGTGTACTCAGTGCTAAACTGCTGACCCACCAGGTTCCTTTTGTTACCAGCCAATACTGACAGAGTGATTG 
AGTTGTGAACTTATTGTTATGAATTGAAACTTATTTTAGAGAAAAAATCTTAAATAACACATTCCATCTTACTTATAGT 
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TCATAGGTC^GAGAAAGACTGTGGTGCTAOftAAAAC^^ 

GTAACATGC TATCTCTTTGAAATTTTTTGC CTTAAAAATG CTAATCAGTTGG CACAAGGCGATCATTTACATAGTCAGA 
ATAGAGCTTTTGGTTTAGCATTTTATCTTAAAATAAGGCAGAAATGGCATTC 

AC CCAAGTGGTGGAAAAATAAC TGCTAAATGGCAAACACAT^ CTTCCATTTGGTAGA 

GATATGTGTGCCCTTGGGTAGCTGGAATGTTAGCTACT 

AGTGTTGTACAAATTGAAGTGATTCAAGGAAAT^ 

ATGGGGGTGGACCATAAAGTAGGTGGTTTTTTTTTTC^ 

CAACATAAGACTTCAGACTGAGAAAACCTACATAATTTAACCi^ 

AGTGTTGTTCTTTTGGTTCCTAAACTAAAATCATTTGATACATTTCTCTGTCCTATC 

GTAAAGATATTTGTGGCAGG TAAGAAGAGGGAGTTAAGTAAGGGAGTTTAATATGAAAAATTCATATAAAGG CTC CAAG 

GTTAAATAAGGAATACTTTTGCACAATGGGTTCAAGGTTTTACTGGGTAGA 

GAAGGAATCGATTTGGGAGAAAAACTATATCTGCT^^ 

CTGGGCCTC^CATTTCTTGGTAATGAACCTAGATTTGGAGTGATCAAATAATTTGCTGTCTCAAGTAG 
ACTATTACTAACTTCAC^^GAAGACAGGCATAAACCCA 
GATGCTGGAACACTCTGGGTGAAGGGCATTAATGCTGTTCACA 
TTATGCAT&tfUUVGCATTGTTCTTTGAT^ 

CAGAAGACAACATGTGGATGGGAGGCAGAAAATTATAACAGACTCACCTGGGGAGCAGTTTTTTGTTGTTGT 

CCCTAGCTGCTGGGAATGGTGGCTCACTCCTGTAATCCCAGTGCTTTGGGAGGCCAAGGCGGGAGGATCACTTGAGCCC 

AGAAGTTCAAGACTAGCCTAGGCAACTTAGCAAGACCCCATCTCTACAA^ 

GGATACACCTGTAGTATCAGCTACTCAGGAGGCTGAAATC 

TGTGCCACTGCACTCTAGCCTGGATGTCCTTCCA 

ACATTATTCTACATTCTTCCTTTTTACTCTCCAT^ 

AAAAGAGTGTTCTTTGAATTGTGGCTGCAATTATTTCTGTTGCAAACTTTAGTGTATO 

GTAATACC(^GATGTATTGAAAATTCAAAAGACTTCATTGCCAGCTC^CCTGCACTCTCAAGCACTGCTTACTAAGGG 

AGTAACAATGGGAAGAGACAGGTGTGAGAACAGACCCCAGAGCCAGGGAAATGT^ 

TCTCCTCATC^GTGTGGTTGAGGGAATATTGGGG 

AAGCTTATTGTCAAAAACCTTATGAAAGGTTAGAGAA^^ 

GAACATCCGTGTGTCAGCCTGCTTTGAATAAAGAAATACACGTCTTCTTAAAATCTGCCCCTGACTACGATGAG^ 

TTGTTTCAGCTTATTTTGACTAATTAGGCTGAGGTTACAAACCACCCTGATATTTCAGTTGCTACAGCCACAGTCTTAT 

TTCTTGCTCTCATTACTTGTTCTTGGCTGGATGATATTGATATGTTCGTTTTGTTCTGGAACCAACCCTAAATGAGCTG 

CCCATCCTGAGAAGGCAGAAGAAATTGGGAGATGGCAGGGGCACACAGTC 

ACAGATCTCTTCCATGCACATGCCATTGGCCAAAGTGGGTT^ 

TCCTGGCACAATAATGGGCTTGGAAAGCTGTTAAACATTTC^ 

AAGTACTTAAAGTTTTTTACATACAT^^ 

TACTATTCCTTTTCTTCTTAGCTGTC^ 

GTTTACTTGTCTCTCTCCTTCCCTCAGTGGTGGGCCCTTGGAGGGCAGGAGCAATGTGATATTCATCCATGAGACCCAA 
GTGTGTGATTGGTGCACAATGGACACCCTAAAAAGTGTTTATTGATAATTAATGAATTAATAGCTAAATGAGGGAGTGT 
TTTCTTTACCTTCCCTACACTCACCTTTTC 

CTTGAAGAATAACTAGAAGGTTACCAGATGAGAAAGTACAGGGAGGTAAATCAGGGAAGAACAGCTGATAGATTCAGTT 
GTAGCCATGTTGAGTGAAGGTAAGATTCTTGGATTTTGCTTCATGAACTCGAAAGTCTACATAACATCAATCTTGGCCA 
CTGCCAAGTCTGACCCATCTCACAGCACCAGAGGATTGGGGTA 

CTGACCCTCATTAGGTTCCCCAAAAATCAAATCTCTAATGCACCTGCATGGATGCTGCAAAGGAATGTGCACTAAAGG 
ATGTGAAAGCGATAACTATTTTTCATTATTTC^ 

TCTAAACAGAGCGTGAACCTCTGACATTGACTCTGGAAATTACACACATTTTGTTTTACTA 

ACCGAAGAGAAAAGAGGCAGAAAGACTGGCTAGAACACAG CAGAACTTACCCATTAATGTAATGGAGTTTGAGCC TTTC 

TCAATGATGCCTGTGGGGAGCTCCGTACTAGTAATATCTCAAGGATATTGCCATTGTTCAAACATTTCAGGGATTCCCC 
TCTTGAACTTACCTTCAAAAGAGCCTTTGCTACATC 

TATCTAGTTCTATGAAGCTGCCAAAAGTCCTTTGGCATTAAGCCTGATGATTAAAGTTGATGATCCAGTTAGC 

TATTTTGAGTCAAAATGAGAAGTAACTATAAAATTAAGAGG CAGTTTTCTTATG CACACTGGAAGTG C CCTGTAATG AT 

AATTCCC^UVAGAGAATGTCAAAAATGTCTTTAATCCTAATAGAATTCACTATATTTT^ 

GAAACATTGGTTTGAATTTGCATATGGTATACATGTTTGAAGAATCACTCTTGTTACTATATAGGTAACA 

GTTAAAATTATCAAGTTACTTAAGTACTTATAA 

TAC^TAAAAGATTGTATATGTTATATAATATATGTGT^ 

ATTTTTAATTAAAACATTTTCACATTACGCTTTCTTAAACAATTGCCTCTG^ 
ATATTAGCTCAGTTATTTAGTTACTC 

CAGGTATGTATGACCATGGGGCAGACAAAAGACTGCTTTAAAAATCACTGATC 

GTATTTCTAGCCATCAAAAAGAAATTATATTGTG 

TTTCCCCTITATAGGTAGGTAAATAAATAAATAAAT^ 

TCTGCTAATCTGAAGCATTTGATTAAGACTGGATTT^ 

AITCTGTTAACTGTGTTATTTTTGTCTGTATTA^ 
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GAAGTCTTCTTAAATTCTGATTAAATAATCGACT^ 
GCAGTTCAGCCTGCATAGGGTCAATTTAATAC 

C^TAAGCCAGATGAAC^TATATGTC^GTACCATTGGGGGAGTATTTGCCAGCATAAACTGGATATGOT 

ATGAAAAATGTGGTACTGAATGATTCTTCCTTC 

GTAAATAAAACCTAGGTTTTTTCATAATAT^ 

GAATTCAGGTTTAGTGCTTCGTAAAGAGTTGAAAATAGTTCCTGGTAGGTAAGTAAATTGTGGTGGGAAGGACAGGACA 

TTCTCTAAAAGTGCTTGGTTTTAGAGATGTTO 

CAGTTTTACTTGAAAGGCCTTCAGATTAAATACT^^ 

GGATTGTCAAACTGGAGAATGCTTGCCCCATCTGAAGGAGATAGCTGGCAATATGTAGGGAGGGGAACTCTAGG 

TTGTTTGTTTGTTTGTTTGTTTTO 

CTGCAAGCTCCGCCTCCCAGGTTCATGCCATTCTC 

CACGCCCGGCTAATTTTTTGTGTTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGTTCTCCTGACC 

TCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCGCGCCCGACTGGGAACTGAAGGT 

TTTAAACCTCCTAAACATTCAAAAGAAGCCCAAATCTCAACTTTAATGTGACATTTTCTGTGTGCTTTAAATGTTGGAT 

CAAAAGGAAAAACAAAATTAAAAATATGTTGGACAAACTCAGGCCTGCTGTCCATATTTGATCCAAGGAGGA 

ACCCACTCTATCCTACACCTTTCAGGTCATAGCATTTTCCTTTGTTATCTTTCGGCATTAATGTCAT 

CCATATCTATGAGCAAGGCCCAAGGTCTGTAGCCAAGCCCAGGGTTTGCATGTGATATCTTTAGAAAAACCCCAGAGAA 

GCTTTCTCTTGTTTTCTCACTATGCTGTAAGTATGAATAGCCCAAAGCAAAAAAGACAAGTACCCTGACTATCATGATC 

TTCTAAGTATTCATGGAGCTCGCTAAAATTATAGTTCCCTGTGAAGAGCGTGTCGTTGCAGAAAAGCACTGGAGAGTGG 

GCTTAGATACCTTCCTGTTTGATCTCAATAGTTTAATGTTTAeTAGCTCACTGAGAAGAGACTGCCACCTTAGTGTTAC 

CCTCTTGTACCACCCTAAACAAGTCATTTATTTCTCTTGTTTTCTCTCTTTAAAAAAATTTCCATATGAAATTCTGTGA 

GACTGGTTATCTCTTAGACTGTATGACAGCAAAAATATAAGCAAGGGTTAAATTTCAAATGCATCCACTCTGCTCATAC 
ACATTTGTGATTTAAAAAACACACTTC^ 

TGTTCATGATGGCAAAATAATCACGTTAAATAAATTCTAGATACTGCACTCTTATTATTAATAATAGCAATGATATTGT 
TAGTTCAGATGACCCGGCCTTTTCTGTCTCCATATAATCACACTATTGATTTTCCAGTATTGGAAAGGAGAACGAGAGA 
GTACATGCTTTTATTTCTAAATGGAACATGCTGTTCAGGAATTCTGCCATTTCTTTTATGGAAATAAAAAATAAA^ 
AAACATATGCC^TCTTTGAAGGTAACATTATGTAAGCCTTTGAGTATAACATTTGCTGTCTTTATCTATTTCTTTGTGT 
• CTATTCATAAGAAAAATGATCAGATTGTCAAATTC 

CGTCTGCCTGGAATGAGATTAGCAAAAGAGTCGTTGTGTAAACTGAATTAGTTTACTTCATGCGAGCATTGATTTTACA 

TTCCCTGAACTCTTATAACATTTTATGTTTGAGCCACACAGTAGGTACTATCTCACATTGACTGAGAATTTATTGTGTT 

TAAGTCATTTCTTCTAAAAAGTATTGTAAGCTTTGTGAGGACAGGGGCCATTTTATTTTTCTCTTGTATCTGTTGAAAT 

TTCCCACTCTGCTGGGTT'TTTCTAAGGTCAAAATAAATTAGAATTAAGTGATTGACTTTTTAATGTTGTATAGTC 

GAAAAGGTTAAAAAGAGTTGCTTTTCGTAGCAAGATGGTATGGGCCAATGACTTCTACCAACACCTAATTCGGTGATAT 

AAATGATATACTCTTAGCTTGGGCTTTTCCTCTGTGAACTTCTATGGCAATTGGGTGTGGACAAATGGGTCCTTGAAGA 

TATTTTGAAAATTTCCCCAACAAGAACCCAGTGCTTAATGACCCTCTACTGCCAGGTAACCTTCCTAGGTTGCTGCACC 

TATTCCCTCTGCTTTTCTTTAAAATCACATACTTTTATATTTCCTAAGAGAAGGTAGAATGTAATAGGCATCATTAATT 

TTTGCAGAAAGTCTCCAAAACATGTTGTTAAATC^CCGCTGTCTTCTTACCTCCAGGCAAAAAGGTACCAAC 

AATATTTGTTCACTCACATTATGTGCTCCTGTGAATTTTCTCTGGGTGTCACTCTTCACAGTGAGTATGAGCTCTCATT 

TAATCTCTTTCAAGGGAAAATGAGCTCAAAGACCCTGATGTTGCAACTTGACCTCCTTGAGTTTGTATTAAGCTGTTAA 

CTTGCTGATTTGTCCCTAGTTTATCTATTATGAAAACTTGGATGTTGTCAAACCACATTTTCATTCCCCAGTCTGTGTT 

CACTATTTGATGTTCCCCACAAGTTACACTGCCTTGGTCTCAACTAAATTGGTTTTCTATATTACAAAGTCAATTTAAT 

ATCTGAATGATCTTCCAAGATACTGCCTATAATTTCTTTTACTTCTCTCTCAC^U^AGCCTTATCTTTCATTAATAAAAA 

ATGGTCCCAAAGCCCATTGTTATCATTTGCATTTCCCACTTTACACAAAACTAGCCATAATCTCACTATCACTTGTCTG 
GTAACTCAGGAATATGCTGTATAAATAGTGTATT^ 

AATGGATGTGTGAATTGGATAAAAATACTATTAAGTGTGT^ 

AAAGACTAAATATTTGCCTGGATGGAAGACCGTTCATCCAATCAAACAAATATACAGAAACATAAAGAGATAGTAAATA 
CACTGGAATGCAAAGTGAGAGTCAATAGTTATT^ 

TAGAATTGGATGGTAGAGGCCCAAGGGTGATGGCATGTAAATGAAGAATATGTGAGGAATTCTGTCTTAAGCCTTATTC 
ATAGATGTACAGCAGAGAAATTAAGCTGACTGACATTCTGTGCCCTGCAATCGTCATATCACACCTGGGGTGTGGGATT 
CATTTCAGATACCACAGGTTAAGAGGAAATCAACAA^ 

CTGGGAATCATGATGTCTTCGGAACTGCCAAAAGAACCGAGACTGATGTGGCCTGGAAAAGGGAGAGAATAAAAACTCC 
TGSTTAGATAATCTGAGGTTTTCATAT^^ 

TGGGAGGCCAAGGC^GGTGTATCGCTGGAGTCGAGGAGTTCAGGACCAGCCTGGGCAACATGGTGAATCACTGTCTCTC 
CTAAAAATTTTTAAAAAATTAGCTTGTGC^ 

TTGCTGGAGCCCAGGCTGTGGAGGCTGCAATGAGCCGAGATCACACTACTGCACTTCTGCCTGGGTGACAGAGTGAGAC 

CCTGCTTCTAAATAAATAAATAAGACTCAGGCTTGTTTTTGAATGACTATGATCAAAGAATAGCACTTTTAGAAAGGTG 

AAATTTAGTTTGATACAAAGAACTTTTGAAT^^ 

TGCTCAAAGATAAGCATTTAAATCTGCTCAAAGATAAGC^ 

TGTTTTTCCTTCAAGGCTGTTCATGCATTAGGGGAAGACTGAATTTCCCATGGCTTCTAATGAACCTTTTAACTATGAG 
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GATCTGITACATGAAAAXTTTTTTTTTCAAGATGGAG 

CGGCTCACCACAACCTCCGCCTCCCAGGTT^ 

ACACGACTATGC^CAGCTAATTTTGTATT^ 

CAACCTCAGATGATCTGCCCGCCTCAGCCTC 

GAAAAATTCTTAGAATAGTGCTTGATGGC^CCAAGT^ 

TATTCTATGCATTTGTAACTGATTATTTTTTGGATGGGAATAAGTA 

GCTAAATAATTAAGGTAGTTAGTAAGGTCTTAGGCTACT 

TCCATTATTGCCTTTACATTCTATGTTACCT^ 

GCTAAATCACAATTGCATATATTAAATTATC^ 

GAAAAAATGAAT CTCTTT CATTAATTAAGAGAG ATGTTT C AG TTTAG AAACTTACAGAATCTTAATGGTTAAGCTCTAG 
GTGACGTTAGCTTCATTGGATTATTTTCTCAGGTGACAGATTTGCTAC^TCTTAGGATGGCAGCTAATATCTATTGAAG 
GTATTCATTCATTCACTCACTTCCTAATO 
- TACCTCTACAGAGTGTTTTCTACCCTO 
ATGTCCCCTATATCCCAACCCGAAGGGCT 

GCTCCTTCCCTGCTGTATTTTCCTCTGTATCAGTTATCATTTCTCTTATATATTTTACTTACTATGTCCATTTACCTAT 
CTCTACTGGAATGTCAGCTCCATAAAGGCAGGAATATTTC 

TAGTAACTTGATAAATATTTGTTGAATGAGTGAATAAGG C CTAAGTGTC ATGGAAACTGATAC CAGAAAGGTGTTATTT 

CTTCCCCAGGGTTACCGAAGCCATTTATGGCAGCGCAGCATTGTGACCCAAAGTCACTT 

GATTCTTTTTTTTTTTTTTT^ 

ACTGC^CCTCTGGCTCCCAGGGTTCAAGC^TTCTCCTGCCTCAGCCTCCGAGGTAGCTGGGATTAa^GGTGTGTGCC 

ACCATGC^CAGCTAATTTTTGTATTT^ 

CTCAAGTAATCCACCC^CGTCGGCTTCCCAAAGTGCT^ 

CATTCTTGATCTCTCCCTGCAAGCAAATAACTTTGAAATTATGCTGAATAAACTCAGGGATCTAGAGATATTTGACAAT 

GACAATGATATTTCACTGCTGTATGGATTTAAATACAAGGAGACAACTTTTGTATCATTTAC^ 

GGTCAATATTTGCCTGCCTAATTTATCTCCATGTGGATCACTTTTGTTTCTTTTCTAGATGTATTCAAT 

TTATTATGAGTTTCTCTATTATTTGTTTTTTTTTCCTTGGATCATTGATGCAGACCCTAGAAGAGGTGGAGTACAGA^ 

TAGATTTGGAGAAGCAATAATGAGTAAGCCTCAGTC 

AAGTGTGCAGTTCCAGAGC CAGAAGATAACCAGATAATTTATAAT CCAAGCAATAATATTGCAAAAGTAA 
CTATTTAATCATCATTCCAGGGCAATAGCTGTATACTATTCAGACAAACTGAAGAGTAAAGTCCCCTAGTTTAAAAACT 
CGACAAACGTAAAATATGCTTGCACATCTTTTTAGTAATAAATATTTACCTTGCATCTACTATTTTCAGAGACACATAC 
TAGGCACTGTAGCAATATATATAGAACAGTGTAC^^ 

TTGTGGTTCAGAATTCACTTTAGGACAGAGAACATTAAAAATACAATAAA^ 

AAGCTTGATGTGATGTTAGCCAGCCAC^GGTTTCCAACAGAATTACTGATATGATTTGGCTGTGTACCCACCCATATC 
TCATCTTGAATCCTAGTTGC CATTGAATTATAGTTCATTTCTATAATTCCTATAGTTC CAATTTTATAGTTC AG CCAAC 
AATCCCCATGTGTTGTGGGAGGGACCCGGTGGGAGGTAACTGAATCATAGGAGC^GTTTCCCCC^TGCAGCTGTCGTGA 
TAGTGAGTTTCTCATGAGATCTGCTGGTTTTATAAGCTTCTAGTGTTTCCCCTGCTGGCACTCATTCTCTCTCCTGCCA 
CCCTGTGAAGAGGTGCCTTCTGCCATGATTGTAAGTTTCCT 

ACCTCTTTTCTTTATAAATTACCCAGTCTCAGGCATTTCTTCATAGCAGCATGAGAACAGACTAATACGCTGATGCTGT 
ACCACTTTTATTTCTATCTCATAATATTGTC^TTGAAATCAGTCCTGTCTTGATGCATGAATTGCACA 

CTGGCTGGCTGGTTGGGGTAGAAAAATGAATTGA^^^ 

GC(^^GACCCCTCCTCTTTGCTGAACTAGCTAGTTGA(^GAGTAAGAACTTGCAGCATGATTATTTTTTATCTTACAA 

CTTTATAATGATACATTTGGTTATTTGGAAATAAGTTTAAAGTGTTTTAATTCTTTCCACTGGTTCCTACTGTTGGAAA 

TTCTTTTGCAGCTGAATATTGGCAACCGTTTGTATCTTGGCT^AGTAGACTATGCTTTTTAAGGATGAAAGTGTGGGAAG 

TAGTATAGGAC^TCTGTCGAAGAAGTCATGTTGTCAAAGCCTGTTGTGTATATTAAACTCATTO 

CATTCTAAAGCAAAATGCCACTCCATTTAACATTCAAAC^ 

CCTGAAATTTCAATGAATGAGCATCATTT^^ 

TAATAGGTTTGTTGAGATAAGATTACCAGTAGCTAAGGGCTO 

GTACCTGTTAAATGGCACTTGGACCAGGCCTAATT^ 

AGATACCTGATTCACTAACTTCCTCTTCTAAGGT^ 

CTTGCCTTTATGTGACCAACGGGTTTCTGTTGGGOT 

AACCGCTCTCAAAGAGGCTCCATTAGCTGGAGAATAAAGCATTTTTAAAAAGATGAGACCTTATO 

AACTTACCTGCTTATAAAAAGAAAACAGTTGATTGAOT 

TGACTAGCTGATTTATGGGATTTTATGTTCTOT 

TGAGAGATTAGGTC^tGCTAATAAAATTTCTO 

ATGTTTGTTTCAGTTGATGAAGACTTTTGTTTC^^ 

AATATCATTATTTTAATGGATTCATGATATTCACATTGATTGGCTATTCCTTATTTTAAGTAGTTGGGCATT 
TTTAC^TCTTTTTATTATTTT^ 

TCTGACTGTAGCGATOGTGTGTAAGACTGCAAAGTGTA 
TGTATGAAC^TAAGTAGCTGACCCTTAATAGAAGAGT^ 
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GAGCTTGATTAAATAATGGCATTATACTGAGCTTATTCAAGTATTTGGATAACTTTTCTTTACTGAACTGAAACTGATA 

GCCCAGGCAGGCACATCTCCAACACCT 

ATGTTCCTTTGGGCACTCTTTGCAAAGTAT^ 

CAGTTGTCAAATATTTATAATTATTATTC 

GGAGCATCAGGACCTTACAATTTCAGCTATCTTGTTCAATAAGCAAATGTTGTTTTAG 

AGAAGGCAGAATTCGTGCCCTCAAGAAAAGTCATGGGGAAGAGTTGTAAATGCATGAACAGCTATGAAACAGTGTGGTA 
AAGTCATGTGAGTTGGCAAAATAGATGAGAGGCTTCTAAGTAA 
CGCTTAAAAGGAATTAGCCAGCCAGAGAAGAAAGAGAWU^ 
TGGGCCAGAAGAACAGACTGTGTACAGGAAAGAGAGTAC^ 

CAAAACAATAGAGCATCTCTGTGCTGAGTATTGGAATTTAAATTTTGAACTTCATTACTAAATAATGTGGAACTATTGG 
ATAATTTCAAGCA^GGACTCACATGTTCATGTC 

GGTAAGTGAAGGATAGATTTGAGGAGGAAAAAATGGAAATATT^CTCTAGGCAAAACATAGGGGGAAAGATAATTGAG 
AGAGATTAAAGAATGTGTAGAGAGGTAGAAGATATAGTCTGGTCTCTGGAATCAGATGAATTGGTTCCTAACTCTGACT 
CC^CCACTTAACACTCTATGTGACCTTGGGTATATATCTTATeCCTC^GTGTCTTGTTTTTCTCATCTGAAAAATGAGT 
ATAATAATAGGGCCCAACTCATATTTTATGAGAATTAGTGAACCTGCCAACCACA 

GATCAGTGTTAGCTATTATCTATTGACTATTAATATTATTGTTACTATCAATAGTATTCATGTCTCTAGGGTTTGTGAC 
CTGATTAGCAGTTATTGTCTGGTTATTGGCTGAATGGTGGCCAGTACTAGGGAATATAAGAAGAAATGTGGGGAGAGGG 
AGTGGAGGAGGGGAGGAACACAGTTGATTTGAATTACATTATAAATGC 

GAATTTTCTCATGTGCAGCTGATGGTAACAGCAGAAAAATGTGAACTCTGAATAAAGAGGTGGGAGTTTTTCAGCACAT 
AAAGAATATTTAAAGC CAATTCATTGGATGCATTGAC C AGTAAGTGTAGAGATCAAAATCAAGAACAACT CCAAGAATT 
GAGAGCAGATGCAAACCCCAATTTTTGTGGGTCTCCAGTCCAGGTATGAGCAGAAAACACGAGGGTTGGGGAGGGAAGG 
AGTCTTC CAAGCCATAAGCCAGGGGAAATC GTTCAGTCAATTCTTATGCTCTGATGTGGTCATTAAC AGATGATAAC CT 
CATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTT 
AGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACT 
TCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATG 
AGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAA 
AGAAGTTCCTCCAGCATTTAAAATTGCTAAACGTAGG CCAGGGTAGAGTTAAAGG CTGAAAGAAC CTTAATTAATATGT 
ATTATTCCAGTTATTAGAAGAAAAGTCCTATGGATTGAAATTC 

GCATTATTAACGTTGCAACGTCTAGCATAGTGATGAAAATTGATGTTCCAGATGCTTTCATGTGAGTTCTCCTTTTCTT 
TTAATGTTCTCAAGAGCATAGAATCATGGGGATGATAAGTGAGATTTTTGCTAGACTCTATACCTGTCTTCCATAGAAA 
TCCCAGTATGCAAAAACAAACAAAACATAGATGGGTAATCATGGCCATTCCTTAATAAGATTTGAGCCTTATTTGGAGG 
TAGGCCTGGTATGGATGGTAGCTCTAATCTTTAGATGAAATTAAACTCTCCAATGTGTTCTTATTTTCCTAAAGATCAA 
GTCCCCAACTACCTCTCTCCAGCCCCAGAGAAAGGGAATTGTTGACGATAGAAAGATTCCATTTTCTTCCCTTAAGGGC 
CACCTCCTGCTAGTTGGCCAGAGTTCTCACAGACTCTGAATTCTTGGCAGGCTGGAGTTTAACAGTAATCCTCTCTCAT 
CCAAATTTAAGTACAGGTAATCCCCAGGAGCCCCTGCCAGGCTTTTGGTAAATAATTACCTGGGTACAAGCAAAAATGC 
CCCTGCTAAGAAAACTCTGGAATTTTACCCATCATAGGACACATAGGTCTCTACCATAGAGGTTTATATCTTATTCTTC 
AATTTCTGATTGTTACCCCTCCTAGGAAATTCTTATGTGAAGCAAATCTTATTCTCTTCTACTGGGCAATCTCCTAAAT 
TAGCTGGCATGTGAAAATGCTTCATTGAGCTTTTGTTCTTCAGACTCTCAAATGAAGGAGTATGTCCAAAGAGCCTCTT 
TATGCAAAATCTACAAATTACACCCCAGTCATACATCAC^TTAGTTGGCAGTCATTAGGCATTACATCCATATTGTAA 
AATTAGTGATGTTTCTCCCAAATTATGAAATATTATTCCCATTAAGAAAAATATACTGAAGAGTAAAAACATAAGAGAA 
TTTTTGCTATATTTATTCTCTTCATAAOT 

TCTCTCATTCTGATGAGACTCCAGACTTCTGCCTTTTGTACACCTGTGCAAAGCCTTTCTAAGCTGTTTATTTATGTCC 
CAATATATATTTCAGTTCAGAAAGGCTGTTCTTACTTTTGCGACACCTTAATAGTAGTTTTATTTCATCAAGGAACTGT 
ATGCAATCACTGGATATTTCAGAGAGCTGCCTACCTTATTTTCATACTATAAAGAAATAAACTTGAATAACAATGGATA 
GTCTTGGCAGGAGTGTGGAGGAGTTGACATCTTCCAACATGACTGTGGGAATATGAACTGCCATAGCCTATTAAAGGGA 
AA^TGTTCACAATTTGTAAGCTAGCAATCCATTT^ 

GTTTATTGTTTATATGAGTCCAAAATTATATGTCCGTCAATAAAGGACTCATTGAATAAATAATGGTACATOT 
TGGAATCTTATATAACTATTGAAAAGAACTCA 

ATATTAATAAA.GGATTATAGATAGTATGAGCCCACTTTATTCAAAAAGGAAGGAGAATCCCTATACATGTGTGAGGGTT 

TGTGTATTGTGTGTGGTATATTTATATTTGTATAAATAAAAAGTTTGCTGTCTTTTCCCTCCCAT 

AAGGGAAAAGACAGCAATCTTTTTTATCTTCACAT^ 

GTAATTGAAACCTAAAATATAAGAAAGAAAATTATTGAATAGAAATGGTAAATACTATGCAGCCATAAAAAAGAATGAG 
AGCGTGTCTTTTGCAGGGAC^TGGATGGAACTGGAGGCTAOT^ 

GCCACATGATCTCACTTACAAGTGGGAGATAAATGATGAGAACTCATGAACACAAGGAAGGACACAGACCCTGGGGTCT 
ACTTGAGGGTGAAGGTGGGAGGAGGGAGAGAAGCAGAAAAGGTAACTATTGGGTACTGGGTTTAATATCTGGATGATGA 
AATAATCTGTACAACAAACCCCCATGGGA£^ 

CAAGATTTAAAAAAAAGGAAAATTATCTACTCTTTCAAACTTAAAATTTCTGGATTTTAACAGTO 

CCAAACAGTGTCTGAATTTGGCTACTGAAGAATAAAATGTAGCCCTTTTTCAGCACACTGTATGTTTACCCAGGTCCCA 
GGATGCTTAAATAAACTGGCGTGTCTATTCAAATCCTGGATAAGAAATAATTTTTCAAAATAAAAATTATCTCAC^GAA 
TACTCTGAACACCTGCTACTCTCATTACCCTGAACACTTGTGGTTTTGTTGCTATAACTCTAGCAAATGGCATAAAGGC 
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TAGAAAAACTGTGGGATAAAGATACAGj^TTTC 
% ATTTCTCCAACTTATTTTTCACTGTTATGAAAAAAGAGCTTACAAAG 
GATCTTCGTTCAAAGTGCAGGTAGAAGGTGGAT 

CAACGTTTTAGTGAATAAAGACATTGCTTACCGTTTTTATGTTCCTGAGAGGCTAAG 

ATTTATGAATAAGAACCCACAATTTTTTTAC CAGAGAATTGGAAAACCG CCCATAACATTTCCATATACCC^TCTCATT 

ttctaagtatctataacagtttagtgaacaatattcc ctcttcgaaaatatagcaaataattatttccttc ctatcaga 

tatgcatgctttgtttacaggtaaataactct^ 

gacaaaaatggataaaaccttgctgcctactcagaga 

tctgctttatctactcagcc^taattggt 

aacagaatgaacagaaaacaaggtagtacatttagcctccgagaaa^ 

gcaaccagtgagcagcatatgtctgaaatctatt^^ 

actcagatttgcttttacttcttgccttttggatataatgagtttgccaag<^gctgtgagtacctgactctggggaag 
gtggctagattccgaagcgcttatgttcatggatca^ 

gacggtaactgctttcctttcctctagttgtttgtcagtgaaaatgtgttttgttgccctttggtaactgctttgga 
tctgctgaaatgggagggtcagggtgagaagttagtttttattcaacacactggatagttgggaaa 
gaggaaagctggaaatagtttagctatttagcaaaagctga 
attgtcagtgcttgtattgccatcaaaatcacccatga 

tattgatggctatatggctgtttataccagatgcccagtaactcataatctacatgtgacattccttaatgcatcataa 
cacattaatgcaataaatgagttataattctacaaaaacatttgttttc^ 

tatgtatttttcctataaaaaagttgtcattttagatctgtgttctacccccgacc(^ccctttttatgtagtatcaga 
atagcgatgatatagttaactaatatgtccaj^^ 

ATTAACAATGAACTTCAGAAGCATTTATAAAGATGTT^ 
ATCCACATAATGAAAATCCAAAATTCTAA 

TTTCTTTTTCTAATTATATCTACACAAACTCACAAAGCATGCATTTTGCCAGATTTCACCTTATTATAAA 

ATGTTTAAGTGATTAAAAAGTrrCTAAACCTTCAGAAAGCTTTCTGATTTTTGTGAGACAATATTTTA 

AGAGTATCAAGGCTTTTCTGTCCAGCTCTATCACTATTT^ 

AATACATTCAGAAAAGTGTGTCCTAAGACACCCAACATGGCTCAGTTGCTGTCAGTTACCTCATTCCCTTCTTTAGTTG 

GTGGGACGATACTACAAATCCATACAAGTTGCAAAATCCACATC 

TTCTGCTTTAAAGTAATCAACTTTTTGTACAAGT 

AGAAAATTTCAGACATATACCTATTTAGGCTTAAAATTGGGCATCACAGTGTATTTTACAAGAAAATATATTTGAAAGG 

CATTTTACAATAATTAGTATTTAATTGTATAGGTCTTGGGATTTGTAAAAATACCAGATCCATCTTTTCTTTCAGTAGA 

ATACATTACTTACCTATGGCTAGTAAATCAATTAAATAAATTTTATATAAAAAGTTAACTTATTACATCTG 

ATTCTACGAAAGGATAAATATGACAACAAACATGTAATGAAAACAATAGTTAGAGGGGTGGATGAATGAATGGAAGAAC 

ATCCAAATCATAGAGGTTGTCTTTTTATTCTGCT 

AATCTGTTGAGAAAAO^TACACTTGGAATGGTG 

TTCTTTTTCAGAATGCTTGCTGGGACTAAGATTT^^ 

TGGTTTTTGGCAGAAAGAAAATTGTTTTCTAATTACTTAAAAAAATCTGAGGAAGGAAGGATGGAAGGGAGGGAGGGAA 
AGACATCTAAAGAAGAGTAGCTATGAGTTGATATTTCAGCCTACCCAAAGAAGCAGAGATTGCGGGACAAAAAATAAAA 
GATAAAAAAAATTGGCTTTTCACGAAAATCCATAGAGAAAATG 

TCGATTTAAAGCTAAGTATATCCTTATAAAATAATGACTTCTTGAAAGAACAGCATGTTTTTCTTGGAAAACAGGGAAA 
TAATTCCCAAATTATTAGAAAATCACCTAGATTAGACACA 

AAGAGCAGCAATGAAGACATC^GAAAGCAGTTAACATACTAAATCTTAAGTAAACTCAATGTT^ 

CCTACCATCTGTGATTATAATTACTTTCTATATTTGCGATTTAAAAATGTTTTCCTTTTAATTTTTGGTAGCCTCTGTA 

AATTGTACTGTCCCACTTTTTCTTTTGT^ 

GTATAGCAATTTCTTTTTTTTTTT^ 

TAGATCAGGGCAGCCTAGAACTCCTGGGCTCAAATGATCCACTTCAGCTTACCAAGTAGTTGAGGTCACTGTGCCAGGC 
TAATTTTTTTGTTTGTTTTTAGAGAGACT^ 

CCCTCCTGCCTTGGCCTCCCAAAGTGCTGGGATTAC^GGCATGAGCAATCAAGCCTGGCCCTTCATACAGAGAl^TA^ 
AATCAGATTTAATCTGGCTCTTCTAACCCATCCTCACCCAATTGGACTGTAAAGTTTTTGAGTGTGTGGATCACGTCTT 
GGTTGTTGTTACTTCCCCAGTGTCCAGCATAGAGCCC^GAACAGGTTAAATAATAAATGTTTGT^ 
TTAGAAAATGCATGGTACATATTTTGGCATAGGGGC 

TGTATAAAATCACTTCCCTGTATGCCACAGTATGGAGTCTTTGGCAAGATTTTTC 
TAAATTCCCTTTCCTTGOTTCCCTGTAGAAACTGCATGTAGGACTGACTTTAGATTACTGGC 
ATGCATTTTGTCATTACGAGGTCAGCAAAGGAGAACCTGAAATAATTCACTTCTGTATTCATAAAAGTATATAOT 
TATATGTAATGTGTGTGTGTGTGTGTGTGTGTGTGTC 

AGGAGGAGAAAAAGTCACTGTGGGAGGTGGCAGAGGGGAATTTCCTAGAGGGAAAC 

TAAGAAATTTG ATAGAAG CACAAAATTTCATAAAATCAGTTATAAAAATTATGACATATAAG CC CCAGTTCTGTTGTCT 
TGCTATAATGTAAAAGTCACATTTTTTTTTAATCAAAATGGAAAATAAAAACTAGTAGCAG 
AGCCACTGGCACCCCAAGGCAATGGT^AAGCAAGTGCCCTTGAGCACTACTTTTCACAGCCGGGTGTCATC 
ACCCAGCCGCCTTCTTCCCTGCATTTTGGTGGCTTGACACCATTACTGTCGGGGCAGGGTGGGGTGGTAGGGGGGTGCT 
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TGTGGGAGTGCTGGTGAGGGTCCTTCCCTTGCTGCCTGCTCTGTGCTCCCTCTTTCTGGTGATGCAGCTGTTCTGGTAT 

ACTCTCTGGCCTCTGTTTTTCTAAATCCTTTAGGTAGGCTTGCTCTCCCTATTATCGCTGGGATCAGAAAAAAAGCAGG 

GTACGAAGATCCAGAAGACAGGAAGGAATACAGTAAGTGTGAGTGAAGGTAAACCAGCCTGCTCTCTTCTTGTGGAACG 
ATGACAAGGTCATGCACTTAGATTTATGACC^ 

CGGTCATAAGAAAATACTACAGATTTGGTGGCTTAAACAG 

CCAAGGTCAAGGTGTC^GCAGGTCTGGCTTCTCCCT 

ATCTCATGGCCTTTCCTCTGTGCGCAGGCATCGCTGGGATCTCTGTATGTGTCAAAATTTCCTGCTTTTATAAGGACAT 
CAGTCAGACTGGATTAAGGCCCACCCTAAAGGCTTATTTAAATTTTAATCTCCTCTTTA 

AGTCTCATTCTGAGATACTGGTATTTAGGGCTTCAGCATACAAATTTTGGGGTAGACACAATTCAGCCCATAAC^ 

GTGCTCATGAAATGATTTACTAATAATGATTGTGGAGAGAGATAGTAATCCGACTGTGAATCCTGAATAATTA 

TCATGTTCATAAAAGTGGACTCAATAATGGGCATGAACCTGCACGAGGGAGGCATTGCGGAGAAGAATACGTCC(^TTT 
TCTGTACCAAAGAAAAACAAGTACACATTGCAAA 

ATCATTCAAACGTGGCCTAGACTAACATTTGCTTTTTTATAGCTTTTATCAAGAGGAGTGGAGGTATTAAAATTATTAT 
TGAGGGGTGTAGTGATTTTCAACTGACGCAATTCTACCCTCCACCTCTCATGCAGGGGACATTTGGCAATGTCTAGGGA 

CACACGACAGCCTCTCACAACAAAAAATTATTTGACC^ 

TCAATTAAATCAGGGAGAACTTCAGAGCTTTTTTAAGACCTTTATTTATATCTAGATGATTGATATTTTTTAGGTATTC 
ATGAAAATACTTTCTTTTACCTTTCTTC 

ACACTTTTAAAATAATATAAAGCATTCAGTAATTCAAACCATCCTGTCTTCTGATTTGTCTGAATTAGTGTGGCTTTAC 
TGCMTTTCAGGGCTTATTATTCTTT^GT^^ 

ACATTATTGTAGCTCCAGACTAGGTAATAAACATTGAGATATGCTTTTCAAGTAGTGGTGAAAATACTAGGCAAAATTA 

CACATACACTTACATATATTAAGCGACCATCCTGTTGGCCTGGTATGTGAAGCTCTGCTGAACTCTTGCCTAAATGCAT 

GGACCCA.TCGATTGTGAATGTGTGACTACTTGTGTGTTTTCATCATAACCAGCTCATCCTAATAGCAAATGATATGGTT 1 

TGGCTGTGTC C CCACC CACATCTCATCTTTAATTATAGTTCCC'ITAATCTCCACATGCTGTGGGAGGGAC CCTAGTAGC 

AGGTAATTGAATCATGGGGGCAGTTTCCCCATGCTGCTCTCGTGATAGTGAGTGAGTACTCTGAAATCTGATGGTTTTA 

TAAGCATCTGGCATTTCCCCTGTTGGCACTCTTTCTCCTTCCTGCTGCCCTGTGAAGAAGATGCCTTTCTTCCCCTTTG 

CTTTCCACCATGATTGTAAGTTTCCAGAGACCTTCCCAGCCATGTGGAACTGTGAGTCAGTTAACCATCCTTTCTATAT 
AAAITACCCAGTATTGGATATTTTTCATAGGAGCAT^ 

AACTTTGAAAACAAAGGGACTACTTTCTTTGATGAGAGGCCCTTCCTTTCACTTTAAACAAAACTTGAAATTATCCTCA 
GAATTTGTTCTAATTCTCCCTACTTCTGGGTAAAAATTATTAGCAGTAACAGATTTAACTTGAATGTATATCTCCAGTT 
CCCCATTCTCTTCTCTATGTAGTGCTGCCAAACTCAATAGATTTGAAACAAA?^ATTACCCAGGGACCTTCCCCATCTCC 

ATCCAGTTGCAGGTAGACTCTTCCTCCOT 

TCATGTTATCTTGCCTGAAAACCGCTAACTTTATAACTAGTCTCTGTTCTATCAACATCCTCTTCCTGACTGTCATCCA 
CAGATCCACTTTCTAAAATGCC^TC^TGACGCOT 

AAAAGGTTACATTCCCAGCCATCATGATCTATTCCCTTCCACATCTCTGCATCCTTGTAAATTGCCCTTGTCACCCATG 
TATACTGTGTATTTTAGGTATAAATAACTACTAGCTATACCTATTTTTTGCCTAGAGTTCCATTCTCTCCTCATTTTGT 
GATGAATCCCATCATTCCACAGAT CTTTC CTAGAAGAC CTTTCATAATTTTCTATTTC CAAATGGAAGTGCCTCCTTAA 
CTAGCTGTTTTTCTTTTCTTCTGTGTCTGTTACTGCACTATCATAATAAATCTTAATTTATATATTTTCTATCTTTCCT 
CCTCCCTAAGAGTGGCATGATGGAAAGAGTTGTTTCAGAAAAAATTTGGCAATGGAATGCTGCATTAATTGGAATGGAA 
AAGAATGAATCCCTACACCAACAGAAGGAAGCAGTGTGAAAT^ 

TAAATATGTGATTACAATTGTGAGAACTGCTCAAAAGGAAACAAGGACCCAGTGAGAGTATAAAAATAAGTACCTAACA 
TAGTCTGAGTGTTTGGAGAATGCTTCCCTGGGGATGATGAGGCCTGAGGATGAGTAACAACATACTCTGCTGAGAACCA 
CATGAATGAAGCCCTGATGTGTTAAACTAAAAGGATAAGGTGTCTGAAGTGTAATGAGGCAGAGAGGAGAGTGGCAAAA 
ATAAACTGGAGAAGATGAGTAGGGGAGACTACTGTTTTCTTACATC 

GAGAGAAACAAGTGATTATTTATTAATTTATTCATTGGCAATGCAATTTAAAAAC^TATTCTTTGTGTCTTATTTATCA 
TTGAGGTTTTTAAAACATTGAAATAAACAATAGGTAATATTTTCCAACTGAGATOT 

AAATCTATTCCC^CTGCTAGAGTTTAATAAAAACTGTCATAAATGTTGACCTTTGTTCTG'CAATCAGTTCAGCATTTA 
TCCATCACCCAACCATGGAGCCTCTCGC^ 

TC^GCAAAGTACAAGACACTACACAATCTTGATC^ 

AATTACTTAATAATTCTTTGGAACTTTCTTTTTAGTTTTTCATGGCTTTGCTCTTAAGTTGAAGAAA 
ATGAACTACAAACGGAAAGCTTCTGTTATCACCTTTTATCGTACTTTGTAAACTATGATAAATGAAG 
ACAAAGCATTCC&GGCTC^GGATGGCACCTTTCAAAG 
AGTCAGGACTTTGGACTTGGCCCATAATGTTGT 

AGTGGTGATGGAGAGAAGGGCCCCTAAGGGAAGAAATTTGATGAGAAGGATGTTACAGGTGTCTAAGGAAAAGGTAATC 

AGCTCCTCAGACAAGATGGAATGTGCATTGAATTTGAAAAGATGGTCAGTGCTTCATTCATGTGGTTCTCAGTAGAGCA 

TGTTGTTACTCATCCTCAGGCCTCATCATCCCCAGGGAAATATTCTCCAAACGCTCAGACTATGTTAGGTGCCTATTTT 

TGTACTCTTACTGGGTTCTTGTCTCCTTTTGAGCAGTTGTCACAATTGCAATTACATATTTATGTATTTTATTGGCCTA 

AGGGCTTCCTCCCACGTTCAATCATAGGACGATGGAAACAAGGTTGAAGCCTATGTTTTAAACCATTATGTGTCTGGTG 
CTTTGTCTGGGTCCTGGTACATAATAGATATTC 
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GTAATCAGACAGTAAATATATGTGTACCCTm 

TTAAAAAAAAGTTCTTTCAGCAACTTC 

TGCTTGGAAATTATTTCAGTTGTTCTCATOT 

TATTTCTTTGTTGGATTGATTACT^^ 

TAACACTGTCTCTCATCATCAAGTCTTCTTTT^ 

ATTGCCAACTGATGTGAACTACTGTAAGAGCCTCTG^^ 

GGTCTTTGTGTTTGTTGGTTGGTTTTCATTGC 

GTACTGTGTTTTATAATTGACCTCGAGTATAAACATAC^^ 

ATCAAAAAACAATGAATTTGCCTAATTTTCATGATGAAAACGTTCAAAATTC 

GTGATTGTATGAGAATTCACAATAAAlCCAGCTCACAAAATGTATAAACTTCAG 

GAAGCATACGGCATTTACTCATTGATTTTTAATTCTVGGCAA^ 

T(^^GTCAGTTGTGCGATAATAAATTATTTAACTCACCCTTATGATAGGTAAACAGTT^ 
CCCCTGCTACCCTGACTGAAAATATGTGCTCTGGT^ 
GATGATTCATATGATACTGGTGTTACCATGGCAA 
TGTTCTCTTCAAGTTTCCATTTTCTTTTC 

AAGAGTAACAC^TCTAATTTTCTCCTTCTGTTGCTTGTGGTAGGATTCATACTCTGCTAGCTVAGGGAGTTCTTGGCCA 
TTTTGATTTGCAAGAGATTTTGCTTC 

TGAATTCTAAGGCTGATAGATGCTGGGAATCCCATATGATGAGTCCTGTGGAAGCAGGACATTCCAGCCCTGGGGTTGC 
TGTTGTCTCTGACTTCAGTATATGTTCAAAGTCATCT 

GCAGTTTTTAAAGGTAAATTGCC^TTTTTACTTACCACACTGGATTCTCCAAGTCAGACTA 

GGATCATTGGGGTTAAATTACTTAAGGGATAATGAGATTTACACAGACCCATTAATCTTTCTAAGCTATTGAGAAATT 

TACACGTACTGTGACTGAGGAGAACCTGATACTGTAAAAGAGCAATTCAGTACAGTTTCACCATCCAAGGACTTACCGA 

TGCAAATTCAAATACACGTGCTAAGTAAAATGGGAGAGATAGAGCAAGGGAGATATAAAAATTCCAAYAGAGCAATTCC 

AGATGCCCCATCTGCCACCACGTGCAATGGATCTATGTTCACTAGTAAGTGTGATTGAGGTAGGAGATGTGGATCTACC 

ACTCTTCCGATCTCAGTTCCTTTGGTGAACTGT^ 

CACGGTAAAAGTGACTATGTCAGATTCTTGCCACATAATCTAAGAGATGACTCCACTGAAGTTTGTGTTACTCT 
CAAAAGATGTATCTATGTTTACAGACATTCTTTTAT^ 

TCATTTGTGAATTAAACAGATGTTAAGATTGCATGCACGTCAGTAAAAAAACTGTTGTAGA 
AGCCTCCTACCATGTCATCCAGCTCAGCTACdTTTTC 

GTAACTATAAGGATACAAACATGGATCATACAAAGAACCTGCCCTCATGGAGCTTAAAATCTAAAGACAGATGATAAGT 
GCTAAACATAAATAACTGTCCACAACATTAAGATATCAGTAAATTCATTCATTCATTTAATTCACTCATACATTC7VC 
GTGCAGCAAACATTTACTGAATAGGAACTGATTTCAAAATOT 
AGCCTTCAAAAAAATCAAAGTCGAACTGCTCAGACAAA^ 

AATAGTCCTCTAGGAGTACATTAGACCAAACACCTACCACCAGCTGGGCTATTCAGGGATTATCTTACAAATAAGGTCA 
TGAAAGAGGATGAAGTACTCTCCTGAAAGGCAGTGCCTAAAAAGAGGGTGGCTGGCAGAGAATGAACTCACATTAC^ 
GCACTTTGCAGTTTGCAAAGTAGATAGTCATATATTGTTTCCTTTGACTATCACATCAACTGATAAGAAAACTGAG 
CAGCAGATTCAAAGGTCTTACTGAAGACCATAAAGT 

TCCTAGCAGTCTGGGAGGCCAAGGTGGGCAGATCATTTGAGGCCAGGAGTTTGAGACCAGCCTGGCCAACGTGGTAAAA 
CCTCTACTAAAAATCCAAAAATAAAAATTAGCCAAGTGTGGTGGCATGCACCTGTAATCCCAGCTACTCTTGTGTCTGA 
GGCACGAGAATTGGTTGAACCTGGGAGGCGAAGGCTGCAGTGAGCTGAGATCGTGCCACTGCACTCCACCCTGGGAGAC 
AGAGTAAGACTCTGTCTCAAAAAAACAAAAAAAAAATTGTTAGGTAAATCCTGGAGTTGGGACCCAGGCACCAGTCATC 
TGTTCTCTAAATATTGTCCCATGTGTTCTGTTAAGTACCATGGAGAAAGGAGGAGTAAAATATTTTGGCAGCTCTGAGA 
AGGGAGAATTTACTTTC^CTGGGAGTATCAGAGAATGCTTTGTAGATAAAATGAC^TTTGGTCTTGCAGCTTGCATTC 
AGTTATGCAGAGTTGAAGATGAAGGGCATTTCAGGCTGGGAGAACAATCTCACAAAGGTGTGGATGTAGGAAAATACAT 
GAACGTTTATAGAAAAAAAATTGAGTGTGGTCAGAATTTATO 

AGGAAAAGGAGAATGAGACTATATTTTTAGGGTCATGAAAATTAAGCAAAGGAATATTTTCTAAACTAAGGTGA 

TAAAGATTTTGAAGAGAGGGAGTCCTATGATCATAGCTTTG 

TTGGAATACCAGAAGACTAGAGTAAGGAGACTAATGAGGGGACTTAT^^ 

TAACTAATACAAGATGATGGATTACAATATTAAATO 

AACCTATCAGGAAAAGTAAAGCGTTTTGTTGT^ 

AACGTGGAATGGTCCATGCTAGGAATAAAGTAGATAGCGGCGAATGTTTGCTAGAGACATTGTGATGGACTG 
CTACTATTAC^TCCTCAGCAATAAATATC^ 

GTTAGAGATTTGTTGGCTGTGGATAGAACTACATAATTTTGGAATTGTAGAGGAGAACA 

TAGTACTAGTACTCTGTCACTGGAAAGAAGTATGTCT^ 

TCATTTTTCA-TTATGTTGTTTGTTTATTAAAAAAAAAAAAGGTA^ 

GAAGTTGAATAGGTGTACAGTTGTTTTGTTTGGCTAGACATGGATATTTGTGTGOT 

ACCATTTTATCTTTAGATACATTAT^ 

TTTGTAATGGATTTCTTTATCTCTTCCCCAATGCTCTTGGCTGGAGATGTTACTTTTTATTTGCCTTATCGGTGTGAGC 
ACCTCATTGCTATAATCAATAGATATAGTACTTT^^ 

AAATGAAAAGTTATAGATAATTTTTGCTTAAGTTTTCTTTTATAGAGAATTGTTAACAAAC^ 
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TAAAATAATACCTAGAAATTAAAA&GG 

GAAAAGTGGGAATATCTCTTGGGTGAAATACTTCATAT^ 

TATATAAAATATATGTATATGTATAC^TCTATA^ 

ATTATAAATCCAATGACCTCAATTATTCTATGGGTAAGTGCTAAGTATGTCAAGAGAGCTGGC^ 
GCACTACACCCCTTAGCTTGCAAGTAGATGTGAATTTTCTGCCTTTGACTTTGTTGA^ 

ACTCTGATTAACATAAAACATCTGGATGATCTAACTTTGGGGACACATTGCTTCATATGCACTGAATGCCTGAAAATTG 

GTAGAATTTTAGATTCTTTTTCTTTATAAATC 

TCTGACCTTTTATTCCATTCAATTG 

GGATTATTGTCAACAGTTCTCAAACACA^ 

CAGGCATACAGGCTACACCCAGATCCTGAATAGCCCCT 

CCTCTTTGGGCTTGTCTCTGGGATTCTCTGATAAAATTGGCTTTAGATTGAGACTGACGTGAAGATAGAGCTGGTC^TT 

GAAAGACAGAAACAGATGTGAATGAAMAATTCTCCTT^ 

TTGAGTTGTTCATTTTCTGACAACTGTGAAAT^ 

CAGGGCCCACTGTGCCACTGAATTAAGACAATGTTGGCATTCTCCTCAGTCATCTTCCGAAA^TAGAGATTTAGAGTTA 

GGAAAGGAATAGCCTATCCCATTAACTACGTCACTCATCTCATGCAGGTGACCTCTCATTTATGTATTTCTCAGGATAT 

AGACCAACGCTGGAGTATAGAAATATTATGAGACACTTCGTAATTTTAGGTCTTCTGGTACCACATTTAAAAGGTAAAA 

AGAAATAGGTAAAATTTATTTCAAGGATATATTTTATTTAACTCACTGTATCAGATTATTTTAAC 

TATAATTATTAATGAGATATTTAACATTCTTTCCTCATACTTTGTCTTTGAAATCCTGTATGTATTTTTTACTTACATC 

ACATATTAATTTGGATGCCCAATTGTCCTCAATTATACTGGATCTTTATTGGACATTTAGATCTCATAAGATTTACAAT 

TAGAAATATAGATTCACTTCCCAAGTTGTTCCAAAT^ 

TTAAGTAAGACTAAAAATTTAGTCCTTTAGTCATACTAACCCCCTTTCAAGTGCCCAACAGCCTCTTGTGGCCATTGGC 
TGCCGTATTAGAG&GTTCATATTTAGATTAT^ 

GTTGCCAACCTGGGCAAGTTTTTTCTCTTTTTATGCTTCAGTTTCCTCACCTGAGCACACCTTTTTCCTTC 
CTCCTGAAGAAAATCCCGTATTTTTCTTCAGG^ 

AATCCTCCTCTCCCTCATCAGCTTTATCTGCCAGAAGGTCAAGTCCTCTGAGATGTACACTGTAAAATCTCATGCTTTC 
CTGTGACTTCATTTCCACTQCCACTACCCTCTCCTTTTGCATGGA 

TCTCCAGACTCTAGCCATCACTCCACATTATGCCCTCTGGATGCTGCTACTGAGTTCATTTTCTGAAAATGGTATCTTT 
ATCATACTCTCCAC7VGTTCAAACTATTTCTTCACTGCCCGTCACTTCCAGCATAAATCCATGTCCTCTGTGAAACCTTT 
TTTGACAACTTCCATGCCAGATCCAAATGAC^ 

AGCCCCAGAGTCCTAGTCCACATATAGGAGTACATGGGCTCTAAGCCCTACACAGACTATTTTGTTGTTGTTATTTTTG 
TTTTGTTTTGTTGTTTGTTCGATATCTTGATATC 

TATGAGCTAGTGAATGACATTCCTTTGTCTGGCATTCCAGGCCTTCAGAATTAGCTCCACTTGACTCTTCTGGCTCCTT 
CTCTTGCTTTTCATCC^CACAGATC^ 

TGTGTCTCCATGCCTTGGCTCGCATCCTCTCCTCTTCTGAAGTGTCCCTGCATTCTTCTTGATCTGCC<^^TTCTACC 

CTTTCTTC^GGTCCAGTCCCTCCCTCTTCCATGATGAAGACTGCGGAGCATGATGC^TTCACTGTGTTTCAAATTCA 

GGATTGGGTGGCCTGATGGAAGGAGGCCAGGCTTGGGGTCCAAGTGGATCTGTTTCTTCTGTTTTCCGCCAAGTTGCCT 

ACCCTCTCTGAGGTTCACATTCCATATCTTTGAAATCACAGTAACAAAACATAAGGTGCAGAACTATCTTGAGTATTAA 

GAATAACGTGTGCACTGGCATTC^GTGAGGGTTCAGATGGAGCACGTGAACTCTGTTACTTTCAGTACAGTCATAGGAT 

ATGTAATCATGTAGCTTCTAAAATGTCTTTCATTGTAAGATTTTGTTGTCATTTGGATTGCTATACAATTCATGCTTGA 

TTTCTAAACTAGACTGCAAGTGTCTGGACTGAAACAAATGCATAATAGAATTCTGAGCAGATATGCACAGATATATATA 

TGTGTGTGTGTATGTGTATATTTGTGTGTGTGCACATGTATTTGTAGATATCAAGGGAGAGAGGCACTTTCATGTGTAT 

TGATTCATTCAGTCCCCACAAGAAAGCATCATTCTAGGAGGAAGTTGAAAATGTCCCTATTTTATCTATGAAGACTCTA 

GACTTGAAGAGTTTGAGTC CTTCC CAAATC AGTC CAACTCTTAAAGTGATAGAAGCAAAA?VATTCACAGTGTTTACACA 

TCTTTTCCAAAGCTGTTTGATGTTATTAT^ 

TAACCATCTGTCAATCTTTATCTAC^ 

TAAGAAGGACACTGCATAGTATGGTAGGCAAATACAGAATACCTGCAACAAGACAACCATGGCATTTCTTO 

TTTTTTTTTTTTTGAGATGGAGTCTCACTCAGTCACCCAGGCTGGAGTGTAGTGGCGCGATCTCGGCTCACTGCAAGCT 

CTGCCTCCCGGGTTCACGCCATTCTCCTC^ 

CTAATTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATC 
CGCCCACCTTGGCCTCCGAAAGTGCTGGGATTAC^ 

GTCACTCAGCATTGGTATCAAGAATAACAAATGACACTTGAGTTTCTTTTTCCTGAAAAAGGGCAGGA 

GCAAGTGCAATTGC C ACAGGCAACAGTGTTATAACTGGAAAATC CTAAAATGTAGATAATTTTCCTCCAAATGCTTTCT 

AACAAAAGATAGACAAGTTTAAATTTGGCTGATTT^ 

ACTGCCTAAGAAAAACAGAGTTCAGAAGACTTCGGA 

AGGGATATCAGTTATGACTTCTCATTGAGTAGTCTCATG 

AATAACTTACCAGTAAATGAAACAATCATTT^ 

GTOAAAGATTGCCAGTACAAAGTAACAACCTC 

CCCTGTAGAAGCATGAGATGCAGCAGTGATCTTCAATTTCATGTGCTTGCGAAGTAAGAACAGCCATGGGCCAGATTGT 
TGGGAGCCGTGCCATGAGCTACAGACCCTCAGCTCCCCTCTATAATCAGTTCTTCCCCCACTCCAGTGCTCCCAACTTG 
CCCTAAGCAGAGCGTAATTGTGGATGTGTAACTACCGCAGAGGGGAGTATGCTTTTTATGTTGTTCAATTCTTCACTTT 
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CTCTTCTGCAATTGAAAGTTGAGCTGTTAGATTO 
ATAAGTGCCTCACTTCTGGGTAACAGAAGTGACTT^^ 

ACTGCATT AGTACAAC CCTTGAAAAC ATTCAAGTTCTTTTCAGAA C AC CATTAAGGAGTTGACAAATATTTT ATG 

CTTTAAAGTATCCTATAAAAGTTCATCACA 

TATAGATATTGAGTCTGGCTTACCTCTGTATCCTGTTGTC 

ATTGATATTTAATAAGTGAGCGAATCCATTAATGAAAAGAGTC 

CCCAGCGTCATTAAGTAAAAGGATAGAGAATACTTGCAATACATTTGGCGTAG 

AATGTGATCTTTTTTATGGGCTGAATTGTGTCCT 

ATGGAGATAAGGTCTTTAAAGAGGTGATTAAATTAAAATGAGGTCTTTAGAGTGGCCCCTAATCCAATCTGAATGAT^ 
CTTTATAAAGGGAGGGAATTTGGACTCACAAAGAGACATT^ 

AAGAAGGCAGCCATCTGAAAGCCAAGGAGACAGGTCTCAGAGAAACTAAACCTGTTGACGCCTTTGAT 

AAACTGTAGAACACTGACAAAACGTATTACTGTCGTGTAAGCCACCCAATCTGTGG 

AAATTAATACAGTCTTTTTTATTTGCTACCTTO 

TGTCAGTAATAAAGGGTGACGAGAAGAAACAACTAGAGATC 

AATCAACAAAGTTGAGAATGCTAATTACAAAGTGCCC^ 

TCTTGAAAGATGGCAATTGAGGAACCAAGAATCTTAAAAAGGGGGGAAGGTGGATGAGAAATCTGCATATGAAGGGGAG 

TCCTCCATAGGTTCTCCTCTCACCCTGCTCAGCTAGGAGACCAGTGCCACTTTATCCTCATTAGAATGGAAATTTATGC 

TATAAAAATAAATAAGAGAAGTCTTAACCTGGGGATACTAGGCACATTGGAAGGTGAGAGAGTAAATGAAAGTCTATCA 

ACTGAATAGTGAAGTTCTGACTTCTCTAGTAGCACCTGGGAATAAGAACTCTGTCAGTTAGCCTTATAATGCCAAGAGA 

GGAGATAGAAAAATTGTTTTTCTATAAAAATTGTCT^ 

AATAGCTAAGATTTGGAAGCAACCTAAGTGTCCCATCGACAGACAAATC 

AATGGAGTACTATTCAGCCATAAAAAAAGAATGAGATTGTGTAATTTGCAACAGCATAGTTGGAACTGGAAGACATTAT 
GTTAAATAAGCCAGGTACAGAAAGATAAACTGCATATGTCCTCACTAATTTTTGGTAACTAAAATAAAAATACTTGAAC 
TTGCCAGGTTCAGGGGCTCACGCCTGCAATCCTAGCACTTTGGGAGGCTGAGGCAGGCAGATTGCTTGAGGCCAGGAGT 
TCAAGACCAGTATGGCCAACATAATGAAACCCCATCTCTAC 

CTGTAATCTCAGCTACATGGGAAGCTGAGGCACAAGAATCACTTGAACCTGGGAGGCAGAGGTTGTGATGAGATCGTGC 
CACTGCACTCCAGCCTGGGTGATGGAGTGAGACTGTCTCAAGAAAAAAA 

CTCGTGGAGATAGAGAGTAGGATGCC^TTTATCAAAGAGTGGGAAGGGTAGTGGGGAGGAAGAATAAGATCTAGTAT^ 
GATAGCATAAGAGGGTGACTACAGTCAACAATAATTTATTC 

TTGTAACACAAAGAAATGATAAATGCTTGAGATGATGGCTCCTCCATTTATCCTGATGTGATTATTACACACTGTATGC 

CTGTATTAAAATATTTCATGTGACCCATAAATTCATATACTTACTATGTACTCATAAGAATTAAAATTAAAAATAAAAA 

TAACCAAGAAGAATTCTTCTTCAGAAAAATGGAATTACCACCCAGAGAAAAGACCTATAGTACTGGCATTAGATGGTTG 

CCCAATAAAGAAGCCAAGGGTCTTTATTCCTCAATTACCC CATGTATTAGGC CATTATTG CGTTGCTATAAAGAAATAC 

CTGAGAGACTGGGTACTTTATAAGGAAAACATGTTTAATTGGT^ 

ATCTGCTCAGCTTCTGGGGAGGCCTCAGGGAACTTGTAGTTC 

TGAGAGCAGGAGTAAGGGGGTTGTGGGAGTTAGCACACACTTTT^ 

CACCAAGCCATAAGGGATCTGCCCACATGACCCAGACACCACGCACCAGGGCCCATCTCCAACACTGGGGATTACATCC 
CAATATGAGATTTGGAGGGGACACCCAAACTGTATCATTCCGCCCTTGGCCCCCTAAATCTCATGTCCTTCTTACATGG 
CAAAATGGAATCATCTCTTCTCAACAGTCTCCCAGAGTCATA 

ATACAAAATCTTGTCTGGAAATGAGTTCCTCCCACTTATGAGCCTGTAAAATTAAAACAAGTTATTTACTTCCAAGCCA 

CCCAGGCTGGAGTGCAATGGTGCAATCTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGTCTCAG 
CCTCCTGAGTAGCTGGGATTACAGGCACCCGCTGTCATGCCCAGCTAATTTTTGTATTTTTGTAGAGATGGGGATTTTC 
ATCACATTGGCCAGGCTTGTCTTGAACTC CTGAC CTCAGGTGATTCACCTGTCTCAGC CGCCCAAAGTG CTGGGATTAC 
AGGCATGAGCCATCATGCCTGGCCAACATTTCCATTCTAAAAGG^ 

CCCAAGTCTpAAACAC^CAGGACAGTC^TTAAATCTTAAAGTTCTAAAATAATCTCCTTTGACTCCATGTCCCACATC 

CAGGTCACACTGATGTAAGGGTAGACTCC^GGCCTTG 

TGACTGCTCTC^TGGGTTGGAGTTGAGTGCCTACGGCTTTCCCA^ 

TGGGACCC^CAGAACAATGGCTTCCTTCCCACAGTTCCACTAGGCAATGCCCCAGGGGGGATTCTTTGTGGGCAGGGCT 
TCAATCCCATATTCCCTTCTGCACTACCTTAGT^ 

GACACCCAGGCTTTCTGATACATCCTCTGAAATCTAGGCAGAGACTAGGATCACTCTTTCCATTCTTTCTATCTGAAGG 
CTTAATACCACAAGGAAGCCACAAAGGCTTACAGCTT^ 

TGAGCCACGGCTGGACTGGATGGACCATGATGCAAGGAGCAGCCTCCTGAGGTAGACAGTGTAGTGGTGCCCTGTGCTO 

ATCCCCTAAACCATTTAGTCCTCCTGTACCACTGGGACTGTGGTGGGAGGAGCTGCCTAGAAGATCTCTGAAATGCTGT 

AAAGGCCTTTTTCCCATTATTTTGGCTATO 

TGCAGCCTGCTTGAATTCCTCCCCAAAAATGGCCTTT^ 

TAAGCTCTGCTTCCCTTTTAAGTAAAAATTCCAAGTTTAGGTTATTTCTTTGCTTCTGCATCTGAGCATAGGTTATTAG 
AAGCAGCCAGGTCACATCTCAATTGCTTC^GT^ 

TTCAAACTTTCACAGGTCCCTGGGCATGAATATAATGTAGCCAAGTTCTTTGCTAAGGTATAACATGGGTGACCT 
TCCAGTTCTCAATAAGTTCCTCACTTACACCTAATACTTTGTCAGCACGGACTTTACTTTGC^GATC^CTATCAGCyVTT 
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TTGGTCATGACCATTTAATCAGTCTCTACCAAGTTTCAAACTTTTCCTC^TCTCCCTGCCTTCTCCTGAGCCCTCCC^ 
TTCTTCCAACCTCTGTCTCTTACCCAGTTCCAA 

TTGGTACCAGTCTTCTATATTAGGCTGTTGTGGCATTGCAATAAAGAAATATCTGAGACTGGGTAATTTATGAAGAAAT 
AGAAAATTAACTGGCTTGCAGTTCTG(^GGCTGTAC^ 

GGAGCTTTCAATCATGGTGGAAGCTGAAGAGAGAGCAGCTATCTCACGTGGCAATAGGGGGAGCAAGAGAGAGAGCGGG 
AAGGAAGGTGTTACACACCTTTAAACAAAGAGATTTTATGAGAACTTGCTCACAAAGCTATAAGGGAACCACTCCCATG 
ACTCAGACACCTCCCACCAGGCCCCACCTCCAACACTG 
GAACACCACCCTATAATGAACCCCAAGACTCTACAAGTCCAGTT^ 

ctccctgttgaatatgaatagatagccaagtctccacaauaactctgaggaaattct^ 

aaatgaaaataatgatgatgattaggttgatataa^ 

cgtagccctagacagatgacaagttatcacattaatgaaacaaa^ 

GAGAGTTAGAATTTAAAACAATGAAAGAAGATGCTAATAAATAAAATCAGAGATGAAAAGGGAGATGTTGCTGGGCAC^ 
ATGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCATGAGGTC^ 

ACCAATACGGTGAAATCCCATCTCTACTAAAAATACAAGAATTAGCCAGCGTGGTGGCACGTGCCTGTAATCCCAGCTA 
CTCAGAAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTC 
CAGCCTGGATGACAGAGCAAGACTCTATGGGGGGGGGGGGGGGGAAGGAAAGATAAGGAAAGATAA^ 
AG(^TACCACAGAAATTC^^GGATCATTAGATGCTACT^^ 

AATGATAAATTCCTAGACAAATACAACCTACCAAGATTTAACCATGACGAAATCCAAAACCTGAACAGACCAATAC 
CAAGATTGAAGCCATAATGAAAAGTCTCCCAGT^^ 

ACATTTAAAGAAGTAATATCAATCCTACTCAAACTATTCTGAAAAATAGAGGAGGAGGGAGTACTTCCACACTTATTGC 
AC^GGCCAGTATTACCCTCATACCGAAACAGACCAAA 

. GAACATTTATGCAGAAATCCTCAACAAAATACTAGCAAGCCAAATTGAGCAACACATTAA 

CAAGTGGGATTTTTCCCAAGGAAGCAAGGATGGTTCAACATAATGTAAATCAGTCAGTGTGATACATCATATCAATGA^ 

GGACAAAAACATATGATCATTTCAATTTATGCTGGGAAAGCATTTGATAAAATTCAACATCCCTTCATGATAAAAACTC 

AAAAAACTGAGGATAGAAGGAACATACCTGAACACAAGGAAAGCCATATATGACAGACCCACAGCTAGTATCATATCGA 

ATGGGGAAAAATTGAAAGTTTTTCCTCCAAGATCTGTAACATGACAGGGATGTCCATTACCCCTTGAGCAATCAGACAG 

GAGAATGAAAGGATATTCAAATTGGAAAGGAAGAAGTCAAGTTATTCTTGTTTGCAGATGATATTATTTTATATTTGGA 

AAAACCTAAAGACTTCACCAAAACACTACTAGAACTGGTAAACAGATTCAATAAAGTTGCAAGACACAAATTCAACATA 

TAAAAATCAGTAGCATTTCTATATGCCAATGGTGAACAATCTGAAAAAGAAATCAAGAATGTAATCCCATTTATAATAG 

CTACAAATAAAATACCTAGGAATTAACTTACTGAAAGAAGTGAAAGAGTTCTACAATGAAAACTATAAAA 

AAGAAATTAAAGAGAACACAAAAAATGGAAAGATATTTC^^ 

ATAGTACCCAAAGCAATCTTCAGATTCAATGCAA^^ 

ATCTTAAAATTCATGTATAACCACAAAAGACCCAGAATACTCAAAGCTATACTGAGCAAAAAGAACAAAACTG 

TCATATTACCTGACTTCAAATAACACTACAGAGCTATAGTAACCAA^CAGGATGGTTCTGGCATGAAAACCCAGGAAC 

AAATTCATACATGTACAGTGAACTCATTTTTGACAAAGGTG 

AATGGTTCTGGGAAAACTGGATATCTATATGCAGAAGAA.TGAAACTAGACTTCTATCTCTTGCCGTATACAAAAATCAA 
^TCAAAATGGAATAAAGACTTAAATCTAAGACTTCAAACT^ 

CAGTGGTGTGATCTCAGCTCACAGCAGCCTCTGCCTCCTGGGTTCAAGTGATTCTTGTGCCTCAGCCTCCTGAGTAGCT 
GGGACTATAGGTGCACACCACCATGCTGGGCTAATTTTTGTATTTTTAGTTGAGACAGGGTTTTGCCATGTTGGCCAGG 
TTGGTCTCCAAC TC CTG ACCTCAAGTGATATACCTGCCTAGG C CTCCCAAAGTG CATGGATTGC AGGTGTGAGCCACTG 

cgcctggcctgagcaaagattttttgagtaataccccac^gcacaagcaaccaaagcgaaaatagaca^tgggatca 
catcaagttaaaaatacctgcgtagcaaaggaaacagtcaacaaggtgaggagacaacccacagaatgggagaaaatat 
tagc^aactatcgatctgacaagggattaatatcc^^ 

atcc^ttaaaaatgggcaaaacacctgaatagacatttctgaaaagaagacatacaaatggcai^ 
aggtgtgc^tgtc^ttggtcatc^gggaaatgcaaatgaaaactgcagttaaatattatctcaccccagt 

CTTTTATCCAAAAGACAGGCAGTAACAAATGCTGACAAGGATGTAGAGAAAAGAGAACACTCCTACACTTTTGGTGGGA 
ATGTAAATTAGTACAACCACTACGGAGAACAATTTGGAGGTTCCTCGAAAAAGCTAAAAATAGAACTCCCATATGATCC 
AGCAATCCCACTTCTAGGTAGGTATACACCCAAAAGAAAGGAAATCAATATATCTGCACTTCCATATTTATTGTAGCAC 
TATTCAGAGTAGCCAAGATTTGGAAGCAACCTAAGTTTCCCTGAATAGACGAATG 

CAG^TGGAGTACTGTTCGGCCATAGAAAGAAATGAGATCCTGTCATTTGCAACAACATGGATGTAACTGGAGGATGTT 
ATGTTAAATGAAATTATCCAGGCACAGAAAGATCATCTTCACGTATTCTCACTATTTAAGGGAGCTGGAAATTAAAAGA 
ATTGAGATCCTGGAGATAGAGATTAGAGTGATGGTTACCAGAGGCTAGGAGGTGTAGTGGATGGGAGGAAGTAAGAAGT 
GGGGATGTTTAATGGGTACAAAAATATAATTAGATAGAACAAATAAGATCTGGTATTTGATAGCTCJVACAGGGTGACTA 
C^GTCAACAGTAGTTTATCATACATCTCA^ 

TTTGCAGTAATAGATTCCCTGTTTACCCTGATATTATTATGCATTGCTTGCCTGTATGAAAATATCTCGTGGGCCCCAT 
AAATCAATCAATCTATCTATCTATCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTACCTACCTACCTATTATGTAC 
CAACAGAAATTTAAAATTTAAAAAATTATGTTTTGGAG^^ 
AGAAGGTAATATATAACTCCAGAAAAAACAAAAAGTTGTTC 

TCAGTAAACGTTACTTTGCAGGGATGATACAATAGAACACTGAATGTTTATTTAGCCAATAATTGTTATATAACTGTAA 
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TGGGAGGATAGAAAGAGGGAAGTAGAGAGGTGAAATGGTGAAAGAGTGTGAJ^^ 

GTTAGAAATATGGAATTTAAAAAAAAATAGTTTGAGAG C CTTATGAAGAGG GTGGCACAAAAGACT CCTGCAACTTGTT 

CTAAGCCCTGTGCATACAATTTGGGGTGTGTGGGTTAGTTTAATAATTAT^ 

CAAATTTCTGGATATAAATGTCCTGTGTTGATTATC^^ 

GAATGGAATACCCGATTTCCCCTTTA^ 

TCTTTATTGGCAGAAGTGTGACTGGCT^ 

AGATTCACTGCTGGTGATGAGTGAAGTTGCAGATGTCAGGGAC^ 
CTCTCACTCTAAAGATGATTTATAACT^^ 
TAATTAGGATGAAAAGAGGTGACTCTATCAC^ 
GAAAAGCAAAATAAAACGAATTTCCATGCCATTGTT^^ 

GTGCATAGCCTGGAGAATCTTGTCTCTCAGAATTATCATGCCCCAGGCCATTCCTTGCAGATTTTGAATTCCCTTTGTC 

TCAAAAACATCCAGAAAATCTTTTTGACCTTC^ 

AAAGCCCTGAACTTAGTTCAAAAGAAGGGCTTTCCA^ 

ACAGGTGTGTCAGAAACAAAGTAAATAAACAGAAACTCACAATGTCCAGACCTTT 
TGCTGAGCGGCAACAGCCAAGGCTTTAAGCTGTTCCCTCTC 
CAACATCAGCAGAGCTAAATGTAAATGGAGTTTAATAGAAAG 
GTAATACCCCAGAGTTCCACACCATAAACCT 

ATCTTATTCACTCTCTTGCATTATTAAAGGAGTGATCTCCCCCATGGGATCAAAATAGATAGATAGATAGATAGATAGA 
TAGATAGATAGATAGATAGTCTCTAATATATGTATTAGAAACAGAGTCTGTGTTGCC(^GGCTGGAGTGCAGTGGCATG 
ACCATAGGTCACTGTAACCTTGAACGTTTGGGCTCCAGCGATCTACAGGTGTGCAGGTCTAC^GGTGTGCACCACC^TG 
TC(^GCTAATTTTTAAAATTTTTGTAGAGACAGGATATCTCTATGTTGCCCAGGCTGGTCTTC 

TGATTCTCCTGCCTTGGCCACCCAAAGGGCTGAGAATACAGGTGTGAGCTACC^TGCCCAGCC^TAAACATGAAATTTA 
CTTATGTTTTATGTATACCMGTG 

AAAGTTTGTGTACACTGAACCATCAGCAAAGGAGT^ 

TTTTGGATTTCAGAGC^TCTTGAATTTTAGGTTTTTGGATGGGGATGCTCAACCTGTATATATGCATACATGCATATTT 

ATGTAACATACATAATGGTACCTAAAACTTAGCAAATACTCATATGTTAGCTATTATTTTTGTTGGTATTACTATGAAT 

AATAACTATTAGCATTTTCTCTCATAT^ 

TTTTTTATTTTTTTTATTATTATA^ 

TGTGCCATGCTGGTGTGCTGCACCCACTAACTCGTCATCTAGCATTAAGTATATCTCCCAATGCTATCCCTCCCCCCTC 

CCCCC^CCCCA^GCTVGTCCCCAGAGTGTGATGTTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAATTCCCACCTA 

TGAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGCAATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGT 

CCCTACAAAGGACATGAACTCATCATTTTTTATGGCCGCATAGTATTCCATGGTGCATATGTGCCACAT'TTTCTTAATC 
CAGTCTATCGTTGTTGGACATTTGGGTTGGTO^ 

ATGTGTCTTTATAGCAGCATGATTTATAGTCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGTATTTC 
TAGTTCTAGATCCCTGAGGAATCGCCACACTGACT^ 

AGTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTGAATGATTGCC^TTCTACCTGGTGTGA 

GATGGTATCTCATTGTGGTTTTGATTTGCGTTTCTCTGATGGCCAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGC 

TGCATAAATGTCTTCTTTTGAGAAGTGTCTGTT 

TAAATTTGTTTGAGTTCATTGTAGATTCTC^ 

TTCTAGGTTGCCTGTTC^CTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTATC 

AATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACGTGAAGTCCTTGCCCATGCCTGTGTCCTGAATGGTAATG 

CCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAACATGTAAGTCTTTAATCCATCTTGAATTAATTTTTGTAT 

AAGGTGTAAGGAAGGGATCCAGTTTCAGCTTTCTAAATATGGCTAGCCAGTTTTCCCAGAACCGTTTATTAAATAGGGA 

ATCCTTTCCCCATTGCTTGTTTTTCTCAGGTTTGTCAAAGATCAGATAGTTGTAGATATGCGGCGTTATTTCTGAGGGC 

TCTGTTCTGTTCCATTGATCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTTGTAGTATA 

GTTTGAAGTCAGGTAGCGTGATGCCTCCAGCTTTGTTCTTTTGGCTTAGGTTTGACTTGGTGATGCAGGCTCTTTTTTG 

GTTCCATATGAACTTTAAAGTAGTTTTTTCCAAOT 

CTTTAAATTACCTTGGGCAATAra 

TGTTTGTATCCTCTTTTATTTCATTGAGCAGTGGTTTGCAGTTCTCCTTGAAGAAGTCCTTCATGTCG^ 
GATTCCTAGGTGTTTTATTCTCTTTG 

TTGGTGTATAAGAATGCTTGTGATTTTTGTACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAA 

GGAGATTTTGGGCTGAGACAATGGGGTTTTCTAGATATACAATC 

TTTTCCTAATTGAATACCCTTTATTTCCTTC 

AGTGGTGAGAGAGAGCATCCCTGTCTTGTGCCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGCCCATTCAGTATGATAT 
TGGCTGTGGGTTTGTCATAGATAGCTCTTATT^^ 

CATGTAGGGTTGTTGAATTTTGTCAAAGGCCTTTTCTGCATCTATTGAGATAATCATGTGGTTTTTGTCTTTGGCTCTG 

TTTATATGCTGGATTACATTTACTGATTTGTC 

GGTGGATAAGCTTTTTGATGTGCTGCTGGAT^ 

GGATATTGGTCTAAAATTCTCTTTTO^ 

GAGTTAGGGAGGATTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATGGTACCAGTTCCTCCTTGTACCTCT 
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GGTAGAATTTGGCTGTGAATCGATCTGGTCCTG^ 
CCTGTTATTGGTCTATTCAGAGATTCAACTTCTTC 

TTTCTTCTAGATTTTCTAGTTTATTTGCATAGAGGTGTTTGTAGTATTCTCTGATGGTAGTTTGTATTTCTGTGGGATC 
GTTGGTGATATCCCCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTTTTCTTTATTAGTCTTGCTAGC 
GGTCTATCAATTTTGTTGATCCTTTCAAA 

TTTCCTTCAGTTCTGCTCTGATTTTAGTTATTTCTTACCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTTTCTA 

TTCTTTTACTTGTGATGTTAGGGTGTCAATTTTGGATCTTTCCTGCTTTCTCTTGTGGGCATTTAGTGCTATAAATTTC 

CCTCTACACACTGCTTTGAATGCGTCCC^GAGATTCTGGTATGTTGTGTCTTTGTTCTCGTTGGTTTCAAA 

TTATTTCTGCCTTCATTTCATTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCGGTTTCCATGTAGTTGAGCGGTT 

TTGAGTGAGATTCTTAATCCTGAGTTCTAATTTGATTGCACTGTGGTCTGAGAGATAGTTTGTTATAATTTCTGTTCTT 

TTACATTTGCTGAGGAAAGCTTTACTTCCAAGTAAATGGTCAATTTTGGAATAGGTGTGGTGTGG^^ 

TATATTCTGTTGATTTGGAGTGGAGAGTTCTGTAGATGTCTATTAGGTCTGCTTGGTGCAGAGCTGAGTTCAATTCCTG 

GGTATCCTTGTTGACTTTCTGTCTCGTTGATCTGTCTAATGTTGAC^GTGGGGTGTTAAAGTCTCCCATTATTAATGTG 

TGGAAGTCTAAGTCTCTTTGTAGGTCACTCAGGACTTGCTTTATGAATCTGGGTGCTCCTGCAGGTGCATATATATTTA 

GGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTATGTAATGGCCTTCTTTGTCTCTTTTGATCTTTGTTGG 

TTTAAAGTCTGTTTTATCAGAGACCAGGATTGCAACCCCTGCCTTTTTTTGTTTTCCATTTGCTTGGTAGATCTTCCTC 

CATCCTTTTATTTTGAGCCTATGTGTGTCTCTGCATGTGAGATGGGTTTCCTGAATACAGCACACTGATGGGTGTTGAC 

TCTTTATCCAATTTGCCAGTCTGTGTCTTTTAATTGGAGCATTTAGTCCATTTACATTTAAAGTTAATAGTGTTATGTG 

TGAATTTGATCCTGTCATTTTGATGTTAGCTGGTTATTTT.GCTCGTTAGTTGATGCAGTTTCTTCCTAGTCTCGATGGT 

CTTTACATTTTGGCATGATTTTGCAGCGGCTGGT^ 

TTAGGGCAGGCCTGGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAA 
GCTTAGTTTGG CTGGATATGAAATTCTGGGTTGAGAATTCTTTTCTTTAAGAATGTTGAATATTGGCC CCCACTCT CTT 
CTGGCTTGTAGGGTTTCTGCCGAGAGATCTGCTGTTAGTCTGATGGGCTTCCCTTTGAGGGTAACCCGACCTTTCTCTC 
TGGCTGCCCTTAACATTTTTTCCTTCATTTCAACTTTGGTGAATCTGACAATTATGTGTCTTGGAGTTGCTCTTCTCGA 
GGAGTATCTTTGTGGCGTTCTGTGTATTTCCTGAATCTGAACGTTGGCCTGCCTTGCTAGATTGGGGAAATTCTCCTGG 
ATAATATCCTGCAGAGTGTTTTCCAACTTGGTTCCATTCTCCCCATCACTTTCAGGTACACCAGTCAGACGTAGACTTG 
GTCTATTCACATAGTCCC^TATTTCTTGGAGGCTTTGCTCGTTTCTTTTTATTCTTTTTTCTCTAAACTTTCCTTCTCA 
CTTCATTTCATTCATTTC^TCTTCCATTGCTGATACCCTTTCTTCCAGTTGATCGCATCAGCTCCTGAGGCTTCTGCAT 
TCTTCAGGTAGTTCTTGAGCCTTGGTTTTCAGCTCCATCAGCTCCTTTAAGCACTTCTCTGTATTGGTTATTCTAGTTA 

TGATCGTCTGAAGCCTTCTTCTCTCAGCTCGTCAAAGTCATTCTCCATCCAGCTTTGTTCTGTTGCTGGTGAGGAGCTG 
CGTTCCTTTAGAGGAGGAGAGGCGCTCTGATTTTTAG 

TTTTATCTACTTTTGGTCTTTGATGATGGTGATGTACAGATGGGTTTTTGGTGTGGATGTCCTTTCTGTTTGTTAGTTT 
TCCTTCTAACAGACAGGACCCTCAGCTGCAGGTCTGTTGGAGTACCCTGCAGTGTGAGGTGTCAGCCTGCCCCTGCTGG 
AGCCTCCCAGTTAGGCTGCTCGGGGGTCAGGGGTCAGAGACCCACTTGAGGAGGCAGTCTGCCAGTTCTCAGATCTCCA 
GCTGCGTGCTGGGAGAACCACTGCTCTCTTGAAAGCTGTCAGACAGGGACATTTAAGTCTGCAGAGGTTACTGCTGTCT 
TTTTGTTTGTCTGTGCCCTGCCCTGCCCCCAGAGTTGGAGCCTACAGAAGCACGCAGGCCTCCTTGAGCTGTGGTGGGC 
TCCACCCAGTTGGAGCTTCCCGGCTGCTTTGTTTACCTAAGCAAGCCTGGACAATGGTGGGCGCCCCTCCCCCAGCCTC 
GCCGCTGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGCGAGACTCCGTGGGGTAGGACCCTCCCAGCCAG 
GTGCGGGATATAATCTCGTGGTGTGCTGTTTTTTAAGCCCGTCGGAAAAGCGCAGTATTCGGGTGGGAGTGACCCGATT 
CTCCAGGTGCCATCCGTC^CCCCTTTCTTTGATTAGGAAAGGGAACTCCCTGACCCCTTGCACTTCCCGAGTGAGGa^ 
TGCCTCGCCCTGCTTCGGCTTGTGCACGGTGCGCGCACCCACTGACCTGCGCCTACTGTCTGGCACTCCCTAGTGAGAT 
GAACCCAGTACCTCAGATGGAAATGCAGAAATCACCTGTCTTCTGCGTCGCTCAGGCTGGGAGCTGTAGACCGGAGCTG 
TTCCTATTCGGCCATCTTGGCTCCTCCTGTTGTAAAGATTCATAAAGTTGATAGATTTTAAATCCTTGGAACTGTGCCT 
TGTATATGGTGAAGAATAGAAAAGTGCCATCTTTCATTAT^ 

TGTAATATAGTATATGCTCAATAAATTGTTAATTAACTTTTGTGTTCATTTCCTAGTGCATATATATCACTAAGGGAAT 

TGATACTAATGTCATTGCATGCATTAATGGTAACATTAATTATCTTCTTACACATTGGGCAAAAAAAGAAAA 

CTGTCAGAACATCTTGGCCCAGAAACCTCCCTTGAGCAAA^ 

TTGAGAGGGTTGCATTTTGCCTATTATGTATAGAGATTTGCCAATTTCCCTTTCACAAACTATGACAGTGACACTGATT 
CTGGATGAGCAACCTGGA/TAATGCTTCAGGGGCACA^^ 

AGCCTC^TTCCATCTGCTGTCATTTATCTGCCAATATAGATAGCAGATCTCTGTGGGTCTTGGACTGCTC^AACGACA 

CAGTATATTTTAGCAACTGAAGGGGAACCACTTGAGATCACTAAAGGTGGAAAAC^CCTGATGAC^CCTTCAATCGAAA 

GAAATGAGTATCCAAAATCTGAAACATTAGGCCCCACAGTACAATGGCTCTAGTGACAGATAAAAAA 

CCCTTATAGAATGAACTTGTTTTCAAGAGCTCAAAGAAAACTTTTATCACATTTATCTTCCACTTO 

TATTTCTGAAATGCTAAAACTTTTGTTTTATTCATGTTTTAGAGGAAAGGAGAGGAAGAGAAACCACCTGTTACTTTCT 

TGATGCTGTACCTGGCACCTGCCCTTGATTGAAGATGAGTTTTGCATGGTGTCTGAACCAAAAATAACAAGTCCTTTAA 

AAATTATTGTCCTAAA^CCAGCAGATCAAACTACTTTCCT 

GCAAAGTCAGTGAAGAAAAAAGAGGAACGTCCCTAAATATTGGTGTTGTCATTTATAATGTAAGACTTCACTAGAATGA 
GATTATCTCAGGTGTGAATGGAGAAAGGTAGGATGCATGCAGTGTGGAAGCAGCCAGATTCAACACACTAAAATCATTA 
ACACATATGTTTGTGTAGTTGTGTGTAATTTTGAGGGGGAGAAGAGGAATTTTGCCTTTAATTCTCACTCCAACCACTT 
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GACC^TAATTGGGAATCATCTCTTTTATCCCCTATTTTTGCCCCTTGTTCTATA 

ATCATAAAGTGCCTTTACGTAGGCAGTATATAAGCAGTATGCAAAACT 

CCTTTTTTTGTTGTCAAATACCTTTGAATCTC^ 

CATATGTAGGTCTTTTGATTTTTGTCCT^ 

AATTATCC^GTCTAGAAATTTTAGTCATCATTACTTTTTCT^ 

AATTAATCCTTTCTTCAAACTCTACTTCCCCTGTCTO 

TCATGCCAGGACTTCGACAGCAGATACTAACAGGCATCAACCTCCAGACTCGTTAAATTAATC 
GGTGACTTACTGAAAGTCTTCATTTG 

TGCAGGAGCCAGGAGCTATTCAAATGGAGAAGGCAGGGGGATCCTGGGC^ 

TGCGCAGTGACTTCTGAGCTCCTCACAGTTGTTATCATGTGAAAATATAGGCCAGGGOT 

AAGAGAACACAGAAATTAGACTTTTAAAAAGTTG^^ 

GAATTAATGGAATATATATATATATATATATAGACACACACACATATATATAAAGGGTAG 
CGTAATCACAACGTTCGACAATAGGCCATCTGTAG^ 

CTTGGAGTCC^TATTTCAGAGAAGGAAGCATCCAGCATGGGAGAAAGATGTAGGCTGGGAGGCTAGGCCAGTCTTTCT 

TTTCACATGTTTCTGCCTGCTTATATTCT 

CTGCACACTGACTCAAATGTTAATCTTCTTTGGCAA^^ 

ATCCACTCAAGTTCACACTCAGGATTATCACAGAAGGCATACTATGTTCTG 

ATACAGCAGTGAATGAAACAGACAAAAATTCTACCCTTGTGGAGTTC 

TTTATATATTATATATATATGTAATATATAGAAATATATATTTATTTATATATCTATATTTAAAAATATGTATGGGGAA 
GATTTTGTGATAAATACCATGAAGAAAAGTGTATTAGAGAAGAGGTTAACGAATGTGTGTGTGGTGGGTGGTGGAATTT 
TAAGTGGTGTTAGGAAAGACCTCATTCAGAAGGTAGCATGTGAGGIAAACATG 

TCATGGAGGGACAGTAAGAAGGTCCTGGTGGCTGGAGTGAAGTAGCAAAGTGGAGAATAAGGGAAAAAGTTGGAGATGA 

AACAGAAGGGGACTC^GAGCTCTATTC^TCTTACTAGTGGCTTTGCCTTATTAAACAAAGACCTTTAAACAGATGTTAA 

CAAGATCCCTCTGACTCCTAATTTGGAGATGACTTTAGGGGAATAAGGGAAGAAAGAGAGATCAGTGAGAAGCAG 

CTTTTTTTCAGGGTCTTTCTCATTGTTGTTCTCACTACCATGATCCTTTGGACAGACAGGTA 

TGATCTAAATGTGGGTTTTAAAAAAATCCTTTTCTTTGT^ 

TACTGACAAACTATGTAGAATG&AAGTAACATC 

AGTCCCCTAGGAGAAACTCTTCTTCTGACTCCCTCTTCACACTGGACAGCAGAGGCCATCTTTAACTTTCCCACAAGAG 

AGGGCTCCACAAGACATAGTCATTACTCAAGAGATTGAGAATCAAGACAGAGAAGTTTAGTCTCCTCCTATGCTTACTT 

AAGGCTCACCTCCTTAACTCTGATTTCCTCTCTGGGAAATCTCTATTCCTCTGGTGACTGTATACTGGGATTTAGTACA 

ACATTTAGGGAAGTGCAACCTACTCAAAATATCCAAATAT^^ 

CGTATTTTCAAGGGTGGGGAAAGATCATTAAATAACAGTA 

TCTTCCTCTTGGAGTGACTTTTACCACCCTCTGTAACTCATGTAGCCTTATCTAATGGGAGGCCATTTTATTTTGGGAT 
GGCATGACTAGATAATTTCAAGCTATTTCTTATGTTATTTGCCGCCTCTTAiUVTATCTTCCCCTTACCTCCTTCTCATA 
CAAACCTTAAAGTTCTTCA.TAAGTCACAACAACTTATAAGGTCTTTTACCTAA 

acatttac^tgtctataacaatcatt^^ 

AACCCTGATTTGCTCTTTATACTTTAAGAX!^ 
AGAAATTTAGTAAACATTCTGTGAATGTCTGA^ 

TGTC^TGCATTGTTAGATGTTCAAGCATGAAAATCAAACAGTAGTGAAGAATAATTTAT 

GAAGAGAACACTTTAGAAATAACTTCTTGAGAAATTGGTTTGGGAAAATAGTATATCCAAAATTAGAGAGCGCCATCTT 
GTGGGCAAGTGAGTATCTCACACAAATAATAACTATTATAAGTO 

TTCAAATCTCCTTTTTACTGTAAATATTTGTATTGATGCATAATAATTATACATATTTAGGAGGTACATGTGATATTTT 

GATTCATGCATACAATGTGTGATGATCAAATCAGGGTATTTAAGATAACCATCACCTCAAA 

TTGGGAACACTTCAGCTCTTCCAGATATTTTGAAAT^ 

CGAACACTAGAACTTATTTCTTCTATCTAACTATATGCTTGTACCCATTAACTAACCTCTTTTCATCCCACCTCTCTCT 

TCCCAGCCTCTGGTAACCATCATTCTACTCTCTACCTCC^ 

ATGCCATATCTGTCTTTCTGTGCCTGGCTCA^ 

ATTCCATATCTTGGCTATTGTGAATAGTGCTGC^ 

TCCTTTGAATAAATTCCTAGTGGTGGGATTGCTC^ 

CTGTTTTCTATTATGGCTGTACTAATATACATTC 

GCATCAAATAAAATCTTTTAAAGAGGCTCTGTCTGTCCTAGCTGAAGAACTGAAAATATATATTAAAATTTTATAT 

TAATGATATTTTAAACAATCCTTAGAAACTAATTGTAATATTTACAATTTACT1TTAAATTTCT 

GAAGGCTCAGCAAAGAAATTACTAAATATCATAAACATGACATACTTTTCATAAGAAAGCTTATAAAACTC 

AAAGGAGACAGAATTCTTAGAGATTATCTCTTTAAGGGGTCTATCACTTTTTGGGTATCTCAGGGTGCTTTGAAAATTT 
GACTAGATC^AATCTCTCTTGAAAAATGTAAATGTA 

TGCGGTTGACTCATGAACCCATTCATGAACTTCATATTTTAAATACTTACATTT 

AAGGTTTGGGGGTAAAAGCTAAAATTTGATTCCAT^ 

ATTGATATAGATAGATCAAATCATGATGAAkTATATTT^ 

AGTTTCTAGGCTATTAATGTTCCTTACATCAACAAAAATAAATATTTAATATTAGGTTCATGTCATTCAT 
GTCACAAATACCCTTGATGTCCATTCTATCCAAAAT^ 

Fig. 6.2GL { 



WO 02/074992 



PCT/IB02/00565 



268/375 

GAATTCTAGTGTGTGAGTGTGTGTGTGTGTGTGTGTGTACCACATTTTCTTTATCCATTCATTGTTGATGAACACTTAG 
GTTGATTCTGTATCTTTGCTATTGTAAATAATGCTATAATGAACATGGGAGTGCAAATATCTTTTTGACACACTGATTT 
CACTTCCTTTGGATATATACCTAGTAGTGA^CTGCTGGATAATATGGTAGTACTATTTTTAGCTTTTAAAGAACCTCG 
ATGCTGTTTTCCATAATGGCTATGTGAATATAC^^ 

CCATCTTTCATCTTTTTTGTACTAACAGGTATGAGTTGATATCTCATTGTGGTTTTAGTTTGCATTTCCTTGATTATTA 

AGTGATGTTGAACATTTTTTTCATATACCTC^ 

TCTTGTTTTTTAATCAAGTTATTTC 

TTGGGATCACATGGATGAATCTGGATGACGTTATGTTAAGTGAJ^ 

CTCATTTAAATGTGAAAGCTAARAATGTCA^CTCATAGAAACAGAATAAAATGGTTGTTAACCAGGGCTGATGGGTGG 
GGGCTGAAGACTGGGGCAATGTTAGTCAAAGGACACAAAATOT 

GTACCTCAGGGTGACTATAGTTAACAACAATACATTGCATACTTGAAAATAGCTAAAAGAGTAGATTTTTAGTGATCTT 
GCGACAAAAAAAGATAAGTTTGTGAGGTAATGTATAT^ 

TGTAAATAAAATGTTTTACATCATAAATATATACATTCTTATTTGTCAATTTTTAAATATATATATACC 

ACAGCTTAGCCTTGGGTTAATGAAGTCATGACAGTACGAGGTTTATAAAACTGAACAAAGAATCCTAACCATACGCCAC 

CCTAACTATGGAAATACAATGGAACTATTAGTTTTCTGTTTCCTCTTTCTTTCTCATTGAGAAATCATGTCCCTTCATA 

AAATCCATTTCTCTGTGTCAGATCATTGGAGCTCTTTTTTTCTCCATTATTATTTATAATAGTTAGTCTTATTCATCTC 

TTGCTAGTATGAACCTTAGTAACCTAGGTTAGTATTTCCCAAAGTAGGTTTTGTGGAATGCTAATATCAACAGGTACTA 

CCTGCAAAATGGTTGCATGGTCAAATAAGCTGAGCTTC^TAAAATTAAACTGATATATTACTGGAAGCTAAATAAATAT 

TGTAAATATCC^GGAAGGAGATACATAGGCAAAATATTCC^ 

GTAATGGGGTTGGGTGCTCCACAGAGAACATTATGGCACA 

TGCAGATTGCTTGGACAAATTTCAGCAGGATAGTGAGAAATTGATTTCTAGTGTAGAATATTCTGGGAAATGAGATTTT 

TTTACATTACGTGATCCTAATTCAAATATO 

CACCTGAAACAGAGTTAACATGTTTTATTCCTTGGTAC^ 

CTCCAGCTAAGGTAAAGGAATTCTTGTAGGAGTAATAGAAGCCCTGTGATTAGTATAAAACTTAGATTAAGATGCTTTG 
TGCAGCAATTCCCATGGCATATTTCTTTTTGTCTTTTCTCTTTCTCTTTCTTTCCCTCCCTCCCTCCCTCCCTCCCTTC 
CTCCTGCGCTGCCCTGCCCTTCTTTTCTTTTTCTTTCTTTCTTTCTTGACAAGGTCCTGCTTTGTGCCCCAGGCTGGAG 
TACCTGGGCTCAAGCTATCCTCCCACCTCAGCCTCCCAGAAATCCTGGGATTGC^GAC^TGAGCCACCATGCCCAGGCC 
CAAGTCATATTCTAAAACATGGCTTACTCTGATATTAACTGCCGTCTACAGGGGAATGGTCTAATTACTCTGCAAATGC 
TCTCCACCTTCTAGAATAGTCACATTCCAATTAGTATATTTAAAGCTCTTAGAAGTCACGTAATAAAAAGAAATATTTT 
CTTTAAGATTTTGAAGCCATATTTACAAATT^ 

TAACATCTCAAAAACTAGTATTCAATGTAACAGTTTGGAAAATGTTCTTATACCTTTTCTACTTTTAATAGATAAAATT 
GTTTTTAATTGATGCCAACAGAGATGAACCAACAATC 

TGTTCATATTATCTGTAATTAAATGGAGGAATTTAAAAGGAAAGGTGTGAGAATGGAAGAGAAGGCTGCCTCCCCACAT 

CCTATCCAAGGCTCCTGTTTCTACCCGCACACCCTACCACAGAAATACCCAAGATTTATTTTCTAGAGAAATGTTCTCA 

GAAAGGGTCAGGACTCTGAGAGAGAAGATGTAGCACCCTGCAGGGATGAGGTGTGGGGCTGAAACAAGGAATGAAGGGA 

ATGTCTGTGGTGCAGATCTGGTTCCCTGAGATACTCCGAGATAGATAGAGATTGGGATGCAGGGTGTTTGTGGGGAAAT 

GTTCTCAGTGTGAGCACCACAGGAAGAAGAGTAGGAACAGGGTTAAAGGCTCAATGGAGGCCTCTTCTGGTTCAGTTGG 

GGTTTCTAAAACTTAGAGGAAGGGGTTAGGACTCTATACTATCTCCTTCCCGTTTATCAAATAGCCATTGTCTGCAGAC 

TGCTCTGTATAAATGGGTATAATCTTGGGCAAGAGCAGTATACCCTCTACTGGAGAAACACATGCTGAGGGGATTCTGG 

GCAGTGCATTTCAACATCCAGAAGAGTCAGCATCATGAATGCTGAAACCTTGCCTCCTACCCCACCCTCTACCTAAAAT 

GAAAGTAATCAGATTAATGATAAATTACTTAAAAAAATAGATGCTGGAGTACAATAGAGTAATGGCTTCAATATTTTGA 

AGGAATTTACATTTCAACATAGACTCCTTTAGC^VAGTCAAACTATGAACTAGTGTAAAGACAGAATAAAGCCATCTTTA 

GTGATGCAAGATCCAAAAAATGTAAAATATTAATACTATTCACTTCATTTGCCACTTGAGCTTCTATAAAATGTGACCC 

ACAAAAAGCAGGAAGCTATCAAAAAGGAAATCATGAGATCCAATAATCAACACGGGAAATAACAGAAAGAATGCTTAGG 

ATGTCAGATTTCTAGCGGGCCTAGAAAGCAACTAGCTGAGAAGTACAGATTGAAGCAAGAGTACAAGGTGTTGAGGAGG 

AGGCTGAAAAGAGAAAATGAAATTGATAGATTATCCAATTTGCTAGAGCATCTGAGAGGGGTGGCAGATATGAGTACC^ 

TTTGGAAAAGAACCAAAGCAATTATTAACTACTAGC^ 

ACATAGTAAATAAGATTTATATATAGTAAAAATATC^ 

GGTGAAAAAAGGGAACTGGAGATCAGTATAAGATAATTAAATGTTTATTATGATAAGAAATGAATAGATAATGGCTAAA 
AAAATGAAAATCAAGAAAAAAAAACCCAGTATAAGCATATTACTTAGAATTATAGAGTTAATTACCAGCAG 
TGACTTGAGAAAGAGCATTCAC^TGAATATATATAGTATAGTTTTGCAGACTGTTTTTTGAATAAGGTTTTCAG 
ATTTTAAAATTATATGTGCATAATTTCTC 

TAACAACAAAGATGATAGTGATTGTTGTTTCCCATACTACATATCATCGACAGGGAGCTCTGCTGCACAGCCTCCTCAC 
TCTGGTACAGAAACTGACAGAGTTACCATCATGGACTTTGTTGATCCTTCTGGCAGAAGGAGAAAGGGGAAGAGATGGA 
GAGTCTCACACCAGCGAATCAACGCTTGGCTGCTGATO 

TTATTAAGTGCATCTACATGTGTCCTGAGGGTGGAGAGCTACAAAGAGAGAGCCAGTATCGCTAATGGTTGCC^ 
TCTCTC^TAATAATTGTTAAGTAAAAAT^^ 

GGCCCAGGTGGGAGGATTGCTCGAGTCCAGGAGTTCATGACCAGCCTGGGTAACTTGGCAAGACACCGTCTCCTCAAAA 
AATAAAAAAAACTAAAAAAATAAAAAAATAGCCAGGTGTGGT^ 

GGCAGGAGGATTGCTTGAGTCCAGGAAGTTGAGACTGCAGTGAGCCGTGTTTGCACCACTCGCTCTTCAGTTTGGGTGA 
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CAGAGGGAGACCCTATCTCAAAACAAATAGAAAAACAAAAAG^^ 

ATTAAAAATTCCTATGGATAATCAGCATGTAAATATO 

AACAAATATACATATGGATTATATATGTATAATTTATATTTTTATATTTGG 

TAAACAAATGTTTTTTGAATAGCTTCTATTTACCAGGCATTGTTCCAGGTTCTGGGTAT 

GACCCCTATTTCTGTGTAGCTTATATGGAGTGGTAGGGA^ 

AGCGTCTTAGAAGGCTCTGAGTGCTAGGGAACAAATAGTGCAAT^ 

TTAGAATTTGCAATAGGGAAATCAGGTTAGAAAGGGCCCTTTGAGGCAAG 

GK3CAAATGGGCAGGGAATGCAAATATCCTGAGACTC 

AGGCTGCAGTGAGGGGACATAAGTGAGATCGTGAATGGGGACATAATAGGGGGCATCATGTGAATATATC 
GACCGTGCTAAAGACTGCCATACTCTCAGTTAATTC 

ATTG C C CAG CATCTAGAAGATGATTAATATTTCATG TAAAC GAACTTGGTCACACTATGAAGATGGAAATGTAAAACTT 

GTTACTTTTCTATCCATTATTAATTG 

AGTATTGGCATAAAATAAAGCTTACAGGATGGTGT^ 

TTC^TGCTTAGAATAATTGAATTACATAAATATAATGTCCCCATTTTATAGGCGAAA^ 

AAAATGGCTTGAGTTACCAGGCTACAGTAGAACTAGGATTTCAGTCCAGGTCAGTCTGACCCCAAAAC 

TCATTGTTTGGATTTAGCACCCCCAAAAATGTCTTGTAATGCAGATTTCCTGGGTCCAGGGAATTGTTTAAGTTTTTGT 

TCTAAAAACTTTCTTATGAAGCAGATTACATATGGJM^ 

ACTGCGAGCCCTGTTGGTATCTATAAGAACCAATAAGCAT^ 

TAACTATATTTATGATGACAATTTTGCCAAATTra^ 

TTTCTTTTGCAGGTAAGTTTGGAAATTTTTTTTGCTTGTGGAATAGAGGTATGGTATCACTTTTTTCTG 

TAATTGCTTTTAACATTGAGCACCTTTCATAAGTAATATGTTTCACCACCCATTCGGTTGTTGTTG 

GAAAGTAACATTGTGGGTTTGCGTTATTTGATTCAGAAATTOT 

TTGTATTTGGGTTTGTGTTTAAATTATTTCTGTGTCAAGTATAAGGAAGAGGATTGTAGTGCGGGGTCTGTGTCAGGG 

AATGGGGGACTGTAAAGAACAGAGGAAAGAATATGGATGTAATGAGAGGTTGAAAGGCTGAGAAGGGCAGCTCCAGGC^ 

TGTAATCTACAATGGCCATGAATGCATGTCATGAGGAAAAGATGCCTTTTCAGGAACAA7UVTAATCAACTGAAAACTGT 

TTTC^TTCACTTTTCTAAGCCCCTAGTTTTTTGTTTTCTCCTATTATTGTGCAAAATTTCTGGCCAGACTATTGCTGAC 

ATGTACCTTTGAATAAAAAAAATGGCTGTAACTATTCTC 

CTGGAAAAAAGCTCTTATTAACTATATGTCAACTATTTC 

CAAAAGAGAGGATAAAATATTAGAGGGACTTAGAAAGACRTGATATTTGCACTGAGGAAAGAAGGTAGCCTGTAAGTTG 

ACCACATAGGACCACGGCTTTATTATTGTGCACCGTGCTTT 

TCAAGCATGAACTTAAACTAAATTCCATATTAATTATAAACGGT^ 

CAAAATAATTGCAAATATTATTATTAATTATRTAAAAATAAAGAGGAATGAGGATACTAATCTACTCACCTAAGTTC 
GCTAAGAGATGAGGTAGCAAAGGAGGAAGAAGTTCTTCAGTTCCTC^ 

ATTCTCTCCAATATAATCATATTAATATCGAAGTCATC^GAACGGAGTTGATATTATCAAGCTAAGTAAATATTAGA^ 
AATAAAAATTAACAAATGGTTTCACTAAAACTGCAAAGTTTGTACCTGRACCACAAAGCTAATGGACTGGCCTACAATG 
GTCTTTGTTTTAACTAGTATTCCGGGGGTTGATGGAAAGGGAGTGGAATTAAAGGGCATTGTAAAATGTCA 
AATCTAATTATCAGAGCTCTAGCTCCAGGGTCAGCAAACTTTTTC 

TGGGGCCACAAGAACTCTGTAGTAACTACTCAACTCTGCTGTTGCAGAGCAAATGCAGTTATCTGTAGACAATCTGTAA 
TGAATGAGCATAATATGTTCCAATAAACTTTATTTACAAAATGAAAAT^AAGTAGTGGGCAGGATTTGCTCTGTGGTAGT 
TTTCCAACCCCTACCTAGCTCCCTTTGAAATAAAAAAAAAAATTAAGTAAACTTTAGAGATTTTGGAACAAGATGTATG 
TTGGCCCCCTTCAGATACAGATAAACACTTGGTCTAAGAATGAAATGTTGTTCAACTGGAGTTCAGAAACAAGATATGA 
ACTTCTCAAAAGCTTTGATGAATTTAAACACTAGAGGGCACAAAAGGACATTTTTAAGTCAAGGACCTCTTGTAAACAG 
AACACTAC^TTATGAGAAACTGCCTGAAGTAGAGCGATGTGACCTCAATC 

TAGCTCTTGTGACCTCACTGACCACAAAAACTTGAAGTGGTTGACCACCTTCATGTTGCTGTAATAATAGCCACATGTC 
TTTCTTCTTTTTTTCCTACTTCTTTCTCACTTCTTTCTCTCTCTYTTTTTTTTTTTTTTTTGATTGCTTTTGGCCCTTT 
C^TAAAATATGGCCAAAATTGAGGATTTATATGATGGGATTTTTTTTCA 

TTCTAATTTTC^TGTGGTGAGTCCTATTTGTAGTAAATAAGTTATTTTGAATTATGTTGTGTCAATCTTTTAT 
ATAATAAAATAATGCATGTTATTTATGCATATC 

TGATTTATGAACTAATTTGAAAGTTTTATTTCAGAAAAATGCTTAAAAATC^GCAGAAGCTTGAAGCCTCAAAATTAC^ 

CCTACCCTTTAACACATGGACACAAAGATGGTAAC^ 

AAGGGAGGAAACTCTACCTACTGGGTACAATGCTCACTACCTGGGT^^ 

ACGC^TATACTCATGTAACAAACCTGTACATGTAGCCCCTAAATCTAAAATAAACATTGATATTTTTAAAATCCTACC 

TCOTAATTTAGTAATTCTGCTTGTAGATATTTG 

ATTCACCRTAAAAATACCTATAATATTGAGAACCTAGGTAT^ 

TTTCATATTAGACCCAGCCTVATAGAATCTTGTCAA^ 

GCTTATAGTAAACCATGAATGCAAAGCAGAATCCAAAAATTATGTACATCRAATCT 

CGTAAATATATGTATATACATATAAAAATAAAGAAAATGAGCCAGATTTAC^GTTGCCTCTCGGTATAGATGATTTTT 
AAAAAAATTTAATTTTCTGAATTTTCCAAATTT^ 
ATTCAAACAGAAAACTATTTTTGCATTCTGACAGCACTTTTTTAG^ 
AAGGTTATAAGGAAATTATTTATGTATCAGGCAATGAATTTA^ 
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GTCACTTTTTTAGCCCTGGGATGG6ATGATTTGTCTCAGGTTT 

AAGACCAGGAAGGAACAAGGGCCTGCTGGAGAGGCCTGCAGTGCTGATATTGAACATGGACTTCCCTGTAAGCTCCCTG 
GACTGTGGTAAAGCAGGACACATCACACACACACACAC^ 

CCTCTATCCTTTTTCTCTTCTAAATCTGCTTTCTGCCCTTGCCTTTCCCTRTAAATGGATGTGTGTGGAGAGGAGCTGG 

AGAGACAGCAGGGGTCTGAAGGATGCTAACTTGGACTTTTTCCTGAGCAAAGAATTCCTTAAGAATGACCTGGTATAAA 
AATTTTGAAGAAATCTGATAAATAATATGGGCAAA2^ 

TCAGCCCAGCTTTTCCTCGTGATTGTTTTGAG 

TTGTACAAAGATACCTAAAAGGGTGAACATAGTATA^ 

AATTCACTATGTATTTTTCTAACACTTTTCTTGGAGCTTTTAA 

GGTTTACTTTTCTTTCATTCT^^ 

ATATAGGTAAACTTGGGTCACAGGGGCTTCTTGTA 

TTTCCTGATCCTCTCCCTCCTCCC^CCTTCTACCCTCTOTTAGGCCCTAGTGTGTGTTGTTCCCCTCTTTGTGTCC^TG 
TGTTCACATC^AATTAGCTCCCACTAATAAGTGA 

ATAATGGCCTCGAGCTGTATCCATGTTCCTGCA^ 

ATAGTGCTGCAATGATCATACACATGCCTGTGTCAOT 
TGGGATTGCTGGGTCAAATGGTATTTCTOT 

ATTTAC^CTCCCACCAACAGTGTATAAGTTGACTTTTTAATACTAGCCATTCTGACTGGTGTGAGATGGTATTTCATTG 

TGGTTTTGATTTGCATTTCTCTAATGATGAGTGATGTTGAAGACTTTTTCATATGATTGTTGGCTGCATGTATGTCTTT 
TGAAAAGTGCCTGTTCMGTCCTTTGCC 

GATGCTAGATATTAGACCTTTGTTGAATAGTTTGCAAAAATTTTCTCCCATTTTATAGGCTCACTCTGTTGACAGCTTC 
CTTTCCTGTGCAAGAGCTCTTTAGTTTAATT^ 

TTTGTCATGACATATTTTTTTTTTTTTTTTGAGATGGGTGTCTCACTCTGTCACCCAGGCTGGAGTGCA 

CTCAGCTCACTGCAACCTCCTCCTCCTGGGTTCACGCCGTTCTCCTACCTCAGTCTCCTGAGTAGCTGGGACTACAGGC 

GCCCGCCACCACGCCCAGCTGATTTTTTGTATTTTTAGTAGAGACAGGGTTTCACTGTGTTAGCCATGATGGTCTCGAT 

CTCCTGACCTCGTGATCTGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACACCTGGCCTGTC 

AGGACATCTTCACCTGTTCCTGTGTCCAAGATGGTATTGCCTAGGTTGTCTTCTGGGRTTTTTATAGCTTTGGGTTTTA 
CATTTAACTATTTAATACATCTTG^ 

CCAGCTATCTCAGCATCATTTATTGAATAGGGAATCTTTTCTCCAATGCTTGTTTTTGTTAGGTTTGTCACAG 

TAGTTGTAGGTATATGGTCTTATTCCTAGGTTCTCTATCCTGTTCCATTTGTCTATGTGTCTGTTTTTGTACCAGTACC 

ATGCCGTTTTGGTTACTGTGGCCCTGTAGTATAGTTTGAAGTTGGGTGGCATGATGCCTCTAGCTTTGTTCTTTTTGCT 

GAGGATTGCCTTAGCTATTCGGGCTCTTTTTTGGTTCCATATGAATTTTAAAATAGTTTTTTCTAGTTCTGTG 
CTCARTGGTAATTTATTAAAAATAGCA 

TTTCTGTCCATGATCATGGAATGTTTTTCTATTTTTTTGTGTCGTCTCTCATTTGTTTGAGCAGTGTTATGTAG 

CTTGTAGAGATTTTTCACCTCCCTGGTTATCTGTATTCCTAGGTATTTTATTCTTTTTGTGGTGATTGTGAATGGGATT 

GCATTCCTGATTTGGCTCTCAGCTTGACTATTGTTGGTGTGTAGGAATGCTAGTTATTTTTGCACATTAATTTCATATC 

CTGAAACTTTGCTGAAGTTGTTTATCAGTTTAAGAAGCTTTTGGGCTGAGATTATGTGGTTTTCTAGATATAGGATCGT 

GTAATCTGCAAACTGGGATAGTTTGACTTCCTCTCTTCCTGTTTGAATGTGCTTTATTTCTTTCTCTTATCTAACTGCC 

CTAGCCAGGACTTCCAAAATGTTGAATAGGAAAGGCGAGAGAGGGCATCCTTGTCTTGTGCCCATTTTCAATGGTAATA 

CTTCCAGCTTCTGCCC^TTCAGTATGATGTTGACTGTGGGTATATCATTGATGGCTCTTATTTTTTGAGGGCTGTTCCT 

TCAATACCTAGTTTATTGAGAGTTTTTAACATGAAGCGATCTTGAATTTTATCAAAGGCATTTTCCACATCTTTTGAGA 

TAATCATGTGTTTTTTGTCTTTAGTTCTGTTTATGTGATGAATCACATTTATTGATTTGCATATGTTGAACCAACCTTG 

CATCTCAAGGATGAAGCCTACTTGATTGTGGTGGATAAGCTTTTTGATGTGATACTGGATTTGGTTTGCCAGTATTTTA 

TGGAGGATTCTTGCATCAATGTTCATCAAGAATATTGGTCTGAGTTTTAAATTTTTGTYATATTTCTACCAGGTATTTG 

TCTCAGGAAGATGCTGGCCTTGTAGAATGAGTTAGGGAGGAGTCCATCCTTCTCAGTTTTGGGGAATAGTTTCAGCAGG 
AATGGTACCATCYCTTCTTTGTACATCTGGTAGA^ 

GGCTATTTATTACTGACTCAATTTCAGTGCTTCT 

GAGAGTATGTATGTCCAGGAATTTATCCATTTCTTCTAGTTTTTCTAGTTTATGTGCATAAAGGTGTTCATAATACTCT 

CTGATGGTTGTTTGTATTTCTGTGGGGTCAGTGGTAATATCCCCCTTATCATTTCTGATTGTGTTTATTTGAATCTTCT 
CTCTTTTCTTCTTTATTAATCTAGCTGGT^ 

ACTGATCTTTTGAATGGTOTTCTGTGTCTCAAT^ 

GCTTTGGAATTTATTTGCTCTTGGTTCTCTAGTTCTTTTAGTTGTGATGTTAGGCTGTTGACTTGAGATCTTTCTAACT 
TTTTGATTTGGGCATTTCATGCTATAAATGTCT 

ATCTTTGTTCTCATTTGTTTCAAA 

TCAGGAGAAAAGGCATTCAATTTCCATGTAATTGCATGGTTTTGAGTGAATTTCTTAGCCTTAGCTO 
CACTCTGGTCTGAGAGATTGTTCATTATTATOT 

ATCAATTTTAGAGTATGTGGCATGTGGCAATGAGAAGAATGTATATTCTGTTGTTTTKGGGTGGAGACTTCTGTAGATA 
TCTATCAGATCCATTTGTTCCAGTGCTAAGTTCAAGTCCTG7UTATCTTAATTTCCTGTCTTGATGATATATCTAATAT 
TTTCAGTGATATGTTAAAGTCTCCTGCTATTATTGTGTGGGAGTCTAGGTCTCTTTGGAGGTCTCTAAGAACTTGCTTT 
ATGAATCTGAGTGTTTCTCTCTGTTGGGTGTGTATATATTTAGGATAATTAGATCTTCTTGTTGAATTGAACCCTTTAC 
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CATGATGTAATGCCCTTCTTTGTCTT 
CTGCTTTTTTCTGTCTTTGATTTC 

GAGATGGGTCTCTTGAAGACAGCATACCAGTGAGTCTCGATTCTTTATCCAGCTO 

G GATTTAGTCCATTTACATTTAAGGT^ CATGATGTTAG CTGGTTATT 

TTGCAGACTTGTTTATATGGTTGTTTTAT^ 

GTCTTTCCTTTCTATATTTAGTGTTTCCT 

TG C TTGTCTGAACAGGATATTATTTCC CC TTCACTTATGATG CTTAGTTTGGC CAGATATGAAATTGTTGGTTGGAATT 

TCTTTTTAAGAATTGTGAATATTGGCCCTC^ 

GATGGGCTTCCTTTTGTAGGTGACCTTACCTTTC 

TAATGATTGTGTGTCTTGGGGATGACCTTC1TGTGAAGTACCTTACCAGGAGTT 

GpCCTCTCTAACTAGGTTAGGGAAGTTCTC^TGGA^ 

TGTATTTCAGGGACACCAATGAGTCGTA 

TCATTCTGTTTTCTCTATTCTTGTCTGACTGTCTTATTTTAGAAAGCCAGTTTTCAAGCTCTGA 

TTCCTCCACTTAGGCTGTTCTGTTATTAGTACTTC 

TTGGTGACATTCTTGTCTATACTGGCTGTT^ 

TTGGGTTTCAACATACTCCTGTACTTCAATC 

ATCTCAGCCTGGTTTAGAAGCTTGCTTTAGAAGC^ 

TTCAGGGTTCTTGTGCTGATOCTTTCT 

GTTTTTTTTTTCCTTTTATCCTATTTGAT^ 

ATTTCTGGAAGATTTTAGGGGTCCAACACTCAGCTCCCAACTTCTGGACTGTGTGCACTAACTCTGGGGGAC 
AGGCCCAAACTTTGTCTTCTCAYTCT^ 

AAGTGCTAGTGGGTGTGGGGGTGCCTGCCTCCTTGC^GATGTTCACCAGAGTGGCAGAGGCAATGCAGCTTACAGAGGT 

GGGCAGGAGGCCCTTGCTGGAGCCTGTGTGCACAGTCACACTGGAGGTGGTGTTGGCTGGGGGTAGGGTGGTGGCAGGC 

ACAGGTCTGAATGCCTTCTCTGTGCCCCACAAGCAGGAGTGATAGCTCAGGGTAGGGGAGGATTCACTGTTCTCTGTAC 
AGCCCACGTGTTTACTTTTCAAATAATTTG 

ATGCTTAAAACTTCAATTTATACAATTTTTTTCTTCATTTTAAAACTTTGAACCAAATTGGCTTGTAA^ 
AGATTCAATTAGTTATTTGGAATTATTTTCA 

AATTGCYTGTAAAGTTTACTGGTTTATTTCCTCAAATGATCATTGCTGGTTTATGTATATGAAATATTCTCAAACATAT 

C^GGTACAGATAAAGCTATGAGACACGTAAGCTTCTT^ 

TATTTAAGCTAATTACTAAAGGAAATAGAGAAGC^ 

GAGGGAAAGCATAATTTAGAACAAAATAATGAAATTTCCCTGGAGTCTGTCTTCTAAGAGGTTTGATGGATTCATTTAA 

CATACATTTATTTCACTCCTACTGTGCTGGGCAGTCCCAGGGTTATACAGCCCCAGGAGGTTCAGAGTCCAGTAGAACA 

TGAGCATATACCACTCTTTTTCTTTACAATACTCCTTTAGAGAAAAGAAGACTGCAGTTTGCATTTTGCCCTGGGTAAG 

AAACAAATTAGAGATGTAAAGAAACTTTGCTAAGCACTACAGATGCCTTTGACGTGTTTATTCCCGTTGACTCATAACT 

GTGTCTCACCAGATAACCTATAGTATATTCATACCSAAACTTATCTTTTTCTAATACTTTAGTTATTAGTTTTTAGGTA 

ACCTGi^GAAGAATGAATATGAGCTTTTCATATCTATAGTAGGTTCACTTCCAATCCAGAGAAACCATGGACAGACCTT 

TTTTTCAGCTAAACAAAGTGTGGTAGTTTAACATCGCAGTAAGATCAAAAACCACCTTAACTGAGTATGAA 

GATGATACAGTAGTCTTCAAACTAAGTTTAAAAGATGC^^ 

TACTGGGAAAAAGGAGGATTCGAGTGGGGGAAAGTTCACGACATTGTCTCTCTGCCTCTAATCTTTCCTGCTCAAGTCC 

TTGCAAGTAGAATCAAAATATCAATTGTTCTGAAATTAATTCTGCTTTTATTATTTCACTCCCTTGTTCAGARAAACTT 

GGTAAGTTTTCACTTCTAAATGGAAGAAAGGTCCCACTCCTAACGTATCATTCAAGTTCCTTCACAGTC 

CTTTCTTTCCTTTCTTTTCCTAACTATCATTGTTCATAATACAGTAATATACCCTCCCAGGAGTATTC^TCTTTTGGC 

TTCCCTGGGCCACATTGGAAGAATTGTCTTGGGCC 

ACAAAAAGTCTCATGATGTTTTAAGATAGTTTATGAATTTGTGTTGGGCCACATTCAAAGCCATCCTGGGCCATGTAGC 

CCACAAGCCACGGGTTGGACAAGCTTACAGGTCTAAACTCTGATAATTTCACTACACCOT 

GAGCMGAGGCTGCTTACACTTTTTATAGGCCAAT^ 

CATATGGCTCTCAGAACAGTGAATTAATTCACT^ 

TTGTTGGCCAAACAGC&GTGAATCAACATC 

ATATGAAATACATAAACAGATTGAAAATG 

TAGTAATACGAGTGTGATTTTAGATTAAAAAGTCTVGAATAGGTATCCCTGTCTGTTAAACTGAC^TTTAAATCTTAAC^ 
AAATGAGTGAATTATGCATTTTTCCAAAGGAAGAGTGTO^ 

AGGCAC^TTGTGTTTAAGGAACAGGAAGAAGTTGAGTATTGTGGGAACTGAGTAAGCAAGAAA 

GCCATAAAGAGAGGAGAGGGCTOTTGAAAACCATGGAAAA 

AAGGGTTTTGAGCAGAGAAATGGCATACATTTTCAAAGGATCACT^ 

AGTAGAAGCAGGGAAAATGGTTATGACGCCACTGCA^ 

GGAGTGGAGATGGCGAGAAGTGATCAGATTCTGGCAATC 

ACATAGAGTGAGAGAAAAAGAGATGAGTCAAAGATAATTCA^ 

TATTTATTGAGCTTGAGGAGTTCAAGGGAGGAGTAGGTTTA 

AGTCCTGTTTGTGGAAAATGCTTGGAGTGCTGCCCC^^ 

ACTCAGTCAGTTTCCCATCTCAGGCACCTGGGGGCT^ 
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TTTAAGATTCCGAGTGGCAACACTCCAACAOT 

GTGGGACAGTCCTGAGGCATGTGTATATATGGTCCCACAAAAGGTCCCTGGGGAGATTGGGCCCCATCTGCCCCTGCTT 

ATTAATACACACTGTATTAACTTTTCTTCC 

TTCCTGCCTCTTCTCCAAATAAACTACGCACTC 

AATACCC^TATGTCAATCTCCAAGAAGGAGATTGATA 

AGTTGGGAGGCGTTAGTCTTTTTCACAAGCCTATTCAAAAGCCCATTGCACAAGCACTAGATATGTGTAGATTCCTACA 
CAGACTTGTTACCGTCCTTGTCTGCCTCATGTCATCTCTTCCACATGAATACAATGATACTCATCAATGAATGCTCTGA 
ACTTTCAGCAAAGGCCACAGTAGAATTTCTAGATA 

ATCTTGGGGACTTGTCTTGAATTTGCATTTACATAGAAAGCACATCGTTTTTATGTTTGAYACATATTTATTTGTGGTG 

GGTTTGGAAAACCTTGTAGCGGTTATGGAGGGGCACCCCAACCCATCCTTTGGTGTTGCCATTGCTTTTTAATTATGAT 

TTGTGCTAAGCCACACATTCTCATTTTACCT^ 

GAGTAGCAATGAATGAGCTCCTCAATAAATACATAGC^^ 

ATCAATTGTTCAACTGAATGTGAGAAGAAATCATTOT 

TCCTGCATACATTGTATCATATTCCACAGTAATT^ 

CAGTTATCCAGATAATTGCAAATCAGTGGAATCATTO 

GGACACCAAATGTCTCTAATTCTTATATTACT 

CCTAATGCATTTTCAAATGGCACTCATAAGCATACTAACGTTTTATAAATAAATGTCTCCATATTTTTAAGATGAATGG 

ACAATTTTTGATTTTTAATRTAGTCC CCAATTTTCAATTTTTCAATTTTCATTTAC CGAATGGAGAAACAG CATTCATC 

AGAGCAAAAGAGCAAGTTTCACAAGTCATGGGAACAAACATAGATGCTAATTTCCTATTTTAGGAAGTTCTTTTTAAAG 

TATTATCATTAAGAAGCACAACTCTGTGGAATAT 

TGTTACTCATACCCATACATGC^TCCT 

GGAAGGATACTTGAAGTTTTTGGCTCTTGGGGTGAAGGT^ 

AACAGCTAGCTCCTCGTGAAGGAAAATTGCCTTGCAGACTGGCACGAAGTGGATTTCTTTACATCTATTAAGTGCTCTG 
CTCTTCATAAAGGAAAATTTCCTTGCAAACTGGGACGAAG 

CTCTCTCTTGCTTTTTCCTTGCCATGCCTCTTCTTAGGCTCTGTAAGGCAGACTTCTTGTCTTCTCTAGTTATGCTTCT 
GCAAACTGCATCATGCTGATTCTATTAATGATTTGATTTTAAATAATACCATCATAGGTGTTAAATGATGTGTATGCCT 
ATCTGGCTTCTCAGGACTTCTCTCTCACTACTTTACATCTCACCAATGTGTAAAATATCTATGAGACATCTTTAATTTA 
ATATGATTCAAAAGTCTTTACTCTTGACCTTTGTTTGAAGTCTAATCAACTAAAAACCTAAAATTCCTGGTGGGAAAAA 
AAGAAACTTGACTACTCTAGTTTTTTAATAACATGTATTTGATTTATTCTGATTATAAAAGTCATCTTTATTTATTGTA 
GAAAATATAAACATTATGGAAAATAAAATTTAAAAACATCTATCATTCTATTACCCAGAAATAACTTGATCAACATTTT 
GGTGCATATTTTAATGAATAGATTTTTAAATGAGAAATGCTTTTCAGGAGTAATTAGATTCTACTTAGTATTGACAATT 
TTATAATATGCTTTTAAACAAAGTATTAACATTAACTTTTTTGGAAAATGCCACTTTCTGCTACTTATAGCTGTATTGG 
CTATTTTCTCAGAACTTCTGCTGTAATGAGTTTATACTAGAGTTGCAAATACACGTTCTTTGAATGTACTTGAGGAGTC 
GATAGTCTGAATCTGAGATTTTCCACAGCTCTTGGAGCACCTGAGAACACACTAGCTTCTTCCACGATTCTGCAGTACT 
TGCTCCTTCCTGATAGGATGCCTTTGTAAGCGTACAACTCCAAACATGGGCTGAGTGTTCAGTAATCATTTGTGTTGAG 
TTCTTCAGTTTCATGGAGACTAAAATTAGGTTTTCTCTGTCACTCTTGTAATGTCATCTGACCTTGACCTGCATTTCAA 
ATTGCTGAGAAGTTAGCAAGCTGACTTTTACACTAGGCACATCAGAAATAATTGATTAAAAATAGAGTTATTGAAGTTG 
AATTTTTTTCATTTATAGAAAAGTACAATGTC 

ATATATCAAAAGAAAACAAAATAATAAAACCCACAGAAAACCCAAAAACAACTCACCTATTAAAACATCT 

TAAATATTATAGTTTAGTTTGTACAATATCAGTAACTGTGGAAAGCTCCC^TTATCTCATTCCCAAGTGCTTGACTGA 

CTCATAACTTACCAACAATTTTCTTATTTCAGAGAATCCCAAAAACATATTACCTAGGACTAACCTGGAATAA 

ATGGTTGATAGCTTTTATCAATTAAATGGGTATTGATTTKGATAACTCATAATCTTGAGCATATCTTTAGATTTACTTT 

TTATCCTGAATTTATTTTTGTTAGTAAGATTTAGAAATTCAGATTTATTTTGTGCTTTATATGACATAGAAAAAAACAA 

ATTGTCTTTCCTGTACAAAGTCCACCCTTCAAAATAGACTCCAGAAGAAAACATAGAGACTTATAACTTAGGTTAAACA 

TAGGCACAATCCTAAATAGTATTCAGATGAGTCTTACCTGAATAATTGCTCACCTAATATGATAATCACCTGTTAAGAA 

GCAGTTTCTTAAATGTCACTGTTGGAATCTAAACAGTAGATACACAGGTGTTCACTGTAAACTTGTTTCAATTTTTCTG 

TATTTTTGAAAATGTTC^TAATACCATCTTC 

ACAGATCTTATATGCTCTATCAAGTTTATATTTTAGAGATCCCTAATTCAGCTCATTCTGGACTAT 

GCCCTACTAAGGCATGCTTATTTTTTTCTTTATGTGTATAAGAAGGATTCAAAGGGACCGTTTGTCAGTTTTAATGTGT 

GAGCACTACTGATATGTTTTATTGAGAAAAAGCTTACTGC 

CTGGTTTGCAAGTTTTGTAAGGAGGCACCAGGACCCATCTCTGTACCCCCAGCC^CGGAGCCCTTATTTAGACCCACAC 

TGGGCTGAAATAGAAACTTCTGTACAAATGTATCTC 

GTTGAGCCCAAATATTTCCCCCAGGCCAGWGTTACAAACT^ 

TGTTGATGATCTGAAAAATCATCTTCTTGTTTTTGTTTGTTTGTTTGTTTTTAGAGATAGGGTCTTACTCTGTCAGCCA 

GGCTGGAGTGCTGGAGTTC^GTGGCACACTCACAACTCACTGCAGCCTCGATTCCCAGGTTCAGGTGATTCTCCCACCT 

CGGCCTCCCAAGTAGCTAGGACCCCAGGCATGCACCACCATGCCTGGCTAACTTTTCTCTTTTTTGTAGAGATGGG 

TAGCCATGTTTCCCAGGCTGGTCTCCAACTCCTGGGCTCAAGAGATCTGTCCGCCTTGGCCTCCCAAAGTGCTGGGATT 

AGAGGCATGAGCTTCATACCTGGCTACCTTCTTC 

TATTTCTATAAATATTTTATATTCCTTCTCTTCTTATTGCCCTGATACTTTAAATAAACCTAAGCCCAGTCAAATTTTG 
TATTACC CTTGAGTTTCAGTTTTTGGTTCATTCAGC CCTAAGTTCTCTTTGGGCATGAATTGTTTT CACC ATTGACTAC 
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TAGCAGGCA.GCTGGCATAGCCTGGGACATC 

GGGAAGGAAGGAAGGAAGGTAGGTAGGAAGGAAGGAAGGAAGGTAGGTC 

AGGAAGGGAGGCTGGTTGGTTTGATTAGCTGTTC^ 

GCTCTGTTTATTTCAAAGCTTTGTGTGTTTCT^ 

CATTTCACCATCCAGTGCCTGGTGAGACCTAAAAGCCCATAGTTATAATTTTGOT 

TTCAAATATAAATTCAATC C CTTAAGACTCAC C TATAGCATATAT ATCAAACAAAAACACGTCAAATTTAACTCAGAAT 
TTTGCTGGATAAATGATTTTACTGGATATC^TCTC 
TTTTAAGGTAGTAAGTTTAATTAAAAATC 
TTCATCAAGGCCCCATTATTTAGCACTCT 
. AGTGGTAACACTGAAAG CAAAAACCAGAAC CAGTC CAATTGTC TTATTAATAATAGC CTAATTGTGTAAATGTCTGTTA 
TAAATTTCTTAGCTGGTTCTGAGAGATAGCTAGTAAATGGCACCCTAAGTTTTATATATTCTGTTACAA^ 
AATAACAACAATAAGCTGTTTTCTTTTGCTGTTACTCAAACATCTGGATTTCTA^ 
TTTGGTTGGATGGACTGAAAAGTGTTGTGATTTTTCTCCTATGTAGAATATTCAGAGGGAAAGTGCA 
ATGCATACAAACATTGACAGGATCACTTTTCCTCAAGCTGAACTATACTCTAGGCCTCCTCTCTCTC 
TTGAACCGACTCAGCCCCTACTTGCAGCCTC^ 
GAAAGATCTCAGGTAAGCCAGCCACAATGGAGACAAGATTT^ 

ATATATTACCTCTGTGGTGTTAGCCAAGTTCCTTAACCTCTATGAGTCTCAGATTTCTCATCTATAAAGTGGTGATAAT 
AATGTCTGCTCGTGAGTTGGAAGATTAAGTAACATGTAGATCTTATACCTGAGACCAATTGTTTTTCCTGTGAAAGTTC 
AAAACTTCTCTTATGATTTAATTCTTGAAGGA^ 

TGTATTGGTTAAGATATACATTTTGCAATTAAGAGGGACCTCAATTTTAACCTCAGATCTGCTACTCATTGGCTGTATG 
ATCATAGGGGCAAGTTACTTCAACTTCGTAAGTCTTC^ 

ACAGATAAATTATTATGAGGATAATATATAGTATACCCTAAAATTCTGTGCAGAGTCTTCAGAACACTTTCATGTTAGT 

TACCCTATTCAGTCCTCTCAAAAGCTCTTTGGAATG^^ 

CAGCAAGGTCAATAAACACCACAGAATAAACACCAAATAAG 

GTTAACCCGACATTATGGTGATGTTTGGTTCA^ 

AGGATGACAGGTACTCAGGAATGGGAAAGTTTATGACTC^ 

GAACAGTCACGGAAAAAATCCAGAGCACCAAAATTTAGCACATGAGATTTTTA 

TTTTTTCTTTCTCCGAAGGGAGTGATTOT 

ATTCTAAAAAGTTGTAAGAAGCCATTTCTGTCCTTATT^ 

GTGTTGCAACTGGTTTCCCAATTAAACAACCTGTCTCTAGGATC 

ATATTTAGGAGAAGCTTAGGGTTTTGAGCAATCGAGAAATTCTATCACCTAATTTTTGTAAAATTTCTT 

TTTTTTTAGATCTTGTAAACAAAGTTCTT^^ 

ACCTTCAAGATATAACAGCTAATATTTTATTCOT 

ATCAAAACTGAGGACTGATATTCTTTTTGAAACTGATAAARTGGTATGCCTATTTACCATGCTCATGAAGTAACC^UITT 
GGC^TTTTTAGAACTTAAAGATGTTTCTAACAGTATAAAAATAGTTTTCCTACCTCTCCCAAAAGCTTACAAAC^TC^ 
GTAGTGTGTGCCTAAAATTTTGTCGAGTTTTCAGAATC 
TTGCAATGGCTCTCAAATGAGAACCAAATGGGTAAGACACTC 

ATGGCAAGTTCATGGCATAACTGTGACTCTAATCTCTAATCCCCTATACAGTGCTGCCCTGAAAACTTGCCCAATGGTA 
TTTTGATTAAAAAAATTAATTAATCAATCAAATAGGAAAAAGAAACTAAATAAGCCCTACCTAAATTACCTGTTCTGAA 
ATTTCTGCCCCTATTTAGGCACATATAAGAATATAATGTAAATGCTCCATCTTATTTTTAAGATGCCCTGAAAATATTG 
GTTTGTCCATTTATTAAACAAACATAATTGTGGTTTTTATGTCTCTAGACTGTTTGCTAAGCACTGAGTACCCAGAGGG 
AAAGCAGATGTTATCCATGTTCTCATAGTGTTTAGGTCT^ 

ATGACATTGACAAAGAGGAAGTACAAAGTGCAGTGGAGACCTCACCTGGTATGGGGAGGCAGGGAAGACTTCCGGAGGA 
AGTGAATTTCAAGATGTAATCCTATATCCACCACTCCTTCAC 
CTGTATTCATGAGTAGAATATTAAATAGAAAGAATTTOT 
CAATCAGTGACACCAGAAGACTTTTACACACTTGTTAGAAAATO 

TTGATTTCAAGATTTTTAAAGAATTTGAGTCTAGAAATATTTTTTGAATAG TTAGAAAAATC T CTTAGG AAC TTGTCAG 

TCATTTAGTAGATATTGAATAAACATAAAATTTATTTTCTTTTCCTTCGATTTCTTC 

TCCCATTTATCCAAGTAGGCTTTATCCAACAAAGCTTTAGAAGGAGCTTT 

TAGTTGTTTTCCAAATTGCTAAAAAAAATCCTAAAATTAATGTAGATGGAAACOT 

TTCACAATCATAGTCATATTGATTTTTTA^ 

TTTTAGCTCTTTAATTACAGTTTC^ 

AAACACAGAGCATGCTTTCCCAGTGTTCTTAAGACCA^ 

CTTAAAATAATTGTCTCCCATTTCAGAACATGGAATAATTGACCTTTCRATCAAGTAGACT 

AATATTTGAAAGCAATTCAAAGAAAATTTTGGTATTATTTTG CAACACTTC CATTTTGAGAAATAACTTATAGTTGATT 

TTGATAAGTAATGTAATAAAAATCATTTITTACATTTACTTGTACTGAATGGATATTAGTTTTA^ 

CCGTTATCAAACTGCCTTTTGTCACACTC 

AAGTAGATGGTAAATAACAGTCTGTTATTTGCTTCCR 

TCAAAATACAGCACTATCCTGAAACCCACTATCTGCCTGCTCTGGTTTCCTGAAGCAATGTCTT^ 
CCC^CTGATGTAACTGCTTATTTCTCTGAAGTTCAGC 
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ATGCGCAAGTAATTGAATGCCTATGTGGATTACGTTTA 

TAGTAGCTATCTCCTATAAAGGAAATTCTGAGTTTCTGTC 

GAATCTTGGAACCAAAATCCCAGAAATATTCAAGAGGCAAAA^ 

TAAGTTATTGGCAGGAGACGGGCACTTTGCTGATACTTTAGTGGGGTTAGGACTTACATGGATAACAATTGGATTGGAG 
CAATGTTTAGATTTCCGAATCTGGTTTTCCCTAGGACA 

CTCAGGGATGGAACATCTCTCCTTGCTATTG 

TGACAGTAATTAGAATGTTCAAAAGATGTCTTCTTTGTTCTTTTATACTCTTTGATACCCATGAAGTAAAAATTATA^ 

CAGCTTGTTGTATTATAAATGCTAGTAAAGATTCATCCTAGAAAATCATTTTATTTAATTTCTTATTT^ 

CTAAATTCTCATGTCTGTGAAATATTAGCCAGTTCTTCAAAAACAATATTGA 

TTTGCTCATGATTAATCTCAGAAATAAGTAGCTTATTTCTATGACCTTACTGAGACCTGGTAACCTAAGAAGGATTATG 
TGTAACTGTGTGGAAGAAATGAAAAGGAGG CGGTAAGTAATTATTTAAGAAAAAATAATATTAATATTGACAGACAC TT 
CTTGTGTCTGTAACTGATTTCACACTAGGAAAATGAAGCAGAGT^ 

TCCATTGTTTTATCTTGCTTAACTGTTCTAGATGACTGCCTTTACAAAGCAGGGGGAAAAGAAGGAAGAAATGTTTTTG 
ACAGTAATGAAAAAGACAAGATTAGTTCTCCTTCCTTGCACATTTTTAGAAAAAGTTGGA 

TCTAGATTATTCGTATGTCCTTGTAGCTTATC^TTAGATATCCATTAAATTTGAATATCCCTTTAAAAAGGTAAATTT 

GTAAGCAAAGGCAGTTAATTATTTGTGAAAATGTATACTGCTGGCTTTAGCCTGAATACAAAGATAGGGTTTATCTTGC 
TATCAGTAAAATTGGGATAACAATGAAAATATTTOT 

ATCAGTGATGCTGTTTCACCTACAAAAATTTAAACACCACTGGACAAAATGAGAGCTTTGTGTTGCCTGGAGGGTGAAA 

AAAGTCC^TCTTTGCCAGCAACATC'CCTTCTACTCTTCTGCTTGTCTTTGTGGCCTCCCTCCCCCTCCCTTTCACAC^ 

AGCCACCTCACCCCACCAGCTGTTAGGGACTCCTCCCCTCTTTACGCAGATCACCAGTTATCTTACACTGTCTGGCTTT 

AGTCTCAGATGAAGACATTCTAATAAGCACCAAGTTGTTCAGCTCAGTGCTAACTCTGCCAGGAATGTGTGCATTTCCT 
AAGAGCTGCCGAAAATGGAAATTAAATAGTTTGAAAGAATT^ 

ATTGGCATCAGTGTAAGCACCTTTTCAGTCCTTCTTTGAGAACACCAGGAAAGTGGCTACCTGTTTTGCTCATGCGAAA 

TTTGGATCTCTATACAAAAGCAAAAAGACAGTTTGTGAAGCGT^ 

TGTTTATTTTTGAACTCTCTGCTCCTCCAAGGTTC 

ATGTCTGATAAGAAAGAGGTGAAACTGTAAAAACCTTTTCTATTACTCGTCTCCAAAGCTGATATGAAACCTGTAGCAT 

TCTTAAGAACCCCTGGTGTCCTGGATGCTGTTGTGAAAACAAGCATAATGTTTAATGTCTTGAGCTTTTATTGAAATTA 

TATGAATATTCAAGACTCCCTTGGTGTACAAGAGACAGATTGAGCTTTAGAGGTCTCAAAATTTGCAGATATGGTGATG 

TTCACTGAGCTCAACTCTTGGTCAATTTTGTCCAGTTCAGAGAGGGTTAAATTCACTCTTGGGCACTTGAAGCCTCTCT 

AATCTTATCCTGAAGAAGTGGCGCTCTCCCTTGGTTTACAGTTGAGGTCACCCGCGGGGCAGTGTTTGGATACAGACTG 

ATGAAATTATGCTGCATTGTTAACATTGAATACCACTCAGTGGTGAGGACCGATGACGGCACTAGGGTCCTTTGACTCC 

TTGGGTAC^TTTCTTGAAATAGATGCTTTCCCAAAATGTCCTGGACTCATAAAATATATGAAGGATTCTATTTGGCTT 

TCATCATTTATTTAATTTGAAAGAAA.GTTGTTTTAACAGATTTATCAGAGTTAAGAAATGTTTCTAGGGAATAGAAAAT 

GGACAAGATAATTGATCTTTGTTGTCAGAGTCATGCATTGTAATTCACTCTCTAAGGTGACGC^GCATCTCCTTGAGGG 

CAAAGCTGCCAAAAGTTCTGAAAGTGATCTGCCTGTTTTTTTTTCTCACACTGACTTTTAGAGAGGCGCTGGTATTTTC 

AAGACGAGTAAATCCTGTTTACATCCTGTGGAAGGTTGGCTAAGAATTATATCCATCTCTTTTTAAGAGAAGTTGAAAT 
AAGGAAAATTATAGTTGGCAGTTAGCTGTGTGAAATTC^ 

TTAAAATTTTTTAACGAAGCCCTGTGGGTTTACATTTTTTAAAGTTCACACTGATATAAAGGTTTACCCACTTCAATC^ 

CACCTTTTGTTGTGTGTGCATGCGTGTGTGTGTGTTGTGCTTTTCAGGAGTGGCATGTGACTATGCTGTTTAATCAGGG 

CTATATTTAAAAACAAATTTTCGAGGGAGTGTTTCTCACGTTAATTATGAGATAAGGCCTGAGTGAAGCAAACTCTGTC 

GCAAAGGCCAAGTGTCATGCAGCAGGAAGTCCTGGCCATCCCTTCCAGCCCTGCCTCAGCCAGCCTGCCATCTCTCTGT 

CAGCGCATACCACTGCACAAAGGAAATGCCCTCACTCAGCTACAAGTGCCTCCTGCTCCGTGCGGGGCCTCAGGGCCCC 

AGAGCCCCGCACCAGCTCTGACTTCTCGTGGTTCCTGGGGATCTTGGCATCGTCCTTAAAAATGGCTTTTGTTTGGGAT 

CCTCTGGGAGCCACGGTGCCAGGACCATCTACAAGAGCCAAATCAAGATTGCGTTTCTCAAAGTCCTACAGGTATTACT 

CTTTTCCTTTTGTAGCTAGGAAGAATTGTTTAACTGCCTTAGGCCCCTTGCAAATAAGCCTTTGCCCTATGTTGACCTT 

CTAACTCCTAATGCTTGTTAAATTGACAATATATTAAATAAGAGCCAAGAAGATGATGTAAACCTTGAAATAGGGGTAT 

GTAGGTACGTGCAGAAGTTGAAGGAAGTTGACTAACTTTAAAAGCTAATTCTGAGAGTTAAATGGCAAACTTAACAAAG 

CATTCATATTACTGCCACCTGAAAAACAGTGTATTAACTTGTCTAATGGCTTAATACAGTCAACTCTA 

AGGGTTCTTGTTTGACCAACAAAAAAAACACTACATTATTCTTCATAAGTGTTTCAGGGCACATGCAGA 

GAAACTAATGCTGTTTCAGGTAGTAATTCAGTGTTCATCTTGCCCAGCMGAATTACATGTCATGAATTCAAACTAAATA 

TTTTAATAATCTTTTGTTTCTGGAAGTCATATTAAAAATCTTGACCTCATGACTTCACTAAACTGTCAATGACTGTTTT 

ACAAC^AAATCAGCTTATTTTAACC^^TAACTGGAAAGAAAGAAAACAC 

TGAGTATTCTAGGTGTTAATAAAGAGAAGATTGATTATTCTTTATTATTGTTTAGAAAGAAAACCTTTO 

TTGATTACAATCTATAGCACTGAAAGGTATCTATTTAATCAATAGTAAATAGAAGTGACATTGTTTGCAAAATTTTGGA 
TATAAGGTCTTTCTTATTTAGACCAAATGCA 

AATTAAAATGTGTTCTGATTTGCCTGCATATAAAACATTC 

GCTTTAGAG&CTAAAGAAGATAATGTCCTTGGAATO 

GTATAACAATGCATAAGCAAACTTTGGCAAGAGGTAAATATAATTTGCCAGCTAAAGGTATAGGTATTAACTCCATTTA 
TTTTTATTTCAAAATAAAATAATGATTT^^ 

ATGCTTCCTATGTGCTTTGCATTTTGTTAAATGTGATTCTCATGCTTATTGTATGCTAAATTGTACATTTAGAACTTAA 
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CATCAATGATTTGCTAACATTACTGTGCATATTTC 

AACAAGCTCCTTAATATCATAAATCTCCAGCT^ 

AATCTCACGAAATGC^GAGTTTAAGCTCTTCTC 

AGATATTTTTATTTTGAGGTGTTATGGTATTGTAACAATTTAAAGCTATATGATAAATAT^ 

GGTCAAGTTCTGACC CTTTC CAAAAT ATAAGCATTAG CAGCTAAGAATGACTTTTTCATGTAYTTGAATACCTCACAT C 

TGTAATTTOAACAAGTTTCATTTGTAACAA 

CTTCGGAAGCTTGAGAGGCTGAGTCCTTCCTTT^ 

TTTTTATATGTGCTGCTTTCACTGTTTGGAGGTTCTAGTTTATCTTTCCAGTTG^ 
GTTTCCTTACATACAGCAAAAATGCCAGTAATGCCTA^ 

CGATAATGTTTTATTGGCATAGCCAACTTGATATGATCATATCTATCATAAGTTG 
TAGGAAGGCAGTTGGCCACTGGCTCTTGGATTTCTC 
ACAATGTACTGACAATAATGAAAAAAGGTACATATCM 
CCATGAGTCACTCTATATATATACAGAC&CATATAC^ 

TATCTTCTGAAGAGCATAGTTTTATTGCATAGC^TTCTTGGAATTAAAGGTGTTAAACTATTTC 
ATATCTCATAATGTCACAGCCTTGTTTOT 
ACTTAAGCTTATCTTGACCTTTAAGAGGCTTTGGA^^ 
AACATTTCTTCATTGAATTTCTCCCTTATAAT 

CTATTGTAGTGTCATTTTTCTTTGGCTATTGAATGGATAATAATGCATGCTACTGGGGGTACACTTAGCTTTAACTGGA 
ATATTTTTCCTTGGCATGGCTTTTGCTGCCTGGT^ 

AATTAGTGTCTGATTTGTTAAAGTAATAGCAAATCATATACATTTAATGAGTGTTGACTCTTGAGAAATACAATCTGAA 

ACAGTTTTACAATGCTCAAAATAGATGTGAAAGTT 

TTTATAAGAAAAGATTAATATATAGCTTATTA^ 

GAGGGAAGGAAAGGCAGGGGAGAGGAGGGGAGCAGGGCCGTGGAAGGAGGAGTGAGGAAGAGAAAAAGAGAGAAAGCAG 
AGGGTTACATAATAAGGAAGGTACTTTTTCTCTGTGAGCCCAGAAGAGATTGCCAACGATGTT^ 

GTGTTAGCATTAGGGCAC C ACTTACAAAGATGAGTACTAATTTTGAGGGCAAGGTGCTGATTTATCTG C CTAGGTTCTG 

GCACACATGTTTAAAGATTCACCTAATTACTTTAGAGC 

ATGTGCTCAAGAAAACAATGTGGAGAAGTTTATATTGGTTGTC 

ACGATCTGGGAAGTAAAGAAAGAATCAAGGAGCAAAGATTTAG CAAG CCTGTGGACCCTGACAACTCCAATAAGAGAAC 

ACTAGGGAATTTTGTGATTTAAAATATATTATTGCTTAAAACTACAGTAGTGTTCAAGGAAACTOT 

CTCTTCTTGAGATGATTCTGTCTTCCAAAGAGAACAAATCACAAGGATGTTAAAAGGAACATTTTATGTGACAAGTTTG 

GGGTAGGTACTATGTAAATAGAAGAGAAAGTCACTCAAGGTACATTTGAATGTAGGGCAGAGATTATTCCATAGCATTC 

GACAGGCCAGAAACAGAAAGTGTCTTCTAGTTTTCTTGCCCTTTATAGTAATAGGGGTCATGGGATAGAAATTCTCAGA 

AAATCTCCAAATCTCATTTTTGCCAATTGTTTC^CATCTTTTCCTTCCCAGCATTTTAGCAGAGCTGCCAAACAGGTG 

ATTAATTAAATACATATGTGCATGCTTGTACCTCGTGTAGAAGGTCTAATGAGTAAATTTATTTGATATGACATAGACT 

GAACAGTAGAAGGAAGGATTAATGACAGTCAGATCAACAAACAAAAGTAC^^ 

GCAATATTTGCCCAAACAAGAAGATCTAGATATCCCTAAATTACCTCCTATATTATTAGGAAGTAAAGACCAAATCTAC 
AACTTTGATCTGGAAATTGTATAGTAGCTGATATGAACAGGGATCATAGGAGAGTGTGGTCTCATAGCTACTCTTTGCT 
ACTACCAAAA£CTGAGTGGTAGCACfATCAGTGATTGCC 

ACCCACATCTTAGAAAGGAAGTGAATGCCACCAGTGAATCAATACACTGGGATGTAACTTTCTGCATACCCCAAGAATA 
CCTCCTGTTGCATAGCACTTTTTAGTTTTCAAA 

ACAGCTCATCTCACTTAATTCTTTAGGGTAAGTGAAAAAGATGAGTGTAATTAGTATCAAATAAGAGAAGAAGAATTGA 

AGGTTCAGGGACTAGAGACCAGACATATATGTGGTTAGAAAGTCCAAAGTAAGAACAGTAGAGCTAGTTT 

ACTTACTATGCACCAGGAACCATTCCCAATCCCATACATGCATTAGCTCATGCATGTCATCCTCCAAAACAGCCTCGGG 

AGGTGGATCTAGCATTACCTTTATCTTACAAATGAGGAAACCAGGCAGAGCAAGTTTAAGAAACCTGCACAGGTGTGAA 

TTCTGGAAGTCTGTGTTAGAACCAGGACTCCTGGTCCCTCTCCCACCTCCAGCTTCCTCACCAGATCCTATTATCAGCA 

CACAAGGAAAAAAATTCCATAATGAGAGGTATTGTTCTAACAGATGTACTATCTTCCTCTACTTAACTCTGAATTTTTC 

TCTGAAGACAGAACACCACGTAATTTGTTATAGAATAGGGCTTAGTAATCAGTTAAAATATAAACTTGTTAAATAATAT 

CTAAACTGTCCTCTAACCTAATTGATGTTGG 

TAAAAAGAAGAAAAAGGAAAATGAATCCGTTATTTTATATTGTCTGCTTCTGCCCCCTCCTGGCTTTTGCTTCATGGGC 
TTCCATCTGGCTCATTTCATCTC 

GCTGTTCAGAGGAGCCAGAAGATTCTCTGAGCTMGAGAGGTCAACTCCATCCTGTGTCATGTCTATTTATTCTACTGGC 
ATAGTCTTGACTATTAAACTAGGTTTCTTAATGATATTTCAAATTGTGAGTAATGTTGGCTAAATTGACAAAAAGAAA^ 
TATAGACAACATTTATATCTAAGAATAAC^ATACTACTAACAACCATTGCACATTGTAGGAAGAGGTAGCATGGTATAG 
GAGGAGAACTTTGGCTCTAGAGCCAAACAGACCCAGCTTCAGTGCCAACTCTGCTGCTTTCTTGATTGGGCAGGTTTCC 
TAACCTCTCTGAGCCATTTCCATGTACATAAATAGAAAA 

GAAAGCATGTACGTGAATGCAGGACTACCTGCGAACTCTTTCATAGCATTTTCCAAGTCTTCACTAACATT 
TTTGTGAAGCTTCTTTTGTGA^^ 

ATAGAGCTGGCTTATAAATGGTTACCTTATAAGCAACT^ 

GGAATGATTGACAGCTGGCTAGCTCTACAGCCACACTGCTC 

AGACTTTGGGCAAGTTACTOCATGTGCCTCAGTTTC^ 
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CATGTAAAGTGCCTGGCACATAGACAAC^ 
CAGCAATTTTTGTCCTTTTTTCCACCTT^ 
TTGTGTATTGAATGAATGAACCTATTA^ 

CACATTCATGGGAAGAGGGGGTTAGAGCTGAAGGAACCTGATGGTTCATTTGTTCAAACTCATTTGTCTTACATTGAAG 

AGCTTGAAGACCTTGAAAGGCCCCAGGGTCATGCAACTTG 

CTTCTGTGAAAATCTTTGTTCCAATGTC^ 

C&GC^AAATGAATGAATGATTCAGAGCACACTO 

TGGAAGGACAGGTTTCTGAATAAGAGAAAGACTTATCCAAGTAAAATTATGTTCAGAC^ 

ATCACTTGCTACAACAGCTACAATAGGGTTTTTGT^ 

TATGCATTTTTTTCAAAATTGAAGGAAAGCCCC^^ 

AAACAGAGATAGAGAGGGGAGATACAGTTTGAGTGTTTTCTGTAT^ 

AAGATTAC^^CTCTGCAATJUVATATA^ 

TGGCAAATGTGGAATGCCAGGAGATGTACAAAAAAATC^GGTGACAAAAGAAGAAAAGACACTCC 
TTTATAATCATGCTGTGGATATTTCTGATCATCAGTGTGTTAATGGTTTTCA.CTATAGTTAAAACTATACCATTTTTGA 
ATGGGTAATAGGTATGAATATTTATGCTTAATTAGTAGTTTATAAAATTTATACTATTTATTTTCATAATGTTGATTTT 
ATGATTTTCAACGAGTGCCATTTGTCCTTAAGT^ 

TTGACTGAGC^GCTGGATCAAAGCCTGTCTGATCTGGGCAGAGCAAATAAGGAATACTTCTTACAAAAGAGGAAGCATT 

CAATTCTATA(^CTTTACCTTGGTACTCCTTGTTCTGGAGGCCTCAGCTTCTATCATGTTCTTTGCCACAGTCATATAC 

CCACCTTCTACCTTGGCTCTCCCTCCTCCTAACTTCCATTATTTTTTCTACTTTCAAACTATAATTGACAAGCCTTTTT 

AATTTCAACAAGGGTCTGAAGAGAGGTGTCTGATTTTCCGTAAGGCTGGGTTATATAAGCACACAGAGTTGAATCAGAG 

CAAAGGAAAAATCCATTGGCAAAGGAAGAATACTATATO 

ATTTTAGAGGCAGGTCTC^CTCTGTCATCTAGGC 

TAGGCTCAAGGGATCCTCCAGCCACAGCCTCCTGGGTAGCTAGGACTACAGGTGCACCCTACCATTCCTGGCTTAAAAA 
ATATATATTTTAGAGTCTGTTTTGCCCGGGTTTGTCTCAAATACTTGGCCTCAAGTTATCCTCCCACCTCAGCCTCCTA 
AAGTGCTGGGATTACAGGCATGAGCCATGGCACATGGCTCAAATTATATAATTCATTAGCTGGTAATAGTGTAAATTTG 
GAAGAGAAAAACTAAAATGATAAAGAGGAAAGATGGATTGTGAATAGAGTAAATATATATTACTGTAATTATGTTAAGC 
CAATCAAATGCAAAGGACAGTTCAAAGGGGACAAGTATGTAAGCC^^ 

AGCTTTAAAAAGATAAGCTTTGTGTTGAGCTAAAGAAATAAACTCTATAAAAACAAAACCCTAAAATTGTTATGACAAT 

GAATTAAACATTCAAAAATGAACAGAACAGAATGTAAAAG^^ 

TATGGGGGAGGGGAAGGGCACTATTTGTAGTATTTGC^^ 

CAGCAGAGGTCACTAAATGTGGAGTTGGCAAGAGATACATAGACATAGTACTCTATACAGTGTTTCTATCATATAGATA 

CAGTAGATATAAGTTGCCCCAAAAACATAATAATACAAAAT 

TATTTCCATTGTTTTTAATATAATTTGT 

TATTAACAACTGACTTATAAATACTCCTAAAAATGTAACAGAATGTAGTGAGGGACAAAATGGATGCGGTCTCTGCTTT 

CATCAAGTTTACATTCTGGTAGAGAAAGACAGAAAATAAAC^GTTAACAATAAATAAAATAAATAGAGACTGAGATGA 

GAGGTTCTGCTTGGGGAAGCCAGGGAAACCTTTACAAAGAAATTGATAATTTATTTGCATATAAGTTCAAGCATA 

TTCCATACATCTGTGAGTACATTTGTAGTTCTAGGCCTGAAACTCAGAACTGCACAAGGTCAATGGAACCATATAAATA 

TTGACCTCATTACTGACTTGTTTTCAGTCTCCAGTCTCTTGAGTGAATTTACCTTTGCTTCTTTGTTATTATAAAAATA 

CAGTGAGGGAAAGTAAAACAAGGAGGAAGATGAAAAGAAGATGTAGGGGGAAGAGGAGCAGTTTACAATATACTTTCTA 

TTACATTGTTTCACACTATCTCAAAACTTTTTATACGTAGAAAATACTAAAGCAAAGAAAAATGGA 

TAGCAGTAGTAATAGTCCTATAGTAGGAACCTTGTTTTGTTTGAAATATGTGTCTGTGTCTGCCTACAAAACATAAACA 

CCTTAAGCTAAGAATAACTGTGAGATTAATTTTTTATTTTCAAAGAAATAATACAAATTTTAAATCTTGCATTAAAAGG 

AAAGCTAGCTGGACGAAACTTTTCTGACACAC^GATTTTGAGAATAGCACCCATT^AATATGCTTCCAATGCTTGTCACT 

TGATCCCTTTTTGGCAATTAACTTGCCTTTAATTGATTTGTGGATTACCCACTGGAAGTTGCTATGGATAAAGGAATGT 

AATGGCAGAGTTTGTTTATATAGGGTAACAAAATAGACTGGCTGGGAGGAGGGATTTAACTGCAAAATATCCTTGATTT 

TCAGGAATTTTTCTTTTCACATAATGGCAGTC 

CAAAGGGAAGATTTATGTCCTGTTTAAGAATCACATTAATTTGATGACGTTAGTACATTCTCTAGTGAAAGAGTGGCCA 
CTTTAGTGGAGGAAAAAAACAAGCAACAAAACTCCTTCTGCCATCTTCAGGTTGTACCTGACGAAAAGCTTTTATTTGT 
GGGTTCTATGAAGTATCACTGCCCTGATCTCAGATGAACTAAAAGATGAAAACATTTCATCGCTCAAATAATTGTTTAT 
CTCACATCTTACTGGTTCTAGAAAAGGACTATATATTTTCCCTCCTAACTTTCCTCAGTTTCTTGGTATAAAGTTCA^ 
ATGCTTTGAGTAGAGTTGTTCAGGAGGTCCTCAGTGGCACTGCCACTCACTGGTTGGGACGTTTTTGTTCTCTGTCCTC 
CTGTGTGGAAGATGACAAGGACGGCTTTGTGCAACTTCTGTTGTATGCGCTGCTTTTCAACCCCTTGGATGAGATACTC 
ATACAAGGAACGTCAGGTTTTTTTCCTAAAGC 

ACCAAAATGCCAAGAAAGGGAAAGAAGAAATTATTATC^ 

AAAGGCTTATTGTTTGTTTTAGCACTACATGACTTAAAAAAAAAAGTCTCGCAGTCTTGCCTTCCTCATGTTGGT^ 

ATGGAAAGGATTCTCTTTCTTTGCTATTTATAGATAACCCTTAGCACTCTGCAAGGATCTATTTGGTATAAAATGATGG 

GTGTGAATGTGCCAGTAAGAGAGAAAAAAATGCTTAGCCATAOT 

TATTACCAGCTCCCAAGGGGACCCCTTTATTCTTCTTTCCAGTCACTATGCACCCGAAGATAACCACTAACTGACTTCC 
AATAGCATAGATTTGACTACTTTTGAATTTTATATGAATGAAATTATACAATATAAACTCTTATTTTATTTCAGTCAAT 
ATTGTGTTTATGGGATTC^TTCATAGTGTTTTGT^ 
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CTACAATTTACTTATTCTAGTGTTGATGGAT 

CATTATTGGATATATCACTTAGTAAACAAATC 

TCCCAAGAGGTAGGATTTCTGGGTCATAGGTTATGCCTTTC 

CACATTTATGTCGCCCCCAAAGTGATGTTTCAGCT^ 

GGATCTTAAAAAATGTTTGCCTGTAATAACAATC 

ACCTGTTTITCCAGGAATAGTGTGGGTAACAGTGAGCCATTCACACT 

AACTGTGAATTAAGTGACTAAAATAAGAAACGATCTGATATC 

TTAAATATGTGATGTTATTCTACATTTTATC 

AAATAATCTTTTATTCTGTTTTAAAATT^ 

AGGTTTTCCTTCCCGTACATTATTTCTTGG^ 

CTAGTAAATGCATAGGCAGTGTAAGTCACGCTAA^ 

TAAAGAAGGTTTTTTTCCCTTTATTOT^ 

TAATATATATTCCTCATTTTTATGTCATCTCCAAAGCTCCCCATAACTGATTGATGATATCAATCCGGCTTCTC 

TAAAGTTTGTTGACCTGGTTCAGTTTGTACCATGTCAAAATGTGATCATTAATTATTAGATGATGTCAGGAAAAATTTA 

GTATGTGTGATAACTGTGGGTCCCATTTCTT^ 

GGGAACATAAGTAAACATTAGAGCAATATCAAACGTATTCT^ 

CCAGACAGATACTTCACATCGTGAAATTTGA^ 

TTTGGGAGGGTGAGGTGGGAGGATCGCCTGAGTCCAAGAGTTTGACACCAGCCTGTG^ 

TACAAAAAATTTAAAAATTAGTAGGGTGTGATGGTGCCTGCCTGTAGTCTCAGCTACTCTGGGGGCTGAGGGAGGATTG 

CTTGAGCCTGGGAGGTCAAGGCTGCAGTGAATGTGATC 

TCTCTGAAAAAAAGAAAAAGTATGTAATTTTTACGTAAGAGTCACTC 

AATCATTGAGTGATCATGGGCTGCTTTTCAAGCATTTTTCGCTCACCCTl^ 

GGGGAAGGCATGGGCCAATACATCTTTTAGTATTTCOT 

ACATAGATAAAAAGTATTTTTATTATAACC^ 

GCATAATGTACTTTTAAATATTCAAATC 

ATGTAATTTCTTGCTTTTAATATAAATTO^ 

ATTCAAATGGTAATCATAATATGACCTATACCAGTOT 

TTGTCTTGGCTCATTAAAGAACAATGGACAAGTT^ 

TATGGACTGTATATTACAATATCCTTTTAAGCTTACAGAAATAACATTATGGAGGTATGAGAAAATTGTAAATGATCCA 
AGATATGTGCCTAAATATTTCTTCATACATCAAX3 

TAGCTCAATGTCCCTGTGAACTTATATCCAATTCAATAATTCATCCAAGAAATGTATATTGAGTATATAATCTGCTAGA 
CTTATGAAGCCTTAAACTTTATGCTGTACATTCTG^ 

CCCTTTTGCTAACATTGTTCTTCTGGCTGAAAGCTAGTAAGTATAAGCAAAAGGAGAGATGTATATGATCTCACTTC 

TGTGGAATCTAAAAAAGTCAAACTCACAGAGGCAGATAATAGAAGGGGGTTACCAGGGGGTGATGGGAACAGGAGGGAT 

TGGGGAAATGGTGGTCAGAGGATATAAAATTTCAGTTAGACAAGAGGAATAAGTTCAAGAGATCTACTGTACAACATGG 

TGACTATCATTAAGAACAATGTATTGTAAACCAAATATTATATGTGGTCACTTATAAGTGTGACCTAAATAA 

ACATGGATACATAGGGGGGAACAACAGACACAGGAGCATACCAGAGAGGGGAGGGTGGGAGAAGGGAGAGAATC^GGAA 

AAATAACTAATGGATACTAGGCTTAATACCCCCATGACACGAATTTACCATTGTAACAAACCTGCACATATATCCCTGA 

ACTTTAAATAATAACAAAACCAAAAAAAAAAAAGAAAATT^ 

GTATGTGAGTTAATGCATATGTTAATTAGCTTGATTTAGCTCTTCCGTAATGTGTACGTATTTCAGAACATCATCTTGC 

GCACTATAAATGTATGCAATGTTTGTCAGTTAAATATTTTTAAATGAATTTTTTGAAAAGAGGAGGGGTGTGAAAATGA 

AGACTACTTCTGACTTTATATTTTATATTCTGGGGTTACAAGAATGAGACCTCCCTGATGCCTACACACAAATGGATTA 

ATGTGAAACTGAAGGTTTACTTGCCCAGTTTACTTGCCCATGTTTACTTGCCCAGTTGATTCAGCTGGTTTATGTATAA 

TTGTCAACAATTTAAACTCTGTCCCATTCCTCC 

CAATTTATATATGAGAGAAATAAAAAGGACTAGTAAAAAT^ 

CAAAGGAGATAGGTAATTGTCTTCTCTCAAGAGCCACTAGACCA 

GGGGAAACGATACAGATCAGAGGCACCATGTGTTGTGCATTCTGGTATTTGTCAGAGATAAGGAATGAAGCTGAATTTT 

TTCATGGATTTGTCTTGAAGGAAAATAAAATC^ 

TAAGACCTTCAAAGATATGTAAAATCATAATTTC^ 

ATCTAAAAAGAGAGTGTTAGAATACTATGCATTTAAAGTGAGTAGTTCACTTCATGATTGAGCAGAAATTCCTGAGTTC 

AAATGATGGCTCTTCCACTTGCAGCTTRT^ : 

CCTAGATGATTAGAGTTATTCAAGTATTAAAT^ 

ACAGTCAGCTCACATCAGCTAGCGTTATTCACAAGAATAGGCT 

AATAGAAAAATTAATTTATGAAACAAGACTGATTCT 

TAATCACCAACCAAGTGACCCTGTAAAATAGATAGGAGTT^ 

TATATATGGATATATTATGTGTGTGTTTGCAT^ 

CATATCTAAAAAACTTTCAGTGTTAAGAACTAGCCAAGTGT 

TTAACTTTGTAAAAATTTCAAATC^CTGTTATTC 

GGTGTGGACTATTATAAGGGACTCTGATGCTTCATGACAGGGAGTAATTTGATCCAAAGTACAACGGAGCTSTCGTGTG 
GATTTAAGTTACCAAACTATTGAAGGGACCCATGCACCACCAAGT^ 
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CCTCCCTTGCAAATGTAATAA 

ACTGCTAATCTAGGCCTGTGCTGTCCAAGAAGAGAGCT^ 
ATGTGCTGGT^TGTAACATGCAC&AAGGAT^ 

TCATAATGATTACATGTTTAAATACTAATACTGTGTATAGGGTTAAATAAAACATATTTAAATTAATTTCACCTGGTTG 
TATCTAAGTGTCCATCAGCCAATTAACGGATAAAGAAAAT^ 

AAGGAATGAGATCCTGTCATCTGCAACAATATGGATGGAACTGGAGGTCATTATATTAAGTGAAATA 
AAAGACAAACTTTGTATGTTCTCATTTGTGGGAGGTAA 

GGTTATCAGAACCTAGGAAGGGTAGTGAGTGGCAGGGGTGTGGGAGTGGAGATGGTTAATGGGTACAAAAATATATTTA 

GATAGAATGATTAAGATCTAGTATTTGATAGCACAAAAGACTGATTGCAGTCACAATAATTTATTGTACATTTTTTAAT 

TAAAGAGTATAATTGGATTGTTTGTAACACAAAGGATAAATTATTGAGGTGATGGATACCTCATTTACCCT 

TATTAGGCATTGTATGCCTTATATCAAAATATCT 

AGTAAATACATTAATTTCACCTGGTTGTAAAAAT^ 

TGGCCATCATTCATGGTTCACATTATRTT^ 

AGAAAATTATTAATTCTTTAAAAGGATAAAATTTAAAGTGATAAATGAGATCAAATTTTATGAGCAAGTCCATCGTAGT 
TCACTCTGTGCTTGTTTCTAGGGAAAAAAAATTC 

GAGAGAATTAAAACATTAGCAAATAGGGGCTGTTGATGAAAATGAGATTCC^GAGAGGGTGAGAAGACTGAACACATTC 
CTGTAAAGCAACAGGGATTAATGCACCAATGAGAATT 

ACCCACTAAATTTTTCTAGGGGAAAAGTAAATGCTAGAGTGATATTAGTGAATTAGGGGATTTGTGAAGATGCATTTGA 
ATGTCAAGAATATAATGTAGTTTTCTTAGTATTTTTGAATTCAGTGACCTTTTGTTAACCTCAAGAGACTGAGGCTAAG 
AGACGAACATTTACCATGTGCTTCAATCAT^ 

GTGTGACTCCTGAGCCCACATGACCGAACGTGTGCCCATGGAACACTGGTCCCTGCAACTGCTCTGCAAATAATGGTTC 

TATACTTAAATCATTTTAAGAAATGTTGGATGTATCGTTACCGTCTTAAAGATGATTCATTC 

ACTGAGAATTGCTAAAAAACTGTTTAACTTTTTAAAATCTTTTTCTCAAACTTCTTTTGCCACAGAAC^ 

TGCACATGCATCTATATGCCATTTATCACCAGTTGCATGCTGAAACTAACCTTAGACAGAATGCTATTTGGAAATGCTG 

AGATGCCTTAAATTGCCTTCTATC^TCTCTCATTATTAGTTACTAAGGAAAATGGCTTTGAGAAAATATAAAATATTTC 

AGGAAAATATGTAATTTGATGCTCAGATAACTC^ 

CTTGGATGCATGTCTTGGTTATTCTTATATTC 

TCACAGTCTAGGTCTCTTTTTGTGTAGGACAAAGGTAGGGCTTGGCTTCTAGTTGAAGCTACAGTTCTGTAGGACTTGG 
GATTTGGAAAAGTAATGACAAGATAAATAAGTTATGACCATC^ 

TAATGAACAAAAGTTTCATAACATATTTCATAAGATATTTTCATAACATATGTCTTACAATTACTTTTTTTATTTTCTG 
AGGTTTTTTCTCTAAATTATGCT^ 

GGGAAATTTTTGTAGGAATTTAAGTAAAAAAGCAAGTTATT^ 

CTGCCCCCTGGGAACTTGGAAAGTGCATACTTGCTCTTGAGTTCTGCTAGTGCCCTAACCACACGCCTTTCATGTCTAC 
CATACTTCGATGATCTTGGATTCAAATATGATCCTCTGCCTTCCTCACAGAAAGAAACAATTTAGGGACATGGACTTAA 
TGGTAATGACTTTCAAAAGCTAATGACGTGCAGTCTTTCGGCACTGCCTAGCCGAACACTCTTTAGACAACCTGCTGCT 
TTAGACTGGACATGCACATGATTCCTAAGATACACTAAACAAGAATATGAGATGCTGAGTCCATTGTTTCCTGTGCA^ 
ATTCAGTTCACCAAGAATACTATTTTCACCAAGAAAGCCATAGACTGTGTGTAGGTAAAGAACTTTTGCGCTAATGAAA 
CTTGTTATTGGCTGGGACTAGGGGCCTAAATACTAGTTTGAGATTCTGTTTCTGCTGTGCCATATAGCATGAGATMCCA 
CTTTTGCCTCTATAAAGCAGGGCTATGGTTATCTTTCCTTATTACCTCAGTTGATTGTTGGCTGTGAGAACCAAGTAAG 
ATATGCTTCATGGAATAACAGAAGAATGCAAGATATTATCACGGGAGGCAACATTTTTGGGATATCACATATTAGTGGA 
AACTTAAAGAATATTTGAGAGGTTATCTTTGACATTC 

AACCTATGAACTTTTTCAAGTGTTTTCTCCACAACATTCCTCTCTTCTACCAAAGAAAATCAGTTTACAGTCATGTGTT 
TTGTAAAAGCCTAAATGGGAATGAAGGTGGTTAGTAAGAGGGTTCACAAGATGGAGAGGCTCCCATGACATTTGTAGGT 
TTAATCTCGTGCCCCATGACCTCTTAAAATGTC^ 

ACGTGACATTGTGAAATCATACCRGATGTTCTAGTAGAACTGTGTTCTGGTCCTATTGAGTTCACCCAGGAGAGGCATC 

AAACTCTGCAATCAGAACATATCAACACATGGCCTATTAGCTGATTCTGCCACTTGGTAGCTGTATATTCTCTCTCTGT 

TTAGTGTCCTTATCTGTAAATTGA7VATAATAATAATAGCTCATAAGGCTTTGTGGGGATTAAGTGAGATAATCATGTAC 

AGTGCCCAGCACAGTGTCTACTGCATGGTAAATACTGCAAAAATGTTAGCTGTTGACTGCTCCTATTTATGACCTTCAT 

TATTAAAAAGGGGAACTTAGGCTGACGCAGGAGAATGGCGTGAACCCCGGGGGACGGAGCCTGCAGTGAGCCGAGATCA 

CACCACTGCCCTCCAGCCTGGGCGACAGCGAGACTCCGTGTCAAAAAAAAAAAAAAGGTGGGGGGGGGGGAACTTATGA 

ATGCCTTTCACTTATACCAGGATCAT^ 

AAGCATGCAAGCTTGGTTTACAAAAGAACTGGACAAGCT 

CAGGTTTTGAGACCTTCCTGTCTTCTTCCTTCATCCTTCTCCTCTTTTTGTGTTCTCTCCACACACTTTTCCTC^TC^ 

AGCOAAAACCTTTGTTCTTGCTATATTCTCT 

AAAGTGTAGATAAGC^^TTAGACATGAGTTAATGTTTOT 

TGAGTAAATAGATTCCTGACTCCCTAACAGGGCTATGTCTTGTGTCAGGAAGCCAGCGCACTGGGCTTCTTGGTAGGCA 
GGAGACCCAAGTCATCATCTGCTACTAAGGCTGGGTCTTGGAAGATGGAGAAGGCCGTAGAAGAAAGGAAAGCCAAAAA 
AAGAAAGGAATGAGATTTTGATATATTAATTAGCTCATACYATAAGCCTGGACTTTTGCTAGGCATTTTCCATGGTAAT 
TTGGTTATACCTCAAAACAATTCTCAACATTATTATCACTGCCACCACTTCTGTTAGCAGCTGTGAGAACAGAGGTCAT 
GTGAGTAAGCAGTTTGCTAAGGGTTGCATAGCTTAAAAAGTAGTCAATAAGCTAAAGTTTGAACCCTGAGATGCCTGGC 
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CTTCACAGCTAAACTTTTATTAATTACACCTGCTTC 
TCTAACAACATTAA.CAAAAACATTTTCAAAAATATAATAATAGTCA 

GCTCTGTTGAGGTTACTGATGGATGGGGACAGGAAAGTACAAAATTTTTTCTACGAAAGTTTCCCT^ 
TCCTTGGCTGTCTTGCCTTGTGAAATTATACC 

AGC TTAAACTTCATGGAATAGTTTATTTGAAGCTTGTGGGTAC CAATT C CAGGCAGCAAGATACTACTTTCAGAGATTC 

AATTAACTTCCTTCAGAGTCACAGCAAAAAGCGATAGAGCTAAATTGATTACCTTG 

TGTTGTTACTTCTTGAGCCAATTTATTCTCC^ 

ATGAATAGGAATCATCTGAATATAGTTATAG 

TCCAAGCCATAGTTATTCCAAATGGCTGGGAGTGC^ 

GATATGAACAATGCCCCTGATTGTTAGTTAGCAATCT^ 

CTTTTTAGTTTCTATCTTTAGGAATTTTCCGGTCCTTTCACAGAAA 

CCTGAGAGGGAGACACTTATGAAGGTACTGCAGAATCTTA 

TTAAGTTGGTCTTAAATGGGTAAAAGTGATAAATGTA 

ACCCATAGGGGCAAAAAClTlTGTATTTTTA 

TAGATGCAGTTCTTTGCCATCCTCCCTTTTCCT^ 

ggagattttactgtcagaagtctcctattgctattgcttcttggagttggttcccatgctctgggcacaggaaa 

ctgagatcttc^ctactagtatttattgagcacctatactatgccaggactggactgtgctctgaggtcacagtggtaa 

acataccgacatggttcctgctgtcatgagccttccaaagg 

taaatgcataattagataaaatgcattgaagaagtaaagatcccaggaaaggagagaaccaattaatatgatggatggg 
aaatc^ggctgctggaaggaagtagtgtataagctgaaaaatgag^^ 

ggcaaatgggtttcaggaaaaggaaaaacatatgtaccagtaacatttcaagaagaaatgggaaggato 

TGTTATTCTTATTAGGTTGATCTCTTC(^TGGAAGAGACACACAGAATGTAATTAATTTATAGAATATAAAAATGATOT 

TTTTTTTTAGGAATGGGGAGGTGAGGAGAAGACCCGCTTCAAG 

CAAACCTAAGTAAAAGAATGGTGGTACCAAGGGTTC 

CATAAAAGCTAAATACGTATAATCAAGATGCTT^ 

A(^GTGCCTCACACCTGTAATCCTAGCACTTTGGGAGGCTGAGGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCA 

GCCTGACCAAGGTGGTGAAACCCCATCTCTATAAAAATACAAAAATTAGCCAGGCATAATGG 

AGCTACTAGGGAGGCTGAGGCAGGAAAATTGCTTGAACTCAG 

CACTCCAGCCTGGGTGACAGAGCTAGGCTCCATCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAACTC^ 

CTCTTCCAACTTTTTTCCCCTAATTTCTTCCCTTAGCACTGATATTATCAAACAAGTGGCCAATCCTATA 

AGACTCCAATTTAAAAAAACTATTAAATTTAAAAACACTCAGAGATATAATGATTGTATGCCTTTTATGAGG 

GTACCTAAAAGAAAACCCTATAACTTAACATTAAGCATATGAAGGTAGCTATTATTCAAATAAGTAGGAGTAAAGACTT 

TTCAGCTTTGGATCCTCATAAACAAGACCTGCAGGTTTAAAGATOT 

ATAGTATATTATATACTATTTTATATTTACTC 

GGATATGAAAATTAAAGATAAATTATCCCCACGAGAAATAATCTTAGCAGGTTATTTACTAAAGA^ 
AGATCAAGAAAAACTCCCCAAGGAGTCTTTAATTAGAACTCTTT^^ 

CTTGCCTTAGGCTACATAAATTACAAAATCTGAAGCCCTTTAAGCAGCATTAAAACTGCTGATTTTAATTGCTCTGATA 
ATGAACTGGAGAGAGACACACTAAGCTTCCTGGATTTCTGTO 
TTATGAGGTATTCTGCACAGGGAAAATCAAAAGAAAGCAGATC 
TTCCCAAGAAGCATGTTACAATAACTTTAAGTGAAG 

TTTTAATGTAACTTCCC CCTTCTCGATATATC CAGAAAATAGTTAATAACAATC C CTGAGGGAAAAGAAAAATGCTGC C 

CTTCATATTAAAAAAAAGAAGATAACAGAGATCC CCTTAGTGGTGAGTGATTTATAGTGAAAACAG C CAACTCATTCTC 

TTTTGCCTCCTTTTGACCTAGAGAACTGGATTCGCGGATTTGTAACTGGATTTTGATTATAGAGTATG 

CAAAAGAGTTTTCCTTTGAGGAAAACTCAAACTGCCAACAGAT^ 

AAATAACAGAAACCTGGACTCACAATAGCTTGAACAAATAGGAATTACTTTTAAGT^ 

CTGTTGCATGATGTTATCACCATTTGCAAAGAGGCAGGATCTCCACAATTT 

GGCTACTGCACGTCCAGATGATCATGTCTGTGTCACAGATAGTGAGAGGGAAGGAGGAAGGATGAGAGAGGATGGCCAG 

CTAAAGTTGTATCTACCCCACTTATAAGAAACACAAAGCCC 

ACATGGTCATCTTGAGTGCAGAAAGATGGAAGTTAAC^ 

GAAGTTTGGAAAAGACTGTGGGCTAGCCAATCAAATTGTCGACCACATTTGGCCTGTATTAATGTATAG 
CTAATGTCAATTTGTTAAGGTGTCTTAAGGACAGGAAAAT^ 

ATCTTGGAAAGGGTGAATTAGAGTGGAAAATAAACTAGACATTATCTAAGAGTGCCTTGAAGCCAG^ 
TTAGGCAAGCATGTCACTCATAATGGACCCCAGGGCTTTCCATCTCATAATGTGGATAA 
GTTTTTAAAAATGTCACCAAAAATTCAATAAA 
TTTTGGGAAGAAAAATAACCAAAAAAAACCATCACT^ 

TAAAAACAAGAATAAATAATAATTGTTTGAAATATTTTCAT CATATTGCCT CTGAAATGATTGATGTCATACTG C CTGG 

ATTTAGTCAACTCAGTGAATGATTTATCAGTAGCCATC 

AACTGGGAAACCCACAGAGAAAGGTAAATGAAATAGGAGAGCCAC^ 

TGATTGTTTGGAAGAACATATCTCAGACTGAGAAAAGCTC 

ATAATTTCATTCTTGGAGAC^GAAAACCTAAGT^^ 
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GAGTGACTGTGTTTTATTAGAATTGCAAGAAAGGGAACTTC 

CTGAACAGAGGGACTTTGTTTAAGGATGGCTCTGTGGCTGTGGAACAGTTTTTCTATAGATTATCAAAATGATTCTGGA 
AAAGAAATGTCATTCTGGACTGAGAGC^CATACCATAGGG^^ 

AGTCATATGCTGAAGTCCTAACCTAGGACCTCAGAATGTGGCTTTATTTGAAGATTGAGCCTGTAAATAGGTGATTT^ 
ATAAAATGAGATCATTAGGGTAGACCCGAATCCAACAAGGCT^ 

CACACGCAGAGAAGACTACGTGGAGATGAGGAGAAGATGGCCATCTACAAGCCAAGAGGAGAGGTCTCCCGAAGAAACC 

AACCCCACTGACATCTTGACCTCAGTCCTCTGGCCT 

TAAGTCTGTGGTATTTTGTAATGGCAGCCCTAGGGAAAAACTACAA 

ATTATAAACTAAATTCATGGAGGGGAAAATAGAAAAAGAGGTCATTTCTGAAAACATTGTATAGGTGTAACATAGTTGA 

CACTATCAACTACTAC^TGGGATCAGGAGACAGAGGGTCAGTGATAACGGAGCTCTCAAGACTGGAAACTGGGCGATC 

CAGAAGGACAGGCGGTTGATGAAAGAAAATGATGAGTGTGGTTGAGGCTGCGTTTCCCTTGAGGAGGTGCTGGTGCTCA 

GGGTAGAGGCATCCATCACGATGTCAGAAATGTGTGTCAGACACGAAGGCAGGAATGAGGCTGTCGAGGAAGCCATGGC 

AACATAAACAGAGAAGTGCCACAGCGAGACAACCAGCCAATGAGTTGTGTAGTTTCTTGTAAGTAGCTGAAACAACATA 

ACCAAATTGTTCAATTTAGTCTACATATGAAATTTC 

AAGACATTATTTTCCTGAGAGCTAAGTCTTAA^^ 

GGCAAACCAGTAAGTCAGATACTTCAGGGGAAGGTAGCTTGGTGATTTGAATGTATGTGAGTGTGAATACGTGAGATTA 
GAATCTTACCTGAGAACAAATTTTCATGAGCATCATTGGAGAGTGGGAGAGCATGAAGACTTTTACCCTTCTCTCTGCA 
GGAGAGAATTGTGCAGGAGGAGGTGGGGAGAATGCCACCAAGAACAGGTTGCCTGGGGCTAGTTTAGCGATGGGGTCCA 
AACGATCTC^CTAATGTGAAAGGATCATAGTTACCTTACCAAGGGAAAGTTGGCTTCAACTATATATTTCACTTCTGTA 
CCAGGTTTTGCTTAAATGCTACTCTTTGGAGAATATCAAGAAATTTAGATGAGTTTACCAAATCCAAGATTGTGTTCCC 
TGCTTTTAACTCTTGTTACTGAAATAGCCCCCTGATCCCCAAGAGTAATGCTTGACTGAGGTGTTTGCATGAATTGTTT 
ATATCATTCATTAATTAACGTGATGAACATATTAAAGATAGGACTCCCAGTTTTCATCCCAAGGGCTTACATATAATAG 
TAACAACCTTTAGAAAAGTACTGCATTGTTTATTTATAGAATGGCTTTGACTCACTTAATAATGCTCCATAATTAATTT 
GTAAATTACTTTTTGACTTTGCACAATTATAATTT^ 

TTAATTTCCCTTCATAAATTTGAGACTGTTTTGACTATAGATAAATGTAAAATGTCAATGTGGTGAGAATGACTCAGCT 
TCTCAGATATTCATTTATTCTATAAATATTTTTGAATACCTACTATGTTTCAGGCACTGATCTAAGTGTTGAATAAGTA 
GACAAGGACAGCCTGCCTTCAGGTTTTTTACATTC 

CATTTGGCAGATAATATAGATATGCTCAGTTTTATAAATTTTGATACCTAAAGTATTGTGATAATCCAAATCATGACCT 
TTAGACATTACACTATGCTTATTGATTGAAGGTTGACATATGTTTAGCATATTCTCTTATAATGTATTTAAGGACTTCA 
GTGAGTAGACAAAAGAAGTAAACTTGATCAGAC^CATGATTTCTGAGAACAGACTCTTCCTGGAGCAAGCATTCTGGT 
TAGATTTTACAGGGCTTCAATAAAAAGGTATATGTTTATGCTTTTTGCTAGTTGGGGGTTTCCTAGCAAATGATTCCAT 
GAAAACATTTGCAGGGAATTCCCATCTGTTCTATATTTCCCTGATTTGGGGGCTCTGAATCAATAATGCTGATGTAACA 
GTTGGCAAATTAGATAAGAACAGCCCGAGACTTCCTTTTCCATTAGGTGTAGTCTCATGGAAAATCACCCTTGAATCCA 
TCAATGGAATGAAGCAACTGGGTGGAGCCTATGGGAAAATCCTGGAGGAAGTCCCCAACTAGTCAGCCTCCCCTCTCTG 
CCTTGCACTCTTGGATTCCTTAGCGAAACATCCAAAATGGCCTTCTTGCAAGGAGGATGCAGTCGGTGATCCACATACT 
GAC CAACAGCTGTGTGTGAAAGG CACCGTGCCCACC ACAACAAAGGGGCAGTGAGGTCTGCTGAG CAGATGAGTCGCTT 
TTCTGGACCCTTCCAGGCTTGCAGTTGGCTCAGATGAAAAGCTCAGGCTTATGAGCTGCCAGAAAGTATTTGGCAAAAA 
GCCpACCTTTTTTCTCAAGTACACGTATTCAATTGACTTGATTCCTCAGAGAGATTTGTGAGGGTGAAAGCAAGTTCAT 
TGTCCACTTTTAATGACCCTCAACTTCTAATGAGG 

GGTGTTTTTAGTC^TTATTTCAGTACCTGAGGAAAATGTAAAAACACAAAGCCACACATGTACCAAGGCACTACATGAG 

TGTACTTGGTTTCACCATCTAATTTAGCCCTCTGAAGTGTAGAGTCCATCGAGGCTATTATTTTGTGGATTGTGTACTG 

AAGTTGCTTTTCTTTGTTCTCCCAACATACACTTGTGACACTTCCAACCTCTGATATGTATATGTTAAATACAGGCTGT 

TTTTCAAACAAGATAAATCAAATGCTAGCTAGGAAGTGTGCCTAGAGTTTAAAGCATTCTAGAATGTACTCCCATATAA 

CAGCTATACTTATATAATACCTACATTGTGCCAGTGTTTCATATATGTGAAGTGCTTTAATCCTCACAACAAACATAGG 

AGGGATGTAGTATTATTAC CC CCTTTTTACAGATGTGAAAACTGCAGTACACAAGGTGAAGTGAGAGGC CCCAAATCAC 

ACAGCTAGTAAATGGCAGTGTCAGACCTCAAATTCGACTAGTCTGTCTTCAGAGTCTATATAATTAACCACTGCTCCCT 

GTGCTTTTAAAGGTTAGTTTAATGGATATTGTGCTATTTCTAATAAAAGGATATAATTTTTGTTATATATTTTTCTTCT 

TAGTCTTCACTTTTGGATCTTGGACCACATGTGCTATTATCATATTTTAGCTCATAAGAGACTTCTCTGATAATTTTGT 

ATAAAATACACTTATAGAAGATTTGTATCTTC 

CCTCTAGAATATACAGAGCTTTATCCTCATTTTTC 

CCATATCACCAGTTTGTAGCAGTTCTGTGACTAGAAACCAAATTTCCTGGCTCTTAGTCCTACATTCTTTCTAGTATTO 

CT^AATCATCTTTTCATTTCTCTCCCTT^ 

AGAGGCATTTCTTGAGAAATATTTAAAATAATTT^ 

AACGGATCTCATTAAGTCAGTGCATACAGCTAGGTTCT^ 

ATCTGAACACTTTGCAGTACAATTCTGAGTGCTCTCATGCTTTGTGCTATCGCTTTCTTAAGGTAGCTCATTT 

GTTCATCATCCTGTTCCTTCCCCCAGTCTCCTGGGCTCTGTTGCTAATTATTGACCCAGGAAAGCCTCAGAAGGGGCCA 

AGGCAGCTAAAATTGGAGTGCTCTTTACTTAGACTTATAATGCATTTTCCATTTTTCAGAAAGAGTAAAGCACTTTTAG 

TTTTTTGGTATTTCATTCACAGCCAGTCTGGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTCTGTT 
TCTGTATTAACATATGAGACAGCAGAATAATAATGTGTCCATTCATTCCATAGATATTTCTCAAAGAGTTGCCAAGAAT 
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AAAGAATAGTGCTAAAAAAAGK3T 
GCTTCAGAAATATTTATCAAACTGAAATGAGCTATT^ 

ATGAAGTCATTAAATATATGCGAATTGGAAAGGAATTTAGGAATCATCTTAT 

AATGGAAATGCAAGAAAGTTATGTGTCTTTTCC^ 

GTAACATGTGTTTTAGAGATTACACATATGTC^ 

TAGAACAGTGCTACCCAGTGGAAATATAATGCACACCCCATATACAATTT^^ 
AAGTOTAAAAGTCAGTGAAATTATTTTTTT 
TCAATTTGGACTAGCCATATTTTAAGTATTTAAT^ 
CCAGAATCACAGAGAGGGAAAAATAATAATGTATTO 

TTTTAGGGTACATGTGCACAACGTGCAGGT^ 

TCGTGATCTAGCATTAGGTATATCTCCTAATGCTATCCCTTCCCCCTCCTCCCACCCCACAACAGTCCCCGGTGTGTGA 

TGTTCCCCTTCCTGTGTCCATGTGTTCTCATTG 

TCCTTGCGATAGTTTGCTGAGAATGAlAGTTTCCAGCTT 

ATGGCTGCATAGCATTCCATGGTGTATATGTGCGACATTTTCTTAATCTAGTTTATCA 

AAAAAAATCTAGAGTAGACCTATACAATTTGACAGATTGCATCAATAGTTACAATTT 

CATAGAAATTAGTGAATAAGCAGACTGTCAATAGTACTGGCTCAAA^ 

GGGAGGGGTAACTTCTACCTTATACGAATTATCTGATTTTAC^GTAACTATAAGTATACAATAAGTTCCATTTGCAG^ 
ACTATAGGAGCTTGAACTGTCTGCGAATTTTTAA^ 

TTTCCTTATGAATATTGAGAGTTCTGTTATTGATAAATACAAAGGTGTCACTGTTTAATACACTACTGTGTAGGTCCTT 
TTGCTATGCATTTACTATTTAAAGCGTAAAAACGT^ 

GTTTCTAACAAGATATTCTGCAGAAGCAAAGATACTACTGCATTGTTC^TGTTTCCACAAAAGG 
GGTTCAGCTATCACCTTGACCTTOTCTTGGAT 

AGTTCCTGAGCTTTTGAAGTAAAACCAGAGCTGAGATAGGAAAGTGAACAGCAAGGGGCAGAGCACAGCAGAAACTGAA 
TTAGGTCACTTTTCTAGAGGCTTCTGAATTTGGT^ 

CTATTACTGTTCCATTTTATTCTCTGGCCCAGAAAATAAATCAGAAGACTTCTACATCCTTTTCCTCAAAAGCTGATTC 
TGATTCTCTATATGATGCGACATTAATAAAGTTTTCCCTATTAATTACCATGATGCCATGCAGCCTTCT 
CTTTAGTTCTTAGTTCCTTTGCAGTTCCATCTCCAAGCATAAATTCTCATTAATAATCAGTACAGTGAGGAAGATAGAC 
ATGTGTC^GTCAGTGAGAATGCTTGCAGCTGTAACTGCCAGAAAGTTGTAACTTAACTGGCTTAAACCAAAGCCATCCT 
GAGGTGGGAGGCTCCAAGTCACTCAGTGACATTATCAAAGGCGGCCTGAGTCTTTTTCATCTTTCTCTTCTGCCAGCCT 
CAAGTGTTGGTGAGTTTTCTGGTTTGTTCCTGTAAACTCGAGATGTCTGTCACAGGTCCACCTATTACATGCAGATAA 
TATGGCC^GTCAGAAAAGAGGATCTTCTTTTTACGTCTTCTTTTAAGAAAGAAAAAAAATCATTTCCAGATGGTCTCCC . 
CTTGTCCCACTTCCCTTCAATGTCTTATTGG 
ATCGTACTTTCATGATTAGCTGAGACAATCAGGTC 
'GTGGCTGCAAGGGTAGGTGGATATTTGAATTTCACTGGGGGCCT^^ 

AGAGTCAACTACAAGTAAATCAGAAACTATAGTATCATAAGTGCTACAGGGAAACATGTAAATGCAGGATGCTGTAGGA 
ACACGCAAGAAGGGCCCCTGGCC7VTGCTTGCTTGAGCAAGAGGGAGAGAGGAATGCCAGAGTGGGCTTTTAATGAAAAT 
GTTATCTGATCTGAGATATAAAGCTCAAGAGGAGATAGCCAAGGAAAGGGTGGTGGAAGGAGAGAGAGGGTATCAGGTA 
GACACAGTATCATGTGCAAATGACTGGGAATAAGATAAA^ 

TAAGGTATAGAGCATAAGTTGGGGAGTCAGTCAGAAATAGGGCTATAGAGGTAAACTGTAGATCATAAAAGATCTGATA 
AGT(^(^TAGAAATTTCTACTTTATTCTGCTGCAGTGGGGAGCCAGTGAAATATTTTAAGCAGCAAATGACATAATT^ 
ATATGC^CTTGAAAAAAAAAATGTCTTTGGCTGCTGTC 

ACATGTGAGAATCAATTACAATATTCCAGGAAAGAGTGGTGAAGGGCTTTAAGATAATGTCAGTGGGGCTGGAGAGAGG 
TGAATAGGTTTGATTGATGTTTAGGGGTTT^^^ 

CACTC^CATTTCTGGCTTGGAC^ACTAGGAGGATGGGAATGACATTTACTGAGTTAGGATATCCAAAGAAGAAGCAGAC 

TGGGGGCAAGGGGAGTGAATTAATTTAAATTGTAACTAATGAAGGGCTTATTCTGTATGAAATTCAAGAGAAGT^ 

AGTCCTTAAAGCATTTTCAAATGCCAAGGGATATATTAACC^ 

TATCACAGATGGTGATCAATAAAGCAAGAGAGAGAGATA 

TTAGTGGGAGAATCTGATGTTCTTCATGAAAGAAAAAAATO 

ATTGTCGAGGGTGGAGGCACTGTACACTACATGAAGC^^ 

AATAGGCAAAATAAAATAGAAAGGTTAGGGAYTAGTTGAATTAGTC^ 

TCACATTTTCTGTGTTGATCTATTATTGCAAGGTGCATTAGTCAGCTATTGCTACA 

ACAAAATACCAATGACATTTGCTTCTTGCTCATAGTCCTACTAATGGGTCAGAATAGTGCTC 

CCTTCATGCTTGTTCTTCATGTTTCTCCTTCTTC 

TCCCAATGTGGGAAGTAGAAATGTTCAATACTTTGTAAGGCCTCAGTTTATAAAGCA 

GTTAGCCACAGCA.CATAATRTGACTAAACCCAATATCACTGAGGGAGGAGAGCATGA 

ATGCTGCAATGCCTAAAACATAATGTAAATATAGATAGCATTGGATTTGACCCATA 

AGTGTTCCCAACTATGGAGTGCCCAATGAGCTTCTTGACAAACTCAGGAGAGTAACCTCCATO 

TTTGCTCTTTATTTGTGCTTTTCAAAGGGAT^^ 

CCAGTTACTTCAGGACTGTCTCATTTCATC 
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GTTTATGTTCCCTCAATCACCAGGAATACTGAGTGAA^^ 

TTAGTATGTAGTTATTGGACTTCTTCC^U^^ 

TGCCAATAGTGTGTCTTAATTAGTCCTGAGAATTT^ 

TAAGTTACATATCTGAGACTTGAAGAG^TCCTCAGATTATGTTATCCCTAAATCTCTAATTGCTWTG 
TTAGCCATTTTTTTATTCCTGAATCAAGGAT^^ 

TAATCCTAGTACTTGAGCAGACCTTATAGTGTGTGTGCACAAGTGCGCATGCGTGTACTCTATTTTTAGATTATCTTTT 

AAGAGGGACCGGTGACATGGTCATACAGTACAAC^ 

AGCACTTGCTCTCCTTTCATTCTGTGGCTTCTC 

GAAAAAGTTGCCTTTCCAGGCACAGTTCAGTCCTGAGGCGCC^ 

CTAGCTTTCTTTTTATGACTACTTTTCCATTCCACACTTTTCTTAATGTTGCAGGAGATAATTTGAAAGAAAGGAAAAA 

AGAACAGGGAGAACACAAAGGCAAGAAGATGAGCAAGATGCCAGATTTAAGAAGTATATTTATATTTAG 

ATTAAATTCTGCTGAGACCCTTAAATATTAGCT^ 

AAAATCTTGTCTAGGCAGGGCAGTAGATTGGAGGATTATCATTACACATTATAGGAGGAAGGCCCTGTTC^TGCCAGG 

TTCCAAGAATGCCATCTGAGGGAGCGAGGGAAAGACATAGGCCAGGTAACATGTCTGATGTATGGAGAA 

GGTGCCATGTTGGTGGAACAGGAGCAGAAAGGAAATCAGACTC^ 

CTGAACAAAGTAC^GATGGAGTCAGTTCAAGTTTAATATGAATGTCCCTGGGCCCTGTGTTTCA 

CAGGAAATCATTGGATTTCTCCAAGGATGGGTCTTTA 

TATAAACAAATTTATCAATAGAAAA^TAGATTA 

AATAATTGTTGCTGATTGGTTGGTGGGTTCGTTGGTGAATAATGAGAAGGAAAGAAGGAAGAAAAGAAAAGAAGGAGTA 
GAGGAGGAAAGGAGGTGAGAGAGGGAGATTTGAAAGGGAAATAGCGGTGCTCTAAGTTCACAATTTTTAAAAGCCTAGA 
GTTATTAACAAATTATGCCCTCAATCAGATTTTATATAACTTTTTTCAATCTTGTCATATATTAATGTGCTGTATTCAT 
GAAATGATTTTGAGATTTTAAAGCAATGATTGACA^ 

ATATGGGTAATGAATTACATCAAATAAGTATAAATATAAGTACACGCTTTGAAGTTAAAACTCAGTAAGT 
TAAAATTGTTCACTTTATTTTCCTCCTGTGTATGG 

TATAAAGTCTGAAAACATAGTTATTATATATCTTAACGGACCGAAGATGTCCTTCCTGATATTATGTATAGCCTGTGTT 

TCCAGACTAAGTGCCAGGC^CTATTCTAAGTTAGGCACGATTCTAAGTGTTTTACTGTTCATTTAGGCTGTCTGGCTAG 

TGTTTTTCTCACCTTATCAGCATCCCATTTTTATTAAGTGAATTTGCCTAAACACACCTGCACACGCA 

GTGCACACACACACACTTTTTGCATTTGGAAGCCTGGCTATTATGGAACTCTAGAACATGAGAGCTCAGGGTCAACCAC 

CAAGACTCAATAAGGTATGGCTGGGGATGTGACCAAGACTATCCTAGCATCTATGGCTGTGGACTGGGTGTCTTCTCCA 

CTGACCCTTGAAGGTAGTTTTGCTTCACTGCTTTAGAAATGGTGCAGAGACTTAATCTTATTTCACTTTTCGGTGTTTG 

TCTTGGTTCCTGTAGAACTGGCTTGAGGCTTAGAAGATGTCCTCCCACCTGCATTTGGAAAAATACATTTCTAACACTT 

CTC CTCATATGGAAATTTTTAAGTCATTG AAAAACTCATACTGCAG CATTTGTAGAAACAATTTCAGAACAGAGTAC CT 

TATTGCTTTTCCTAAAAGAATTTTAACTGTGCATGTATAAGTATTATAAATGCATAAAATATATAGTTAATCCAAAAGA 

CATAACTATATCATGCATAGTAGTTATAGGTCACCTCAGATATATTAGTAACATCTTTTTATAGAGACTCTGTTGTTAT 

TTCACTCACACAAAAGAATAAACACAGAATTAAGGTT^ 

AATTTCCATGATTTTCTCCCAATCAATGG 

TTTCCTTCCCACAACTGAGTGTTTGAAACTTTTTTCAATCAGTAAAATTACCATTAAAGGTCAGAGATTAGTTTTTCAT 
TTCAAATATTCAGAGTTTTGGGTCAACCTCAAACT 

AATAGGGAAGGAGAAAGGTCTTGGGAAAACACACACACACACACACACACACACACACACACATATATATGTACTCTCT 
CATATTTGAAATTAGCATGTAGTTTAAGGATACTGCACACAGCTCTATGATGAGCTTAACTTGAATCTCCTTAGATTAT 
GAGCATTTTGAAAGCAGGGACTTGATTTTTTAACTAAAT^ 

CGTTGTTTATAAAATAAAAGATTAGA^ 

TGTGCAGAAAGGGGCTGCTTACGTAGTTTATTTCTTTAACACACAGTTGCTAATTACAAAAACAGCATGCATCCAGAGA 

TTGTGAAAAAAGAAGTTAAAAZU^AATCTTGCCT^ 

TTTAATTTATTTTCTCTTTCCATAAATTC 

TATTTOCACCCCTTTCAGAACCCTTTTTT 

TGCATATATTCTGTAAGTAGCTGTCCTTCATGAAACAGACAACTTTTTCTTTTAAAAATCAAGGAGATTGTACAGAACT 
TTGTGATTTTAATTACTGCATGGCAi^CTAATT 

TGAC CTAAGCAAGCT CTTTAACTGTACT C CAC CTCAATTTGCTTATCTGTA2VAACATGGATAATATTATTTTTAGTCT A 

AAACTTCCTCTGGTATGACAGAAAAGACCAATGTGAAACAATTCCCTGAATTTGTCAATAAACCATGTTACATTTATAA 

AAATGCCTCCAGTGTACCGAGACCAGAGGAATCTGTGGCT 

ATGCCAACAGTTAAGTTAGAAATCCATCCCT^ 

AGGAAAACTATCTTAAAAGGAGGAAGTAAGATC^CGGACAAACAAAAGTTCATAAGGTCOT 

AAAGGTTAAGATCAGAGAACTTAGACATGCATAAGCTTTGGTTTGAGGAACAATTGAGTCAACCATCGTAACAGAGGG 

CTGAAAGTATCTGAAGGTAGAATGAATAGTTTATAGTAAGCCAGTCCACTCTCAGCTCTGAGAACATCCAGCTGCATAA 

CCTCAAGGGAACTGCGTGGAAAAAATTAAGGGAAATTCTTTGGGCT 

TCCTGCCCTTGTCTCACCCATATCTCCATTGTCCTCATGTAGTCTTCTGCTGGTTCACTGTGTGCCTGGCAAGTCAGGT 
TCTTACGCGAGGGAAAGAGCTGTTTTAAGTTGTTTATGAATAGAGAAAGCAGATTCAGTCAGACGTAATCTGACTCTGT 
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ATGCCTGCAGGGGTTGTGGCCTTTGTTAGTTTAT^ 

ATGGGCCTGAAATAGGTCTTGTAATAAAAAGGCAGTC 

TGC^GC^TGTGTTAGTTGATTTTAATAAAG^^ 

AGATTACACAGGCACACGTTTRCCTCCCCTAGTGTGTACTATGAATGCAGCTGCTTCTGAAGG 
CTTAAAACTTTCCTTGGCTGGGGTTTTCCCTTC 
GCAAATGCC&AAAATGTCATCTTTGGCTCAGA^ 
ATCAGCTGCTAGGTCTGAAATTATGAGCCTC 

ACCCACCTCTGGAGAGACCACAGC CTCATC CCTAGAGTAGAACTGGAAATTCTC CATTGAGACAGGAAGGCAG CACTTG 

AACCTGGCAGGTTTTGGAGTGAAGTGTCTAAGGACAGAATTTCTCATTTCTCCACCTCTGCCCATGTG 

TATTTTCATAGAGGTGAAGAAGGCAGGTGTCCCGTGGTTATTATGACATCTGTTTACC^ 

GTTTCACAGCCATTGTCAACTACATTTC 

CTAGAGTTC^TTACATAGAGCTGTGTCTGTGGGT^ 

TCCATGTAAGCCAAGATAATATTTCCACTTCTCC^ 

GGAAATTTACTCTGAGCTTTGTGATGTTTTCACTTTAAGATGCTGTAGTTCTGATCCTTTATACATTT 

CCCATCTCAACCCCAGTATATAGCAACACTCACCTGCTC 

TTAAAAAAAAAGTTCTATGTTCAAAGACTAAAGGAACCCAGGT^ 

ATAAAC^TGTAAAGAAATATGTCATTTTTGAAATTTCATGAATCTTATGTCTATACCGATTCCAATTC 
TGGCAATCTGCCTTTATTATTGGAAAGCCCCRT^ 

AAAGAGTCTAAATGTTACGGGAGGTGAGTCCAGGCAGGGTCTACGGCCCTCAGTTTTTGTCTTCCTGGAAGAAAAA 

TCAGCTGAGAGACAGATGTAGATTTCAGACAGAAGCAAAAGTTTATTGA^ 

GCAACTGGAAAGATTGAGTGTCCCGCCTGATTATTGGCT 

TCTCCTCCCATCATACTTCCTTTTGGGCCAGCTGTTGGCTAATCGCCGCGTGCTCAGTGACTTGCCAGTAATCTGGGAG 

GGGCTGCATGCGCCATTTGGTGGTTGTAGTTATGCACATGTACTCTTTGGGCAATTTTCCTTTACTGGTCTAGTGCCCC 

CAGAGGAAGGTCATATACCAGTCAAACTTTGCCA 

CGCAAAGTTGTTGCCTACAAGCTTAAGATGTTTCCTG 

TCATTCCTGAAGAGGCCACCTGACAGTCACAATGACAGTCAOT 

CCCTGCTCATATCCACCTATCTACCTACCCTAACATATTCCCCCCTCAAGAGTGTGAGACTCAATTATTTGGGGCTAGT 
GGATGAAGGTCAGTCCTCTGTGGCTGCTTCCTGCTGAAATAAGGGCTGTATTTGTCCTCTGGGTCTCAATCTCTTGCTA 
ATTGTGAGAACAGAATGGTCCCATCGGTAGGTAGAATTGGTGTCCAGCGAGGTCCAGGGGAAACA 
TCAC^TTTGGGTAGGGAGGTAGATATTCCTGTATTC 

CACGACCAGGAAAAGTTAGGCATGCAGACACGTGGAAGGGTGAGGGGAATGGAATTTATTATTTATTGGGCGAAAAGGA 
AAACAAGAAAAGAAAAACTTTGAGGAAAGTGAGAGGGGTTO 

CCCCCACACACGAGCTAAAGTTCCCAGGCTCTTTCCCCCCAACAAGGCATGAACTTCCTGGTAGCTTTACCCCATCGTC 
GCAGTGCACAGGCGGGCGGGAGATTCTCCAGGGATCCTCCCTCTTATCTGCCTCCTGCATCTATCACCTGCATTATTGG 
GAACTTGGTTTGAAATTGTTATATCCTGGAG^^ 

GACGTATGGAGACAGCTGGTTCGAGCAGGGGAGGAACCATGTGAGCAATGGGAGAGCAGATTTTACAGAGTTCCAGATG 
GAATCTGCTGAGGGATTTTCTTTCCCAGAGTCATGAAGCCACTTAGCGTGGTCACAGATTCTCTTTATATGTTCCTCTA 
CTTGCCCACTATTGTTGAC^CAAGTGCAATAGGGTTTATTGATGACAGCACAGACGACTCTGTTCTGCAAGGAGGTAAT 
CTAGAGCTAGTCTGTTGTCCATGACTGGATTAGCTACTGAATTCAGTGAAGCCTTGAGTTTAGAGATTCTGTTCCCAGT 
TCTCTGACCTAGGTCTCCAATTTGTGTAGAGAGGTTTTGGAGGGTGACTTTATGATAACTGAATCCTCTGTATGGGGCA 
GCTAATCCTATGGCAGCCCCTAGCCCTACCATTATAAGGCCAAGAGCTCTCCTTTTTTAAGAATTTGTAATGTTATAGA 
TGGTTACACCTGTTC CTTGTGGCC CCAGGAGTC CTAGGGCACATCCCCTGTATGTTGGGTGTTATCTATGC AGATAAAA 
AGGTTTAGAAGTGAGGGGGTTGAATAAGTTCTTTTAGAACTTCCCTCACAGGGCAGTTTATTTTGTTTAGGTCCATATA 
AAAATACATAGCCTGGAGGGGTGTAGGCCCACTCGGGAATGT^^ 

ATGAATAAGATCCAGAGTACTGGGGCTACCTTATGCTGAGCTAGCATTAGTTTGAAAGAAAAGAAGGCATTACTTATAA 

TTTCATTGAAAGAGATATTATAGATCTTCCAATGACTC^ 

AAGCCTCTCAAGGTTTTATTTAGGAATGATGTATCC^ 

GAAAACAGTAAAAGGGCCTTTCCATGAGGGGATTAGTTGAGATTTTGTAGATCCATCACTTTAGGTTTTAATAAGGACC 
TGGGTGGGTACACAAGTTGGTTGTTAGAGGGTCTGGAGCCAG 

AATTCTCTGTCTTGGATTTGGATACTTTGTACCTTACATTTTGCTAGGAAGKTTAAG 
CAAGCTTTATGGAGGGGGAGCAGATGAGTAAGCCATCTAC^ 

TAGATTTCTTTGCTGGGTCTTGTCCAAATAAGTGTGGGGCATCTCTAAAACCCTGAGGTAGGACTGCTGGCTTTCCTGG 

GAGAAACTGGGATATTAGGGGGAAATATCAGTCCAGATGTTGGGTAAATATTAAGTGGATACCCATTTTGGAAAGTATA 

TTCCTACTCAAAAGCAGTGTGAGGCATTTAGACATTGC^^ 

ATAAATAAAGGGGATGTGAATCTTTAGAGGAAGGGGT^ 

GCCTAGAGAAAAAGGTTAGCACAAAGTAGGCAGTTCTTGT^ 

AGTTTCCCTTGGCTCTGTTCCTTTAATGAT^ 

GCCATTATTGGATGGGGGTTCAACTGGGGG 

CTTATCACAAAGAGGGCAGGCTGTGTGGGGCTTCCTCCCATTTGGCCCATTTGGAAAATTCCT^ 
CTTCTGCATCAGTGGCAGTTACCTGGAGGAGGGTCCTT^ 

Fig. 6.273. 



WO 02/074992 



PCT7IB02/00565 



284/375 

ATAGTTGAGCCTGC^TCTTGTCCCTGCATTTCTCCTTTTCCTTAGCCCTGTCCTCCTTGTCCAGATCTCAGTTATAAAA 

GACTGAGGAGGCTAATTTGAGGATTTGTGGCATAGGQ 

CTGGAGCAGCTTGGGTAAATTGTCCTTTAGGACTAGTC 

TTTCCTGTAGACTTTTCAGAAAGGCTATAGGATTTC 

GGCTTGATCTTACTTCATTTTATTACCTC^ 

TGTAGTCCTGATTGGGGTCCAGCTGGGGAAGAGCTGTAGCCCCT 

TCGACAGTGGATTGCTGCTCCGCAGATGGTCTGTCTTTCCTCTTGTAAAAGGGCTTGTCCCAGGAGTACATTTATGTCC 
TTCCAAATTAATCTAAATGTAAGAGCCAATTTC^ 

GGTTTTTCCTAAGTTGTCAAAAGTCGTACATGGAAAAGGGGATCTGGACCTGGACGAGTTCAGTTGGCTCACTTACCTC 

CTACAAGCTTGGAGAGGAGAACTAAGGAGCCCGGTGTAAAGTGGGGCGAAOT 

GGGGAGGATCCAGGGGTGGCTGTTTCTCCCTCTTTC 

AAGAAATGTTGGAGAGGAATGAGCAGAGGAGTCTCCAGGGCCGATGCAGGGCCCTGGAGGAGATGGCTAAGCATAGCTA 

GGATGTGAGGTTTGCCTTACAAGCTTTACGAGGATTAGGGTCTTCCCTTTAGGCCATAAAGGTTTGTAAATAGGGGACC 

TCTGGCTTTTTGCCCTGATAATGGCAGAAAAGGTCTAGCCGGAGAATGGTATTAAAATTTGTACTTCCATTCTCTAGCC 

AGACTTCCTCTGCAATGAAAAATTAGTTTTTTC^^ 

TCCAAGGGGTCAGTCCGkGAGTATGGAGACACCGT^^ 

GAGTCCCTTCTTCTTCATCTTTTTTCTTTOT 

GTTGCTCAGCTGGAGTGCAGTGGTGCAATCTCAGCTCATTGCAACCTCTACTTCCTGGGTTCAAGTGATGCTTGTGCCT 
CAGCCTTCCGAGGAGCTGGGACTAGAGATGCATACCACCAAGCCCAGCTAATTTOTGTATTTTTAGTAGAGACGGGGTT 
TTGTCCTGAACTCAGGTGATCCACCCGCCTTGGCCTCATAAAGTGCTGGAATTATAAGCATGAGCCACCACGCCCAGCT 
GAAAGCATTCCTTCCTGATCCCCTTATACCTTGGATCAGAGTAGTGAGTAGGGCATCCCCCATTCATCCTGGAGTTCTG 
GAATAAACCAGTGATTACCAGGTACCACTAACCCTGGTCCCACATTTCCCTCCAGGACCAGCCTTCATCTCTCTGCTAA 
TGGTAATCTGTCCTGCACCTGTGGCCTCTGGCTGACCTGTACCTTTGACACTGTGATCTTACAGTGACCTTTGTTTGGA 
GC^TTCCAGCAATGAAATGGTTTTCCTTTCTCTC^U^TTCCCATTCTCCATATCCCTTTAGGTAGGTGAGGATCTTATC 
CCTAGCCAGCAGCTGTAAGGGAACTGGGCCTTCCTTTCTCTGGACATAGCACTGTAGGTCCCAGTATATGTTAAGAATG 
TAGATGGTCAGAGGAACAGAGGAAAACCTGCATCTGAGTCCCCTTGTCATCCCTCCTGTGGATTCCTGGGGAAGCATGG 
AAAACAAGTATTTAAAATGACAGGACAATC^ 

CTGCTTTTGTACAGTCTCACAAAC^GCAGCCCTTAGACCTAAGAGGACATTGCCTATCAGTCTTCTCAGTGTAGAGGAA 
GAACTGTCAGGGCGAGGGAGTTTGGGATGAGAGACCACAAAAGGCAGAGAAAGAATTGTCCTCTCCCCAAAGTGCAGAT 
AGCTCTAGAAAGGAAGTAGGAGTTGCTCTTAATGGACCACATACAGATGCCCTATGGAGACAAACAAATGACCTCAAGA 
GCCACTGGAAAACCTGGTCTCAATGTGTAGCAGGATTTAAAAATTCATGATAGGAAATAAAGAATTGGTGGAGACAGAG 
TCTTCCC^TATTAAGCAGAGAAAGAAGTTGCATGATATGCAGAATAGAAGCAGGGAAGAGGTTGACTTGCCCCCAAGA 
CAGACAGTGTGGCCAGCATATAAGGCCATCTCAAAGTCCAC^ 

GGAAAAGTCCACTTTGGTTAAGGAAATGAAGGTCTCCAGTCTTTGAATGGCCTAGGCTCAAGCCCTATCACCCTTGTGA 
GCCACCTGTCCAAAAGGGCCACAGTGACTTAGGTCTACTCAGTACAGACTCTGAAGTCCTCCACCTCTGCTGTCGCCCA 
CCAGGATGAACTGAGGAATCTGCTAGAGGGAAGAGTGACCAAAGAGAATTTTTCTGGAGATGGGCTGGTGAGTGAGACA 
GCAAGAGAAAGAAGACCTCACGTAAGCAGAGTTGGGTGCCTCCAGCCAAAGATGGCAA 

AAGCTGCAATCTGATTCATGACACCAAAATGTTACTGGCAGCGGGTTTGGGCAGGATACAC^GTCTTTGGTTCTTATTG 

TCTGAGAAGAAAAAATACATCCAAGAGACAGAAGTAGATTTAAGATGGCAGACAGGAGGCAGGACTAGATTGCAGCTCT 

GGACAGAGCAGCATGTGGAGGCTCGCATTGTGAATTATAGCTCCAGATTGACTGCAAGAACAAACCAGCAACCTTGAGA 

GGACC CACACACCCTCTGAAGGAAG CAGACTGCTCTTGCAGGACCTGGGAAACAC CC CAAATACTGTGAGTACCCCAAC 

TGTGGAAGTGGGAAAGGGAGACCCTCCTCTCCTGAACACACACCCCCACTGGAGAAGCTGAAGGTCTGTTTGCAAGAGA 

AGTTTCTGACTTTACCTGGAGCTGAGTCAATGTGGAGAGCTGAGTGAAATACAGAGGCAAAGAAAGTAGCAGAAAGGCC 

CTGGAAGCTCTCTGAGTCCCCTAGCAGGCCATC(^TGCCTGGCATCACAGGGATCCATCCAGAGGGCAGCCAGAGCCAG 

AGGTGCAAGGGGTAAAACTCTAC^GGGAGAAGAAAATCTCTAGCTGAAGTTTGTAACAATTTGAATGGGGTGAGAAGCC 

TCCTGGCGAGAACTCAGGGGAGGGCACACATCTGGCGTGCAGACTCCACAGGTGGAGTAGAACCAATCCCTTTC 

CAGCTGGGAGGTGGGTAGCCTGGGGCAGATTTTCAAGCTCATCTTGCCCTCCAACTGAAAATGGACTCAGGCTGTTAGA 

GGGTGGGAGACAGAGTGAGAGTGAGACTAGCCATTTGGTTTGGGTTTGCGTGGAAGCAGAGTGAGGCCTGTGACTGCTG 

GCTTTCCCCCACTTCCCTGACAACCTGCATGACTCAGCAGAGGAAGCCATAATCCTCCTAGGTGCACAACTCCAGTGAC 

CTGGGAATCTCACCCCCATCCCCCATAGCAGCCCTAGCAAGACTCACCCAAGGAGAGTCTGAGCTCAGACACACCTAGC 

CTTGCCCCCACCTGATGGTCCTTCCCTATCTACCCTGGGAGTGGAAGACAAAGGGCATATAATCTTGGGAGTTCTAGGG 

TTCCTCCCCATACTACCAC^GCTGATGCTCTC 

GGATTAAACCACGAAAGCTAAGAACCCCCACAGAGCCCATTC 

CTGGTAACCTATAAAGGAAAATCTGTGAGATTAACAGCAGATTTCTCAGCAGAAAGCCTACAAGCTAGAAGGGACTGGG 

GCCCTATCTTCAGCCTCCTCAAACAAAACAATTATC 

AGGAAAGATACAGTCTTTTTCAGAAAAACAAATGCT^^ 

GAAGGAGCTCTAAATCTTGAAACAAATCCTGGAAACACA^ 

TACTTTAAGTTTTAGGGTACATGTGCCATGCCGGTGTGCTGCACCCATTAACTCGTCATTTAGCATTAGGTATATCTCC 
TAATGCTATCCCTCCCCCTTCCCCCCACCCGACAACAGTCCCCAGAGTGTGATGTTCCCCTTCCTGTGTCCATGTGTTC 
TCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATGAT 
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GATTTCCAATOTCATCCA^ 

ATGTG CCACATTTTC TTAATC CAGTCTATCATTGTTGGACATTTGGATTGGTTC CAAGTCTTTGCT ATTGTGAATAGTG 

CCGCAATAAACATACGTGTGCATGTGTCTTTATAGC^^ 

GGCTGGGTCAAATGGTATTTCTAGTTCTAGATC 

CAGTCCCACCAACAGTGTAAAAGTATTCCTATTTCTCCACATCCTCTCCAGCACCTC 

TTGCCATTCTAACTGATGTGAGATGGTATCT 

TTTTTTCATGTGTTTTTTGGCTGCATAAATGTCTTCTTTTGAGA^ 

GGGTTGTTTGTTTTTTTCTTGTGAATT^ 

TTGCGAAAATTTTCTCCG&TTTTGTAGGOT 

TTTAATTAGATCCCATTTATCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTG 

CCTGTGTCCTGAATGGTAATGCCTGGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAACATGTAAGTC 

ATCTTGAATTAATTTTTGTATAAGGTGTAAGGAAGGGAT^ 

GAACCGTTTATTAAATAGGGAATCCTTTCCCCATO 

TGCGGCATTATTTCTGAGGGCTCTGTTCTGTTC 

TTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCGTGATGCCTCCAGCTTTGTTCTTTTGGCTTAGGTTTGACTT 

GGTGATGCAGGCTCTTTTTTGGTTCCATATG^ 

TTGATGGGGATGGCATTGAATCTTTAAATT^ 

AGCATGGAATGTTCTTCCATTTGTTTGTATCCTCTTTTATTTC^TTGAGCAGTGGTTTGCAGTTCTCCTTGAAGAAGTC 

CTTCATGTTGCTTGTAAGTTGGATTCATAGGTATTTTATTCTCTTTGAAGCAATTGTGAATGGGAGTTTACTGATG 

TGGCTCTCTGTTTGTCTGTTATTGGTGTATAAGAATG^^ 

AAGGACCTGTAAAACAAAAATACAAGCTAAAAAGCGAAAACAAAACAAAACAAAAGTATACAGGCAA 
TGAATGCAATGGTACCTCACATTTCGATACTC^ 

TGCAGAATGGATAAG AACT C AC CAAC CAACTATCTG CTGC CTTCAGGAGACTCAC CTAAC ACATAAGGAC CAACATAAA 

CTTAAAGTAAAGGGGTGGAAAAGACTTTCCATGCAAATGGACACCAAAAGCCAGCAGAGGTAGCTATTCTTG^^ 

CAAAACAAACTTTAAAGG^TAGCAGT^ 

GAATATGTCACAATGCTAAACATATAT^ 

GAA&TGAGATAGACAGCAACACAACAATAGTC 

AAAAGTCAACAAAGAAACAATGGATTTAAACTGTACCTTGGAACAAATGGACT 
AAATATAGAITCTATTCAACAGTGCATGGAACCT 
AATTTAAGAAAATTGAATTATATCAAGCACTCTGT 
CTTCAAAACCATGCAAATAGATGGAAATTAAATAACCTC 

AAATTATACAATTATTTGAA.CTGAACAACAATAATGACA.CAACTTATCAAAACCTC 

AAGAGGAAAGTTCATAGCCCTAAATGCCTACATCAAAAAGACTGAAAGAGCAAAAAAGACAATCTACAGTC^ 
GGGATCTAGAAACAAGAACAAACCAAACCCAAACCCAGCAGAAGAAAGGAAATAATCAAGATCAGAGCAGAACTAAATG 
AAATTGAAACAAAAAAAAACCATACAAAAAAATAAATAAATAAATGAAACAAAACCTGGTTCT 
AATTGATAGACGATTAGCAAGATTAACCAAGAAAAG 

GATATTACAACTGACACCACTGAAATACAAAAGATATTCAAGGCTACTATGAACACCTTTATGCACATAAACTAGAAAA 

CCTAGAAGAGATGGATAAATTCCTGGAAAAATACAACACTCCTAGCTTAAATCAGGAAGAATTAGATACACTGAACAGA 

TCAATAACAAGCAGAGAGATTGAAATGGTACTTAAAAAATTATCAACAAAAAGAAGTCCAAGACCCGACAGATTCA 

CAGCATTCTACCAGACATTCAAAGAATTGGTACCAATCCTTTTGACACTATTCCACAAGATAGAGAAAGAAGGAACCTT 

CCCTAATTCGTTCTATGAAGCCAGCATCACCCT 

TCAATATCCTTGATAAACATAGATGGTAAAATCCTTAACAAAATACTAGCTGACTGAATCCAACAACATATCAAAAAG 

TAATCCACCATGATCAAGTGGGTTTCATAC<^GGGGTGCAGA 

CCACATAAACAGAATTAAAAACAAAAATTCCATGATCATCTCAAT^ 

CCCTTTATGATTAAAGCTCTCAGCAAAATCAGCATACAAG 

CCACAGCCAACGTAATACTGAATGGGGAAAAGTTGAAAGAATT^ 

CTCACCACTCTTCTTCAACATAGTAATGGAAGTCCT^ 

ATCGGTAAAGAGGAAGTCAAACTGTCACTGTTTGCTGATGATATGATTATTTACCTTGAAAACTCTAAGAACTCCTCCA 

GCAAGCTCCTAGAACTGATAAATGAATTCAAGAAAGTTO 

ATATACCAACAGTGACCAAGGGGAGAATCAAATCAAGAACTCAACCCA 

AATACTTAAGAATATACCTAACAAAGGAGTCGAGAGACT 

AGACAATACAAACAAATGGGAACACATCCCGTGATCATGGAT 

AAAGC^CCTACAAATTCAACACAATCCC^ 

AACTCAGATGGAACCAAAAAAGAGCCTGCATAGCCAAAGCAAGACCAAGCAAA^ 
ACCTGATOTCAAATTATACTATAAGGCCAT 

TGGAACAGAATAGAGAACCCGGAGATAAACCCAAATACTTACAGCCAACTGATCTTCAACAAAGCA 

AGTGGGGAAAAGGATAACCTTTTCAAXZAAATGGTGCTC 

CTATCTCTCACCGTATACAAAAATCAACTGA&GATC 

AAGATAACTTTGGAAAAACCCTTCTAGACATTGGC 

AAAAACAAAGATAAATAGCTGGGACCTCATTAAACTTT^^ 
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CAGACAACCCACAGAGTGGGAGAAAAATCOT 

C C CAAACAAATCAGTAAGAAAAAAACAAACAAT C CCATCAAAAAGTAGG CTAAGGGC ATGAGTAGG CAATT CACAAAAG 
AAGATATACAAATGGCAAGCAAACATATGAAAAAATC 
AAAATGTGATACCACCGTACTTCTGCAAGAATGGCCATAAT^ 
GGGTGATCAGGAAACACTTCTACACTGCTGGTGGGAATGCA^ 

CTTAAAGAACTAAAAGTAGAACTACCACTTGATCCAGCAGTCCCACTACTAGGTATCTACCCAGAGGAAAAGAAGTCAT 
TATTTGAAAAAGACACTTGTACACGTATGTTTATAGGA^ 

TCCATC^GTCAATAAGTGGATAAAGAAACTGTGGTGTACAGATATATATACAATGAAATACTACACAGCTATGAAAAG^ 

AATGAATTAACAGCATTTGCAGTGACCTGGATGAGATTGGAGACTATTATTCTAAGTGAAGTAACTCAGGAATAGAAAA 

GCAAACATCATATGTTCTCACTGATATGTGGGATCTAAGC^ 

TGGGGACTTGGGGGGAAGAGTGGGAGGGGGGTGAGGGATAAAAGAT 

ATGGGTGCACCAAAATCTCACAAATCACCACTAAAGAACCT 

TTATGGAAAAAAATTTTATAAAAAGT^^ 

ACC^GTGGAAAATTTAAAAGATTGAGTGCCCCGCTTGATC^TTGGTTCAAGGCTTTTATAGAGTTACTGTATCCTGAT 
TCTTCCTGATCTCCTCCCCTCATCCTTCTTGGGGGAACTGTTGGCTAATCCTTGCATGCGCAGTAACTTGCTAATATCT 
GTCAGGGGCTGCATGTGCCGTTTGGTGGCTGAAGTTGTGTGTATGCTCTCCATGACAATTTTTCGTTACTGGTCTAGTG 
CCCCCAAAGGAAGGTCACATATCAGGCAAACTCTGACGTTTTGCCCCTTCTTGAGCATGCCTGGACATATCCCCGAAGG 
AAGGCCAAACTCCGCGA.TTTTGCCCCTTACTGCAGATGCCTGGTCATGTTTGCTTAGTTC 

TTGTTGCTCATAAGCTCAAGATGTTTCCTGTTTGGGAGGAAATTTTCCCCTTCTTGGTGCCAGCCATGACCATCTGTCA 
TTCCCAAGGAGGCCCCTGACAATTGCATGACAGTCACCTGACTGTTGCCTGACATTCCTTGGGGCACTCTCCTACCCTG 
CTCATATCTGCCTATCTGCCTAAGTAACATGAAGACATTTTAAACCTTCTCAGTGGTTCTCCCATTTCTTCTCTCTCTC 
TCTCCCCCACTTTCCCTTCAAACCACCTCAAAACTCCTTTCTATTTCTACTCAGCAAAATGGAGATTAAAACCTCACTA 
AAATGTGTCTTTGCCCACCCCTGCCTTCCCATTTCACAGCGCACTTCTTTCTTCAAACAGATTTAGATTTACAGAGGAA 
AAAAGGCAGAAATTCTCTTTACCGGCTTCAGACACTT^ 

GCTATAATAAGTGTAGATTCAAGAGCCATTTGGACATATCTGGCTTTTAAATAGTGTTGACTAATGACCAACTTAACTT 
AGATCTTTGAATCTATGTGTGGTGTTATGATATATATTAGTTTTCATCTGAGGTCTAGCTCATAACTCCCACAGCCCTT 
GTTACAGTCTTTTGTTATAATGTTGGGTGTGTTAGGCCTCAGGGGCAGGCCCCTGACCTTCTCCTTCTCTCCTTTCACC 
TGTTCCTGCCTTTCTGATTGTGGCTTTTAAGACCTTCCCCAGAGAGAGTACTGCCCTATACCCTGGGGGAAGGAATGCT 
GATGTCATGAAGCCTCCATAAAATCCCAGAAGGACAGGGTTCAGTGAGCTTCCACATAGCTGAACACTTGGACTTTCAT 
GGAGGTTGGCACAGCCAGGTAAGGCATGGAAGCTCCACACCCCTTCCCCCATACCTCACCCTATATGCATCTCTTAATC 
GGTAACATTTGCAATATCCTTTATAATAAACTAGCAAACATAAGTAAGTGTTCCCCTGGGTTCTGTGAGCCACTCCAGC 
AAATTAATTGAACCCAAAGAGAGGATTATGAGTATGCC^CTTGGAGGTGGCCGGTTAGAAGCTCCAGAGGCCCACACT 
TGTGACTGGTGTGGTGGGGGGCAGTCTTGGGAACTGAACCTTCAACCGGTGGGATCTGACATTATCTCCAGGTAGACAG 
CGTTGGAACTGAATTACAGGACACCCAGCTAGTGTTGGCTGCTTGGTGTGGGGGGGAAACCTCACATGTTTGTTCGTAG 
AAGGCTTCATCTGTGTTGATGATTTTTGTGGTGTGAGAGTAGAGGAAAAATGCCATCAGGGAGAGTTTTCTCTACACCC 
TATAGCTCCTAGATGCTTTTTATTTAAGACATTCAAACCTTGTGAAAAACAAACAAACACAAAAATCTTTTTATTTAAG 
ACGGTCAAACCTTGTTCAAAACAGCACAGACATTAACTCGGAATTTAGGATTTATTATTGATTAATTGACATTATCTTC 
AGTCTGTTCATATTATTAAGTGATATAAGTCAGGTACACACACACATGTATGGGGAGTGTGTGGGAGTGTCTGCATGAA 
GTATACTGTCAGAAAATATACTCATTTCAAAGAAACACTGATTTAGGCCCTGGCAAATAAGGAAACATTTCTATTTCTT 
CTAGAAATAACACATTCATTTGCCAACATCTGATCTATC 

TTTTTCATTCATTTAATAAGCATGTGATTCACGTGACACTGTAAGCCTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACA 
GACCCTTTTTCTGTCGCCCAGGCTGGAGTGCAGTGGTGTGATCTCTGCTCACTGCAACCTCCACCTCCTGAGTTCAAGC 
GATTCTCCTGCCTCAGCCTCCCAAGTAGCCGGGACTACAGGCACGGGACACCACGCCTGGCTAATTTTTTTGTATTTTT 
TGTAGAGACAGGGTTTCGCCATGTTGGCCAGACTGGTCTGAAACTCCTGACCTCAGGTGATCTGCCCACCTCGGCCTCC 
CAAAGTGCTGGGATTAAAGGCGTGAGCCACTGCGCCTGGGCGAGCATTTTTTTTTATTCCAGTGTTTCTCGTTAATCTA 
CCCCATGGCGTTTTATTTCAGGTTGTATGTATGCCAGAGATGAAAAAAGGCAAATGACAGAAGAGCAAGTATATGGAGA 
AAGATAGGAGGGACTTGAGAAAACTTGGCAATTTACTAAAATGAAATC 

AACAAACCTTVATCATTCCTCTCAfTTTGATCAGCTTTCATGTATATTTTCTAGGCCTAATCAAAATCTTCTTTGGTC 

ACAAAATAATGGAAGAGACATGTATTGGTTTAGGCTCCTGCAGCAGTAGACCCC^TATAAGGAATATTAGTTGTTTAT 

TTAGGAAATTCAAGAAACCTAAGTAAAGGAGTAGGGAAGTGAGACAGGAAATGGAAGGATCTCTGAAAAAA 

ATC^UVGTCCGTTCCCAC^GAGGGAAACAGGAGCTCAGTCCCCATTGTTGGGTTCTGGAAGACAGTGTGGAACAGACCCC 

AGAGTTATCCCAACTGTGAGATGAGGAAGCTGGGGTGCTTTTGACCAACTCTTCATCCATCACCTGCTTCCGGGGGTCA 

TTAACAATCCACCACTCCCAGGTTATTTATGCTCAGGCCAGGCATGTAACTGCAGCCAGAAAATA^ 

TCACAGGAATTAAAAACCTTCAGGCAAGGAGCTACTGGTCTTTGTAATAATAAGCTTTGAGAGGCGGGTATTCAGAGGC 

TATGGGCACCAATAACTTCCCTTATGTGAGTCATAAACACAAAGTTAATTTTGTTTGCATGTGTATACAAGTATTTTGA 

ATGAATGCTTCTCTTTGTTTTGTGTGTT^^ 

TGAATATGTAACATCAAAGATGATATTAAAAAGTATAAAGCAAATTATCACAAAATCAGATGTGCAGTTACATGTTTAC 
TTGAAATTCTCTCTAGACTACATTTGAAATAGGAGCTTCCATAGGGGGAAATTTAAATTTTTTTTACAAGTTGTTTAAT 
TATAATGTGCTTTAAAAACACTTTAGCATATCATAAACCTTCAAAACAAAATGAGTAATCATCTTCTGAGATCCATAGA 
AAATGTTTCTTAAATGTCACTTTCAATTACGA.CTTCTGGAGCTAACTTGCAAAACAATTGTGTTT 
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ATGTTTTCACCAAATTTAAGATAATCTGTGGT 

TTATGAATACTTTGAAAATTTTCAGAAATTC 

AGGTGAGAGGAAACTTTAAAAGTTACACTTATGGCCAGGCACGG 

GAAATGGGTGGATCACTTGAGGCCAGGAGTTCAGGACCAGCCTGGTCAACATGGTC 

CAAAAATTAGCCTGGTGTGGTGGTGCATACCTGT^ 

OKXSAGACAGACMCTGC^ 

AAAAAAAAAAAAAAAAAGTTTCACTTGTGCCTTGGGGTTGGC 

AAGCTCCAGTACCTCCCCTCACAGAAATCACCTCTCCTACCAACCCCAAGGGAACCCAOT 

CTTCTTTACATGGCCTCAAGTCTTTTCATCAAGATTTACTGATAGAATAACAGTAAATCCACA 

TTTGCCCTTACCTAGCCTTTGTGTCTATGCCATTC^ 

TTTGGGATCCCCTCTCCTGGAAACATTCTCTGACTAT^ 

TTCATGATCTGTGTCATTCATTCATTCATT 

GGTACTG££K3ACATAGGAGGATAGAAGCCAGT 

AGTTTAAAAAAAAATTCACATATGAGGCCTGTGAAGCAAAT^ 

TTCACTACCCGTCCCTCTTTTTGTTGTAAACTCTCTAAGGCAAGTATAACCTCATCTATACATTAGTATTTATTTACCA 
CAAGGACCCATAAGTATTTATTGATATATCTTCCT^ 

GGATTTATGTGAAGTTGGATTAAATAGATAACATGATAATTACATTTAGTATTGCATGGAA 
ATAGAAGCCTAAACAAATGTCACAATGTTGATAGATTC^ 

GAACTAGTTTCACTTTCAACTTGATCCTTTTGGAATCATGACAGATTTTGCTAGCCC 

TGATCCCTCCTATTTC^TCTCATAAGAC^CTTATCTCTCCTCCAGAAAGATCTGAAGGGTTAAGTCACCTATTTATAC 
CTAATTACAGTGAGCCCTGTGTTGGATTTTTAAGGGATAAAAGGAAGTATCAGATCTCAGTTAACTTATGTACTGTCTA 
CAGTGCCTAACAATGACACAGGATGACTCAGTTAAGGAGAA 

GCTATCATATGGTAGCTAACCTTGCCTAACCTTGCGAGTTTAACCTTGCTTTTTACGTGCATGCACGCGTGTGTGTGTG 
TGTGTGTGTGTGTGTTACTAATTTCTAACTGTACC^^ 

TGAAGAAGCATGGTCCAAGAGACTTGGATGTGACCTCTCTAAACATCAACTTACAGCTGCAAAATAAGGAATAAGTTGT 

AATTATTCCTTATTTGTAACAACTACCTTACAGTGTTGTTTTGAAGATTAGAAGAGAATATATAGAT-GAAGTACCCAGT 

GGACAGTAGGTATTGAATAAATGTTAGTTTCCTTC 

ACTCAGACTTTAGTTAATCATTAGCTAAAGAGTAACAAT^ 

ATGCCTGGATGGAATAGGCACTTGCCATTTCATC^ 

CCATTGGAAACTAATCCCACTGTATGGTTACTATTATTTATTATATCTATTAACTTATAAAATATTAAAATATAAAGTA 
AATATTACCCTACTGATGCATTAGCCACTCAACATAAATGAGTTTCTTGGAGATTAATAAAGCAGTACATCAGTATGTC 
CCAAACAATGGCTAAAAGGAAACCTAGTAACCACCCCGACCCCAAACTT 
TCATTTTGAATTAGCATCACGATTGAAAGTGGAAAGATCTCACATAT^ 

TTGGCTATGTTGGCTCTCTGAATAGCAGCTACCTCCTTTC^GGTTTGTATTTACAATATTTCCCACCCCCATGAGTCC 
TTATTATCCTGACACTGAGGACAAATATGAGTTGCTGTCCATCAGCATTCCAAAGCTGTTTTTTTTTTTGTTTTTTTTT 
TCTTACACTTAGCCTACTTCACTCCCTAACACCACCAGCCTGATTTCTGAGGGGGCCTGAGGTAGGAGGAGGAGAATGG 
AGAGGACTTTCTCTGAGAGCCGCCATTTTAACAGATCATTAAAGACACGATATTCACATGACGGTTGCTTACTCTCTGA 
TGAAAACTACAAAAACAGAATACACAGGGAAGGTAATCTGAAGGTGATAC CTTTTTC CTATG ATCCTTGGCCTTATAAC 
CACTAATCAAGCCTGAGGGCCGAAGTTCCTGCCTCATCTCTGCCTGATGTTACGAACTAGGCAGGCTAGCAGAGGCAAC 
AGGCAACCTGGGCACCTGAAGAGCTACCTGGATAACCTAGAAGAACAGTAGGAGGTTAAAGATGAGGACAAGTCTATCA 
AAAC^U^AAGCCTGTCAAGACCAGAAAGAGAAAGTCACACTTT^ 

CAGTTAACACCAAATACAACTTCCATAGACTTCAAGTTTCCCTCATATTTTTCCTGGGTCACTATTCCAGAGTTGAGAA 

ACTGAACTAC^TCTAATATTTTATTAAAATAAAATTGAAGATTATTAGAAAAGTTTATTAGTCAATAGTAAAACG 

TTGGTTAGCTTTCTTAAACAATGGCATTTATAGATATCTGATTATCCGAACAAAAATCTTCAAA 

TTGTCAAGCTTTTGTGCCACCTGAGAGAAAAAAAGATAAATGGGGAGGTATAATGTTAATTTTGTAGCCTTTGCTTAAT 
GTTTATTTTTGAAATGCCTATCATTTTCTAT 

ATTTGAAAGCATCCAGAAGAGACAATCCTTACCACAGTCTCTTTTAAACTCTTAATGGCTGTCACAAAATTCTATTTTT 
CATTTTCTCTAAGAGCATTCTATTAAACTGTTC 

AGCCACAAATATTCCTAAAGCAGAATC^TAGTAAAACAGCTGTGATAATGTTTTA 
AACAAAAGAGAGACAGTCTTAAGAGTTAACATCTATTGAGTCCGTGACTGCGT^ 

GCACTATTTAATGTAATTCTCCCAGCCACTCTGATTTCACTCATTTTACAATTGAGGAGACTGAGGCATAGAAAACTAA 
AGCAATTTGGCTGGAGTAAGGGCCAGGTTGGGACTTATACCTO 

GACACTGCTTTCTCTGTGTAGCCCAGAGTGTCAGCCTCAGTGCTTCAACTTGAGCTTTCAGGATCTATT 
AAATATAGTTACATTATGTCACCATTTGAGATGCAGAAAGACAGGGCCACCATTTTGCACAAT 

ATGCTGTGGTTTGTAAAAATGGTACTCCCTAGAGTTGGGCAATGGACAGCTCACACAGAGATGCAGTGGCCCTGCTAAA 

CTAATGCCTTACATAAAAGAGTTTTACTCTTCATT 

CAGTTTCTAAGTAGGTCTGTCCGC^TACTATGATCACTGGT 

AGACTGCCAAGCAGTTTATCTGGGTAAACTAAACATTCTGTAGTCATTTATTCTGCTTCCAGTCATG^ 

TTGAGAAGACAAATGTTCTCAGAAATGATCTCCAAGGAGTTGGGAGCAGGCTGCTTATACGTCTAATTCACCAGAATAG 

GTGAGCGTGGTCGTGGTGACCTTTTCATACTGTTGCAGAGCTGAGTATGAAGAGATGACTCACAGTCCTCCAATGCAAC 
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ACAGGTGACCCTGC^GCCAGATTTTGCCTTC^GTGGTATGTGACTCCCATGGGGTCAGGAGAGTATCTC^GACATTG^ 
ATTTGACCTAATGGCCTACCTACCTGCACACG 

TTGTTATTATTATAGTTCCTATTTAGGTAAGAACGCAATGGAGAAAAAATGCATTTGGTTAT 
ATCCTGTGCTTTTTGCGAAACAATGCATTC 

CATATCC^CTGAGCAATTGAGCAGAATGGGAATCGGAGTTTTAAACTCTGATATATCTGTTTTCCTTAGGGCTGAAAT^ 
TTCTTTTCATGGTTCTAGTTTCTCTAATTGAAATAAGAACCTAACCCTGTTCAAAACTACATCTCTGGGAATGAGTGAA 
AAATTAATGATCCTCCTATTTTGTTGGATCATAATAATGACTCTCATCCTGGTGGGGCCACC^GCmTGCTATTCTTCT 
CAGACTCTATCTTAGTTCCTAAGCCACTCACC^ 

TGTATTTTTTAAGAAAGCCATATTATTGCTTTAGTTTGGTCATTCATATATCCAAACCTTGGACTCATCATCTTGCAAT 

CTCATGTGTTCAGTTATTCCAGAGAAAACATTAAGGAGAATTGTATTCTTCTTCCCAGCTAAATTTTAGGTCCTCAAAG 

CTGGCAACC^C^TTTATGCTTTCTAAAAATCATCTATGATACTAAGTATGAGCTGGATCATGAATAAAACCCTTGTA^ 

CAATAAATGCTTGATGACTTACTTCATCTCATTA 

GGCACTATCTGGAAATGCTAAATACATCTCCTT^ 

ctccagggttctgtggtccataccaggcactacattcctcaggggctacagcctatgagcgtctcatggggctatgaaa 
ccatttgagacctggaaaatgaagtaattgaatacaaacagaaaactgcaaaatgaggactaacatttaattaaatgtt 
caaagcataagattatgtcgacttc^taattgtc^ 

gctgagttttttattttacaagtatctccaagtatgctggatgattgcaaagaaaatcaaggccagtcattggtta 

gagtttaatagtagcc^cataatttcaaaagcaaaattataaagacccttcccagactgt^ 

cgttgtggaaagtgggtccatgttaatatgttagatataagtagtgaggcctaaaaaggtattaaaacatc 

AGGTACTACCTATTTGCAAGATTGTTATTlTAAAAATAGCTTATGTTTTAAATTGTTATTGCTTTTTATCACT 
AGAATTTATAGTTGCTGTAAGATAACAAGAAA^^ 

TTAAATCCTGCAGGAATCTGACTCACTGAAGACTGTC7UVCTGAA.TGAAGGCTTAAATTTCATGGTCTTGGGTGGGAGAA 
CTTTTTCATATTCTTTCCCCATATGGAATAACAATCTGCCCTGAAAACAGGGAGTATTTTGGCATGATCTCTTTTTGCT 
TATTTGCCTTCCATTTTCCATAAAGCAACTTO 

CAAAGCACTGTCTTTAAGAACACAGAGAACACACTAGATCCCTTCTTCTGAAAATCACTGTTCTATGTTGTTTGTGGAT 
ATTTTTTTAGCATTCACTGCA^ 

CAGGTTAAATAGTTAAGTCTGCTTTCCTATCCCTTATACAGAAGCTATCCATTCAAAAAAAAAAAAAAAAAACTTCTO 

TTACTTTTTTTAATTTTTAATTT^ 

TAATAATCACATCATGGTAAATGGGTATGCATCACCT 

ACCCTATAATTGCTTAAAAAACATACAATAAATTGTTAACTATAGTCACCCTGTTGTACTATCAAATATTAGCTCTTAT 

TGATTCTATCTAATTACATTTTTTTATACCCGCTAAGTATCCCACCCTTCCCTCCACGGTACCCTACCTAACCTCCGGA 

AACTGTCTTCTGCTCTCTATCTCCTTCGTTTGTTTTAATTTTTAGCTCCCACAAAAAGGGAGAACATGTGAAGTTTGTG 

TTTCTGTGAGTAACTTATTTCACCTAACATAATTATCTCCACTTCCATCCGTATTGTTGCAGATGACAGGACCTCATTC 

TTTTTTATGGCTAAATAGTACTACATTATATATATGCACCATATTTTCTTTATCTATTTGCCTGTTGATAGAAATTTAG 

ATTGCTTCCAAATCCTGGCTATTGTTAATAGTGCTGCAATAAACATGGGAGTATAGATAACTCTTTGATATTTTGACTT 

TCTTTCTTTTGGGTATGTACTTAGCAGTGGGATTGCTAGATCATATGGTAGCTCTATTTTTAGTCTTTTGAGGAGTCTT , 

CAAACTGTTCTCCATAGTGGTTGTACTAATTTACATTCCCATCAAAAGTGTACCAGGGTTCCCTTTTCTTTACATCCTC 

ACCAGCATTTCTTATTATITGTCTTTTGCATAAAAGCCATTTTAGCTGGAGTGAGATGACATCTCACAATAGT 

TTGCATTTCTCTGACGATCAATGATGTTGAGCACCTTTTCATATACTTGTTTACCATTTTTATGTCTTCTTTTGAGAAA 

TGTGTGTTGAGATGTTTTGCCTATTTTTAAATCAGATTAATTTTTTCCTGTAGAGTTGTTTGAGCTTCTTATATATTCT 

GATTATTAATCCCTTGTCAGATGGATAGTTTGCAAATATTTCCTCCCATTATGTGGGTTGTCTCTTCACTTTGTCAATT 

GTTCCTTTGCTGTGCAGAAGCTTTTTAATTTGATGTGATCCTATTTGTCCCATTTGTCCATTTTTGCTTTGGTTGCCTA 

TGCTTGTAGGGTATTACTTAAGAAATTGTTACCCAGTCCAATGTTCTAGAGACTTTCTTCAATGTTTTCTTTTAGTAGT 

TTCATAGTTCAGAGTCTTAGACTTAAGTCTTTCATCCATTTTGACTTGATTTTTGTATATGGCAAAAGATAGAAGTCTA 

GTTTCCTTCTTCTGCATGTGGATATCCAGTTTTCCCAGCACCATTTATTAAGGAGACTGTCTTTTCCCAAAGTATATAC 

TTGGCGCCTTTGTTGAAAATGAGTTCGCTGTAGATC 

TCTTTTTGCTCGGGATACCTTTGGCTATTTTGAGTCTTTTATAGTTTCATATAAATTTTAGGATTTTTO ' 
GGGAAGAATGTCCTTGGTATTTTTATAGGGACTACATTGAATCTGTAGATTGCTTTGGGTAGTATGAACGTTTTAACAA 
TATTGATCCTTCC^TTCATGAATGTGGAATATCTTTCCATTTTTTTGTGTTCTCTTTTTTTCCATTAGTATTTGATAG 
TTGATAGATCATTGTAGACTTTTTTGGTTTAG 

ACTTTCTCCATTTCTTTTTCAGATTGTTCACTGTTGGCATGTAGAAATGCTACTAATTTTTGTATGTTTG 

CTACAACTTTGCTGAATTTATTTATCAGTTCTAAT^ 

ATTTTCTGCAAATGGGATAATTTGCCTTCTTCCT^ 

GTATTATTAATATATTGAATACTAGTGGTGAAAGTGGGCATCCTTATCTTGTCCCACCTCTTGGAAGAAGAGTCTTCAG 
TTATACCCTATTCAGTATGATACC 

CCGATTTTTTGAGGATTTTTATCATGAAGGGATGTTGAATTTTATCAAATGCTTATTCAGCATCTGTTGAAATGGTCAT 

ATGGTTTTTGTCCTTCCTGTCTTCCTTTTAGTAAAAGTGATTTTCTCTGGTGGCGTGTTTTAATTTTTTGCTTTTTATT 

TTTTGAGAACCTGTTGTATATTTTTTGATTTGCGATTACCAGGAGGCTTGTAAATAATATATTGTAACTCATTATTTTA 

AACTGATAACAACTTAACACTGATTGCATAAACAAACTAACAAGCAAAGGGAAAACCAATAAAAACTCTACAT 

TTTGTCCCCCGCTTTAAAACTTTCTGTTGTC 
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TATTTTTGATCAGTTTATCTTTTATTC 

TTCTGTGTTTTTCTGTGTATTTACTAATC 

TTTCTTTCAGATTGAAGAGAATTCTTTAGCATTTCTTAC^ 

TGTTTGGGAAAGTCTTGATTTCTCCATGTTTGGAGAATATO 

CCTTTAGC^CTGTGAATATGTCTCCTGCCCTATAAGGT^ 

TGTATGTTTTTTCTTTATTTTTTCTTGCCGCTTTTCAGATTCT 

TGCCTTGAGCTAGTCTTCTTTGGGTTATATCTGCOT 

CTAGGTTTAGGAAGGTCTCTGTTATTTTC 

GTCAATAACTCTTAGATTTGCCCTTTTGAGACTATTTTCTAAGTCTTCTAGGAATGCCTCTTTCra 

TCTTTTGTCTTCTCTTTGTATTTTCAAGTAGGCTC^ 

GTTAAGAGACTCTGAGACATTTTTCAGTATGTCAGTTGC^ 

ATTTTAATCTCTTTGTTGAATTTATCTGAT^^ 

TCTGTCTAAAAGGTCACATATCTCTGTCTCTCCAGGACTGG 

TTTTCCTGGATAGGCTTTATGCTTGTGGATGOT 

CAGTCTGGGCTTGTTTGTACCTGTCCTTCTTGGTGAGGCTOT 

TTTTGGGTCACTGCAGGAATATCTGCATTAGGGAGCACTCC^ 

TTAGTAGTCTTGGATAATATCCAGAGTCATTCT^ 

CCAAACAAA(^GATTCAGTCTCAGTCTGTCTGTCTC 

CCTGGATCTGGGGGAGGGGTAACACAAATACCCCTGTGGCC^ 

GCATAGCACTGGGTCTTGCCCAAAGCCTGCAGTAACCACTGCTTGGCTCCTGCCTATGTTTGCTCAAGGCACTAGGGCT 

CTATAATCAGCAGGTGGTAAAGCCAGCCAGGCTTGTATCCTTCCCTTCAAGACAACTAGTTCCTCCTAGTCCTGGGCAG 

GTCTAGAGATGACGTCCAGGAGCCAGGGCCTGGAGTCAGAAATCTTAGGAATCTACCGGTACTCTATTCTACGGTGGGT 

GAGCTGGCACCCAAGTGACAAGACAAAGTCCTTCCCACTCTTCCTTCTCCTTTCCACAAGCAGAGGAGTCTCTCCCTGT 

GGCCACCACTGCCCCAGGCCTGCGAC^GTACTGTCTGGCTACTGCTGATGTTCATTCAAGGCCCA 

(^GCTTGTGGTGAATGCTGCCAGGCCTAGGAATCTATTTTGGGGCAGTGGGCCCACCTGTAAGCCAGGGAAGGTCCAGA 

AATACC^TCTAAAGCCAAGCCCTGGAAT(^GGAACCCCTAGAACCCCTTTGGTGCTTTACCCTGCTGTGGCTAAGCTGG 

TACCTAAGCTGATTTTTGGTTCTTATGA 

TTTGGGAGGCTGCTATTTAGCCATATGGCTCCACCTCCCTCTCCATCCAAAAAGAAAACTTTAAATGAAAATATACATC 
CAAAGAAAGTGTTTTTGAAATAAAAAATAAATGGTCTTAATTCCAAGGAAAGAACCAACATAG 

TTTTTCCAAAAGTTACTTGTTTGATCACArATTGTATTTTATTTTAATGAAATATCTAGAATAGGTAAGTCCATAGA 

ATACAAAACAGGTTAGTAGTTGCCAGGGAATGTGAGTGTGCAGAATGAGGAGTCATTGCTTAATGGCACTGTTTTCA 

AGTTACTTTTGAGTACACTTGCAGTCTGGTATCTAAATAATTGAAATATTTGAAAGTCGTGATTCCTAGAATAAAAACA 

GTGACTAACTTTTAATGATTTCAATGTCATGTGCACAAAAAAACCATGTCCAGAGTAATAAGTTTACCCATTCTACCAT 

TCTTTTCAAAGAATTGCTTAAATAAGTTTTAAAAAATTTCCTATTGAGATGTTACTTAAAATACGATTTGTTTAGTTCT 

CAAGGTTATGCTTTCCCCAGGTTATGCTTCATTTGGGTAATCTAAGTTTAAGTCCTAATGTAAGACCTAGGGCATGGTA 

CTTAACTTCCTGTAGACCTCAGTTTTCTTGACTGTGTGGTGGAAGAAATAATAGTACCTAGCTTGTGAGTTTGTTTTAA 

ATGTTAAATGAGAGAACATGTGGAACATCTTACCCAGTGCCTGGCACATGGTGAGCAATCAATAAATGGGAGTTCATCC 

TGTCATCTTCAGATTTCTCTTCTGGAGCCAGCCAGGCTTGAGTTCTGACCTGGTTCATCCACTGAACTTGTAGGGGAAG 

CACTTAGTGCCCTTCGGTCCTCTCATCCAGTAGATGGATATACA^ 

ATGCATCTTTACCAAAAAGAGAGGTAAAAGAAAGGAAGGATAATCCTGCCAGAGATACATATGCAAAGATCTGAAAGTA 
ATCGAGAGTGAGGGGTTGCAGATTGGACAACACTTAGTAGTGGCTC 

GCCTTTTGATCCAGAGAAAGAGCCATCTCA^TCATAGACAGTGGTGACTGATTGGCAGATTTTATAAGATGACACAAAC 

ACCCTCCCCATTGTCCTGCCAAAATGTGGGGAAACTCTTCCTGGAAAAGTTATTTCTTTGAATTGAGCTTCCAAAAGG 

TCCTATTAGAATTCAAATACTCTGTCTGGGTTGAATAT(^CATTGCATAATAGTTTCTCCAGATTAAGGCCATTTTTCC 

TAAATATTTAACAAAAAATTTTTCGCTTCTTATCAATGATGCTGGCGTTGGTTCAGTGCCTGCATAAGACTTCT 

TGTATTTCTTTACCCTGGCAACCAGTTCCTTTTTCTTTGGG 

CCXTTTTGGCACAGAAGGCATCTAAAGTAACTTTTAGAGATAGAGGCTTATGAAAAACAAGAAAGAGGCAAGACTCAGT 

ttttgaaatctaattccagcc^tgaagca^^ 

CCGTTGACCAAAGATTTATTCTGCTGTTAAGCAAATACCTTGT^ 

ATGCAGAAGCCTC^TTCCCTGTTTTCTCTTTCT 

CAGGTTAGTTACATATGTATACATGTGCCATGCTC^ 

CCCAATGCTATCCCTCCCCCCTCCCCCCACCCCACCACAGTCCCCAGAGTGTGATATTCCCCTTCCTGTGTCCATGTGA 

TCTCATTGTTCAATTCCCACCTATGAGTGAGAATATC 

ATGGTTTCCAATTTCATCCATGTCCCTACAAAGGACATGA^ 

ATATGTGCCAC^TTTTCTTAATCCAGTCTATCATT^ 

TGCCGCAATAAACATACATGTGC^TGTGTCTTTAT^^ 

ATGGCTGGGTCAAATGGTATTTCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGTT 

TACAGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCGACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTO 

GATTGCCATTCTAACTGGTGTGAGATGATATCTCATAGTGGTTTTGATTTGCATTTCTCTGATGAACAGACACTTCTCA 
AAAGAAGACATTTATGC^GCCAAAAAACACATGAAAAAAT^ 
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TTATGGAGGCCCAGXSTTTCTATTTGG^^ 
AGGAGTTCCTAGTTAGTGGCTTATAGTTAACCAAATGA^ 

AGGATGAACATCTAGAGATTTGCATGGCCAGACACCTAATTCAGATTGCAGAGCAGCAGGATGGGAGGCGTAGTCCTGA 

TTTAACTCTTGATC^AAAAGAGGGGTAAAAGAAAAGAAAGATAATCCTGCCAGAAATGCGTGTGCAAAGATCTGAAAGT 

GATCy^GAGCAAGGGATTGCAGATTGGACAGCATGTTTTCTCATTTAATCCCAGAGGAACCCTGGGAGGATTCTAGGTG 
TGCATATTGTCCTTATTTTGTAGAAGAAGGTACTGAATC 

TCGATAGCTAAACAGTGTCTGTGGGATTTGAATCCCCCTGTGATGTTCACTGTGTGTTGCCATATACTGCAAATGTGTT 
ATAA^TAATAATTATAATAAACAAAATTAACCTGAGATAOT 

GTTTGTCTTGGAGTTAGTTGGGCTTTACTGCTACTTATGCTAGATCTTGAAGGCAGAGTAGGAAATATACTTAGCAGGG 

AAGTGGGAGAAAGGTGAGAGGTTCCCCAGGCAGGGGAAAC^AAGTGAGCAGATTTGGGGCAAGGTGTGTGAGATTGTGT 

GGTTGGCAATATAGGGTGGGAAAAATTAGTTATCAAGGGCAAAGCTGAATAGCAGATTGAACCCAAATGGTAGAAGTTT 

TTATTTAACACACAAAAAAGGCTGAAATTGATCCTGTAAGGAATATGAAGCTATAGAAGGTTTTTCATCACAGGCTTTG 
ACATTTTAAGGTTTGTATCTTTGAAAGATAATCCA^ 

AAAACTACACAAGCTATGTGTAAAGGGAGTCAA.GGGGACAGGATCCAAAGGAAGACAAAAGCACAAACCAATTATTTTA 

AATCAAATACTAGTG(^GTAACATATATTTTTAAGTTTTAAAGCTGCTTTTCTCCATAGCTTATTGATTACTCTTTTAA 
AACTTATTTTTAATAGCAGATATTATTTATTGATTCCTTA 

TTTAGTCCTCAGAAAATTCTCTTCTATCTCCATTTTATAGCTGAGGAAACTGAAGCCAGGGAAGGTTAAATAATTTGTT 

TGCAATCAAACAACTAGTGATTGGTGGAATTTGGATTTGCAACCAGGCAGTCTGACTCCAAAGGCCTCTTCTTAACTTG 

ATCCTACATACCCTTCCTAAATAGTAGGCGTTTTTCTCAGAGCAGCTGTTTTACATTAGAGAAAACTTATTTGTAATCT 

GTGATC^GGAGAAACTGCCTGAGTTGCCTGGATTATTTTGGC^TTTTTAATATGTA<^GAAAAATGTTATCAAATAA 

ATGTAAATTTAAAGGTCCTGATGAGAGTTTACTTTCTAATAAAACAATTTTC^CATTTCCCATTACATCAG 

ATTATTATTAAAACACATCTTGTGTTCATTTATTTCTGA 

TTTGAGCTGGAGTTTCACTCTTGTCGCCCAGGTTGGAGTCCAATGACACGATCTCGGCTCACTGCAACCTCCTCCTCCC 

AAGTTGAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCTCGCCACCACACCCAGCTAAGTTTT 

GTATTTTTTTAGTAGAGACGGGGTTTCACCATGTTTGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCGT 

CTCGGCCTCCCAAAGTGCTGGGATTATAGGCATGAGCCACCGCGCGCAGCCTCCAATCTTATTTTAATGAAAATCTCAA 

TTTATCTCAGTGTTAGAAACTAGGGCTTCATTTGGCAATGTGGTCTTTCCAGTTGTTTCATCTCTTTCAAAAGTCTTTT 

AAGAATTATTGAAGTAAGTTAATTTTA^TTTTTGCTTTATCCCTTGAGATTGGTATATAGAGTTAGGAACTACTTGAT 

TAAATACAGGAAGCTACTATAAATTTGAAATAAGAACTAAAGTTATAATGTGACCAGACTGGGTAAGCACTGATAACAT 
TTGTATATATTTAAAC^GAAAAAAAATAGTT^^^ 

ATATTTTTGCTCTTGACTTTGTCTATGAAAGTCAAGTGAATACTTTGAAAGAATTGATGATGGATAAGGCAAGTACATT 
GATTTCTCAAGGTGTGAATTGTTATCTTCAAACTTTGTGCTTCCATAATTGTTTTTTCTTTAATAATGAGACATCTAGA 
CCATAACTGGCTATGTGATTCTGAATCTACCTTTACAACTTAATCTTTGTGATTCCCCTATATAAGATATCTAGAGTAG 
TCAAATTCATACGGACAGAAAGCCAAATGGTGCTTGTCAGGGGCTGGGAGAAGAGGAGAATAGGAAGTTACTATTAATG 
AGTACAGGGTTGTCGATTTGGAAGGATGAAAAAGTTCTGGAGATGGATGGAGATAATCGTTGTGCAACAGGGGGAATAT 
ACATTACACC^CTGATCAGTATACTrAGAAAGGGTTAAAATGTCAATTTTACGTGATGTGTATTTTACCATAATAAAAA 
ATACTTAATATTTACCTATGCTTAGAGAGAGTTGACATATAGTCATTTGATAAATAAAATTTGTAAATGCGTATGCTTA 
GATAAACATAGAAAATTGTTTTAAAGTAGAACTTATAGATTTCTAGCTTTAAAACTGTGGAGAAACAATCTTCCTATGC 
CATTTTTTTCI^AAAAAGTCACTCAAACCAATAATTAGTACAAAAAACAGAAA.GGTACATTT 

GGGAGATGTCTGTGACTCTAAGCCACAATACATAAAGATAGAAGTAGGAAGAGAAAAGGTCAATGACTTAACCAAATCA 

GAGAACAATACTAAAGTGAAGCAAACTGAGCTGCCCCAGTCGCCCAAAACATACTTTGGAAGATGGAAGAGTTCTAAAT 

ATAGCAGGTGTATGAACATGTATATTATATACACTTCTCCATAAGCCCTCACTCTTTTTCAGTGTAGTCAACATATTTT 

GCATCCCTCTCCATGGAAGACAGAGACTTTGGGATACTAAGCAAAGAGTAGGAGAAGGATGGCTGTATGTTTAACTTTA 

TTTAGGAC^TTAAATGAATGTCTGCAATGTGTCAGTAAGACCTTCAGCGTCCTTCTCCTACCCACACCAGAATGCTAG 

GAAGCATATTTATATCCTTCTCTAGAAAAATAGAGATACCCCAGAGGAAAAAATCTCTTACAAATAGTAACATTTGGAA 

GAGGCAAAAAAAATCCCCACTGGGCACTTGATGATACTGCAGTAAAACTCCCAGTACACAAGCCTCACCCATGCACTTA 

GAACTTACTGTCACCTTTCTAGGGTCTCATTCTTGTGTATGAATTGGGATCAGGAATCAATGCTGGAGTTTGAGGATAT 
TACACTCATTGCTCTTTGTTTACATTATTTACATGTATTTCT^ 

AATTTGCAGAGATTCATTTAAGTTTAGAATAAAGAAGAACAAGAAATGTGAAAGAGGGACAAGAGGAGAGGCAGAATGC 

AAAGGAAATACAGCAGCACTTAGAAAATTTTAAATTAGATAGTTTTTCTTCTGAAATCCAGTA^ 

TTCTGAAAGTCAATTAGAAAATTCATTTTATGTCAACATTACTGACTCCATGCACAAATGTTTATTCT^ 

CTAGTATTCTGTACCTTTTAATAGCCAATGTAATTTGTTGACAAATATTGAAATTTATACGTTACCAGAGGTCTCACGT 
ATTGTTACCTTTTAAAATGATGATTTATTAACCAGTAT^ 

ACAGGAAACTACCATTACTCATGTTGTGAGATGGTCAAAGACCTTATCATATTTTATGGCTAACAAACTCATGATGTTG 
TCATATATGCCCTCATCACAGTGTTTATGATACCTAAAAGTTAGTGCCTAAAAATTAGAAACAAGGACAGTGAAGTTAG 
ATTGTTTAATCCTGCATATCTTAAAGATCTAACATTTTCTAGCTGTTAAATATGTTTATCATTATACTAGTAATGTACG 
TGCACCATTrTTATTATATTAATTCATTGCCACTGTACAACTAAAGAGGATGGATGAATTTTAAAAACTTCCAAAAACT 
TGGTAGCATTTTTTAATCTCOTTCTCTTCCTCTTTTCTTTCTGTCTTCCACACACACACACACACACAAACACACACAT 
ACACATACATACATGCACACATACACATCATGAAGAGCAAGCTTTGGAATGAAATATACCTGGGTCCAAAAATTTTGAA 
CAAATTGTTGACTTTCTTTATGTATGAAATTATTATTATCACATCTACTTTGGAGGGATGTTGTGATGTATAATTAAGA 
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AAGTATAGTCTAC1TAGCATGTAGGTAATTAATAATTAGTAGTTATTATTATTATCCTAACC 

GGTAGGAAATCTGAAGATAGGAAAGCCTTCAAAATATAATACTC 

CAAGCAAGGTTCATGCCAGTAGGAAAGTCCTTG^ 

TAGAAATTGCCTC^AAATfcCCCTCC^GATAAGGAAAATAACACAATATTTCT 

TCAGTGTCTTATTCTCATTAACGTTAGAG 

TTTTCTAAAAAGTTAGTTTGAGATATCTGGAGTA 

TAATATGGCTCTAAGAAATATGCTCATGATAGAT 

AGAACAGAAGATTTGATAGTAGGCAGAGTATTTGAAAATAGT^^ 

TCCGTAACACCTCATTCAGTTGGCTTCA^ 

ACGCTCACCATTGGATGATAAGAGAAAGGGAGATCACATTCT 

CC^TGTAAGTGTTGCCAAGTTGTATCGGGGC^ 

TTTTCTATTAATATATCTTATATTTTGGGGGCAAATT ATAC CAG TATATTAAATC TATTTACAGAATAAATATAAAG TT 
ACCTTTTATATTCAGTTTAAGTTTTTTT^ 

TAATATGGAAAGAATTATGAAGGTGGTGTTATGACTGAAGTTT^ 

AAACATCTACAGATGGATGACCCAATGGATGTATACATCT^ 

AAAAGGTCCATACATTATACAATTCAGTACAAC^ 

GC CACATGGTTCCTAAATC CAGTCTCC CCATATTCAGGC CTCCTCATCAGCCTGCATGCCATCATATGCTTGCATGCTA 

ACAGGAATTTCGAGGGAAATGCCATATCTTTTCCAOT 

ACAAAACATTCTTTCAGAAATGTTCATGTC^ 

AGCGCATCTTTCTTTCTCTGTAATGGCAACCT 

TTGTC^GATTCCCCACTTAAGTTTGTTTTTGCCAGGGGAGAGGGACGATTTCTTAGTCATTATGGTACTA 
CTTTAGTAGATGCCCAATAAGTGTGTTAGGTTCT 

AGGAACAGCACATGGGGCTGCACTAAACTTGTGTGTGTGTGACAGAGAAGGGAGTAGCATCAGGCTAAATAAGCTCATT 

GTAACATGGATCTGGGGGACGGTAGAACACAGGCTAATTATTTCTGGAGAGTTGAAAACTCAACAG 

TCTCTGATCATTGTCATTTGCTTTCT 

CAAATAAATAGTAGTTGCCTAATTTTACTTGG 

AAATTAAACCTCTTCCTCTAAATCCCCTCTCC^ CAAAAAAATA 
CATGATTAATTAACCTGCTTTAAAATGCCAGCAATATACTAGACATGGGACAGTGCTAAGAAAGTGTGAATGTCCCCTG 
GC^GTC^TAAGGAAACTGAAAAGCTTAAGGGGATAACTATC 

AGAGTCATTGAAAGAAGACTAAGTCACAAATGCACCTTGAAGTGTGACCAGGGGAGCAGATGAAGGGTTTGTTGTAAGA 

AGC^GCCAGAGCCTCTGGCGGATGCCGTACTACATTTTCCAAGTTGTTTGGGTGGGTCACAACTGCACTCCAACATCCT 

GTCTGCAAATGCTAAATAAAC^CCAAGTTCACGT 

GAATGCTTACATTATTTTCACTTGGTAATTC^ 

TGTGTAGATGTTCAGAGAGATAGGCAGGCTGGTCAACTGTTCCTTCTGTTGGGAGCAATTGGAATCAGCTTAGAT 
TCTACTGTAATAGAAAATATTTTATATTTA 

ATATAAAGCTTCATTCCTTACTGAAGAGCTGTTAAGGATTAGCAAACCCAAGTCTTTGTGTGTAGAGATGAATGAAATT 

TG CATTTTTTTTAAAAAAAAATAAGGTTTAGAAAACATTGTGCAAGGGAACAGC CTTAATACGTGCAGCCACTTGTCCA 

GGAATAATA(^TTCAATTTTTCAGTTTAAAATTCCAGTATGTTCTGATCCAAGGGTGCCTGTTACACTCTGCTGAATTT 

TTAAGAGGTAATTTACATCTCTACAACCAACTCCAAAGCATGACATTTCATTACATCCGCTCAAAATGAACAGCTGCT^ 

AGTCATCAAGTTCTCTCAACTTTGCTTC 

ATGACTTTTATAAAATTCATTTGTTTATTATC 

TCACGGAATGTTACCCAGAATAACACAGACATCTCATO 

TTGTCTGCTTGGCCGGTTTACAGTGCTGGTCTCTGGAGCTGATCCGCCCCTTTGCTTTGTAAGTCTCAGCAATTGACGA 

CTTCTTAC^GACGTCATACAGCCCTTGAGGAATAGTTTC 

CTGGATTCTAAGCAGGGACAC^CAGAAATTACTTTC 

TCCTTGGCTGACTTCTTTGCTCC^OT 

CCCGTGTTACAGTACCTCCCGGTCATTTTCT 

CTGTTACTATGGAATTGCAAAAAAGAGATCAAGTGACT 

CAATTCAGAATTCAGTTCCTCCCTTC 

AAATTC^GTATGAAGGAAGAAAGCGCTCCTGCGTGTTAGAAC 

CCAGGAAAATTGGATTTCTTCAAGCAGCCTC^ 

GAATGTATTAATCAGAATAGTTGAAGACTTATTTTCCOT 

TCCCGATCTACAAGTTCCCTAAGGACTGCAGAGGCAGTTTGGTAACGTTCTTTTCTCTCATGCTTTTCCCCOT 

TTTAAGATTGACGTACTCCTTGAGTATTTAGTAAGTTGTGTGATGTCGAGGCTTTGTGAT^GAAGGCAGTATTGGCGGC 

TCTTTTATTCTTTATTTTGTTCCCTU^CTCATGTGCTTTAACCAAATC 

CTGTAACAATTTATCTGATGATAATTTTTAAAGGAOT 

TTGTCATTTTTCAGTGTTTGATTCAGTT^ 

GCTTTGCCCTTGTCTTTAAAAGCAATACC^ 
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ATCATACACATGAAACAAACTTGAATTTAACTATGTGGCTAAATGTATATCAAGTTGCTTATCATTCATTCATCTCTTA 
TGTTTTATTTTATTAGAAATGATTCCTAGTAATTAT^ 

TCAGTTTCAATGTATTCTAATGTTCTATTATTTCCCCAATGGTGATTTGATATGCTA 
AAGGAGTATTTTCCAACAAAGTAACTTTTTTTO 
AGTCTTATTTTGTTTTTCTTAGTGATTGAT^ 
ACTGGGGAAATAAAAGCAATGATTGAAGTGAGGTGGTTGA^^ 

TGTGAGC^GGCAAACA.CACATGTAAATACTCAAATTATTTGCGTCAGGAATTTAGCTTGTGTTTTTGTGGATAGGTTAG 

CCTTTGCTGTTATTGTAGTGTTTTACAGTCAACGAGAAACAAGAATTGCCCCATCCGCAGTATTTCTGTGAGTT 

AAATTATAGATGAAGATTTTGTCTCTTAACGCT 

AGTTTATTTAAAGAAAAGATTGCATCTGCAAACAAATTO 

GAAAATCCTTAAAATCCTTGTATGAATTACCATAGCTAAT^ 

ATGAATTTAACTCATTTATAATTTATAC^ 

TATTTCTCTOTTTGTCTAAACTGCCAGGAGATC^ 

GAGATGAGTAACATTGACACCCTTTACCTCTCTGAGATT^^ 

TTTAAATTGTATGGGATATTTTCATAAGTCAAGCCACAAT^ 

GTATTTTTCCATTTAACTAAAAATATTCTCC^ 

TATATATGCATGATTCTTAGATTTAACTACACACTATAGAAACCTCTCCAGTTATTAATCTTACATCT 
ATAACCGCTTGGGTATATCACTGCAGCTGCCAAAAAATTT^ 

TTTTATTATCCGTCTATCAGTGAAATATTAGACACATCTATTATATTTATTTATTTAATTACATG 
AGATTATAGATTTGGTATATAGAGAAAATATATGTTTGTGTGT^ 

TTACTTGAGCATTAAAAAAACCCAAACGGCCTCTCTTCTTGTGCCTCTGCACATAAAGGCCACAGGCCTCAAATTGCTC 
AGAGGGACAATGTTTTCTCACCAGTGTTGCT 

TTCCCATGAGAGAGACCTAAAACTTTGCCATTTATCTCT 

ACTTTGTTCTTGGGACAGATCTTTCTGGCTTTACCATCTTCACTCTGATTACATAAATCTATTTTGTGTTCCATTGGTC 

TACTTTCTCCAAATCTGTCTACTGTCCTCCGGGATTCCCTAAAGCCAAACATTACGTTTGGAAGTTTGTTGTATTGTGC 

AAGAATCCAATGTTTTGGATTACTTCTTTACCTTTT^ 

AACTTGTCCTTACAGCCTTAATTAAATTGCTATGAGAT^^ 

ATACCCTTCCTCTTATTAAAGGTCAGCCTGTTATAATTAAAAT 

AATTAATCTATTTGTCTCTTTGTAACA™ 

TATTTAAGGAACAGTTATTTATATGCCACGTTCTAGCAGAAAGTGATTATAGTATTTATTCTTAAGCATTATTTTAAAA 
A^TGTGCCTGCATGAAATTGAGAAAAACTTTATATATTTTCTTATGCTCATAAAGCTAATAAAATTAGCAGATTCATT 
GATTGCAGAATTGTTTGCCTTTCTTGCATATCTTAAATTCAGATTTAGTCA.GTTGTTATATACTATGAAAATATTACCT 
TACATATTCCTTGATATCTCTTTAAGACTTOT 

TAAGACTTGTGATTTAGTTTAAGTAAGTAAAACATTATTAGTCTTACAAATATAAATATAAAGAGAAGTTTAGTCAATG 

GAAGTGGACTTTTTTCTTTCCTGCTGACAGAACAGTGTTTAGGATTTATGTGTTACATGTAAGATCATTCATTATGTAA 

TCTGAAAATAAAAGAGATGCTACTGTTCAAAATATGACTGTGGTTGTTTTTAAAGCAAATTTTAAAATTGGTTATTGTA 

TATGTAATAGTACTTATACTTTTCATTATAAGTATTATTATGTAATAAGTATACATGTAATACTTAGGTTTGTAGATGC 

AGAAAAAATTCTGGAAGACTCTGTCCAAGCTTTTGGTAGTGGTTATTTTTTAGGAGTAAAAAAAAAAATGGTAGGAGTG 

AAGGTAAGGGGGACTGCCTCTCTTTTCTTCACTGTATTTC 

GAAAGTTTAAAATATTAAAAATATACCTACTATATGTA 

ATTAAACCACAATTTGCTCAGGTTATATAATATGCAAATGAGTATTTCAGTACTGGTTGGATACAATTTTCTGAATTT^ 
CTTGCAACTCTGACCAATGGAGGATTATAATTTTTTTATTAGCTCTTTTCTCTTAAGGTTGTAAAAATCTAGACTGGCT 
TAGCATTCTTATTTTGGCCTCATGATCACAGTGGA^ 

CZUVAAAGATGGAATAACATTAATATGTTGGAAGGAAAATAACCCATTAACCCCATTATTCCATCCTCAGTTATT 
TTTCAACTTACCTTACATATCTTAAATAGCTGTAAAT^^ 

TTTCTATTTTTGGCCAGGCGGCGTAGCTTGCTCCTGTAATACCTGCAATTTAGGAGGCTGAGGCAGGCAGATCGCCTGA 

GGCGAGGAGTTCAAGACCAGCCTGGCCAAAATGGCGCAACCCTGTCTCTACTAAAAATCCAAAAATTAGCCAGAGTGGT 

GGAACATGCCTGTAATCTCAGCTTCTTGGGAGGCTGAGGCATGAGAATTGCTTCAACCCAGGAGGTGGAGGTTACAGTG 

AGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTC 

TTTTCTAATACTTATAGCTTTCATTTTATTGAGTC 

AGTTCTTATTACAATATTGAAAAGAAGGAGTTGTTAATCCTAATTTTACAGGTGAGAAAATGATTCCGTGAGATGAAAT 
AACTTGAGCAAGGTCATAGGCTGGGGTAACCCAAGTCTGTCT^ 

CTTCCTCTACTGTGGATATAATTATCTTTTTAATGGCCATAAAAGTGTTCATGTTGTGAATATTTCTAGATGCATTACA 
GTATTTGGCAGTTTTCTTTTCGGAAGTATGG 

TTGTGAAAGACTGTTGGTTGTTGAAAAATAGCTTTGTGAAAGGCTCTTGCAGCTTGTAGACCATTATATTCTCTACTGG 

TAGCAAATAAGGTCCTCTGGTCTTTATAAGAGACAATAAAGi^ 

CTTTCCAATTCTATTACCAAGTTTTTCTGTTC 

AGATTTTGTATGACATCTAAGATCAGCTTTGAAAAAAATATGCAATCTTCCTTCCTATTTCTTCTATCTTAGAAACTTG 
TAAATACGCAAACAAATGGAATTCTCATATTTTCTGCCTGTGCAATATATATTATGATTTGGTTTAGGTATGTGACTAC 
TGTCAAAGTTGGTTCAGGGTTTTGAGCATGAGGTAAACTTTTTTTGGTCCTATTACCCAAGTTAGTGATGTATCTGTTA 
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TGAAATATACTTAAAGATATACAGCT 

GAAAGACACAGAGTCMATCACAGATAGGTTTAC 

CCACTGTACTTCTAACATGCTCTGTGTCCCTGGAC^ 

TAAAAGGGGCAAGGCAGGTCAATGGATTTTAAACACGTTTATTTCAA 

AAGTTAATATAAATGAATATTTATACTGTAATTTTT^ 

TAAAAACATAGATATGTGTGAAATATATAAGTAAA^ 

ACATTTACCCCCCACCCCAAATTCAAACCCTCTCCTTAAAATACCTC^ 

GAAAACCACTAAGCTAATGACTGTTAAGATCACTTACAGTTTTACTCTCTGCAGTGC 

TTGTGTATTCTGTATCTCTATATGGATTGGGATAAACTCGTAGGTAATGTAGCAGTTCAAATACCTCTG 

CCTTGAAGTTATGTAACTTTTCCCACTTCTGAGAT^ 

TATTTAGCATCTTATTTTTTACAAGTTT^^ 

C^TAGCTGATAATTCAGGAAGTGAGTATGGTTGTTGG 

CGCTTCTTTTGGTATTTCAAAATGGGGTTCTC 

AATACTTAGTCCTGACTGCAACTCTTTl^ 

AAAACTTGCCTTTTAGGAGAGGTAAAGGAATAGCTCACTTAGTA 

TCTATTGAATCAGAAGGGATGATGAC^TGAAGGTAA 

ACTAGCAAGATTGAGAAAAG.TAGATTCTAAGATGAAACTG 

AGCTTTTTAGGGAAAGATGCTGAGCGATATGTATAAATAOT 

GTTTAGATAAAGGTATAGAGAATAGGGCCTGAGGGATATTAGCTAGG^ 

GTCTTAATAAAAAATGAATATAGATTTTCTTC 

TTGAAGGTATATTAGAAAATGGACAGAAGTAAGGTATACTC 

ATGGGAAGGGCTGGGGTACC7VCATGGGGCACAATGA 

GTAACTAACTAATGAGAGCCCGTGCCAGTGATATGTCTCAGCTCTCAAATTGCCTAGTTCTTTGTCAAGTTTGACCTAA 

AATATTGTAAGTATTTATTATCTGTCCTAAGCCTTCTAAGGGGATTGGCTCCCTAATGAGCATCCTGGG 
GGATGCGAATTAGAG AAGCTAACAGAAGG GTGAACTGCTC TTCAGAATAAGAG TTAGAAAAACACAAGGG AATATTT CA 
AGAGAAGAGCTGGGGAAGTGTGGCAAGAAAAAAGAGATTATACAGAGACCAATA 

CTAAGCATC C ACCATCTAGCACC CTACCCTGTTTAATAACACTGGCAAC CTCTGGGCAAAAGCTGCCATTAATGAAACT 
CAGTGTAGAGGACATTTGCCCCCCATCTCAGCCCTAAGA 

CCATTTCCCTACTACACATGAGGAAGAATAAGAAATTAGAAAACTAGAAACTAGGTGTAGAATGTAT^ 
TTGCATCTTCCAAAGTACCCTTATAGGAAGCAGTCCTGTTGTTTTAAACCCACAGAGTTAGGAAGTTTTCTTTATATCT 
AATACAAATCTTCTTTGCTTAAATTCTAACCCATTTC 
AAACCAATTCTTCTTTATGGCCTTTGAAAACTGCTAGT^^ 

TTCATTCTAAATTGTAAAATAGATGG^CCAGTGTGACTTGTTAAAATAAATGTTTCATTAAACATAATTTCAGTATGT 
AATTGTTTTCAGACTTCCTAGAGAAAAGTGCTCCCGTTGTATC 

GAAATTGAGCTCTTTTTAGTGAACTTGCTTGAGACATTCATATGGAATACAGAAAATAATAATTCCTAACA 

GTCATTCCATTGCAATGTGGCACAGAGTTTTTTCTTTGCATCAAGGAATTTATATGACTGATACTATTTTAGTCAGGAT 

AAATTACTGTAAAATGTGTCCACTTTTAACCAATGGCATTCTAACATGGGATAGGCAACAGCGGGCTGTGATTTTTG 

CTGATACTGCAACTTTGTTATAGAATAGCAAGTAACTGATTGGCAGCTAGATCACCAGCTAGCTGGAGAAAGCAGCTTC 

TAGGTCTATAGTCATAGTTGGAGTGATAACCTCATTAATGATAGCTACAATGTATTGGGCATCTACTCOT 

ATGAACTTAGTACTATATACAGTTGAAGCAACTO^ 

AAATTACAGTGCTGCAGAAAAATCTTGGTCTGTCGAAACT^ 

TGCTTTTCCTCACTATCTAAACTGCTTTGGCT^^ 

TACTTATACTTTTCCTTCCTGTCCTAGACTGTTCAAGTTTCTTCTTTTAATCTTATGTATATCAAGAACATGTTTGCCT 

ATGGTATTTGTCTGCCTTTCCCCCCAAGATTTGTATACAAGCCTCCAACCGTGAGCCCTAGAGATATATTGAGAAATAG 

AAC^TGGACTTTGACACGGCTCCATTCCTTGGAGATCTAGCTAGTTCCTGACTCGTTCAGCTTATTGACT^ 

TGGTCAGACTATAAATTGCAGTTTTCCTTCTCTCTGGCATTTGACCAGTTAGTAGCACCATAAAACCTTTGAAAT 

GAGACCACAGAGAATAACCTATAATCTGATTTTCCCCACCCCTAACCCCAATGTGGAGCTGGAAACATTTTGCTAGTCT 

TTAACATTTCCAGTCAAGTAGGGTCAAGAAAAACTG 

AGAATATATATATATATATATATTTAGAGACAGGGTCTCACTGTGTTTCCCAGGCTGAGGTACAGTGGCTATTTACAGG 

TGTGATCATATGCACTACAGCCTTGAACTCCTAGTCTCAATCCTCCTGCCTTAGCCTTCCCAGTAACTGGGAC 

CATACACCACCATGCCTGGCTGGAGAAATATTTTTTTAACTTCAAAAATGAAGTTTGAGCTGAAAAA 

TTAGTCTGTCAGGCAAATGTGTGAAAGCAGTTCTATTATAATTTGTATTGAGCTATAATGTAATTCCTA 

ATATAGCTAAGTAAGTAGCTGTAATTCGCATCTTGAAATTTTAAATTTACTTCTTTCCTCTCAATATAGT 

AATTAAAAATTGTGGCAATTTGTATTTATTGTGTACTO 

TCTCATTAGATCCTC^TGATGAATCCTAGACAGTACTCATTAGTCTTATTCCTCAGACTGAGGCCTAATGAAGTAAAGT 

GGCTTGCCTAAATTTGAGTGGCAAATAAGATAATTT 

AATGATGTATATGTTAATATGTTCAATGAGTTGATCT 

AGGAACTGTTAGCTTATATTATGCATTTTTGA 

TGAAAGCTGATTCATTTTGTAAGGGTTTCTTTTCCA 
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AGAGCTAGGTATTCCAGATAAATCACGTTAATAGTGTG 

TAAACTACTTAGTGGAGGTGGCAAAATAAGAAGTGGTC 

CAATGAGAACCCTCTAAGGAAGCACAACTAGGCAGGGGTT^ 

TAGGTGCACCTTTGTAAAGACTTTCT^ 

CACTGCCAGGCATTCTCTACCTCTACAAATC^ 

ATTATTATCTCCCTGGAGCTGAGCCTCATCATCTCTATCAGACCAGACTGAGAAGGACTCCTTTTTCCTTTGTCCCGCC 
ATCCCAGCTCAGTGCAGAAGGCTTAAGATGCTTTCTC 
AGGTCTGTTCTTGTGGCGTGAAGTGTTAGGATGAGCTGAACAGCC^ 
AGAGCAGGCATTTAGCATTCCTGTCTCTGATATCTA 

GTAAAAGCATTATTTTGTTATAATTAACAACTGCACATTGGATTAAGTGTGATTGAGGGTGGAGTTCA 
AAAAAAATTAACCATTAAAGATTCCCTGAGTG^ 
AGAGTCTACTAGTATATCAATCAGTAAGAGCTTCT 
AGACAACTTTTTAAAGGTATTCGTGTAACTGAAAA^ 

AkTATATGTGAAATC CCTC CATTATTGCAAGATCTTTTTCATGTAAATATCAAAAGAATTAGACAGTCTGCATT 

AAACCAAGATAGCTAGTCTTTTTAATCTATGGGCAACTTGTAATTACGAATAGCAGTAGCTGCCTGGAATAATGTACTG 

AGAGCTGCGTTGGTCTCAGAGAAAATGTGCTGTGATCCATTGGTGATCTCTGCCAGACAGAAGAGGGACATAGTGTGGC 

TGCTTGCC^TTTAAATGGCCTTGATGATCTCATCATAACTCTATATATCTAATCTCACCATTAAA 

AAGTCATTGTAGCAGAAACAGGTTTTATGCA^ 

CCTATGAAGAACATATAAATATTGTAAACAGAi^^ 

TCTAATTTTCAAAGGTCACCCCTGTAATGA£C^ 

CTTOAAGCCCCTGCCCCCACCTACTAAA 

TTTGAATTTTATATAAAAGGAATAATATAGCATGTACTCTTTTGTGTTTGGCTGTTTCCCTCACCCCCTTGCAAAATTA 
TGITTGAAAGATGATCCCTTGTTGATGCGGATATGGTT^ 

GTTTGAGATACAAATTCAGGGTAAAAATCAGATTTTCTATTTAAATAATAATTTGGTATATATGACTATTTGAGCA 

TAAACTGTTGTCATTTTA(^TAATTATTTTAGTATGATTTAATATCCAAATTCTGTTGCTTAGATTCACCCTCAGTGG 

ACATCTCTTCTGAAGGGCCTTCCTAGACT 

ACATTTCTCTAACTCTTGAAGGATTACAATTATTGTCTTCTGTCTCACGTACCTCTCCTGTGAGCATGTTTTGGAGTAG 

ACTGGGTTTGCTCATCTTTGTAGAGCAATGAACCCCTGTTCCC^GCACPATGCCTGCTCCATCATGGGCATTCAACATC 

TGTCCTTTGCATGGAAAGTAGAACAGTGAGTTCTTCCATATTACAAAGAATATTACAGTCAATTTTTA 

CTTTTAGTAGATGGCACTTTTCAGGAGATTGTACTGGGTGAGTTGTAGACACAGTAGTTACTCTTTATGGCAAGAGTTG 

TATAGTATCCGGGAGGATTTTTGCCTCTTCCCTGTGGCTTTCTTTCA.CCCTTAGTTTGCCACCACCACTGGCAATTCTA 

ATCTAGGCACACCTTCCATTGCCTCCTGTGTTTC 

CTGCTCGAATGACTCTTCTCGTGTCATAAACTAGTAAAGAGTAGTGCATATAGAAATGCTGATA2\ATGTGTTGCACATG 
GTTATCACCCGACTGACATGCTGACCTTCTGACTCTATCAATGGGTGATTTTTATATGAAGCCAAGAAATCTGTTGGTG 
GTAAGTACTAAGACCACCACTTCAGGCTCACTCTAk^ 
GAGCAGATTCCACAGGAGGGATGCTGAACCAAAGTGACAAGCTO 

CTTCAAAGTC^GGGAACAACTTAGGGTTGGCTTACCTTCTTGTATTGTGAACTTTTCCGATTGTGAAGCCAGCTTTTAG 
CTTTACCACACTCCCAGACTTAAATATTT 

TCCTTAATAATGAGGAAGTAATTTGTTTTAGTATTGTACAGAAACATTTTCTAGCTACCTGATCATTTAGTCTAGTTCT 

ATAGCTTAAAATATATAGTCCTTAAAGAAAAGTTTTATTTCTGTGGGTCTATTAGTTACAAAAGTAAAGGTGCATTTTT 

TATTGCTTTATTTAAGTGTTTATTAAGCTTGTTCTGCCACAGGTACCCTGCTGGCTGTTAGAGAGACAATGGTGAAATA 

TACAGCACTCGGCTTCATAAAATTTATGGTC 

CTTCTACTATATCCTTGGAATAGTTTTTA^ 

AATCCAGTGGTAAACAACATAATTTTAA^CCTCCCTACTTGAATTTGGGGTGGAGTAATATAAAATAAATCTGGAATA 

TTTGATTTTTTAGACCAAAATACTTTCCCTGGGTTAGAGAGATATTTTCTTTTCTTACTGGCCTGGAAATCCATGCCAT 

TTTAATAAGAGATATTTTTATTCTAGGTAAA^ 

ATTTAAATTTATTTTTATTTAAATAAATTTT^ 

TTCAAAGATAAAATATACAGAGTAGAACATOTTAATGTATCTGTAGAGAGGGAACACAAAAAGGGCAC^ 

ATAGTTGGAAAAAAGTGAATTTTATACAAAATTAACT 

CTGTCTTTACAGATAATCTTCGGGAGACCTTTAOT 

ATTTGACTAATAAGAGAAATAAACTTTTTOT 

TCATTTTACTATTACTATGCTTGAGTGCT^ 

ATAAGTAAGGCCATTACATCAAATAGGGATCTAACAAAAACTTTCGAATGGACTATCAA^ 

AATC^GAAGGAAATGGCATTTATGTCCTAGTGTAGTTCAGTTAAAAGGCCTGCCCTTAAGGATTACAACTGC(^TAAAA 

GGGCACCATGCAAGAATGGAAAACCTGTTTACAACAAAATATCAAATTATTATCTGACTTT 

TCTATGACTGCCAGTCATACATCTGGACT^ 

TTTGAACTTAGTCTGACTTTAAAACCCATC 

AATTCCATAAATGATTTTTATAAACTTTAGCCAGTAATCGGGAAAAACTGTAAGATTTTGTTTGTAAGCTTTATAAACG 
TTACTTATAAGATTTTAATTGAATTCTAAATTAATTTCTAATTTGAACCTCTCCCTTCTCTTAGCTTTATATGCTTGGT 
CATCCCTCCTTAAGTAATTAGCTTTTTTGAAGCTTTGTTTTTTTTGGTTTTTCACTGTTTCT 
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ACTTTCTTATAAATTGTTAGTAATTTC CTGAATAAAGTACAGAAGTTTATC TTTCAAATTTC CCATGGATCATTTCTTA 
ATAGTCAAACAATTGTCTAAATTTCCAATACACAAAGAAAAGTTTTAGCT 
TCAAAGTGCCAAACACATTTGCTTTCGTAATTCATGCCATTTGTG 
AGGAAATGTAACTACACATGCAATCTTGGGCTTTCCAAAATGTTT 

GGCATTT C ATCTT CACTCAGTTGCATC CTAAAT AT AGCGTAGGTGTGACATAC C CTGTAAATTTCAAATTCACATAAAG 

AAGTCCCAGCCTTCGAGGC^GTCTTAATTGAATACTAAATAAAAACCTTAGTGTCTTCTGAAATGTT^ 

AGTTGCTTTACAGTCTTTGATTTCTATGTTCGTT^ 

AAAAGACTCTCAGGACAATCTTTTTAAAGGAGTAACAGATAATCTATTTTGGCTAAGAC^ 

gataatagaaaggggagtcccttgtgtatcaact^^ 

GTTAAATTCAIGGAAACTTGTTTGGT 

ACCGACGGAGAGAAGAAATTATTATTTGC^TATGTGAATTTCTGACTAATAGGAGTAATAGAA 

AGGATATTTCTGATTATATATGAGAGGCTTGGGGAGGGACTCTGTGTAACCGTTGCTTTTAACCCTTGTTTTTGATGGG 

TAAATAGAACATTAATGCTACATGAAAGATACTTACTCT 

ATCCAAGAAACTTTTAACAATTCTAAAGAAAGAAATAAAAAGC^ 

CAGGAGTAGGCCAGATGGCCATGTTCTGTATGGCTTTATAAATATTCCTTTTTGTTCCATGTAAAAGTT 

TTTAAACCTTGGTATCATTTCGAAGTCAGACCT^ 

GGAAAACATAGAGCTGAGCTATTAAAATTCCAGGGCAGTTTC 

ATTCTGAAGTCAAATGAATTTGGAACTCATCTTCT^ 

AGGGTTTCTGTGAATGTTAAGTGAAATAATAC^^ 

ATGCTAGCCAGTITATTATTAGAAGGGAAAAACTCCTATTAATATTTTCTTGTTTATGTTTGTGTTTTCATGTTAGT 

TAAAACAAGTTACTGTTTGAGAATGTGAGAATTTTAACCATTTACAAAATGGTGTATG 

TCACAAGTGAAATGATAATGGAAAGTTTACTGAAAATGTCTTA 

aaaattaataaaagtatgaattagatttaatct^^ 

tatcacttctaactaaatctggccttgaaacttctttgacatagtcttcttaaaatatatatatct 

GTATATTATTTAGAAATATGCTATTTCTAAACTGAAATGTCTGATATTTCTAACTGATATATATATCTATATATGATAT 

GATATATGATTATATATATGTTATCTATATGATATATAATATATGATATATATTTCTAACTGATATAACAATGTATCTC 

AGTTCTTAGAGATATGTAAATTATATTTTAAT^ 

TATATATAAAATAGTTCAACAGCAAGATTCTTAT^ 

AAAAAATACATATTTTATCTCCTTTCTGTGCT^ 

AAGCAAAACAAATTCACTAAATAAAATTATTCCTAATTGTGTTTTAAGTCCAGTGAAGAG 

TAAACAGTGTGTTTGTGTATGTCTGTGTATGGGTGTGTGTCTGTGTCTGTGTGTCTCTTTGTGGCTGTGTGTCCTAGAG 

ATGTACTTTAGTTGGAGTGGTCAGGGAAGTTGAGAACT^ 

AGK1AGGTACAAAGGTCTTGAATATCCAGCAGATATC 

GAAGTGAAAGATTGCTGTCTTAAGAACTTAAATTTATATGGCACTCATGTATAGATTTCCAGTGAAAAGTTGGACAACG 

TGAAATGATGGGTTTCCTACCTACAAGTCTCCAGTGTTTGTCTTTGACTGGGGTGTTTTCTO 

TTCTGTTGCTAGCCTGTCTTCCCAGGGGCCTT^ 

AGGCTTCTGA(^TAAAAGTGCCCTTGAAAATGTTCTC 

CCAAGAGTTTGACTTGCTAAACTACAAGAGCATTT^ 

ACACCAGGCAACCCTCGCTGAATTCTCTCTTGCCATAAGTGCATAGATTTCAGTGTTCTAATGCCTCTCTGAGCTAAAT 

TTGCCTCTGATCTGAGTTCTAAATGTAATTGGATAGTAGATATATGTGAGTAAAAAAAAATTCTACCAAATGGTTGGAA 

TAGTTTTCCCAAAGAATGTAATATTGGCCTT 

AAAGACAGATGTAAGCCGTGGTTCCCGAAACTGCAGT^ 

GATATTCTTACTGGAAAGACTGCTCAGGATGTATGTGGTGTTCTTTTTCCTGGC(^CCCTTAAGGAGTTTATGAATGGG 

TTCCATCAGCTTCAAAC^GCAAACACAGTTTGGCCTGTATGAACTGAAACCCATCACACATCA 

CCTCATGTATGCAAGTTCTCAAGTATAT^ 

AGTAACTAAATACGATTTTTATTTAGTATGA^ 

GTATGTATCACTTTATTATTCTATGCTCATCCCCCCTCTTTATACAAAATGGAG 
CAGTTTGTATTTTGCACTTGACAGTATGTTGATACAAAGAGAAGCTACTTGTGTTGCT 
ATAACTCGTATGCC^TACTTTTCATCTATAGAGGTTATATAATGTATTGATTTTTAG 
AATATCTACCATTCTTTGACGATAATGAAT^ 

GCAGCTAAATAGAATCACTCAAAAACAACTCCAAAATGAGCCAGGGAGAGTGGAGGGAAG 
AAACATAGCCCTACGTTCCATGAACACTCAGT^ 
GTCCTGATGCTTTCCAATTTTTTTTGAC^ 
GATGTTTATCTTAATTGAAACAGATTCTCT 

AATCTGCAGAG CACTCG AGAAGC CACATAATGAATTCAAACAAATTCATG C CTATTAAAAGGAGGCTTCTCTTT CTCAA 

CTTCCAGAGCTTACATAGAATAAACCA^ 

AATGCTCTAACTAC^GAGAATGGGGAAATCCTGTTTT 

TGCAATAAAATACTACTGGGGTTACAGCTACTATACTT^ 

AGGATTTCTTGTCTATCTTTTATCTAGCAACTTCATTTTTTAACATTTACTCTATGT^ 
TATATGTACAAAAATGTTCTGCTGGAGTTTTTC 
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ATTGAACAACTGATGCACAACTATAAGAGAATACTGTG 
ATGACATTTACTATTGTATTATTTTTATACTTTGAAAAGAAGATATGCAC^ 
CTTTGTATATACTCTTAGAGTTTATGTAAGTGCAATGAAAACATAAATTCTATTCTCTTCCTCC^ 
GAAGTATAATCTGCAGATTCATTGTTCTC 

GTGTTGTTCTGGAAGACCTTTGTTGAGATATAACTCACATACCCTACTCTTCATCAATACAGGGTGTAT 

TTTTTAGTATATTCACACACTTTTGCAACCGTC^ 

TACCTTATAGTTATC^CCCTCC&TC 

CAACGGCTAATCTACGTTTTTTTCCTCTATAATTTpCCTACTCTGAATGTTTCATATATyVTGGAATTATATAATATGAG 

GTCTTTTGTGACTTGCTTCTTTCACTTAGC^ 

TTTTAGGACCGAATAATATTCCATTATAT^^ 

TGTTTCACTTTTTGGCTATTTTGAAATGTGCTGCAATGAACATTTATGCAAAAGAT 

TTCTTCTGGGTATATTCCTAGTAGTGGAATTGCTGGGACAAATGGTAGCTCTAAGTTTAACCTTTTGGTTATTTTCCAG 

TGTATCTGCATTCTCATGTTTCTTACAGCAGAAAGTTATTCTCTTGAATGGCTGCATCATTATTGAT 

TATTTTTAAGTGGAAAAGTTAAGGGACAATGTTC 

TTGACTCAAAAGCATCTTTCTGCGTATGCACTTA 

GTTTGGAATCTGAGGTAGAAGGGGGCTGAGTACTCACCAT 

TTTTCAATTGAAAATTTGATTCATTAATG 

TTTTCCTGGACTCCTCTGACGAATGTTGGTC^ 

TGAGGTGCTTAGTG CTGTACAAGCACTCTTCTTGC CATCTG CTCTGCTTGACATCATTTTTAGTTATTAGGACAAAAAA 

TTAATGACTGCTTTTCTATCTTTAAGCCAAGACACCATTTAAAAAACAGACATTTAGCTCTTACTCTAAATTAGTGTTT 
CTTAAATGTTTTATTCAAATCAATCCACAT 

GGGATTGAGAAATAGGAGGGTGGTATGTGAACTAATCATTAATGGTATTAGCAAATAGAGCTGGGCAGTCTGTCTGAAG 

TGCTTCCCAGTTTTTTGTAC^TTCT^ 

GTTTCCATCATGTAGCTCTGGAAGGGCTTTC^ 

TTCTATTTTTTAAGACAAAACCTACCTATAGTGGTT^ 

AATTAGTTTGCCTTATTAAATGATAGGAAAGAATCAAAAT 

ATGTATTCATTAAGCATTTATTTATTCAACACTCCTATGACATCACTCCTCACTGAGTGATGATTCCTTCTAGGGTGCC 
ATAGAGGGCTTGATTTCCAGCTGGAGGAAGAATAATTTAATATCCTTTTTAATGATCAAAATTCTAACCAAACCCAATT 
TTGAAAAATAACTTGACTTTGCCTAAAAGTACATTAAGAAAGATATAGAAAAGAGATTCTATGAAAATGAAATTTAATA 
ATGTAAAATAATTTGGTTTTATCAGAAATTCATAAACAGACTTTACTTAGAGTTAAAAGTCCCTTTGAGAGGAGTAAAA 
TCATTAATGAAAAAAATGCATACATTTTCTTCA^ 

AGTGACTGTGTTTGCAGGTGGAGGGAGTTTGAGTAATGGAAGTAATAAAGATGCTCCCAGAACAAGTACCGCATCCAAT 
TAGCTTGCCAATTAAC^TCTATTCCTGAAGT^^ 

TTGTTTATATATAAAGATATGTTAATCATAAAATGTATTCCTTTCAAACAGTTATACATTTTTCCTTTGGCAGCA 

TGTTTATTTTAAAGGAAAAGACAGTAACTAATCACAGCATTTTTAAAGAAACAAATAGAGATTATGCTGCTGTAAAG 

AGCATAAAGCCATTTTTCCAAATGTCAACAGAG 

ACTCCCTCATCAAAAAAAGAGGGGGCAAGATTCTTTGAC^ 

ATGATGATGATCTAATTGCAATGCTAAGAACC^TGGCTGGGCTACGACTGTGTGTGCACGTTGTTATGCTGGGGAGCAA 
GGGTACCTAGGAAAGAAAGCAATAATGAAAGTATCACTTGGGTATTTGTTTATTTCTGGATCTTATTCTATCTGCTCCA 
TATTATCACTTTGGCATTTAAAATCTAGATGATGGCTGGGTGGGTGCAGTAGCTCACACCTATAATCCTAACACTCTGG 
GAGGCCGAGGTGGGAGGATCACTTGAGTCCAGGAATGTAAGACCAGCCTGGGCAACATAGGAAGACCCTGTCTCTACAA 
AAAAATATTTTTAAAAATTCTCCAGGCGTGGTTGCACACACCTGTAGTCCCACCTACTCGAGAGGCTGAGGTGGGAGGA 
TTGCTTGAGACTGGGAGGTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTACACTCCAGCCTGGGTGACAGCAAGACCC 
CATCTCGGGGAAAAAAAAAACCCAGATGATATGGTTAACCATATTCAGTCATTATTCAGTTATTAGAAAATAAGATTTA 
CAAGGCATCCATGGAGGGGAAAACAATTACACACCTGGCT^ 

CTGTTGCAGAGCCAGTG CTCCAACCTAGACTTC CGGACAC CAAAGCCTATGGCCATTAAGCACTCTGCTGGACTGTATC 

TTGGATAGTTTGCTTTATGGGGAACGTAGTACAACTTTACAATACAACTTTAAA 

TGTCCACAGTCAAATATGAAATATGTAAACATTTC^ 

TGAAGGTITGTTATATGGGTAGACTGATGT^ 

AAGCCTAATAGTTATCTTTTCTGCTCCTCTCCTTCTTCCC^CCCTCCCTGATCAAGTAGACCCCAATGTCTGTTGTTTC 
CTTCTTTGTGTGCCTGAGTTCTCATCTITTTAGCTCCCACTTATAAGTGAGAACA^ 

TGTTAATTTGCTAAGGATAATAGCCTCCAGGTCTATCCATGTTAAAAGACATGATCTCATTCTTTTTTATGGCT^ 

GTArrCCTTGGTGTAAATTTACCTCATTCTCTTTGTCTAATCTGTGACTGATGGGTATCTAGGTTGATTCC^TGTCGTT 

ACTATTGTTAATAGTGCTGGAATGAACATTCGTTTGCCTGTATCTTTATGGTAGAATGATTTATATTCCTCTGGGAATA 
TGCCCAGTAATAGGATTGCATGGTCAAACGGTAGTTCTGC^ 

TGGTTGAACTAATTTACACTCCCACCAAAAGTTTC 

TTTGTCTTTTTAATAATAGCCATTATGACTGGTATGAGATGGTATCTTGTGGTTTTGATTTGCATTTCTCTAATAATCA 

GTGTTATTAAGGGTTTTTTCATATGCTTGTTGGCCGCATGTATGTCTTCTTTTGAAAAGTGTCTGTTCATGTCTTTTGC 
CCACCTTTTAATGGGGTTGTTTGTTCT 

CCAGATATATAGTTTGCAAATATTTTCTCCCATTCTGTAGGTTGTCTGTTTAACTCTGTTGATAGTTTCTTTGGCTGTG 
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CAGAAGCTTTTAAGTTTATTTAGATCC 

ATCTTTGCCTGCTCCTATGTTCAGGATGGGATTGCCT^ 

AAGTCTTTAATCCATCTTGAATTTTCT 

GCCAGTTATCCCAGCACCATTTATTC 

GTCCTAGGTGTGCAG1TTTATTTCTGAGCTCTC 

GCTGTTATGGTTACTGTATCCTTGTATT^^ 

GAATTGCCTTGGCTATTCGGGCTCTOTTTC 

TCTAACTACATTC TATTGTTGGACATCTTTATATTTTATC CAAATAGGAAAACATTAATTTAAAATT CTTGTCATATAA 

TCTACAAAATATTTATATTCAAGGGACAATGACCCTTACATATTCTTTTTOT 

CGAGGC^GGATCTTGCTCTGTTACCCAAGCTGGAGTGCAGTAGCTCAATCACAGCTCAOT 

AATTTITTTTGTTTTTTT^ 

AGCCTCCCAAAGTGCTTGGATTACAGGTATGAAC CACCATG C C CAGC C CTTAAAATAGTTTTTATT ATAAAGGCAATTT 
ATGTGCATTCTAGGTTTCTTTAAAAACCT^^ 

GCCAAAGTGAGAGGACTGCTTGAAGCCTAGAAATAGAGACCAGCCTGGCAACAAAGCAAGGCCCTGT 
TAAAAAATAAAAATTATTTTTTTATGGTGTC 

AGGGTGCAGTGAGC CATGATTG CACCACTG CACTCCAC CCTGGGTGATG GAACAAGACTCTTAAACATACACACACACA 

TATACACACACACA.CAATACGA(^CAC 

CCCAAATAATCACTGCTAATTCTTAGTTATTTTC 

GGATTGTACAGTTTTAATTTCTTTTTTTAATTT^ 

AACATTACTTATATGGATACAAAATGTTTCACC^ 

AGGCTGTTTCTAGCTTTTCCCAATTATTAAAATTATCAGCAAGGAACATCTW 

ATATTTCCTTAGTAAAATAACTATGTCAAAGAATATG^ 

CTAAAGGTTATACCAGGTTACACTCCAAGCCACACTGCTTGAGAGT^ 

TTCATTAAAAAAAATCTTTATCCACATATTAGGOT 

TGGTGTGAATAAAAATGGTTTTAATATTTOT 

TTCTATTGGGGTTGC^TAGTTTTTTACTTTTTGCAAGAGTTCTTTATGTATTAGATAGATC 

TTTATTGTAATTATATATTCCAATTTTTAGTCCCCTTTTTACTTTTGTTCATGGTGTTT^ 

TTTTTTTTCTTTTGTAACTTCTTTCTTTGCTTTAATAATTTGAGGGCTTTTATCTTAAGAGTAGAT 

CATTTTCCGTATTTGTGATTTTTTAACCTAGCTC 

TTATTTTTTCCCACTATACGTCTCAGGACCATTTC 

ATTTTATGTATCATCTATCATGTGTAGACACCT 

AGAAAAAAAAGAACTCTGGTGCAACCCATTGAGAGAAACAT^ 

TATTTGCCTTCTAAACCTTTTCATTGCTTG 

GAGTTGATTATTTAATTACAGTAGCATAAGACAAAATGATAAGGATTGGAATCCGCAATGAGCCCT^ 
AGCAGAGGCTGATGGGACTGGGTGGTAGGTGGGTAAGGTGGCAGATAGATGCAAGAGC^GGAACCACTC^CCAGGCACT 
AGGAAAAGCTCCATCTAGCCAGGCATATTGGCAATAGTG^^ 
TAAAAAGTGGCTCAGAACAGGTAATTCCTAGACATATGC^ 

AATCTTATATTTTTTCTTATCCGCTCACAAATTTTCTTTTTCTTGTATTTTGTAAAATAGATAATATTTTGACATAATA 
TTACTAATAGATACGGTATCCAATAAAATTGGT^ 

CTTGC^GTTCATGGATGGGAC^GGAAGAGAGTATCTTAAGCCTATGTTGGAAGGCC^GGTGGACTGGAGTCTCAGGGAC 

GGAAGATAAGCACAGGGAATTAAAGCAGAAGCCAGTAGTAATCAGAGATAAGACGTATGTTCAAGTTAACTGCAGCA^ 

ATGGTGTGGTGCTGGGCTCCTGAATCTGTTTCTGCCTAAAGTCATATCTGTAAAGATCAAGGAGGAGGAGCCAGAGCAG 

CAGGTGAGGTTCAAGTGATTAATAACACTGGAAAGGAGAACAGGTTGCAGAAACTATGGCTCAGGCTACCTATTCAGC^ 

ATTTTCATTTTTTGTAATGCAAGTGCCTATTAGATAATCAAGGGTATCCTTAGTAAC^ 

CCATTTTTAAAAAGTTCACCAGTAAACAATTC 

AAACCATATTCACCTCTCCTAAAGTGCCCATT^ 

GGGCAGGGCCTCTTTTTTTCTCTAAATTTT^ 

GAAACTACTAGCTCACCTCCTGAAATTCAGCAC 

CATTACATAACATGTGTCATTAATGAGTTCAGTTAGCTAGGCCATGGAATAGATATTCCTGTAA^ 

GTTACTAACTGACTTAGTTTCATGGCAGAGGCATTTATTTCAATTAGACTGTGGTTCCTGTTGAGATAAAA^ 

ACTATGTGACATGATTTTGAAAACCATAT.TATAOT 

AGAATGTGTAACATAGG CATGTGGCTTGTAACTGAAACTTTTACAAAAC CTAGTT CATT CTCATT CTATAAAAGTGTGT 
ACACACATGTGCATATACACACACAC^ 

TCTGACAAAGTAGTAAAATAGTCTC^CTT(^TCTGGATAAAGATCACCATCTGGAACTATAAAAATTGCAATGATTCCA 
AATTGTTGAATAGTTGGATTGCATATTTACTTCT 

AAGAACAGTGGTGGAAGATTCCCTTAAATGGTTACTCTTTCCTGAATAAGAGCAA 
AGTGATCATAGTTGAAAGTATCGCATAAGATT^ 

ATCAGAGCGGGTTTTAACTAGAGC^TGACACTGCTATTATTAAATAAGAGACGGAAGGCCTAATACATAATTGTCTAT 
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TTCTTTCTAGACATTTATGTGTTTTTATTAGGA 
TTTAAGTAGTATCTGTAATGGCAAGCTCATTTra 

ATGCTGAAATATGTTTGTTGCC^TTGGCTTTGAAGAAACCTCAGAGAGGTTTGCCTCAGTATTTTAAAA 

TGGTACCTTTCTGAATAGATGTGATTGTGTCCT 

TTTACCAGTGAACATCTTCACCTGAACAAAACTCATCAGGAAA^ 

AGATACTAGTTATTCCATCCTTACAAATATTTTATATATAATATATACATTTATATATA 

TCAC^CACCAACATCCACAGACAC^^ 

TGAAATATCCTTGTATGGCAAGAGGGGAATGGAATCAAGCTGATTOT 

TGCAGTTTAGTGGCATTTTCTGATTCAACCTCACAGAGCCCTGCATGGTATAATATTGTCTACA 

GCAAGATGTGGAGAGGCTAGGAAATCTTCCCAAAGGCACGAAGCTCCTC 

GGTTACAGTACAGATAGACATACATACACTCAATTAT^ 

AGTAGAAGTTTTTGATTTGGTAAGATTTTTCGAAAACTCAGAGAGTTTATTGCCAAATTTATTTTTCTCCTAGAAACAT 

TTTTGTTGTTGTTGTTGCTGGCATGGACA^^ 

CATGTCTGTGAGCCTAACACGGCTCCCAGAAGGAAAA 

AACCTTTGACCACTTATTTACAATATCCAG 

CCATTATTTTGGAGGAAGCTGATATTGCCTGTCACTTCCAACATGTCCTTGTGTACCCTAGCTCATAATTGCAGCATTT 
AAGCTTGGAGCTCCCCTAACAACACAATTATTGCCAAATTTACCATCGTTGGGAACATTGGTGAGGCCTGCTTCAGAGG 
CCTCTTTGTCAGCAAGAAGCATGTTGCAGATATGCT 

GAATTATTTTGTAATAACATGTTTTTCTAACTACAAAATAAACACATGTTCATTGTGGACAAATTGGGAA 

ATTCCCAATAAATATTCGAATATTTATTAATATT^ 

ATCATTAAAACGTGTTGGTTTATTTCCTGAATAAACCTT^ 

CACACATATATATATATATATACATTTTTATGGTCATATATATCCTATTATGTGCCAGATGAAATCAGGTCGGTCTCTC 
TATAC^CAC^CACA(^CACACACA(^CACACACACACACACACACAGAC^ 

ATATATGTATATATGTAATATGTACATACTATGTATGTGTATATATGTGTATATATGTATATATATATGTGTATACATA 

GTGTGTGTACACTGTATACATATATGTGTGTATATAGAGCAGAGAGACCTACCTGAATATTCATCTGGCACATAATAGG 

ATATATATGACCATTAAAATGTATGTATATGTATATMTATATAGTGATGTGTGTATACATATATTATTTCCAAATTTTG 

AAAATTTTTATTTATTATTTTTTGAGATGAAGTCGCCCTATCGCCCAGGCTGGAGTGCAGTGGCACAATCTTGGCTCAC 

TGAAACCTACGTCTCCTGGGTTC^GTGATTCTTGTACCTCAGCCTCCTGAGTAGCTGGGATTTTAGTTTTGCCCCACC 

ACACCC^CTAATTTTTGAATTTTTAGTGGAGACAGGGTGTCACCATGTTGCCCAGGGTGGTCTTGAACTCCTGAAGTG 

CTGGGATTACAAGCATGAGCCAACATGCCCAGCCTGTATATATATATAATTTTTTATTCTGCATTCTTCGCTTGACATT 

TTTAAGAAGTATTTTCTCGTGTCATTTAGGATTCTAGAAAAATCTGATATTCTAATGGTGACATAGGAATCCATTTTAC 

ATGTAATAAAATGATTTATTCAATATTTAGCCATTCTTTCATTGTTGGGCATTTTAAATTTTC 

GTAGTGGTTCACTAAGCATCTTTGTAGAAGAAATGTTAATC^ 

ATGCTATTACTGGGTCAAAGAGTTTAAATGGTGTCTAAACTTGTCAAGACATACTAAATATACTTCCAGATAGTTTTTA 

CAACAAATTTTAAGCCTACATATAAAAAAACAGTTCCGGTGGCTCACGCCTGTAATTCCAGCACTTTTGGGAGGCTGAG 

GCAGGCAGATCACCTGTAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGAGAAACCCCATCTCTACTAAAAA^^ 

AAAATCAGCTGGGCATGGCGGTGGGCACCTGTAATCCCAGCTACTCAGGAGACTGAGGCAGGAGAATCACTTGAACCTG 

GGAAGCAGAGGTTGCAGTGAGCCAAGATCACTCCACTGCACTCCTAGCCTGGGGAACAAGAGAGAAACTCCGTCTCAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGTTATTTTAAGAAATTGTATAGTGAATTCTCTTTTTTAA^ 

TTATATATTTTATTAATATTTAAACCTGCAGTTTTATA?^AATTTTGTCTAGTCCGACACTCTTGTTTTACAAATGGGAA 

ATTGAGGCCCCAGTTCCATATGAGAGACAAATACAAAAATCTGCCTTCTAAAGCTGGTCAAAAGCAGTTATATCTCTAT 

GATCAATTCAGAAGTTGAGTCCTCTGTTGAAATGATTTCAATAGTTGAGGTGATTTTACTGTTTCTCTTTAATGTTGTG 

ATATATTTTCTCTCTTATACGACTCTATAGTAAAAACGAGAATCATTTTACTCAATCTGGTTCATGTAGCAGTATCAGG 

CTGTGAAATTCATACTGCTCAGACACTGGTTCTCCAACTGTGATGTACGTAAGAAATACTGTGCCTGCTGTCTCTTAAA 

TGTAGAGTCCTGATCTTCATCCCTAAGACCCTGATTCATT^ 

CATCCCAGGT^TTCTAAGGCCATATTGTGAGAAAAGCCAGTATAACGATGGAGAATTCTTATGTTGATGCTCTGACAC 

TGGCTCTACATCTGTCCATAATTTATTTAACTCCTCTCTGCCTCAGTTTCCTTATCTATAAAGGAGGAAAGGAAATGCC 

AGTCTCTTCCACCTGGGATTCTTGTGAGATTAAATGAAATAAGCGATGCAAATGATTTAACACAGTCTACAGCAC^ 

TAAATACTCAATAAATGTGAACTCATTATCGTTACTGTTGTCATTGGTATTCATATTGATATCATTATT 

AAAATGTAAATGTACAATTTTAAGTGATTAGCATTGCTGGTGGATTATTGATTGCAATTTGTCCTGCTGTCTCTTCTGA 

CATTGCTAAATTTCATTTACTTAAATATCT 

TGAGTTGAGATCAAATGCAGCAGGTGTTGCTCAGAGAATTTGGTAAGACTAGTTGAAAAAAGATCAGTGAAACTTTATC 

AAAAATAGAATAGTGATTCTCCTGGTCACCTGCTTAGAGJ^ 

GCTATAATCTGCTVCCTTGTATCAGCCATAGCAGGTA^ 

GATCATAGCACACTACAGACTCAAACTCCTGGGCTCAAGTGATCCTCCAATGTCAGCTTCTTGAGTAGCTGGGACTACA 
TGTGTGGGCCACCATGCCTGACCATGGAGTTCTTAAAAATGGATATTGACATACATATATAGAAAATTCATTCAATAAA 
TAGTTATCACTTTCCTATACCTGGTGTGAGAATTATGCTAGATATTGGAAATACAGAAATGAATATATTAATATTAAAG 
TCACTTAACTAAGCTTTTCCCTGTGATAATCTCT 

TTTGTGGCTATTTCCTCCTAAAGATCAGTGTATCTGAACTTGCTGGCTGCTAGATATTTTAGTCATTTCAAAATGTACT 
GATTTGGCTAAAGAATCTACTTTGAC CAAAATAGGATACCTTAAAATACAACATCAGCAAAATATGTGTAAAATCC CCA 
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GAGAAAAGCCCTCTTAAATGCCTACTO 

GGAATTTCTCCCAGAGCTGTGACTTCGTCAAGT;^ 

ATAGTTTTGTGTGTGTCCTrAAGCTGGGCG 

AGCCTTTTCTTACACCTAGAACTTTGTA2\AGAATATGTCAGGAATAGGACAA 

AAGCTGTTTTCTTTTTCAGTCAAGTGTAGAGAGCATCCATGACTGCCAAGTTCT 

CAGTAGGAGGCACAGTTGCCACTCCTCAGAAAGAACAGGGACA 

GCAGGGTAGGAGACCTAGTTGTTGAATGCCCTTT^ 

GCAGATGGTCCTTAATTGK3TTTGAACTTTG 

TGGAGATCTGTAACTCCCTTAAAATAAGAAAAATGTAC^ 

CATGCTTTATCTCCTTTAAATCTCATAAAGACTCATCACATAGGTACTGTTT 

AAGAGACTAAATGACTTGAAGAAGGTCACAAAACTAAAT^ 

AAAGCCCTTAGCTTAATCACTAGGCTATACTGAA 

GTGTGTGTGTTTGTGAATTTTTCCGAAGACTC^ 

GTCTCCAAAATTTGAAACTCTTTG(3^CAGGGT^ 

CCAGAGCAGGGTCTAAACCTATTGGGATACTATACTTGTGTTATCAACTGAACCACTTGGTTAGTTCACTAGG 

TGCAGGTCTTGAGCTGAGCTTAGTGTTTTAC&GACATGTC 

AGAACTATGAAGGCTGAAGGAAAATAAGTGGGTGAGCACAG 

GTTATTTCTTGCTAAAACTGGCATATTAC^ 

ATAATAGGAAAATTGCTCTTTTTTAAAAACCAGGGTO 

TAAAATAATGGTCCTAGAGTC^AAATAATAAC^GAACT 

AAAATATAGGTGGGCTGCCTGAACTGAGAAGGTTGTGTCATGGCTGTTAGTTTTAATAACTGGAAGGCTTGACAGAGAT 

aattgcgttagtgcttc^ctggcctcaagatg 

TGTATAGGAAACTCCCATGTATTCAAAGGGGAAAGAAGAAAAAGGAATTTCATATTTACGGAGCATGTACTA 
AACTCTGTTCTAGGTGCTTTCACATTCATTAACTCATTTTAATATGTGAGTGCTTTGTAATCCTTTTTGAGTGTT 
GCTCAGAGAGGGTAAGAAGCTTTGCTTAAGGTCCCCT^ 
CAAAGTGCATGTAGTTTTTGCCACAGTACGATGCTTOT 

TATTTTTTACTAAGGGGCCATTGGATCCTAGAGAGGCAACGAATTATAATGGATAAAAATACT^TTTCAGGC^GTTA 

CTTCTCTTAGCACCATTGCTTTATCCGGC^^ 

ACATTCTCTGTTGTTATTATCTATTGTC 

CCCTGGACAGTGAACTACCAACCTAAAAACTGTCTGGGCAGGCTTGCCTTTGGGAGTTCTTGTATATCAGCTCTAATTC 

TGTCCAGGAATTCAGAGGC^GAGAGCAGGGTTGAGGAGAATTTCACAGGTGGTAAGATCTCCGGTGAGGAGGCATTT^ 

GCAACGTGATCAGTGTTGCCAAAGCTATGAAAGATGTTGAAGAACACACTTTCTACCTGAGATATCAACTAAAGTTTGA 

AGCTTCAGGAGAAGGCATAGTTCTATCAACAGACAGCAGTACAGCACCAATAGTTAAACCCTATATGGTA 

GCTGAGC CTTCAAAATCATTTGC CTGTTTTACTTTAGCTCCAGCAAAGGGATAGAGAAACC CTTCTTCTGTCATCCCTC 

TCCCATGTTTGCTGTTGCTTAAGCAGTA 

CAAAGAAAACCTTTCTGAGATCATCTTAACGTTG 

ACTGACCTCACATTTCTTACTGTCTTAAAGTCAAAAGTACCTTTGTCCTTAACTCACACCAATATGTATGAGACTAGGA 

TATGAGAGAGATTGTTACATCTTGCTTGATGTTTTGACATTATAGGTAGTGTAGGTTTTGTTATTAC^ 

GAAATGCGTATGAGATTTCTCAGGTGAAATAGAGCCTTTGATGTGGTACTCAAAAGGGATAACTATGACTCAGAGGAAC 

CTVTTTCTAAAAGATGGCACTCTTTCTCCTTCCAGTTCTTTCTGTTCAATAGTAGGGCTGGGGAAAGGC^GAGGCAGTTT 

TTGTTATTTCAAATGACAGCATCAAAGATAGTAATCC^^ 

TTCATA^TACATAAGAGCTGATGCTTCATTATGT^ 

GTTCTGATGTATTCTTCAAATGCTCATCTAAT^ 

TGTTGATCCTATATTAGAAGAGTCATCAATCT 

GCCTATTATTAGTTTTGTGCCCCCATAAC^ 

CTAAATGG(^TGTTCTCCATGTTATGGAAGAAGAGACTGAGGCATGGAGAGAGTGAGTAACTTGGCCAAAC 

CTACAAAGGCAGAGAATCAGGTTTTGAACTCAGGGCTGCCTAGACCCTGTGTTCTTAACTAT 

CTTACTGTTTCTCACTGAAGATGAGAGAGGATTAAAAT^ 

AAATTCAGATGCAATGAATAACAAAATGACTGCCTCCCACAAAATTAAGAAGCAAACATAT^ 
GCACACACTGGTGAGGACACGTTACACATTTCAT^ 

CACACCTATATGAGGGCAGTATGATTTCCCCATGTGATAAAGAAGGAAAGGGAAGCTCAGACAGA 

TGACATTGTTCAGATAGCAAGAAGCAGATTCAAGATGGA^ 

TTCTCACCAGTTATTCATTCACTTAATAT^ 

GTGCAGGAAAATCATAAGATTTGAAATCAC 

ACCTCCCTGTTTGCAGTTTCATTATCA^ 

TAAAATAATGGATGTAAAGAAATTGGCAAATGGTCAAGCAAAACATC 

TATGGAGACCCCCAACCTCAAATAGCTGGGAAGGGGTAGTTGATAAGGGGAGAAATGTGTTTAAAGCCAGTTGCTTTAT 
TATTTTAACCCTGAGATAATGCTTTATTGAGAGTC 

ATTAC7VCATTTCTTACTACATGTTGAGCTTTGAAAAGTGAGAATGATTTCATGAGGCA 
TTCATTATCTGTAACACATACTCCAGAGAGTGAGAAC^GTATC^ 
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TGAAGGGAATTAGK3ACAAGATTT 
TCAAGGAAGTAAAATAATTACATTTTCTAGCCACTC 

TCCTTTCTTCCTGCCTTTCTTTCCTTCCTTCCTTCTCTCCCTCTCTCCTTTTTTCCCTTCTTTCTCCATCCCGTTTAAC 
CACACACAAAATCCCAACAGCAGCGT^ 

TGGTGTAATATAGCCTGGTC3ACGACAGCTTTGGCTCTTCTC^CCACTCCCGCTCCCGAGTAAGCA<^GCATAGAGGAAT 

ATGAGCTGAGTTGAGTGCTGTCCAGTTGGAATTGGG^^ 

GACAACACATCAAATAGCTATGAC^GCCTTTTC 

ATCCAAAAGGAGGCCTAAGAATCTGTATTTTTAAAAGC 

TCTTTACTTCATTGATGAAATAGCTAACT 

TCAGAACTCAAACTCAAGGCTCCCAATTCTCAACC^ 

ACATTCCTGCCCATCAACAGTGGATTGGAAAAGC^GGGAGGAAGAGAG^^ 

CCTATGTTCTCTACTTGGGTGAC^GATAATTAGAAGCCCAAACCTCAGCTTCCTGC^ATATAGCCATGTAACAAAACT 
GTGGATGGACCCCTGGATCTAAAATTTAAAAATCAATAAATAATACAAAAGAAATAG^ 

•CTTCAGAATATCAAGTGGGAATCCCTTTGTTTTGCAAAGCTGGTCTGATATGTTTAAGTAAATTTAACCAGATAGTTGT 
TTTCTGTATCTCCCTCTAAGTATTAACAAACATTTACCATACACTATAAAGCATTACAATATT 
AGAGTACCAAAATGAAGGACTCTTGCTAAAATCCTTTTC 
CGATTCATTTCAGCAAAATGTAACAT^ 

GCTCATAAGAGACATTAAAATAAGCATTTGTCTTTCATTCAAGCTTTATGAAGGATTAAAAGTAATCCAATTGTTCAAT 

CCTTCATTTAAATCTTTAGTCCAAAGAACAGAAGATTTGGGATTGAGTCGTAATCCAGCCATTTAAATCTATGAGACTC 

TAGGGACATCATTGCCCTCCTTCCTGAGCCTC 

ATGACTTATTGCCCAGGGTCACTGTGTGAATTCCACTG^ 

GGGCATAAGAAGC^CAGGAGGAAAAGGCCTTTGGGAATAAOT 

GGGCACAGATGGAACTCTTTTTGGACATGGCAAGTGGGTAAAGCACCCAAGGTGCCCTGAGAGATTTTTTTCATGTGGT 
CTGAAGGGCCACATACTTTCGTGGGATTAGTGGCATATGTGGTATGGAAACTCATAATTACATTGCAAATTTAAAGGAC 
AGCTCTGTAGGAAGAAGCCAAGAGCAGAATAAGCATAGATGTGGTTTGGATTTTATTTTTCCTCTTGTCAAATTTAACT 
TAAGTTCTGAATTCTATAAAAA^GAAAAAGAGTGGTGAAACAGTCATATTTTAAGATTTTTAAAAGTCTTAAAGACAT 
GGAAAAAGCAAAGACGATACCTACACTGCTTATTTAAAAAAAAACTCGATTTGAGTTTCATGAAGTACTGGCATTTGCT 
CACTCTGTAATTCTCAAAGACTATTTTCAAAATTTGGTCAAATTAAATTTCAAAGGTCAGCAAAGTATATAATCATGTT 
TGGGTTCTTTTTTCCCCCAAGTTTAAAAAACTC 

GAAGTTATTTTAGAGCATATATTTTTCTGTAAAAGTAACTACATTTAACATTAAATTATTTA 

ATATAAGCAGGCTGGAGATGGAGGTTCTATTTACATATTTCCACTGTCATGGTACAGTATAGTACTAAGTATTTTACAG 
GCCAGCAATCAAAAGAATTACAATTGCTACTAGGAA 

AGAAAAATCTTTGCTGAATTGAATGGCTTTCTCATTACAGATGGCCTTGTTTACACTGTACTTAGAGTTCTGTGTGCCA 
TTTTGGACTCCTCATTAAAAAAGCATAAGTCATTTTTTAAAAGAGGATAAGTGGGAAATAAAATGGGAGCCAAGATTAT 
ATCGAATAAATTCTACAAAAAAAGAAAAAAGAAAGACAAAATAC^ 

ATGAAGTGGCACAAAAATGGATGAATATATTCAAATGTTTGAGAAATATTACTTCATAAAAATGAGAGAAATTTTAATG 

GCTGGAGAAGTAAAACTTGATTTTTTATTTGAGAACATAGTTAATGTCAAAACAAAGAAAGTCAGCAATGAACATTGCT 

TCTCAACTTGAGGTGATTAGAGAAGAGGTCAAATGCCTTTAGAAAACAGCTGTGCATTTATCTTGGCTGTGGACCTGGC 

AAGTCAACAGGATTTATGAATAGCCTCACCATGAATTTGGTCATCCTGAGGGGAAGGAAAACCCCAAATTAATTTTGGA 

GCAGAAGATCAGTGTAACTACTACCATCCTTACGTCTTCTCAATGAGCTTCATTATTCCTCCCAGAGTGGCTAGAGTAG 

GTAGTTGATGAGCATTTGTGGAATGGATAGGTATCTCTTTTCTATGACCTACTCTATCACCCTCAGGATCTATTAATCC 

TTTGAGTTTGATCTCTAAGGTGGCAATGAAATATTTCTTACACCAGAAATACACTGAAACTCAGAGAAAGAGGGCTCAA 

ATTTGAGGAGAGTGCTATACTGGCAAGAGGATGCCCCAGGTAATATCCTTTCCTTCTTCTAGAGAGGAACATTTGGCTC 

TAGAAAGGCATTTAGCCTATGAGTTCAGAACAGGAATGGTCTTAGGCATCTGATTCAACCTACGACATTGCCAGTCTGA 

ACCAACTCATCCTGATCCCACTGCAAATGAGCTAGGCAACAGTGAAGAGTGGTTCTAGTCTGGGTTTGGATAAATTGTG 

AAATATTTCTAGAATTTTTCTATAGACTC 

AATAACATTTTGAATAAGGCAAGCCTAATTTTTC^ 

TAGGATAATGGGATATTTTGTTACATAAATAGGATGTATAATGACCGAGACAAATTATTTAGGGTATCCAGCACCTTGG 
GCATTTATCATTTCTATGTAGTGGAATAATCT 

AACTATAATCTCCCTATTCTGCTATC^CACATTGTAACTTATTTCTTCTATCCAGCTGTATGTTTGCATACGTTAGCCA 

GAGTGAGAACATGCCATATTTGTGTTTCTATGCCTGGCTTATTTCACTTAACATTC^GGTCAATTCATGTTGCTGCA^ 
TGGCAGGATTTTGCTCTTTTTATGACTGCATAGTATTCCATTGTATGTGTATGTGTGTGTGTATATATATATATATATG 
TATTTTCTCTATCGGTTTGTTTGTTGGTGGATACTTTGGTTGATTCCATATCTTAGCTATTGTAGATAGTACTGCAATA 
AACATAGGGGTTCAGGTATCCCTTTGATATACAGATTTCCTTTCCTTTCCTTTAGATAAACACCCAGTAGGGGGATTGC 
TGGATTGTATAATAGTTCTACTTTTAGTTTTCTGGGAAATCTCTATGCTGTTTTCCATAATGGCCATATTAATTTATAT 
TCCCACCAACTAAGAATTCCCTTTTCTCCACTTCCTCACCAGCATCTATTTTTTTTTTTTTTGGTCTTTTAATAATAGC 
CATTCTAAGGTAAGATACCTCACTGTGGTTTTGATTTATAGTTCCCTGATGATTAGTAATGTTGAGTACTTTTTACATA 
CCTGTTGGTCATTTTACATCTTCTTTTGAGAAATGTCTTCATGTCCTTTGTCCACTTTTTGATGGGATTATTTGGGTTT 
GGTTTGGTTTTGTTTTTGCTGTTAACTTGAGTTCTTGGCATATTCTGGATATTAGTCCGTTGTCAGATATATATTTTGC 
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AAATATTTTCTCCCATTTAACATGTTGTC^ 

ATATAGl^CCATTTGCCTGTTTTTGTTTTTC 

CTGAAATCTCATTGGCTCAAGTGAAGCACGGGTC 

ATCCAGAGACAAATTCATGTGTCAGGTTCACACTTGAGCTGATCCTCTGTAACT 

AGAACCAGACTGGCTTTCACTTTACACAACAATCACAACTGTGTC 

AGCACTTAGGTAATGAGAAATGTC^TAATGAAAATATC 

AATGAAGTGTGAAGGTGGTAGAAGTAAAGACATAGATGGTTTC 

AAAGTCTAATGTACTTTCAGTACGTACTTTCCA^ 

AATAAGCCC C CAAATTAAATGACTTAAAAAATAAACTCATTCT 

TGTGGCAGCTCTCCTTGCTCTCAGTCACGGACCAGGATTCTCCCACCTTCTGTOT 

CTTTAGCATCCAGCTGGCAGAAAAAGAACATCAAGATAGGG^^ 

GCAATATTTCTGCTCACATCTAGTCACTTGGC^ 

GGCAGAGAATGGAATATGGCAGACAACAAGCAGAATTTCCTATACTCACAGTC 
AAGGTCATTTTGTCTTGAGCCAGATTCCACT 
GTAGATCCTGCTACCTCTGTGGTAGCCCATCCAAC 
CCCAATATAAGAAATCTVTGAGAGAAAGCTAATCTCAGTGT^ 

TTTTATTCTCGACTATATATTTTAAAAGAATTGAAGAGGCAAGTGATTGTTTATGGCCATCG 
CATTGCTTTGCCCAGTAAGATTGAAAAAATTGTCTGTAATTCAGGCCACACAACCCTCTG 

CAAGCCCCATTAAGGCAGAAAACCCATCTGTTTGGATTGTTGAGGTTGGAAACTGAATAATATCACTTCTCC^ 
ATTTAATAGTAGGGCTGGTGAATGGTTTCCTGACCTG^ 

AGTTTTCGTATCCATTAGTCTAAAAGAATCAGAATTCGGTTATATTTTAAAGGCAATTATAGTAGAACTATTACTTTTT 
TGTTTTCTGTTATAATCTTACCTAGACTTATTTAACAT^ 

GATTTATCATTGAATCATTCTTATTTAGTCAATAAAATCTTTTGGAGATTAATTTT^ 
GCCAGGAATGTGATTGAGGATCACATTTTTAAAACCCATCC^^ 

GGTTTGAAGATCACCCCTCTTCAAAGTGAGTTCAATATCTGACCTAATGGAATCACTCCCCATTCCCCAGGACTAGGTG 
ACACTCACTGATCTGGGAAAAATAAACACGTGCAACTAACAAGAGAAATC 

TGGGTACTGAAAATAGAGAGGGAGGGAGAGAGGGAGGTGATAGGGAGGGAGGGAAAGAATAAAAAGGAATGAAGAAAAA 

ACTAATAAGAATTTATCTCTTAAGAAAATAGAAGGTGCAGCTGGGTACGGTGGCTCACGCCrATAATC 

GGAGGCCGAGGCAGGCGGATCGCCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCG?^AATACA^ 

ATTAGCCAGGCATGGTGGCGCCTGCCTGTAATCCCAGCTACTCGGGGGCCTGAGGCAGGAGAATCACTTGAACGCGGGA 

GGCGGAGGTTGCAGTGAGCCGAGATCGCACCATTGCACTCCAGCCTGCACAAC^ 

ACATAATTAATTAAGTAATGATATAAGGTGCTAAATTTTTATTTTCACCCATCCAGTTTCTTTTCTTATTCTTTC 

TATGTAATTACCTCAGATGCAGATCTGAGGTGAAACTAATG 

TTCAAGTTGTAAGAAGTGGTACTAGCAGCTGCACGTAGTTTT^ 

ATTATTTTTCTGAAAGCAGACCCTTATAATTGTATAATCTTCGTGTACCACAAAACCTTGATCCCACCCCTGATTGCAT 
GGCTGACTGCTGTTCAAACAGAAGGATATTCAAAATAACC^^ 

CTTCAAATGTGCTAATCAATCTCATTAAC CTATTTCTTTAAATAAGTGAC CAACTCCTAGCTAAATTAAAAAATAGTTA 
TGAAGTTTATTTAAAGTAGAACTACACAGATAACCA 

AGATACCCATGTATTCACGATACAAATATTTATTGAGCAACTCGTACGTGTGAGGCACTGTTGTACCTGCTGGGGGACA 
CATTAACGAACAAAGTAGATTTTTAAAAAAAAATCTCTGCACTTGTGGAGCTTATATTCTAATGGGGTGAGTAAGATGA 
TAAAATAAGTAAAAAACAAAGTTCATCAGAAGCTGTTAAATC 

TTGTTTGTTCAAAAAAAAAAAAGGTTAGGAGGTTAGGGGTGCCAGTTTTAAATAGGCCAGTATGGGAATATCTCATGAA 
GGTAACATTGAGCTGATATCTCTAGAAAGAATATGCCA 

ATGCACAGTGCTTCAAGGACAGCTAGGGACCAAGAGGCTGAG(^GAGTGAACAAGAGGGAGAGATGTAGGTAAAGATG 

GATTAGAGAGGCAC(^GGGACCAGGT(^CTGAGGGCCTTAAACCATTGGGAGAACGTAGTATTTTCTCTGAATAAAA 

GGAC^CCATTATGGGATAATGAGTAGGAACTTGCCGAGAATGGGCTTACATTTTAGGAGGATCGCTCTGTCTGCAATAT 

AAAGAATAAATGTGGGTGGGTGGCTGGAGAAGTAGCAGGGCACATCATTA 

AAATCAATTTTACTTGCTCTATGTCATAGAA^ 

TCTTTGCTTGCTTGTTTTTTTTTTTTGTTGTTGTTG 

GGTTTGTTATATAGGTAAACTTGTGACCCCGGGGGTTTGGTATACATATTATTTTGTCACCCAGGTGCTA 

CCTGACAGTTAGTATTTTTTTTCTGATC 

TCCTCTCTTTCTGTCTGTGTGTTC^ 

CTGCATTAGTTTGCTAAAAATAATAGCCTGTAGCTC 

GCTGGATAGTTTTCCATGGTATATATGTACCAG^ 

CATGTCTTTGTGATTGTGAATAGGGCTGTAATT^ 

TTTOGTATATACCCTGTAGTTTGATTGCTGAGTTGAATGGTAGTTCTGTTTT^ 

TTTCCACAATGGTTGAACTATTAATAATTTACATTCTAACCAGTAGTATATAAGCGTTT 

CAGCATCTGTTATTTTTTGACTTTTTAGTAATAGCCATTCTGACTGGTATGAAATGGTA 

GTATTTCTTTAATGATTAGTGATATTGAGCATTTTT^ 

TTCATGTCCTTTGCCCACTTTTTAATGG^ 



Fig. S.29[Q 



WO 02/074992 



PCT/BB02/00565 



302/375 

GTATTAGACTTTTGTCAGGTAATACAATOT 

GCTTTTGGCATTT TT ATCATG 
TTATACCTTTAGCTTTTAGATOT 

ACTTTAGCTTGATGAAGCCACATTTTGAGAAAGAGTGCA 

AAAGATTGGTAGTAACCTGCTGTGAGCAGTACAAGGAAAATAAAACTGAGTTATTCCTGTGGGACTACAGCTGACTCTC 

AGGTCCAGCCTGGCCTGGAGAGCATGTGCTTTTCTGCTC 

AGGATGTAAGGGAAGAAATAAATCTCTACTTGTTT 

TAAGGCCTCCCAATGACTACCAAAAAAA^GACACTTTCCGC^ 

GTTTACTACTTGAAGTTCTCATGATTTCTAGGT^ 

CT^GAGTCCAAATACCATGGCCTCATGTTAGGGCC^^ 

AAAGACAGATAATATGAGATCTACCCTCTTAC^ 

ACAGCATATCTCTAGAATTTATTCATCTTC 

CCCAGGCCCAGC&ACCAC(^TGCTACTTCCTGCT 

GCAATATTTATCTTTCTGTGACTGACTTATTTCACTTGGCATAATGTCCTCAAAATTCATCCATG 

AGGATATCCTTCTTTTAAGGCTAAATAATATTCCATTGTATGTATATACCACATTTTTTAATCCATTCGTTCATTGATG 
GATATTTAGATTGTTTCCAC^TCTTGGTA^ 

CTGATCTCAATTTTTTGGATAAATACCCAGAAGTTC 
AACTTCGATACTGTTTTTTATAGTAGTGGCATCACT^ 
* GTCCTTGCCAACAGGTTTTTTTTTTT^^ 

GCATTTCCTTAATGATTAGTGAGGTTGAGCATCTTTTGATATCCCTGTTTGCCATTTT 

GCTCCTATGTATTGTAGATATTAATACCATATCAGATATATGGTTTGCAAATGTTTTCTCCTAATCTGTAGGTTGTATT 

TTCACTGTGTTTTCTCCCTTGCTGTGCAGAAACATTTTATTTTGATGTAGTCCCACTTGCCTATTTTTGCTTTTTTTGC 

TTATGCTTTGATGCTGCTGTGGATTAGGAAACTTAATATTGTTAAAATGTCCACAATGTCC^TGTAATCTCCATCA^ 

ATCCCAATGGTATTTTTTATAGAAATAGAAAAGC^^ 

TGAAAAAGAACAAAATATCTGGAGATCTCACACTTCCTGATTT 

GTGGTACTGGCATAAAGACAGACATAAAACCAATAGAACAG 

CTGATCTTTGACAAGGATGTCCAGAATATACAATGAAGAAAAGTCTTGAATGGTATTGGAAAATGGTATTGGGGAAACT 
AGATATTCACATGCAAAAGAATGAAACTAAACCTTTATCTTAAATCATACACAAAAAATCCACTCAAGACT 

ACACCTGAAGCTGTAAACCTAGAAGAAAATTTAGGGGGAAAATTTCATGGCATTGGTCTTGGCAATAATTTGAGATGCT 
TTCTTAGAGAGAGTTTCAGTTAAGAAAATTCT^^ 

TTTTGGTTGGGGCTTTCTGGTTGCCTTAGTCAACTCAGGCCGCATAACAAAGTACCCTAGACTGGTGGCCTAAACAGAA 
ATGTTCTCACAATT C TGGATGCTGAGAAGTCCAAGACCAAGATTGGCTGATTTGGTTCCTGTTGAGGG CTC TCTTCCTA 

CATACAGATGGCTGCTTTCTCACTCTGTCCTCACATGGTGAAGAGAGAATGCTCTTGTGTCTCTCTCTGTTCTTATAAG 

AACACCAGCACTATTGGATTAGGGCCTCATCCATATG 

TAACCTCAACCTCAACCTCATGTAACCATTC 

CATAACACTGGCCTAATAAATACTTTTCAGAAAAATTGGCCTTTTATCATATCATTGTGTCAAAAGTGTGCTAAGCAAG 
TCCAGCTTATCCTCTTTCATTTATAGTCCAGACATCAAACTCATGCTATCATTTCCATCTTGAATCTCTTTATTGCCCT 
GTGTTACTTGGGAGTGTCACTGACAAGCCAGAAACATATGOTGT 

TAAGC^TATACCCTTCATCTTTGTACCAGTGTGTGTGTPTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTGTGTATG 
ACAGGATCTCACTGTGTTACCCAGACTGGAGCGCAGTGGCATGATTTAGACTCACTGAAGCCTCAGCCTCCTGGGCTCA 
AGTGATTCTCCTGCCTCAGCACCACAGGCTTGTGCCATCATCGTGCCTGACTTTTTTTTTTTTTTTTTTTTTTTTTTGT 
AGAAACAGGGTTTCATCATGTTGCCCAGGCT 

AGTTCTGGGATTACAAGTGTGAGCCACCATGCCCAG 

TAAAACGTGTCTGTTAAATATCTTAACTCTGTGCAAATATATATATTATACAAGCTAACATGTGTAGTATAATTTAGCT 
GTGTAATCTTGTAAAGTAGCTAAATATCATGCCTTCTCCGGGTATCCTACTTAAATTTAATATGCAGTTTTATGATTGA 
TTGGGAAAGATTGCCATCTGTGCATATCACTGTAAAATGCTAGTTTCTACAGTCTCATCTCCATAGATAATCAGAGAAA 
AGTAAATATTAAAATGGTGAATTTTGCAAATCA^ 

TCAATAGAGAAGTATCAGTGGCATTGATTAGAAACGAGCTTC 

TAGTATTATAAAGAGGGAAAAATGTATGTAGTCATCCAGTTACAGTTACTCTCCCCTTAAGCTCAAGGGTAAGCCTCCC 
CTCCCCTTGAGGGCAAAGCATCAAAATGAGTTCCAATGTG^ 

GAGTACAGGAATATAAACATCAGTATAATTGTGACCTGAGGTCCCGAAGCTACACCCTGTGTCTGGAGACCTGAGGTCT 
GAAGGACTGTTTCTGCTCATTATATTCAGCTG^^ 

GTAGGAAATTATTCTTTCTCCTCAGTGAGTAATATCTAGAAAAAAATCAGGAGTCTCCACCCT 

ACTGGAATTATGGAGTTGGGTGGAGACATAAAAGCAGCTGAAACTTT'TAGAGCAATCTGGCTCCAGCATCTGTCACCTC 

ATTGATTGCAAGGGCTGATTCAGGTGATTTGGCCCTCAGTTCTCTTCCTCTTTCATCTCTCCCTTTAGGTTCTTCCCAA 
AGCCATGTGTTCAAATAAAGTTAAAGAGAATGACCTAGAT^ 

AACAATAGCTGCTAAATAATGGGAGTGTACTAGCTGCCAGGCAATG 

TCCTTATAATGGCCCTAGAGCTAGGTATTGTAATTATCTTTATCAGCAGTGAAAGCCTAGAAAATACAGCAACTTGCCC 
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TAGAGCAC CCA?UVTAGGAAGTGGCTGAAC CAAGATTTCAAATTTAAC CTGTGTTTTCTAACTCTTAAATAAACAT CTTA 

ACAGGAACATTTTTGGTAGGTCAATATTTO 

GTCCTGGCTTCAGTGATGGCTCCCAGGATTCCCAGC^ 

TTCGGTAATGGAGGCTGCTATTGATAGAGGTTCCTTAGC^ 

GCTTCATACTGGGGGTCAGTGCTAAGTATAAGGTC 

AGCAGGACTCTGGCTCAGGAGAGGGCCCATATCAT^ 

CTAGCAAAAGGCCAAAAAGATGAGAAATGACCTTCAG^ 

CA.GTTGAGAGCGTGGATGAAAGGTAGATTGGAACTGTATTACCATCCAGTAATTCCACTGAAATG 

ACTGGGAGTAATTAGTTCATTCGTC2VGTTTC 

TGGGTCTGTGGAGTAAATGGTCATGAGTAGTGCTAG^ 

GTCATTACTGTTACTGCCCCCTCATGGGAGACCAAATATAGCTATATCATTCCTCCTCCAAAACTC 
GTTATCTCTTTTAAGAATTGTGTG CATTCTTAAATTGCATTAAGGGAAGCAAACATATG GAACAAGAAAG CAC CTCACT 
TAGTTCCATTTGCTAAGCCCTTTTGCAGACCCAC^ 
ACCCGCCAAATGGGTTACAGCAAAGACTTTTTT^ 

AAATTCC^AAATGTTGGGTCATATGAAAACTTTTTTTTTTGAGACAGAGTCTCGCTCTGTCGCCCAAGCTGGAG 

TGACGTAATGATGGCTCACTTGAGCCT 

ACTACAGATAAGCACCACCACACCCAGGTAATT^ 

GCCCTGAACTCCTGGGCTCAAGCAGTTCACCAGCCTTGGCT^ 

CCAGCCCCATACGAAAATTTAGTCTGAGAA^ 

AAGTTCCMTGCAGGTGAGGAAGCTAAAAGGTATTCTTGTATTTTTTTAAATGAAACTTCATAATAGA 
GTCCATTCTCCCCAGCCTTAGAATCAGAGAGCT^ 

AGTCACTTGTCTATGCCTCAGAGTCCCCATGGTCGAATGGAAAATACAGTGCCTACTTCAAAGTGTT 

AAATGAGATAATATATGC^AAGCACAGCGCCTGGAACATGGAAAGTGCTCCAGAAGTTTT^^ 

TTATTGCCACCATCATCATTAAACTTGGTAAT^ 

TTGCTTGGGCTCCATCTAATTGGCTGTGAGTCAA^ 

AAAATTCACAACTGATCATTTTGATACCAGCATC^ 

ATAACACC^CGATGTGGACTATTGATAAAATTATGTTTCAAAGATAACTAGCTTATTTGAAGCCATCTATAATTTCAG^ 

CCAAACTGACTAATTAGGCTAACTTTCAGAAAGTTAAGTAAGTGTCTAATTCTCAGTTAACTTACTACCTACTGAGTAA 

AAATGTGCTGCCTTTTAAAATCCACAACTAACCTCCCTACTC^GGCAAACCCCCTAGTTCTAATATTTGAAGTATTTA 

ATGAACAAGCCTTTTTGGGGGTCCTCTTGTAGTT^ 

CTTTCTTTTTTTTTTTTTTTTTTO 

AGTCACTGTAACCTTGAACTCCTGGTCTGAAGCGATCCTCCCACGTGTGCCTCTAAAGTGTCGGGATTACAGGCATGAG 
CTACTGTGCTCAGCCTCTACTCTGTTTTCTAC^ 

CTTCCTCATCTTACTCCCCTGAGATTTCAATGTTAAAAGTTGATTTGTGTGTTTCCACGTAAGTCTTTATAACAAGCTO 

CTGCTGACACTCCTTGGCCCAGCTTTCCATAAACACATCCATCCCTACCTATTAGGTTGAACTGTACAAAATTGCCATT 

TTTATAGGTCCCCACTATTCTTTAATACCAAGCCTCAAATTTAGCCAGACACTAAATGTCCTGTTTTATATACACGCCT 

TATTCATTCCTTCTTGGTTTTGTT^ 

GCTGGACATTTTTTAACTCTCCTTCAAA 

AC^TAGTCTGATTGCCTATATAATACAATTTCGTGTTTTAGTATTTATATGCTATTTAATACAGATGCCACCTGTTTTG 
CTGCTTTTATTTTCTCTGGTTGCTTGATGTTCT 

AGTATATCTGTACTTATTCAAGTGCTGATCTAAGGACATAGGATGTAATGTAAAAGTTTATTCAATGACTATTTCAAAA 
TACAAAGTCTCTCTTTGTATAAAGTCATTCACTAATACTGACATTGGCTGATACTTCAGACTGGAGATTCTCGGTAATA 
TTACTTTTTCTTGATAATTAATTTTGATT^ 

CTAGGTTCACTTCCCAGAACAAACCGTATTCTGAGAATACTTGTGGTGCCAAAATTTAGAGTGAAACCCCAGACTATTA 

ATGATGCTCAAGTTACTTTACTCCAACACAATA^ 

ATTTTTTTTCTTTTCTTTTTTTTTTTTAATTATACTTTAAGTTTTA 

TATGTATACATGTGCCATGCTGGTGCACTGC^CCCACTAACTCGTCATCTAGCATTAGGTATATCTCCCAGTGCTATCC 

CTCCCCCCTCCCCCC^CCCCAC^CAGTCCCC^^^ 

TTCCCACCTATGAGTGAGAATATGCGGTGTTTGGTTT^ 

TCATCCATGTCCCTACAAAGGACATGAACTCATCATTTAAGAAAAAGTCCAATAAAATATC^ 

TTCATTCTCAATGTTTGTAAAGCTAATACTAATATTAGATTAATGTAATTTTATCAATATTGATAATTACTTAGTATA 

ATTGTGAACTTTGTTTTTTGGATGTCATTTAAAGGGTTAT 

TATTTAACCCTTCAGTAGAAAATAGTTTCCTTGTTO 

TATACAAAGAAAAATATTAAAGCCCCTAGAATATCTCAT^ 

AGTGCTAATATTATGGCTTAAAAGTTGTAAGAOT^ 

TTTGTTTCAAAACTTATAGTGGAGTGTTAAGAC 

ATTTATACAAATTTGGTGTTTACTCAGTTGAACTGAAAAAAACTAAACCAAAACTC^ 
CTGTTCATGCACAGGAAGGAGGGGGTATTTTCTTTTTTAAAGTGTAGCAATAAGAATATCTTGAT^ 
AA(^TAAACATTTCTACAGGCATTCACATTACTAGGTCCTCCTCATGCTGAAAAGCT 
AGAAATCTACTTTGCCAAACCCCCACTATTTAGAAGTT^ 
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TTCTTAAATACTACTCTTC^TGAAAACTTCT 
AATGGACTCATATTAAGTGCTTAATAAATGCCT^ 

tctattgaatgattagagaccatcctccc^^ 

cctarrctggtgaaacagatgtcccctgtttgggtgccacatatatttgtggtttatataatc^tgcagtagagctgga 

aggactttaggaacaatcgatgattcaatgcagot 

cgtctgtaaagtgagtctgttcgacttgaca^ 

acaattctaagaaaattttaagttggaaaa^ 

tgatggattatttcggagccactgtta^ 

ataactctatttattaatgactccgataaagaaaat^ 

ATTCTAATGGGGAAAATATTAATGACAGCAAAACTTGAAOT 

AACCAC^CACCTGCTGGGCTATCATAAGCTATC^ 

TGGTTGATGTTTCACTAGAAAGGTTCTTTC 

GTAGATTTTTTCCCAGCTCTAAAATATGTATTGCTGAGCACAGTGCCTTTTATTCATTTAATCATTTACTCAAGACACT 
TGGGCACAGTTTTCAATGTGCCAAGAAT^ 

TGAAAAAC^TTTTCAATTCATTGTAAATTCTGTCATTAGGGAGTGGGAAAGTGTCTTGGGAGCGTAGAGAAAGGGCCOT 
TCATAAAGCTCTGATGTACC^GGGTAGCCTTTCAGG^^ 

AGGGGATTTGATTATTTAGGGGAGCAGGAGGTGAGGTGGTGATGGCCTGTGAGAAGGAGATAGTGCCTCAATATGAGTT 

GAGCAAGAAGTACCCAATAGCTGAGGATGGCAAGTTGAGGCTGGGGGCAACTAATTGCAATTGAGAGCAGATGGTTAGA 

CTGGCAGTCTGGCAAAGAAATTTTGACTTCATCCTGAGAGCAATGGTAAGTTACTGAAGGGTT^ 

CACTGGAAAATGGATTCAAGACACTAATATAAAGGTTGTTATAATAATATAGGTGAAATTTGATGGAGACCTGAATTT^ 

AAATATTGGTAGTAGGGATGGAAGGAAGTGGGTACAATAGAAATTAATGCTTGGATGGATGTTATAGGGYAGGAGTGTG 

GAGGGAGAAGCCGAGGTTTGGGAGAACAGCATTAGGCACAAA^ 

ATTACTGTGTATTTGTTATTTTCCGAAAGGAATTOT 

GAAGTAGAGTTTGGAAAAACCTGTATCTTGTATCTGGTCAGTTAACAACAGTATCCAGGAGAACAAGAATGTGAAGTCA 
ATGTGTTTTTCTTTTATGTATTTCAATATTATCATATTTTTATGGCAGAAATTAGCTGTAATTTTCATTCCTQCTAATT 
CCACTGTGAGTTCCTCAGCTGACGCTAAATGCT 

CTCCTTCCTTTACAGTTTTGATGTGGACAATGGCACATCTGCGGGACGGAGTCCCTTGGATCCCATGACCAGCCCAGGA 

TCCGGGCTAATTCTCCAAGCAAATTTTGTCCACAGTCAACGACGGGAGTCCTTCCTGTATCGATCCGACAGCGATTATG 

ACCTCTCTCCAAAGTCTATGTCCCGGAACTCCTCCATTGCCAGTGATATGTAAGTACAAGGGCAGGCAAAGAGAGAGAA 

AACCGAGTAAATTTATATCTAGAGCTGATGACATAATAAAACTAATGACTTTTGTTCAACTGTATGACTCTCCT 

GTAGAAAGAATATGAATAAAATTATACAAGCTAGAAATGAATGGTAGATTTAACCTGAGTGCACTGTCACTCTTGAT^ 

ACAra<^<^C^CACACA(^C^ 

GAATTAAATTTTTAATGGAAACTAACACTTAAATCATTAGCTTATATTTATGTAGAGCCTGAGTTTTAGCTACCTAACT 
ACATGGATATTTTCTAATATTTTGAAAAGCra 

AATATATTTCAATTAATGTATGTACAGATGTTAGCACTGGTTTGCCAGATCATTTAAGAAATCTTTGTGGGACTTTGCC 
AAAATTAAACCAACTTTTAAGGATCATGAGAGGCAAGCAC^ 

GTACAGCTTGAAAAACAATGAAAACTGACAAGCAGGTTTGCAGATCCTGTACCATC^CTAGCTCATTTTCTCAGTGCAT 

TTCATTCTTGTGGTAGTGTGCATGTTTTTCT^ 

ATCTGCCTCTGTATAGAATCGATCTTCATCTTTCTC 

TGACACCCATCTCAAAAACTCATAACAGGCTGC^TTTATCTTATAAGAATTAGTCTGTATGGAACCCCTGAGTGTCTA 
GTGTTATTCTTGCCATTCTAACAGAGCATCAGTTGTATTGC^TAGGTCTACATGGGGTTCTAGAAATGAAATTATATT 
TCACTCATTTTTACAAACTATGGTTGCTATTTTAGCAGTTGTATTATTGACGTCTACCCTTCTTCATCTCTAAACAACT 
TTCTATTCCTAGTGGCCCTATTTTTACATTATTTTTATCTCACTTCCTTAGATTTGA^ 

ATTCACACATAATGAGAATGCTTCTTGAGCAAATATGGTGTATTTAAAGCTCTGAATCTGTGGAGCAGTGAGGTCTGGC 
ATTTTAGACCATTGTAATAAAATATGGTGAGGAC^ 

ATGGAGAGTTTTCCACCCAAGGGAAAGATACAGAAAATACCGGGCTAAGGGAACAACATTTACTAAATGTGAGG 

AAAATTATGGCTGAACTAAGGAATGACAATCTGCTTGATGT^ 

TACAGTCTATGGGACCTGAGAGCCACAGAGGTTTTT^ 

TGATTACTCTATTGTTGAATGATTGCATAGCGAAGTCACTACAGGGAAGTATTTCATGTCGAAATTCACAGAAGTAAGG 

CAGGCTAAATATGATGAAGACCTAAGTCAAGGGAGTGATGGCAGTGGAGCAAAGAGCTGGTTTAGATGCAAGAGG 

TAGAATGGTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAAGTATGTATGTATGTTGGGGGAC 

AGCCAGTGGAGAAGGAGARTCAAAGAGAGTGCTGATTTTTGTCCATGAATGAGTACGTACATGGT 

GTGATGAGGAACAAAGGGCAGAGAGTAGAAAACATGACAGATAACAGG 

GGGAAACAAGACAACAGTTAAAGTAC TGGGACAG CAAACAGAAATAACAGTC CAG AGG AC CAGGAGAAATAGAACAGTT 
ACCTTCTATAATTACTAGGTTTTTGAATGACAGTTGAGTGGTGCGTTGTATTCAGGTAATAGCATTAGGAGCCCCTGGG 
TTAAGGAGTGAATTGAAAGTGGAAATGTGAGCAAATGCAGGCATCTCTTTAAAAGGCTGATGGGTGGAGTAGGAAGAAA 
GAACTAAGGCTGCCTGACAGAGAATTAGGTTCAAGCGGAATTTTTTTGAATTCAGGTTAC 

CAGGAGATAGAAAGAGACTAAAAATTCAAGGGGAAAGAGGGTTTAAAGATGGAGCTGTAGTTGCTGACAAAAACATGAT 
CATGAGCCAAAGTAAGGAGGCTATCCTTGGAAAAGTAGTAAATACC 

CTGCCTTGGCAAGATAGTGAGACCTTGTCCTTACTAAAAATCCAAAAAAATAGCTGGGCATGGTGGCACA 
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TCCGAGCTACTCTGGAGAGGTAGGAGGATTGGOT 
CAGTCCAGCCTGGGTGACAGAGGAAGACAAGACTGTGTCTGGAAAAA 

AATAAGAGAGAAGAGAAGAAGGAGAAGGAGAAGAAGAGTAAAAGAAGGGAAATGTAAATTTAGAGATGGAGGAGTAAAA 

TGTTAAGAGATATTAGCCATGAGTTCTCTAAACATC 

ACAGCC^TCAATAGCCAGAGGAGAGAGKMATGGGG 

ATCAAAAAAGGGAACAGGGTAAAG GTGAGTAGAATACTGAC CAGC C C CATAGATAACAATAAACAATGTTAAATAGGCG 
AATGACAGAATTGAAAGTCATCTAATGCAACTTCAT 

CTC^CAGTGAGTTAGTGGAGTCCATTTATGTAGTTATGTGTTCTACCTTTTtAAATTGTAGTA 

GATTGTTTCTTTCATACATTCTACTCCA 

TCATATTTAAATATGAAATGCTTTTAT^ 

CTTTATCTGATCAGACTCAGGTAGGAATGATGAGTTT^ 

GTGTWGATATGTTTAGCTTTCCATTCTCCT 

GAAAGCATTCTTTCTACCAAGGAGATTAAGTTTCTGTGGAAGGAAAAGGAAATAGAATA 

TTAATCTGACACGACACATATCTTCCACCATAAAGGACTGTGCCTTCTCTTAATTTGAATTCTCA 

AACTTTAATTTTCTCACCTTACCTAGTTCACAATAATGCTATGAAGACTGTCTC 

TAGAGAATGATGTTATATATTTAATTACTTGATGATTTCTTATTAATAGTTCTAGTTAAGC^TCCTATTGAGAAATTT 

tcttagaaatttcaaatacaaacagtacctaatgaggataggtacctaatga^ 
tatctatttaattgaactgttttggaaaacct^ 

gtgagaagaaggaagataatcccttcctagtagataggatatcgtcatcttatcctctataaatagaaaccaatgaaat 

agctgaagaacaaaacagataaagatggtagtaataataatcataacatacatgk3tgtgtg 

aagtattttcacaccagctatcttatttgatat^ 

tagaaagccaaagtccaatgagcttaatcttttgaaaaaaaagcaagcattttgattatt^ 

ataatgccattgtaaacaaagtactttatactactac^gcaaaaactgctgagaaacagaagtaattgttgac 

cattaaaccaatgaaatacatagcagtatcaaaatt^ 

atgcagccaactcttagagaatgtatacaagtat^^ 

ggcagaagagaagttcctgaccacttctgctcagagaccgtca^ 

taattcttaagaaaagtaagaaaaagaaaaatgttaagt^^ 

tgcattaccattaatagtaaaaattttttataaca^^ 

catgaagtaacatgaagaaaattacagcgtaaatagac 

tcacttctgtgttttcacatc^tccagtaatatagtatctgtatttggaaa.cacataaagttatgatacattgc 

ttaagaggagaattagg^tgacaagataagtagaattaagtcacaaaactatgaatttattaagtataagttacctgt 

caaactacttaagttttaagaaatactcaatt 

ccaacacatagaatgcaaagatgatcg^tcggctcttcact 

ggtggggtgaatgcattc^gagggccagtgacgaggaagtgagtagatttgatataccataaaaagctggggcatattt 

gggaatctagctaagttatccccaggcactatacagatatctcagacctcactgatcaggccttcggggtgccccattg 

gggcattttctcagctagtagataatactctccctacctcccatgtcaaactactgtcctttctttagcaattaacaag 

tccctcaccacttcttgggcctctaatgtgtgttttcagtcacagccactcctctctactacttttgcctgctaagtat 

aagagtagtattgcttccagtcctgagtttgaaaaaggaagaagaattccctttatgtcaatttgtatcttt^ 

gattattaatcttccctggtctc^ctaggaagaatataaataaaaagacacgttgcattacaaaggttctaattctcac 

tggatctagatgaaaagtttgtagtcatctc 

tatcaatttgttatcttgaaagctttcttcgattaaccacagaaagaaagctaccatggcca 

ttctgggtttttcccagctggggaggtatcctcacccctcaccctgtggtgtaggagtgatgggactagggccagagtt 

ctcaaaatgtgtcctgaggg^cagagggaatgtacatc 

ac&tctgtcaaccacctggaaaactaatagctt 

gacaccatatctttgcaaaattgggttttcagcagttgctggataaaaatgaagtgct 
aaaaaataagggaggcaatgtccaatctcattccaaaat^ 

aacaaaaccttattaagttatttggacttaactatttaataattggaactattatttattttggccaatgtgct 

tattaaaaaattgagatattaagggcaccatgtactgagaaagtctgaaaatatttggattagttgtttaot 

gakgaattagagctaaatcaggctaggcatggtggctca^ 

atggcttgagctgaggagtttgagaccaacttgggcaacat^ 

tggggaiggtggtgggcgcctgtagtctca^ 

ggttgtagtgagcc^cgattgagccactgcact^ 

tgattaaagataaatcagatctctatgtgagact^ 

gctgtgaagtatctgatgtgctctagagtagagaat 

ctttttttataaaatgtgatattattt^ 

actgttactagtattattcggagtgttgatg^^ 

atgctaaggtc^tctgctactagaatacctttttactatctttttgtttaaaaattctgctt^ 

tcaatcacttaagtcattttatttc 

taaacawgtttcttcaatccttgaactggg 

tttcaaaaaaatcataaaaatgaaatcctgatgtttagac^ 
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TAAAGCATTGATTTTAATGC^CTGCTACAGTGAGATGGTGCCAGCACCTCTAAGTATCATTGCCAGTGCTCTAACCTTT 

A7VAATAACGAATTAATTGAGTTATATGTAGTAATATATCTTGGCTATTACTGCCAAAGTAATAGATATATACTGAAGTC 

TTAGGAGAGATAGAGGGATAAATGTTAGTYATAAAAAGTTGTT^^ 

ATATACGTAATTGATTGTTTCTATGACAAGCCT 

TTTTATTTTCTAGATTTCCTTTATACT 

TAGAGTCTCACTCTGTTGCGCAGGTTGGAGTGCAGTGGCACAATCTCAGCTCACTGCATCCTCCGCC 
GCGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTACCTGCCACCGTGCCTGGCTGATTGTGTTTTTTTT 
TTTACTTTTAGTAGAGATGGGGTTTCACCATGTTGACCAGGCTGGGCTCGAACTCCTGACCTCAAGTGATCCTCCCACC 
TTGGCCTCCCAAAGTGCTGGGATTACAGACTGAACTC 

CATGTGAGTTTTTCTCACTCCTGTATAAAAGAGAAAGAGTGTGAAGGTGAATTATTTAAACTTATAAATAATGATTATA 

TAATTATGCTTATACATCAGATTTAATACATTTCAAAGGATAATATCTACTTTCTTT 

GGTAGTTTAATAACAAGAGGAATTATTCCAC 

TGGCCTCAGTCAAGGAAGATTAGCCTATTTTT^ 

AATAAACTAAAATAAGGAAAGTTTGAAGAACATTTTGAAAGAAAAAAACTAGTCCAGTAACCTGGATAGTGCTCTCA 
GAAACACGGCCCCTAGATGAAGGACCCATAGTTGAAAATTACTGATTCTTCCTGCCTCTTGAAATTCCAAGAGGCAAAT 
GGCCATTACAGGAGAGATATTGGTTCACCCAGTTGTGGATATTGTACCTAGAGGTACACTAGTGTACTCTCACTTTATC 
TCAACCCTCTTCCCTCTGTATATTAAAGAAC^ 

GACAGCTCACTGCAGCCTTGAGCTCTTGGGCT 

TATGCTACCACACCCGGCTAATTTTTTTTAAT^ 

TTCCTGAGCTCAAGCAATACTCCTGCTTTGGCTTC 

AACTTTAAGTCTTGACGGTGGGGCATATGGTGGCAGGCT^ 

TACGTGTTOTCCACCACATTCTAAATAAAGGTGTG 

GTTTGGAAAATAACAGTAGCACCTACTCCATGCCAGGGTATC^ 

AAAATTGTTTGGAGCATGCATTCTTGTCTTT^ 

CACTGAGATTCCCATATGAATACTTGTTTTCACTTACACATCAATCATTTTAAAT^ 

GCTTCTTAATGAATTGTTCTCAATGTCTCCTTTACTGTTTTCTGAGCCATATAAGGAAAAACAGTCACAC 

ATTTATGTGATGTGTTTCTTGAGATAAGATATTCCAGGGAGTATTACTAAATCATACTGTCTAAGCCCTTGCAATATGA 

ATCATCTAAAGATGTGCTTCTATAAATAAACAGAAAGAAAG^ 

TAAGGAATATCAACCACTGGGCTTTGCTTTC^ 

ACAACCCCAATTATTCCGTCTGCCTACTGCAGCATCTCCTAGGCTTTGTGTCCACCTACGGTTAATTGCCTTG 

TATGGTTTTTCCTAACCTTGGGTCAAGAAAAATTTGCTGACATTGAATACTGGAAAGTTGTATCTAAA^ 

TGTC^TTCCTGCAACCCTCTCTTTAAGACGCAGGGAACTTCAGAGCAGAAAGAAAAAGAATAACTGCTCACCCCTCAA 

CAAATGTGGAAGGTTGTGATGTGACAAGAAATCATTTCAC^ 

AATGATCCCAAGTCCAAAATTTTTTAACTCATTC 

CCATGTTTCAAAATTCATTTTTTCTTTGGTGCTTACAGAACTTCAAATTGAATTTGTTATAA 

GTTTTTGTGGATTGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTAGCTAGTGGATAGCATA 
TTAGACAGCA.CCGAGAGTCTTGCAGAATATTCTGTTG(^GAAATAGAATGTTGCAGAAATATTCTATTGGACAGTGCT^ 
TTCTAGAGTCTAAAACATTTACTTCTATGTC 

AAAAACAAAACAGTATTTGAAGGCCTGGGCTCAAATCCAGCTACACTGAACATTTCCATGCCTTGGGATTTTATGACCC 
AGTAAAATTTCTGGGACACTGACCTAGGGTTACTAACTCCTTATTTTGCCAGGTAAAGAACATTAACAAGGAATTACCC 
ATCAATATATATGTTAATTTTATTTTT^^ 

GAATTTTCCAAAGGAATAYGTATAGTTTAAAAAAAAAATCTCACTGCATGGTCCATGTACACTCTGACTTTGACAAGGA 
CCACTGAGCATTCTGTTGGGCAAGTACCAGATCTTAGAGTGGCATTTGGAAACCACTGAGTTCTGTCAGCTTGTCAAGG 
GCATGACTGCCAATGAGTAACTTAAGTTGTCAGGGCCTAGT^ 
GCAGAGTTGTCAGGATTAAATTCAGCATGTTGGT^^ 

CTCTCCTCTCTGTTTGATCAAGGGCTTCCTTTTAATCTATTGAATCTTTTCACCACATGCA 

ACTAGTTGACCAAAAATCTTTTCCCTAGGATCC^^ 

AAGCCTGCCAATAAGATAAACTGTGAAAGAAGATCC^ 

ATGTACTCAACTCTTTCGCTGTCTTTCTTCCCTCCATGGAAGTCAGACTCTCAGCTTTGTACTCAAACCTTCTGGTGAT 

AATTTGGGACATCAGCCGTCCTAGAAAAGTCTCTCT^^ 

TGAATATGTCTACACAGATGTGCTAAAC^ 

GATAGTCTTTGTGCGATCATATAACTAAC^ 

ATTGTTTTCTCATGACAAATAAAGAGATTCCATTTTAGACTAGATTATTOT 

ATCTGCTTTATCATCAGTGCCTGTCCTCCACAAGTGATATGAGCACACATGAGCCAAAAATTAAGGATOT 

AGATTTTTTTTTTTTTTTTGGTGAAAGATGGGG^^ 

CAAATTATATGCATTTATTATATACAAGGT^ 

AC^GGTCCATCACCTAACAATTTATCATTTTT^ 

TATGC^TGATTATTAATTATAGTCACCAGCCTGTACAGTAGATCTCTTGAAATTGTTTCTCCTTCTAACTGAAACTTTG 
TACCCTTTCACC^C^TCTCCCATTC 
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CTACTCTCTGCTTCTATAAGTTTGA^ 

CCTGGCTTATTTGACTAAGGATAATC 

CTGAGTAGGATTCTAGTGTGTGTGTGTGTGTGTGTR^ 

ATTCCATATTTTGGCTATTGTGATTAATC 

TTCTTTGGATATATACCC^GAAGTAGAATTGCTGGAT 

CTGTTTTCCATAGTGACTGTACTAGTTTACAT^ 

ACATTTGTTACCTTTTTTTGATT^ 

TCACTTAAGATTAGTGATGTTGAGCACTTTTACATATACCTGTTGACCTTTTTOT 
TTTTTGTAGAGAAGGTGTCTCACGATGTTC 
CTCCTAAGGTGCTGGGATTACAGGTGTAAGCCACTGTGTC^^ 
CC&TTTTAAAATCAGGTTATTTGTTTT^ 

ACAGTTTAAATTTCAGAAAACTAAATATCTTTGAAGGTCACTGTACTAGTCTGOT 
CTGAGACTGGGCAATTTACAAAAGGAAGAGGTTTAACTC 

GGTGGAAGGCGAGGAGGAGCAATTCACATCTTATGTGGATGGCAACAGGCAAAGAG^ 
CTCTTTTTAAAAAATTAGATCTCATAAGACTCATTC^ 
AGTCATCTCCCACCAGGCTCCTCTGAGGACATG 
AAAAAAAAATTCTAACCTGCTTTAAGAAATAAAA^ 

GAGAGGATCACTTGAGTCCAGGAGCTTGAGGCTGCAGTCAGCTGTGAATTGTGCCACTGCACTCTAGCCTC 
AGTGAGACCCGACATCTCTTTAAAATTT^ 

TGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACGACGTCAGGAGATCGAGACCATCCTGGCTAAGACGGTG 

AAATCCTGTCTCTACTAAAAATACAAAAAAATTAGCTGGGCAYGGTGGCAGGCGCCTGTAGTCCCAGCTACTCCAGAGG 

CTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCAGCCACTGCATTCCAGCCTGG 

GCGACAGAGTGAGACTCCATCTCAGAAAAAAAAAAAAAAAA 

TATACAAACAGGTGGCCTGAGTTTGGCGTTGAAAAGTTTCAATT^ 

TAATGTTACTCATATATTAATTTACATTTTCTTTGATTCTCAGTAAAAGGTTG 

TTTGGTAGTTGTGATTTTTAATACAAGTTTTTGTGTTAAATAGATTATTTTAATTCTAAGTGGCAATAGCTTCAAAGAG 
GAAAAGCACATTCACTTGTAACTGAAGTTGGCTTTAT^ 

ACTGCTTAATTTATTTTGACTTAAATGGAGCTAGTTTGAAATTAAAAGGCCAAGCAATACAGAGGAT 
GTATGTCTAATACCAAGGAAACAGTTTTTAT^ 

AAAAAAATCTAATGC CTC CTTTATAAGTAATTTTAAATCATTC ATTATATTCTTAAATTTATAATTTGTC AGAGTGAAC 
ATTATTTTTGGAAAAACAAATCATCTCTTTTAAACGCTATATGGAAAAAATAATTTGGTTTTGCAAAATTTTCTTGGT^ 
GTCACATTTTACAGAATTTTTGTTGTCT 

TAACATTCCCATGAATTACCTGTGCAGCCCAGTTTCTCATGTAGCATTTTAATATTTACCTTTGTCTTATGTA 
ATTAAAATAAGCATGTTTCCTTTAATAAGTAGCT 

AACCCATATGATTATTTTTTAATTTATTTAAAAATAGAATCAATGCTTACATTTTAATACATTTGGAT^ 
GAAAAATTTTAGAGATTACCGAATATAGATTGGAATCM 

TGGTTCATTAATGTTTAATGCTAAAAGCAAGATATACAGTTGAATATACACTATGACTCTAATTCTATAAGGAA 
TAGTCCATAATAGTCACATACTATATTGCATACATGTGC^ 

TTGAATGGTTCTTTAAGTTGTTCTATATCTCCCAAAGTATGTATATGTATGCATGTACTTCATATGTGTGTATGTATAT 
ATATACTITACACATATGTATGTATACGTGTATCT^ 

TGTATGTATACGTGTATCTGTACATACACGTGTATGTATACGTGTAKCTGTACATACACGTGTATGTATACGTGTAGCT 

GTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTA 

TACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATAC 

ACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTA 

GCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACATATGTATGTATACTTGTAGCTGTACATACACATAT 

GTATGTATACGTGTAGCTGTACATACACATATGTATC 

TATATACATACACGTGTATACTTATATATACAT^ 

ACATGTATGTCTAC^TACATGTATGTGTGCATAC^ 

TATATGTGCATGTATGTATGTTGCATGCATGTATGCATGTGTATATATGTATGTATGTGCCTGTATGTATACATGTATG 
TATATATGTATATATGTGCCTGTGTGTATATATACATGCATATATGTATATATGTACATGTGTATATAGATGTATGTAT 
ATATGTACTITGTATGTATATATAC^TATAC^ 

TATGTCCATACTTCTATGAAGATGGGTCTAGAGAGTTGTGAGTAGACGTGGTCCTCCTATAGCTAATCCTTGGGTGTTG 

TCAAATAGTCTAGGCTCCCAGAAATATTTTT^ 

GAAGTTGTGAAGGGTGAATTGATAGATGGATGATAGTTTTT^ 

CAAAATCTTGGACTTTAAAATATATTTCAA^ 

ACAAACTTCAGAGGAGAATATCTTTCTAGTAAG 

TCGGCCAGCGCGGTGGTGCACACCTGTAATCCTAGGC^ 

TCAAGGCCAGTCTGGGGAAC^TAGCAAACCTCCATGCC^ 

CCAGCCTGTGACTCCTTCACAGTGCTAGTTGATGCATTCATTTGTCATGCT 

GAGTGGGTCTTACATGGCCACTAATGCTTTAAA 
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CTAATTAACTGTATCTCCTTTTCCTTATGATTTC 
TTCAACCAATCATG&AATGAACTTCTATAGGAAATO 
TGACAACAGGCTTTTTCATTTTTAA^ 
GGATTTCTTGCTTTTAGTTTCTTGCTTC 

TAATACAGAAGTAGAAGAAGGATGGGAGGGGGAATAGAGAATAGAAGTTCCTGACTCTACTGTCATTTCTCTTGTGAGA 

AAAAAAAAGACAATAGTATACTGTTGAGCCCTGTATTC^ 

TCTCTTTGGGAGAGACAAGGCTCGCCAGGACT^ 

GAGCATGTGGCACCTCCTTGGACATCATGAAATTTAAAACCAATGTGACACTGACTCCCACAGTGACCTACAGT 
ATCCTGGCTGTTCTAGAAGTTTCTGGACTTGC^ 

ATACATATGTGCATACATACATACATGTATACATGTGTGCATACATAGAT^ 

TTTTTTCTGAGCCTTCCTATCCCTGA.TTCAOTCTCCGCCTGTCCTCCATGAACACTCCAGTO 

TGTATTTTCCTTAAAACAGATCACAGCTGT^ 

ACAGTATTGCATCATCCTCACCCAAAATTCACATTACCAGGCGGTACAATTTCAAAATG 
TGACTTTGAATCTAGCTTTTCAGTCACTTO 

ATTTAGCC^GTAGGCCTAGGAAGCCCC^TTTATTACATTGTATTGTAATCCCTCCC^GCCCeACTTTACGTGGCAAG 

GCGCTTTAAAAAGCTTCTGTGGGTAAAGTTGTTCAGGTGCAAGATTTCAGAATTATTTTATTTCATAGGAT 

GCATATGTGATTATTCAGOTCATTAAAAC^ 

TCTTAACTACCAGATCTGTTrTrAAATGATTATAAGCAAAGTGTAAGAGACAATTCAA^ 

ATTTTCTTCTAACC^CAAATAAAAATAGGTCT 

TAATATTGAGTTGAGGACTTAGACAAAGATTTTAAAAT^^ 

TACTTTTGAAAATAAATGGATAGGCTATAACCTGCCGTTTATCGAGGACATCTGCCACTGAAATGCTAG 

ACTGTTACTAAAATGAGACCATCTTGAGATATTTGGCAGAAACAATTTCTGGGCAATTTATTAAAAAGTAATATATTTC 

CTTGA£TAAAATGATAACTGTCTTTATGCTTTC 

TTACTTATAATACTTATAAAGGAGATAC^C 

TGAAAGATTCAAATCC^CTGCAATCTATATAAAAAATTAGGAGACATATTTCCATGGATTCATTTGAGATTGATG 
GCCTTGTCAAGATGACTTAGTCCTGAAAAAAATAAACTTTATAGTAGGTCAATTATAAAGAA 
CTATAGCTTGGGACAATAAGAAGATGTCATATTATTTTAATTTTGGTTATCTGAACTGCCTCT 
G^TGTCTTCAGCTTGGCCATGCACTGAAGC^ 

GTCTTTTCTCCTTGTGTAATATACCTCCCATTATGGAATTTTTAATAAGATTTTTTAATGTCAGAAACCATT^ 

CTTGAATGCAATATATGTAGTATATACACCTATTC 

CTGATTTGTCCACCTUTTCCCAAGAATGTTT^ 

AATGCTGAAGTGTTTAGCTCTGGATTTTGTCTTCATGCTTTTTAAACACTGGTGTATCTGTAAATATTTCTCAGTTGTT 
TTGTGAGAGTTAGGCTACTGTTTCAAAATAAGT^ 

GAAGGGAAAGTCAGAATGATGGGCCAAGGAAGAAATGTAGCTGGCCAACCCTGGCATCACTTTC 

GGGCCATTTTCCTAGAGCTTTATTTTTAATCTTTTTAAGCTGTTCCATAGGAATCAGCCAATGCATATCACAAAAGGGG 

ACCATTCCAGGTATGGCTGTGCAGCTTACTACCTGCGTGTCTTTGTGTTAAATCTCTTAATCAATTTGAGCTACAATTT 

TCTCATCTGAAAAATGGGAGTAATGTCACCTACCTT 

TGCTGTGATAACATTCTTTTTACTTTT^ 

CCAGAGCTTTTAATGCTGTCATCGTCCCTCTCTCTCTCTCTCTCAACTAC(^CTGATTTAGTTTAGGTCCTCATCTCTT 
CTTTTCTCTAGACTGGTCTCCCTGCT^ 

TCAAGAGTCCTTCTTAGCGAAGTATCAGTTTTCTGAGTCTTTGCAATTTCCTGACTGCATAGGAAAGCAAAAATCATTA 

TGATTTAAAAGGTTTTACTACTGCTGCTAATTATTATTATAGAAATGTTTATTGAACATTTACTGTGTGGTAAGCA 

TTTTCAGCACTTAACATTATTAATTTATTGAATCCGAAAACA.TCACTCTATGTATGTGCTGTTATCTCCATTTTA 

TGAAGAGGCCAAGGGAAAGTGAAGTTTAATAACTTGCACAATTTCACACACCTAGTATGTGGCAGAGCTGAAATTCCAA 

CCCAAACTTCCATCAGAGAGTAAAATCCAAGTTC 

TACCACCCATGATTCTGAATTTCCTGCCTTCCATGGCATTCTCTAGAATCACCGAGCTTCTCGTTGCAGCTCTGTATCT 

GCTTCTTTCTCATCTAGGCAGCTGCTCTGCCTCCTTGGCTTCATCCCTCTCTGCTGGCTCCCACGGGCTCAATGGCCTC 

CTTGCCACTTCAGTGCACCAGGCCTGCTCCTACCCTGGGCCATTGTTCTAGGAAAGAGCCTTTCTGGGCTTGACCTCAG 

AAGACCTTTTTTTTTTGAGAGTC^^GGTAAATT^ 

TTCTGTTGCTATAACAGAATAGCATAGACAGGGT^ 

GGTAGTTCAAGGACATGGCATC^GC^TCTGATT^^ 

CAAGTGAGCACATGCAAAAGAGAAAAGATGAGGGGCT 

CTCCCACCATAACAGCATTAATTCATTCA^ 

TAATACTGTTGCAATGGCAATTA^CATCAAC^^ 

AGTTTTTAGACCTTATGCCCTCTCTGAACCT 

TTAGAGTTCTAGAGTTCTATGAATAATCTCTACAAAGAGCAGGTGCCCCTTGAAAAACATGATTCTGGAACTAAGGGGG 
TGTAAAATAACACATGCTTCCTTTACATTC 

CCACATGGTTTGATGACGACCACAGCACCTATTCTAGCTATTGGTAACAATTTATTGAGTAACATCATCCATATGCTCC 
CTGTGCCCCAGCATGTTTCATGGGTGTTGTT^ 

TTATTTGCACTGTTCTCAGGGCCATGTCCAGGGAGCTGTCTGTGTTGAATAACAGCATTCACT 
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TATCTAGCTAGATCAAGAAATAGCTGATGGTGACTCTC 

AAAGAACCCTGGGCCCCAGTTTCTCACTTrCCTC 

AAGACACGTCATGCTGACACCTTGCTCCC^ 

AGTAACATTTCCCAGTGACTACAGTGGCTGGGATGAGTCAGTTGAACATTTC^ 

GTCCCATGTCATCTACAGTTCCTAGCCTGTC 

AATATTAGATGGTCAAGGGTTCTCTCACTGAAGTC^ 

CAGTAAGAGGC CAAAAGTAAAACTCAGGCC CCACTG CTGGAACAC CATTTCTACTATTGCATAT C CTGTGTGC CTAAAA 
AGGAACAGTGACCCTGGCTGATGATCAAGAAGCCCCTCTTTTT^ 

ACATATTTTTAACCCAGTTGCTGGGAAGAACATGTG CTGAAGTATAAGGATGGAATCACTGTAATTC TCTATGGGAACT 
CATGAAAGTGGAACTTGC CGTTTAATATTGAACGACACTGAG CACAGAGTTATTGATGATTTCTAATGCGGGATTTGGT 
TTATTTTTCAGACACGGAGATGACTTGATTGTGACTCCATTTGCTCAGGTAAGCAC^ 

TCACAGATGTAAAAATTTAATTTGGGGAATTAG TTCGGGTT ATTAATTTAATTTAATTTTAAAT CAAG CACAAGTACAA 
ATACAAATTCTTGGTTCATTCAAGCAA^ 

TAAACCCATAGTACCAAAGAGTGTCTTTGCTTCAAATAATAAATTAGCTAAGGGATATACTTAAOT 

C^TAAGCACTAGAAGCAGAAGGCTATATC^ 

TTCAATATTCCAATTCAACCCAATACCTTATO 

TGTGTTGATGTTTACTTCTTCCTTCTAGGCATACAAATCATGAAAATACTTTAACCACATG^ 

GATAACATGATCTAAAATGTTTGGGAATATAAATATGAAAGAGTTGATGACCAGATGTT 

CTCAACCCTACCTGCACGTTAGATTAACCTAGAGACCTC^ 

CAAAAATTTGGAGATCTGTTACAAGCATCTGTATTTGTTAAAGGCCTTAGTATTTTTCTAGTGTGCA 
AGTCTCTGGTATAGACAACTAAGGGCGGAATGAGATAAAACTG 

ACTGATGAGTAAGAAATGTTAAATATTAAAATGCAAGTAATCCTGAGAGGTTGTAAAAATTATAATCAGG 
TACATCAAGGTGCTCTTGCACCTTGGACAACTC^^ 

GGACTGAGCTGGATGAAAGACAGTCAGATCTAGTTAAAACCCTTTCACCGCCTCTTGCCAACTCAATGGACTTGAGCGA 
GTCACTGAACTTTTCCAAGCCTGGTCTCTTCCTCTGTTAAATAACAGTTCCAAGAGTACCCACC 

GACACTGAAATAATACCA.CGCTTATAAAATGCTAGGCACAATTGCTTGAAAATATAATATTATAAAAACTTTGTGATTG 
GTTTAAATGTATAGAGCTGAAAATGTTCTTTCAT^^ 

TAGATAGTAGGATTATGTATAGTTCTACTTTTTAAAACTTTCCAAACTTTTATTACTGTAACOT 

T CAATTCATAAGTAACATAATGTATAATAG TAACTTTTTAAATTAATGCAGG CAATTAAAAATAAAATACAATCAC CAT 

CCTTTTCAGATGGTTAATATCTTGTTTGCTGAAGGTTTTGCTGGAGATTATGAATTCTTTCTAGTACCTC 

GTCCAAAAAATTTACACTTGTATGATTTAAT^ 

TTACTATTGAAAACTTATGGCCGGGTGCGGTGGCTCGTACCTGTAATCCCAGCACTTTGGGAAGCTGAGGTGGGTGGAT 
C^CCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCT^CTTGATGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGC 
CAGGCATGGTGACGGGTGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGATAATTGCTTGAACCCGGGAGGTGGA 
GGTTGCAGTGAGCCAAGATCATGCCACTGCACTCCAGCCTGGGTGAC^ 

AGAAAGAAAACTTATAATTCTATATCTAAGACCTCAGAGAGAGGTGAACAGACAAAATATGGCATAAC^TGTAAGTAA 

CATCATCAAACATAGAACCAATCA/TTCCAA 

TATTATTATAAGAAAAAATATATATAAATATTTA^ 

TCAAGTAATATTTATTAAGCTGCAACAAATAGATTAGTAAATTGGACTTGAACCCTGCCATCAGTGCTCTTAAATTCCA 
AGGAAATCTAGTCTTTTACCTGATTAGATATTTTCTGTAGTGTACCTATAATCTCCAAGGAAAAAAAACTAATGGAATT 
TCAAGATATTGGGAAATACACAGATATATGTAATTT^ 

AATATACTTGAAATTAGAACTTGGAATATAAATCAGCTGTATAATTTATAGGCATATCTGATGCCTAAAAATAATCCCA 

TAGTATATTAAGTCTTTGCTTATGAOTAGCT 

CCGATTTTTTTTAAGGGGCTTCATCATGGTTTTC^ 

GAATTAAAAACAAAAGAAAACAAAAAACTGTT^ 

GGTTAAGAGAGAAGTCCCAGTGAGTATGTTTGAGTGGCCTTC^ 

GACCCAATCACTAACTTCTCAAATTTTCTTTAAT^ 

TTAACTATTTAAAACTAAAAATATAAGATACTTATGTCACTTGAAGTGATACCAATCTAATT 

ATTGCTTTC^CCAAAGGACAGAAAACAATGGATTT^^ 

ATTACCCTCTTTTCTCAGCATGCTTTGAAAATTC 

GAGAAAACAAAACAAAAACTTTTTGCATAAAAGTTTAGA 

GAAACCCCAAAATAACTGCTACTGACATTO 

TGGCTCCTAAAAATGGCCTTCCCCTGTCTAAGGTGTTCAA^ 

TGAGAACTCATTTCTTTATGCCTGAGTCC^ 

AAA^G AGCAAAATC CTAAATTAGAGGAGAATTTAGGAAGC CGTGCAAAGATAGATTGC AC TTTTTTGGCC AGG CTAAAG 
CCTGAAACATCTTGGATAGTAATTTTCAGA^ 

GTCAGGGCTAGAAATTCTTGCTGGTGTTTAACCTAAACTCTTTTCCACCTCTGA 
CAGAATCCCTTTGGTCCTC^GAAAAAGTGACAGCTTTAAATATTTTTCTTATTTCAA 
TTGTGTTGAAATCTTTTGGTGTGGGTGTTTCCT^^ 
TGACCTTTTTTTCTTGGCCAGAGTTCTTGGGGG 
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CTTCTCTGCTGTCAGCTGCCTCCGGGCTCAGTGATCCC^GGATTTGTGACACAACTACCCTGTAGTAAAACTCTAAGTT 

GACTAGAATTTT(^TGTGGAAGTGTGTAATGTTAAATGAAGTAGACTCTGATGAAAGAAAGA 

AGCATTATGCTGGATCCCTGGAGAAACCCTCACTTCATTCAGACTAAGGAGATATCCCTGATT^ 

GGAGAATAACTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGAGATC 

GCAAAACTCCGTCTCAAAAAAAAAAAAACAAAAAAAAC^^ 

TTACTCTAACCAAAATACAGCACCTGGGATACT 

TTTAGTTGGTAATAAAATATAACCAATATTCT^ 

TGTGGCCTCATCACCATCCTCAAGCTTGCAGACTGTGCTAGGCCCTCCCTGCC^GGCTATGAAAGAAGATAGTCACCTC 

GTTTCAGTCGGTGCTAAATTTTTAGCTT^^ 

AGTTCTTTTTAAGAGCGAACCATATAAAATTGTCT^ 

AACAAAACATAACCTGGAAAGAGGTTTTCTTTTCAT^ 

AGCTTTTTCCGGAGGTAAAACCGAAGTAATGAATCTCTCCCAGTGCGGGTCGCCGCTTCCTCCGCCGCCAGTGGCACCT 

CAACCTCATGGTCTGTGT1TTACCGCCATCTAGTGGTAACAAGTGTATATGGTT 

TATTTTCCTCTTTTTTTTTAGGCTATC^ 

GTGATTCTTATTGTTTAATAAATGTTTAGA^^ 

TCCCCATGGGCTAATACATGAACCATCTTTC 

ATATTTCTCATCATTCCCAATGTAATTTT^^ 

ACCTTAATTTTCTAACC^TTGAGCTCTGTGGAAGAAACGT 

CAACTGTAAAAGGAGCCTTAAAGCTTTGACTACAGTTCTTAAAGAGTCGAATTCAGGGGAAGTGAGGGCTGCCCTGAAC 
AAAAGGAAAGAACAATGGAACTTTAACTTAGGGGCTTCAGTAAAACTGTTTATAGOT ■ 
GATGCTCCCTCTTTGTGCCCTGCAATGCAAAOT 

AGAGTCAGTCAGCGAGGCCC^GACAACACCCCCTTATAAGATTTGTCTAGAAATGTTATTTACACTTCTGCCAATAGC 

ATACATGTCATACTGTAGAAGATAATAGTTAACACCAAACATAAAATTTATAAAATAGTTTGTCCTGCTGCAAAAGAAA 

AAAAAACCCACAC^CACACAATAAATAATCTAATACT^ 

AACAGTGTTTGTACAAAAACAACTTTAAGATAGAAA^ 

AGGAGAGACCGGAAGACAGATTCCTTTTTTCACTTTTTATTTTGAAGTATTTCATATATATAAGGGAATATAG^ 

ATTATGTAAAATATAAAGAATAATACTAAAATGAACAGTTTAAGAAATAGAAGAGTTATCAGTATTTTAATGTCCCCTG 

AGTGTCCCTCCCCAGGTTAATCTGTTTCTATTGCGTCT^ 

GAAGGGGAGACTTTTTGCTTTATACTCTTTTGTTTAAATTCTGAAGCATGTGAAGATATAAATTATACAAAAATACATA 

AATTTTAAACTAAAAACAAAGACAAAATAATATTAAATTAGATTACTTATTAAATTAGAAGTTTATTATA^ 

AAAACTCCTCTACAGAAATTTTTTCTTTGATGAACTAATTTTTCTTTTCATGACTGATGTTTCCCTTCAAATGATCATA 

GAAAATAAGTTGCCTGCATTTCTATGTCTATTTACCCAGCTGTC^CTGCAATGAACTTAACTATTATGTATTGGAATA 

AAAATCTCAGAATTCTAGGGTTAAAAATTTTGCCTAGGA^ 

TTCCATTAGTATGTTTGATATTCACTTCTTAAAACATAAATTAAGCCTGCATGATTTAACGACAGTGGATCATTTATCC 
GATTTACTTCTGCATCATTCAAGATTTCATGCCT 

ACTCCATCATAGGCAGCGTGACCTTTCAGAGCCGTGGGTTGTTTATATGAGATAATGAGCCAGGTTTTTCCAGTGACTG 

AGTTT^TCACGGTTGGCTTCTTAGGAAGC^GCATTAACTCCTTTAGGGGAAAATTCTCTAAGTCACTGTCCCAAGGCGT 

ACACAGCTCTCCATTGACTTACACAAATGAATGTCAATTTCATAAACAGCAACAACAAAAC^ 

GTCTTAGAAAAAAAATTAGACTGATTTTAGTCTAGGTC 

TGAAGCAATTAAAACTTTGGAGACTCTTGAATTAC^ 

TTAAGTCAAAGGTAACGCTGCCATCATGGGCTAATATTGGCTGAATGCTTTCTATTTGCCAGGCACTGTTCTTGGCACC 
AAACCTGTCATTCCATATACTCCTCACAACAATTCTACGAGGTAGGTATCACTATCCCAGTTTTCCAGGTTAGGAAGCT 
GAGGTACAAAGAGGTTGGATATCTAGTCCAAGTTCACACA 

TAATACCTACTCAGACATTTGGAATCTGTGTTTTACATAAACTTAGCACTCTAGCTGTCACCCAAATCACCTATAATCC 

CATCTAATATGGGTTTGACCCTGGGGAAACTTGCCCATTTCAGGAGAAAGAGAGGAGGGAAGAAGGAGATAAGGCTCTA 

GGAACCTTCTCCTAGGCTCACTTCCAGTCCGTTGGCTACTTTCTAGTTCCAACTGGAATTAGAAAAAGCGACTGTTAGA 

GATAGTGACACCTATTGGTCCTGCCTTGTTATGTGTG 

TATTGAGTATCTTCTGTGTGCCAAGCATTGTC 

TTCTTACAATGCACAATTCAGATAACCTTAACAAAAG^^ 

GGTAGAAAAACAGTTTAAAATTCACTTCACTTGCG^ 

GGAGTAGGGAATTTTTTATCCCTAAAGTGAGCTTTATTAGCATTTTATATTATACTATTTGAAATGTGC 

TCATGTTATCTGTGTATTGCCTGGAATATTGTCTTGGTGACTAAGGAACCCAGAAATACTGTGGAAACTGCTGCTACTG 

TCACCATGTGCATAGACAATGTGGAGGGATTTCTGGAAAATTTCTGCAGTCTGGCCTCTCTGGATTTCGTGTGGATACC 

TACAAACTGCACTAAGTGTTGGGAGATTCTTTAGTGGTATATGAAACTAAGTTGCAAGCAATATCAAGTTTTCTCTTAA 

CAAACC^TTTTCAAGTGTATTTAAAATGGCCTT^ 

GTCTGCGAACTGTACGAAACAACTTTGCTGCATTAACTAATT^ 

TTCCCCCCTCTTTTTTGCTGAACTTTTAAATAAGTTTTCTCAACTTGATTGAGCCCAAGGCAATATGTTAGACTTCTCT 
GTGTTGTTGCCATGTTGTCTGTGTATACTAAGTCATATGATGTCCTGTTAATTTTCTATAAATACTTCGTGGTGATGGT 
TCTAATATCAGAAATGAAGCAGTATGACAAATAAATATGGTGATTCCATCTGTC^GAAATCACCTGGCATGATCAGTCC 
TCCGCCCAGTTATTTACACTCAGGGTAACTTTAT 
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CACACCTTAAGATCAGCTGAAAGTCATCCT 

TGATTCTC CTGCTGTT ACTGACTTTCAGATCAGCAG GATTCATGGAGCAATTAATAGAATTGT^ 
GGGAAAGCATTTGAAAGATGGGAAAGGATTATGAT^ 

AATTTTTCAATATTAAATG G AAAACTGGTTTG CTGTT ATTTCAATGTCCATTTTTTTAAAAAAAATCTGCTATTAATAT 
GAAATAAAATATTAAAATGCCAACTTCAAATAAT^ 

AAATATAAGTGTATTAGGAACTATAACTTAC CTAAG TG CATAACATTTCATAGTAGTTACTACTTCTTAAAAACAATGA 

GAAATCTGAACTTTACATTTCATAGTAATAAAATTGACCTCCCAGATTCACGTTTTTC^ 

CGTTATTCAAGTACTTCTTGTGATAGAAAAAAGTTTTT^ 

AACCCATTAGGTTCTGTTTTTCCAGGTAATGAATTTTTGCAGTCCTATTCTCTCAG 
TTCCTCTCCTCATCTACTGGGATAATTGTCA^ 

CCCTGATGATACCCAAC^TAGAC^CACACCCACAAGCCCTAATCAAAGTGA 

CCTTGTACTTGATTCCTATGTTAGCACGTAGCTCTCTGTGCTCCTGTTGCCTGTTTGTCTGTTGGGAT 
CTGTCAGTTCCCAGTGAGTAGGAATGTAGTCGGTTCAC^^ 
TCTGCAAAGGCCTGTTCGCTGAAAGGGCAAAGTAGTAAC^ 
TCATTACCAATCACGTTTTCTATGTAA 

TTTGGTAGCTTGTAAGGTCAATCACCTCCCCCTTAGAAAGTCTCAGCTCTGCAGAAGAAATGAAGTTAAC 

CTCCCAAACTTTTTAGTCTCGAATTTTACC 

ATGCTTCCTTTACATGTGGTCACCTGGGTACC^ 

AGACGATCTGAGGCCTGTTTCTATGCAAGACAGAAGTTTO 

GAGGAGCTAGAAGAAAACAGAAAATC^TAGCTTGAGCCTGAACTTCCTCTCTGCCTTGTCAATGCCCAGGGTGACATCT 

AACCAAACAGTATTATCTGGCAGACTCTAAGTAAAGGCCACTC 

ATTACTGATTC7\AACCAAATCGGCTTCTTT^ 

% GTTC^GTGAGAACAAAGTGCTGTAACTCTGCCTCATCACATGATGACCCTGGGAGAATCAGAACCTTTC^ 
CTCACAGAGCCACTAGAACATTTCCAAGCTCATCC^ 

TTTTATTTGCTGCAGAAAAGGAGTCTAGGAAGAATGCATTCCAAACCCAGCCCCTGGGTGGGTATTCAGATGCACATTG 
CTGACTTGTTAACACATTACTGCTTCTTGTC^^ 
AAGTGAGTTCTGGCTCATCTGTCATTAGAGGAGGTATCGAGGC^^ 
ATTACTTGTTCAGATATCAAGTTCCTGAGTACGAGTT^ 

CAACCATTTGGTTTTCCAAAACTGTAGAAGAGTGTGAAAATATTTATTTAATAC CATTCCCAGACAAAATCAATGGTTT 
CTA^TTTTCACAGAGCAAGGACTAAAAAGGAGTAATCAGGATATC 

TAACAGATAACACC CTGTTACAC ACAG CAAGACCCCATCTCTAAAAAAAAAAAAATTAATTAGC CAAGCATGGTGGCAT 
GCACCTGTAGTCCCAGCTACTTGAGAGGCTGAGGTGGTGGGGGGAATCACTAGAGCTCAGGAGTTCTAGGCTGTAGTGA 
GCTATGATCACACCACTGCACTCCAGCCTGAGCAACAGAGTGAGACC^ 
AGAAGAAGAAGATAATTACTGGTATATAGACCAGAGCTATTTC 

CGAGTTTAAATTCTC C CCATTTTTCCCCCAACCATTTTATTTTATAACTAAAAAAAAC 

TTTGGTGCATTTTCT^TCAAACACAAAATTTTAATCCCAAATCGATACCAATAACCTTAGGAGC^ 

GAGGCTGAGTGGAACCAGTGAGAATTTACAAAATCCCAG 

ATCATCTCAGCAAGGCATATTTGAAGAGATTGATGCCATTGGCACATATGTGAGGCTGTGCATGCAGGTTCC^C^AA^ 
CATCTCAAACTAAGGCAGCAAAGCAGAGCATAGACCCTAGG 

AAAACAAGTTCTTCAAATTCTCAAAGTTTTGTTTTTCTCATTGGTAAAATGAGAACAATGAAAC 
TTATTGTAAGGATTGAATGAGATAATTCATTT^^ 

TGTTCACCCTTGGTAGAGGCAATATATATATAATTATTATATACCTAATATATATATATATATATATATATATATCAGA 

CATCTTTGAATGTATCTAAAAGTGTTTTTTAATCATT^ 

TTATATTTCAAAAATGTTGATGGATACTTTAT^ 

GGATGCATTGTGCTAGGCTCTGTAGGGAATATAAGTTAAT 

AGTCATTTTGTGGAACTTGGCAAACATCTGAAAACTTAGAGAACACAAGATATAATTTATTTA^ 
AGTATTTCTAAAGCTTCTATAGTATCTATTTGG 
TCAATATAAGAAAAGAAAGGAAAAAGTTCAAATAGCTTCTCT^ 
ATAATGTACAGGCAATCACGAGAATTTAGGCCAAC^TAA 

TGACTGCTTTTTCAAATTCAGAGTCTATAAGCTCTGGCTTCAGCGAATAAAGTCTGTAAGAATTTCCTC 

TCCCAGTGACACTTACATCAGCTTTATTTACCCCAA^ 

TGATCTGAGCC^TAATACAAAGAACGCCTAGGGACTTGTCTGGCT 

AAAATAATTCTTTAAAGTAAAATGCTATATCTGAAATGACTCAGAGAGTGATCAAATGA^ 
GCTTTGTGTTTTTCTGTCTCT^ 

AGAAAGATCTGGAGCTTATTCTTCATGTGTCTAGGAAGAAACCATTTCTGCCAAGAGTCA^ 

TTCATGCTGCAATTTGAAAATGTTAAAGAAATTC^ 

CTAAGCTGTTATTTGGAACATTTTTACCG 

TTATACTCATTTGAGCATTGCTCTGGGCATTTGTATTTTGAGAGATGATGTTACTTTCAAG 

CCAGACATGTGTTATTAGCATGATATAATATGTCATCATTTAGTTTAATAAGAGTGAAGGCA 

GTGTTGGTTCATCAATATCCCACTTGTC 
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GAATAAACTCAGTTTGGGAGGGGAGAGAAGTTAAT 

ATAGATGTTTGGGAAAGAAAAATAGGAGGAAAGATGAGAGGAGCCAAGTC 

TAGTCTGTTTTAGGCACAGGACTTGACCCCAGCTG^ 

GAAATTGAACTCTTTTGACTATTTCTT^ 

TTCTAAAATTATTACCAGAAGAAAATTAGCATATTCTCCAAACTAAAACAATTCGTCATTGGATT 

GAGCTCCAACCCATAATGTGCTGAGGAGCTCTTATTAA^^ 

TGTCCAGACGTCTGTCTGTGTTTGTGGTCACCACAT^ 

TGTCATCAAGTGAAACTTGTATTTC^TGAATGTTAAATTATTGATCTCTTCTTCATGT^ 
GGTGATGACTTCCAATTATCATTTTATAGTACATA^ 

AATAGGGCCAGGAGTGGTGGCTCACGCTTGTAATCTC^GCACTTTGGGAGGCCAAGGTGGGTGGATCACTTGAGGCCA^ 
GAGTTCAAGACC^GCCTGGCCAACATGGCGAAACCCCATCTCTACTAAAAATACAAAA'CTT^ 

TGTAATCCAAGCTACTCGGGAATCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGAGATC 

GCGCGACTGCACTCCAGCCTGGGCAACAGAGTAAGACTGTCTCCAAAAAATAAAGAGAAAGAGA 

TTCCTATATGCTAAAATAAATACTTTGAGTAA^^ 

TGAGTTGGAGGTGTGGAACCGGATCCCTCTGTTTCTATGCACTTTCCTAAGTTGAGGAATGGACAGGCCTACATTT 

AACCTGTACCTGAGGCCTCTAGTGAGAGAAGCCACATGGAAGCTGGTCTTCACGCTGCTCCAGGCACTAAATCTGACCC 

CTATCAAGAGGAACTACCCTCAACCCCCAATT 

TATTTTGGTCCCTGGAAGCTTTTTTAGCTTGAGGTCAC^TATGAGCTGGCCTCACAGGTGGAGCAGCATTCTCCCAGAA 
GAG(^GCATCAGGTACCAGTGGAAATTGTTGTGGCTGACAACAGATGGTTGGGTGCT(^GTGGTCAGGGCAGCTGCCCA 
GCCATCCCAGCAGATGCCAGGCACAGATTAACAGGAGAGAGTAGCTACACTa^GGGCAC^CACTTGATCTTAAGCAT 
ATGTGACAGACCTCATAGAAGCTCCTAGAAATGTATACATAGTAAGGGGGTCCTGGAGCAATACCAGAGGGAATTATGA 
GCCACAGAAATTAAGAAATTAAGGTGAATATGGCCTCAT^ 

GGGACACAGAAATACCTTATCTAGAAAGGGAAACTAATTAACTGTTGTTACCACTTAGTGCTGCTGGGCTCCTCACAAA 
GCACAACAGGAAATGAACTGACTAAAACTGGGAAGTCGTCT 

CATAGGGATGGAGGGATGAGGGCAGTAGCAGGGGAAGGTTCCCCTTTCTGAGCCCATTTTGAAAAAGTGGGCCCTTAAA 
ACCTCAGTGCTAGTAATAATAATGATGGTTGAGATTTTGACATTAGTAAGATTTGAGACACTCAGAAAAGGCAGTGCTT 
GTGCCTTTCCTCCCTCTGCAGCTGACCACTCAGGCCCCACCCTCTAGGCTCACTCCCCCTGAAGTTGGAACCTGGCTGT 
ACTGTGGCAGTAGTCCTGGGAAGGGCAAAGAAGTATTAAAAAGAGTCAGTGAGGCACCCTTAAGATGAATGGGTCCCTG 
TTGATAGGGGTCAGACCTAGTGCCTGGAGCAGCATGAGGACCAGCTTCCATGTGGCTTCTCTCACTAGAGGCCCCAGGT 
ACAGGTTCGCAAATGTATGCCTGTCTATCCCTCAACATAGGAATAAGGTCTAGAGTAACAGTGTAGCCTAACAGTTAAG 
TTCATGGCTGATCCAAAAGGCTGCTAGAGCACACAGCTCCAAGTGCCTCCGGAGGGCAACTCCACAGAACATCACAACA 
TGGTGCCCCTAGAATTATACCACGTGGTTGCTCTGCCTACCCAGCACTCAAATCATGCTCTATCATGAGAGCTTTGTGG 
CCCTGGGCAGGTTGCATACCCTTTCTCTGCTCAGTTTCCCTACCTATAAAATAGTGACACTGCTTCCTGCAGTTGTTGC 
TGGCTTGAATGAGTGAACACGCATGATGCCCTTAGCATAGTC 

CCATTTTGTT(3TTATTACTTGGTTTTGTTTCTAGGGCCCACTGTATACATAGAACTAGGGGTTTCTTCATCAATTCAGG 
CTGCCATAACAAAGTACCATAGACTGGGTGGCTTATAGACAACACAAATTTATTTCTCACAATTCTGGAGGCTGGAAGT 
CTGAGATCAGGATGCCAGCATGGTTGGGGTCTGGTGAGAGTCTTCTTCTAGGTTGCATCAGTGCCCTTTGTAAAGGCAC 
TAGTCTCATTTGTGAGTGTTGAGTGCTCCACCCTCACGACCTAATCACCTCCCACAGGCCCGGCCTCCAAATACCAACA 
CATATTGGGTTAGGATATTGAAATGAATTTTAGGGGCACACAAGCACTCATTCCGTAACAAGGGGGTAATGGAAAGAAT 
AGGACAAAGACACAAACGAAGGAAAGGGAACAGTGAGAGAAAGGCAAGCTTGCAAGATCATGAGAGGAAAACTTGTGGG 
TCCTTAAATTGGCCAAAATGGATGCGCTTGCTTTGTGCCCATCAAAATGGGGTCTCCTCCTGCTCCCAGCACTGTCTCC 
TTTATTCTCATCACAATTCACAGACGCTGGTAGCTTTGTGATAGAGATGATACACTGTTGTTCAGGATGAATTTCTAAG 
TCTAAGAACTCACTTTTGAGTCATAGTTGTTTGAAGGAGAAATATTAATTCTCTATCACTTTTCTGTAAACCAACTCTA 
ATTTTTAAAAAAGAAGAGTTAAGAACTTCAGCAGTCTACATATCACATACCATGCTTTCTAAGGAGTTGTCACATAGAA 
TTTACAATACCCTCTTCCTCTTTTCAAGGTTATTGCATTTGACATGTATTAAAGCCAGGAGAATTTGATTTTTTTTTTT 
TTTTCTTGAGATAGAGTTTTGCTCTTATCGCCCAGGCTGGAGTGCAGTGGCGCGATCTGAGGCTCACTGCAACCTCCGC 
CTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGATGCCCACCACCACGCCCGGCTAA 
CTTTTTGTGTTTTTAGTAGAGACAGGGTTTCACTGTGTTAGCCAGGATGGTCTTGAACTC CTGAC CTCAGGTGATC CAC 
C CACCTTGGCCTC C CAAAATGCTGGGATTACAGGCATGAGCCACCACACCTGGCCGAGAGTTTGATTTTATAGCATTAG 
GGTTTTAAAGCTAGGTTTTAAAGGTAGGTCACT^ 

AATGATCTAACAATTCCTTAAAAGTAAGGCTTTGAAGTTTGCATTTATAAAAGAGACTTAAATAGCTCTTTTGCTCTTT 
AGTGTGATATGACAAAGATGATGTGTGGCATTTGGAGCCTGAATGTGAACCCAGTCTCTCCTTTTTGCTTCATTTCCTC 
ATTTTGGAGATTTGAGTACCTAACACTTAGGACTGTTC 

AAGTTGGGCATGGTGGCACACCCCTATAATCCCGGATATTCAGGAGACCAAGGTGGGAGGACTGCTTGAGATCAGGAAT 
TCAAGACCAGCCTGGGCAATGTAATGAGACCTGTCTCATAAA 

C ATGGTGGCTCATGCCTGTAATC CCAGCACTTTGGGAGC C CAAGGCGGGTGGATCACCAGGTCAGGAGTTCAAGACC AG 
CCTGGCCAAGATGGTGAAACCCCGTCTCTATTAAAATACAAAAATTAGCCAGGCGTGGTGGCAGGTGCCTGTAATCCCA 
GCTACTCGGGAGGCTGAGACAGGAAATCGCTTGAACTCTGAGGGCGGAGGTTGCAGTGAGCCGAGATCAGGCCACTGCT 
CTTCGGCCTGGGTGACAGAGTGAGACACCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

AGTTCCGAATGTGATGAGGAACTCACGAAGTGTTTCTTC CTATAACCCTGTCC CAATGCCTGAC^TTTTTTTGTTC CTA 
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AAG CTAATTTAAAAACTGGTAGAATAGAGGTAACAG AGAATATTG GTATGT CAGCTTCTTTGGTACATTTCATTTATGA 
TTTTGTTTTCACACAGTCATGGCATGACATTTTTA 

TTAATGTGTGGTGCACACCAGAAGTAAAGAGTGCATTGGAACATGAGAGGGTGGCAA^ 
TACCTGCACTGGGACAGTGATCCCATTT^ 
ATTTTCGAACAACCTTAGCTCAAGGCAAGCATTCTGCAGCC^ 
ATGCTTCTGAATTTCCATATTTCCAATATGTTTA 

TAAAGAAAACGTATTTAAATATCTTTATTTTAAAGATGAAAAAACTGAGACCTAGTGAGAGAGGGTGCTGCT 
AATGCCAGGAATAAACATGTGGTTCCTTTTC^ 
l^TTCGGGTGGCCTTTATACCCACCGTGGAAGTATATC 
TAATAGATGTGGCATTGTATTATTTGTATATGAGCTT^ 
. GTTATAGCTATTTTGATTATATCTACTGCTTAT^ 

ATTTTGACTTTGGAAAATACAAATTCTTCTACAGGAGCGGTGAAACTAGTACAGCTGCCTGCTCTTTACCTGTAGG 
AGACACATG ATGCAGTGACAAG CATAGAACAGCACAGAAGTGGTTTTAGTC CAGAAAATAAATAAATAAGTAAATO 
CTAAGTCTTCATTCCTTTTTGTATT 

GAATTTAGTCAATTGGCACGTAGAAAATTAAAAAGTAAACTATCCAAATAATGCTAGTCT 

AAATTTAATCTTATATGTTTGTTGTTCTAAAG CACAAG CAGTTTCTAAGAATTAATAAGGGGGAAAAACAATAATGATA 

TTTAATTGGGACAATTATTTTTTTGTTATCTGGG^^ 

AACTATTTCATGGTGACAATAAGGATGCTGGCTACTTA 

AAGTAGTATATATAGTTTTTTAAAAAGAAATATAGAGAGATCTAATAGATGGGAGCAAGAACCATATAAAGAAGGCA^ 

AGGGATCTACATGAGAGAAATATGTAAGTCCTCAGGAGATAC^ 

AC^GAGACCC^GCCATTGCCAGAGAAGCCCTACTTCC^ 

TTTTTTC CTTTAATAGAATAAAGATTGTGGCCACACTTTAATAATTGC CAGAAATATGTGTTCATTAAGCTTTTTAAGA 
AATGTGATCGAAAAATGCTGATGATACATTGTGTTTAATAGCTTTAATAAAAAACTGA^ 
TGACTGTCGGATOTCCTAAATCTTTTAAGCTC 
- TAAAAACATTGAACTGAAAGATTTGCATAAATGCATGGAGTATTACTATTTATTAGTTAAACTTATGATCTTTTAGAGC 
AGTAAAAGTCAGTTCTCTTTCTTACAAATGAATTTGTTTTGGCCTTTTATGCTTTTATTTAATGAGTAGAGCCATACCT 
ATTAATATATAAAAAGATCAGATCTGACACCGTGGCTTTTTGACCAGGAATTGATTGAAGTTAGACTT 
AGTGAAAACAAGGGCTATGTCCTAATTATGAGGGGAAATAATT^ 

TGCTTTGTTATAACTTTAATTGAAATAATTAAATGGGGCTCATGTTCATTTAGCCTAGCA 

TATATGTTAAAAACCCAGCTTTCCTCTTAGTAGOT 

TATTCTTTATCAGTAAATTCTAATTCAGTGCTT^ 

CATTATTGCTATAATATTATTATTATTATTATCTGCTTGGTCAACAGTATTTTCCATGCACCTTATATATGGCATGCAT 

ACGCTCTGGAGGTAAAATGTGACTACTGGTTCAAGAAATTTACAAAGTAAGGGAGAAGGAATTATAAATAGTTAAGTAC 

TAGCTAAATGCCATGATTGAAGCCTTTATATTTTTTATTTTAATTAATTAATTAATTTTTAGAAATAGGGCCTCACTCT 

GTTGCCCAGGCTGGAGTGAAGTGGTACGATCTTGTCTCATTGCAACCTCCGCCTCCCAGTCTCCAGCAATCCTCCCACC 

TCAGCCTCCTGAGTAGCTGGGACTACAGGCATGCACCACCACGTGTGCATAATTTTTTATTTTATT 

GTAGAGGCGGCGTTTTGCCGTGTTGCCCAGGCTGATCTGGAACTCCTAGGCTCAAGCAATCTGCCCACCTTGGCCTCCC 

AAAGTGCTGGGATTATAGGCATGAGCC^C^GAGCCTGGACTGAAACCTCTTTAAATATATATATTTATATAAATATATA 

TTATATATATATATACAAAATATATAATATATAATATATTATATATTATATATTTTATAAAATTATATATATTTCTTAT 

ATAAATATATATTTCTTATAAATITGTATATVATATATATTTATTATATATTATATACATATTTATTATATATTTATTATA 

TATTATATA(^TATTTATTATATATGTATTATATATTATATACATATATTATATAAATATATATAATATTATATATTTA 

TTATATAAATATATAATATATAAATATAATTCTCATATAAATAAATATAACTATTTATTATATAATGTATTTCTCATAT 

ATATGCTTATTATATAATAAATATATTTCTCATATAAATATATATGTTTATTATAAAATAAATATATAAAATATATATT 

AAATAATTATATTATATATTTAATATATAATATATATGAATATGTATTCATATATAGAGAGAGAGAGAGCCAGTGGCTC 

TACCTAGGAAATGCTCCCTGATAAATTTGAAGAAGAT^ 

CAACAAAAGACCAGCAAGAATAAGGTATGGAAGCATGGAATGCCTGTC^ 

AATTGAGTTAAAGGTGTATAGGAGCAACTGAACAGGATGCTCCAGAGGTAGATTAAGGAAATAATATTTGAGGCCTACA 
■ TAAATAACAGTGGACTTTATTTTATGGACAGTGGAAAATCATTGAGGATTTCCAATCGTAGG 
GAATGACAGTAATTGGAAGCAGTGTAGAAAGAGATTGAAAAGAAGAAAGACT^ 

CTGTC^CAGGCCTTGTACAGGATCAAGATAATGCAGCTCTGAACTGGGGTGGAAGTGGGGCTGTGGAGATGAGGGAATG 

GGTTCACAACTCTTCAGAGATAGGATTGAAGGGACTTGG^ 

GTGAAAGTATGAGCCAGGTGTGGTGGCTCACGCCTGTAATCC 

GGTC^GGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAG 

TGGCACGTGCTTGTAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTACAGT 

GAGCCGAGATGGCACC^TTGCACTCTAGCCTGGG 

AGTATATATACACATGTTCATTACAGCACTG 

GAATT CTATTTAGGT AG GGGTTAAAAAATT C C CATAATAAAATGATTTTAAATAATTTATTO 

ATATGGAAAAATGTTTGTATTTTAAGGAATACATAATAAAGT^ 

ATTATGTATATTGAATTGAACTTAAGTTACTTTT^ 

ACATTGAATCTAGTGACAAACATGTTATTTCTCAGGTCCCAGTTGTTAGTTTGCCTCTCCTTGCCTAGAAAGGGCACTG 
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GTGAGACCCGCCCTAACAATATTTCAATAT^ 

TCACATAGGGCAGCATTTTATGGATTATTGAGCC^ 

CCCTTAGGGCTGGGTGCAGTGGCTCACACCTGTAATTC 

GGAGTTTQAGGCAAGCCTGAAACACAGTGAGACCTCCATCTCTACAAAAAATTTTAA 
CACACCTGTAATCCCAGCTATTCAGGAGGATCATTTATGCCC^ 
TGCACTCTAGCCTGGGCTACAGAGCAAAACTCTGTCTCAGA 
CACCAAAGTCCACTCCTGCCAGCATCCCTTCCCCGCTGCCCTGAGTTO 

GATCAAAGGAATCCCCAAGGGCTTCCTGAGAACAACCACAAAATGACTGATTCCCAGACTTTC 

GGATAAGGCTGAGGATCTAAATTATTAACAAATACTCCCAGG 

GAATACTGAAGAAAGCAGGTGAGAGGGCTGCCTGTGTA(^GTO^ 

CTGTCTTTCTGGAAAGTATATATAGTGACACCC ACACC CTCATC TAACAAACAGTGCAGC CCAGGATAAGCACGATCAT 

ATGTGCAAAGTGCTCCACGATTAGTGAAAGAAGATACAAGGTGATATTATTATCTGTGCTGACTTCGTCATCCTGGGCA 

TCAGCGTCAGGGTCATCATCTGTTATCTCTCAAAATACATACAAGATTTTAAGTAGAGCAGCTTGCTCGTCTCTGAGAA 

GAAAATCAAGTATCACATCTACCTTTGTGGATGTC 

GTCTTCTTGGACACAGTACCAAGTCTCCTTAAACTAATAAJ^ 

CTTCAGTCACTCCCTTTCTC(^GAAAGTC 

CAGTGACTGTGGTGGGGCAAAATGTTGAAAATTCCTTTGAG 

AATTATTTAACTCTAAATAAATAGGGAGTGCACTCACAGCGTCGTTTCTTTTGTTATATCAAAAAGCCTCTCT 

ATGCTTTAAAAATCAGTTGGATATATTATT^ 

AAACACTCTAGATGAGTAATCTTTTTAAACCTT^ 

TGCAAAACTGGGCTAGACAAGTTGAATAATTTGATTAAGATACATAGGTAGAAAATTACAAAGTACGGATTGACTCAGA 
GGGAGAATGTCAAGTCCTCTCCTAAAATGTACTGGCATGT^ 

AGTTATTCCCTAGGGACATCTCTCTTCTTTTTTTTCTCTCTCCTTCCCTCCCTCTCTCTCTCTCTTTCTTTTT 
TCTTTTGAGAACAGAAAACAAATCTATACCATCTATTCCTGAATGTATATGAGTGGAGGGTAGGACAAGAGGAGGGATM 
AGATCTGTGGATGCACAGAAACTCTTTGGGAAACCCTA7VAAACTCTCTATAGTTATATAAGCTAAGGAAAGGATTCCTG 
CCAGGGGGTATAGGATTCTTCAATTCCCACACTTCTCT^ 

GGGGCAGAGCATTGACAAGGAAAGGCCCAGGTGTGTGTGAGAAGTCAGGCAGATGGGGTGTTTCGGAGGAACCAGGGTA 

ACGGAGTGCTTCAGCGTTAGCACTCACCTTGCTTCTGGGACCACTTACCACGAAGGCCTGAAAGGG 

CTGGGAATATTAATCTTCTCTTTGGGTGAAGTCTCTTCATGCCATTATCATCTCTTAGCTACCATTGCTAGGCAAAAGT 

TTCCTAGCTGACCATGTCCTGAATGCACTTCCTTGAGATATTTCTGATGCTTAAATATCCAGTGCTTTCTAGTGTGCCG 

TCTTCCTTCTGTATTTTTGTTTTGTTTTGTTTTGTTTTTTTGTGGTTCCTTTTCAGCACTGTTGGTCCTGTGGAAGTAT 

TTCTAATTGACTGTATTCTATATGCCACACAAAACAGATGGGTGTTTATGACATTCTTTTCTGGATATGTTTCTGATGT 

TTGCATATTGAACACAGAACTGTCCACATAGAGAACTTGATTTCTGCCTCTTCCTGGCTTTGCTTTTACTCATTTAGTC 

CCTAGTATGTGAAAGGCTATGCTTAGGCTCCAAG^ 

ACTCTAGAGGTTTGTGGAACTTAAAAAGCTAAAATGTGT^ 

AGGGCTTATAAGTGAATGGATAAATGAATAAGTAAAATAAAGAAGAGAGAAAGGAAGGGAGAGAGGAAGAATGGAGCAG 

ATGCAGGTGAGATTGTTTTTCTAAAGAGCTAAGAAGCTGCCTACAGTGTTAGCTTAGAGACTGAAAATGGTTTGGGAAA 

ATAATTCAGAAATTTAGGGAATACTTCACAGCATGAGAAAGTGGAGGGCTGAGATTGGTAAAAGAAGACATGTTTC 

ATAGC CAAAAGGAAAATAGAAAAGAACTGGTCGTGAAACCGAGAC CTC AGAGTTG AATGACAAGTAAGATACCTCTGAA 

GTCACTGACAGTGGACTGACTGTTATTTGACTAATATTGCTTCTACAGAGACAGACCTAGGTTTTATCCTCCCATAGAA 

AAAAATCTCAAACATTGGTAGGTTTTGTTTTTGTGTTTTGACATACAAGTCAAAATCTATGTGAAGGAGGAGGAACAAG 

ACTCAGGGGTCAGAAAATTGGGGTTTCGTGGCTGGCTGTCCTGCTCACCCACTTTACGTGTGACCTTAGAAAAGTCA 

CCGATGTGTTAGATCTTTTCTGTTAAAATGTGGTGGGTAATAATTATACCTTCCTAATTTTGAGGAATTACATGAGATA 

ATCTGTGTAAAAAAATTAGCACGGTGTCTGGGACATAGTAAATGTCAGGTCTTATTTAAAAGCATGTGGAAAGTGCTTA 

ATATGTTGAAAAGTATTATAAACTACCAATAAATATTATTATATTATTCAATTACTGTTGATCCTCAAAACAGCCATCT 

CTGGAAACTGTGC^TTATTTGAGCCC 

CCATATAAGACACACACATACCAAAAAGCAATAAGCAATCTCACTGGTTTATAGTAAC^ 

ATTATTTCCAATATGATTACCAACCCTATTCACGAGACAGAATGTCAAATTAGCTTAGATGGGGCTAACTCCAGAAATC 

AAACGATTCTCAAGGGATTTTAAkGAGTTOT 

CTAAAATCATTACAATGATGGCAATGTGTGGAA 

AATCTGAATTCTAGGCAGTTTGTGAAGGAAAAGGAGCAAOT^ 

CAGTCTGTCTTTCTACAGACCCTCCCTTGCTGTTTCTCTTTACTGGAAACTGTTGAGGGTACTGGAAATAAAGGAGAAG 

GCCAATGTATCTAAGACCAGTGGATCAGAGAGGAGCCCAAG^ 

TTAACCTGGCCTTTTGTCATGCTATTATTTCT 

ATCTTGTTCTTTGGGGATTCCATACAATTCTCC^ 

TGATCCTTTGCTTGCAATACAAAAAAACCAACTCTGCTCATTAATGCAAAATTCTTAGTGGAAGAATATAG 
CTGAATTCCCTGAGAATTAGTGGGGCGACAGGTGGTGGTGGGGGTGCTGGAGGACGAGGTTTGAAGGAATCAGTGCATC 
TTTACAGTGCTAGAAGGCTACAAATCAAGGGGAAAGTCTCATGG CAGGAGTAGTCGAGTGAGATCC C CACAACTGTTCT 
TAGTTTCTTTGTCATTATTTCAAGAGTGAA^ 

TAAAAGAGAACAGGCAGGTGGCTTCAGTTCTACCAAACTATGTTATAAAATGTGGTAGTAAGAGCTGAATGATGGGACC 
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AGATTTTGTGGGTTCATATTCTAGCACTAC^ 

GAAATTCCTCACTTTTGAAGTAAGCACAATAATAATA^ 

TTATGAAAGGCTGGGCATGGTTTGCTGACGC^ 

TCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCT 

TGTTGCACACCTGTAATCCCAGCTCCTTGGGA^ 

AAGCTGAGATCGTGCCACTGCACTCCAGCCTGGAT^ 

AAAATGAAGCAAAATGCATGGCTCACAGTAAGC^ 

TACAAAGTATATTCCTGAAAGAAATTAGGGTGCTCTO 

TATTTATTTTATTAATTTATTTCT 

CATTAATGTATCCCTGAGAACTCAGTTCCTCT^ 

TTTATTGATGCCTCTTTTATGCTTGGTO 

CTCTAAATCTGTCATCTC^GCCCAACCC^ 

AATCATGCCTTCCTTACCCAACGTTTAACAAG 

ATTGACTCAGAACAAAGTATAGGCGCTCTTAGAATAAGTTTATTA^ 

CCCAGGGGAGCAGTGAGGGATTGTCAGAGGGTGGATTCATT^ 

CTATTTGACTTTGGGAAAGTTATTCTCTGAGC^ 

GCATTAAGTAAGAATTAAATGAAGTGAATTAAGC^^ 

CTAGTTCTTGAATAAACATTTTTTTCTTGACTGTACTGTC 

TTTAGAATTGGAAGCTCAATGTAAGCAACAATGAAGTAAAGAAAACAACTGAAOT 
TGACTTGTCTTTATTGTCTGTGTTCACAAGAAA 

TTTCTACATGTTTAAATTCCTAATTGTGCACACAATCTTAGTCACAATATTTTG^ 
AACAGCCCTCCCTCTGGAAGGTTTTGTTCTCCATC 
ATGTTAAAGTACTGTTCATTTTGTTCAAATTT(^ 
AGCTCAGCAGCTGGTCAAAACAAAACATCAAAGTCACCATTC 

CAATGCCAAATAAAAACGATAGTCTGATAAACATTCCTCAGACACATTTTGCTCATAACA^ 
ATTTAAAATATGGGAAAATAGGAATATACCCCAGTTGCCACT 

TAATAAGGAAGTCAGAAGGTGGAAAAGAGGAAAAGATTAAATTTGTAAGTTTTTTGAAAGATATATG 
GGTATCCAACAGATTTGTACGATAGATTGTTCATTT^ 

GGAGGCCAAGGAGGGGCGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGAGAAACCCCGTCTCTA^ 
TAAAAATACAAAATTAGCCAGGCGTGGTGGCACATGCCTGTAATCCCGGCTACTCGGGAGACTGAGGCAGGAGAATCGC 
TTGAACCTGGGAGGCAGAGGTTGTGGTGAGCTGAGATCGCGCCATTGCACTTCAGCCTAGGCAAAAAGTGAAACTGTCT 
CAAAAAAAAAAAAAAAAAGATTGTTCATOTAAAAATCAATT 

CAGCACTTTGGGTGGC CGAGGC AGGCGGATCGATTGAGG C CAGGAGTTCAAGATCAGCCTGGGCAACATGGTGAAACCC 
CCGTCTCTACTGAAAAAAAAAAAAAAAAGTAGCCAGGCATGGAGGCATGGTGGCACATGCCTGTAATCCCAGCTACTTG 
GGAAGCTGAGGCACGAAAATGGCTTGAACCCGGGAGGCAGAGGTGAGATCATGCCACTGTACTCC^CCTGGGTGACAG 
AGCAAGACTCTGCCTCGAAGAAAAAAAAAAAATCAATTAGATAAGTGAGAGTGTATATTCAGGGCAACTTAAATCTATG 
CTCTCAGATTAAAAATAAGATTTAATTACAATTOT 

GCGGTGGCACAATCACAGCTCACTGCAGCCTCGACCTCCTGGGCTCAAGCAATCCTCCCACCTCATCCTCCTGTCTACC 
TGGGACTACAGGCACATAGCACTGCACCACCATACCTGGCTAATT 

TCACGATGTTGCCCAGGCTAGTCTTGCACTCCTGGGCTCAAGTGATTCTCCTGCCTTGGCCTCCCAAAGTGCTGGGATT 
ACAGGTGTGGGCCATCACACCCTVGCCAATTTTGAAGT^ 

CCTCACTACAGGTGAAGTCTGTTTTTATTTATTTGTTCAATGGGCTTCTTTAGAACATGACATAGAAGGCAATCCTTG^ 
TCAAATTAAGGCAGAAACAAGAATTTATTAGGTTCTGAACATAAATAACTGTCTGTGAACTC 

CATAAATGTGAAAAGAAGAGGATTAGCTCTTCTTGAGGAGTTGGAAATGGAAAATATTACAATTTGGAGAGGTAGCTTG 
CAGAAACCGTACAGTTTTCTCTGCTTATA CAA 
TAAATTTCCATATATAGATCAATTGGATGTTT^ 

ACTGGATGAAAGGTTCTGTAAAAGTTCAAAGTATTGTTATTTGGGGCATTCACACCTGCATC 

CAGAATGTAGTCCAATCTGCTTTCAAATCAGACCTTC^ 

CTTCTCTAAAAGAAAAAGTTAAGCTAGCAGGTCTACCCCCACT 

GC^CCTCTGAAAAGAAGACCAAGAGAAAACTTTAGTATCTCTTTGCTGGAGATGCAAAGCAAGATATAGAAGGAACTGG 
AAAATAGTTCTTAAGTAAATACAGGGGGAAAACGGAAATTC^ 

TAAAATTTGAAGCACGCCTGCACCCTCACCTGAATGGACTTCCTCCTTGGCCAGGGCACTTTA 
ACTGATTTAGGCCGC^AAGGAAGTCAGACATGCCT^ 

GATAAGAAACATTTAGGATCTCTTTTCTTGGAAGCCTGCTACCTGGAGGCTTCATCTGCCTAATAAACCTTTGGTCTCC 
ACAACTTTTATCTTAACCCAGACATTCCTTTC^ 

ATCTACCTGTGACCTCGAAGCCCTCCCCCAACTTTGAGTTTTCCCGCTTTCCAGCTTTCCAGATA^ 

CTTACATGTATTGATTGATGTATTATTT^ 

TCTTCAGGACCACCTGAGGCAGTGTCAC^CGTGCAT^ 

GTCTCAGATATTTTGGGCTAACACAATGAATATGAAAA 

TCTCTGTTGCCCAGGCTGGAGTGCAATGGCGCAATTCGGCTC^ 
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TGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCAC^ 
GGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACTCCT 
ATTACAGGGCGTGAGCCACCACACCCGGCCAAAA^ 
TTACGCCTGCCACTAAGGGAGTTAGTTCCATTC 

GATAGTGGTTCACAAATTTGTCTGTTCCTTAAAATCACCTTGGGGGGCAGGCGTGGTGCCTCA 

ACTTTAGCAGGTCAAGGCCAGAGGATGkCTTGAG^ 

TCTAGAGAAGATAATAATAATCACCTGGAAATTTC 

TGAAACCAACTCAAAGACAACAGCGATATTCAAGCATAAGATGTAATAAAGGTTGTACACTA 
AATAAAAAGGAAGAGATAGTTACAAAAAATATAAGGAGGA^ 

TACTGAGTAGGTGTAAAATGCTTCTGATAATGTGTGAAAATTTATAATCCTTCGTATTATATGTAGGATAAACATAGGT 

TAAGACCTGGATTCTAAGGCTGAATTTAAGGCTAGTTTATCTCCATCCTTAGATTTCCTACATTTCATTTAAGAGAAAA 

TGTCCTGTATATTGAATATTCATGAAAATCTC^ 

TGTAATTAAATCATTTTTGCTGGCTCTGGT^ 

TAGGAGCTAATGATCTATGAGGACTTTTTTTTCCCCTACAGTAACGAGC^GCAAATCTGGCTGCACTTTAATTTCTCAT 
CTGCTGTCCC^TATTGTCTGGTGGTCAGTTC^TGATGTTACTAAGCTTGGCTTTATTGGC^TCTTTTGTGAGCTGCTGC 
TGCTTTTTCCTTGGCAAACCTGATTACCAAQCTATTG 
GAAGGTTGAGGGCAATTCATTTCTGAGGTAGACCTTTAGGA 

TACTTGACTTTTCTGGGTTCTTTTCACCTACTTACTGATTTTGAATAGTATAAATTCCTGGATAATTAATCTGGATAAG 
TAAGTCGTCACTGTAC CTCTAGAGAAAATAAAATCAAC CAAAATATGTTTAATTCTGTGCTCTGGGTTTCAAGAAAAC A 
AAAATGAATAAGATATAGTCCTACCCCCAAGGA 

TGGTGGCTCACACCTCTAATCGCAGCACTTTGGGAGGCTGAGGCAGGAGGATCACTTGAGCCTAGGAATTTCAGACCAG 
CCTGGGCAAC^TGATGAAACCTTTTCTCTACAAAAAAAAAATACAAAAATTAGCCAGGCA 

TCCTAGCTACTGGGGGAGTTGAGATAGGAGGGTTGCTTGAGCCCAAGAGGTCTAGGCTGCAATGAGCTATGATCACAGC 
ACTCCAGCCTGGGCAAAAAATCTTAAGTAGTCTC^GGACTGTACCACAGAGTATCGTAAGAATTCAGAGGAGGCAAAGA 
CCAAATTAGAATAATAAGCACATGAAGGCOTCCAG CTTGAACACTCTTTAGATG C 

TTTAGTTTAATGTGCCATAGTCACACTTTCTGTATTGGGAGTGTTAATGGGTGATAACTACTCCAGAGCTTTAGGATTG 
CTTCCAGTATCCCAGCAA^GCAGCCCTTTTCAACTAGAACCGTTTGCTATTACAAAAGAGAGGTGATCACTTGTGATTT 
CTTAACATTTCTTCACTTTGCCTCTGGCACTGGGCTTCTGAAAGTCCAGGAAAGAGCAATGACCT 

CAGGGGTATAATCCCAGCTCTGCCTAGCTCTCTGTGTAATTTTTGGTCAGTAATTTAACCTGGGTTGTGTTCTGTAAAA 

TGATGATATTGGATTAAATAGTACCTAATCATCTAACTTTTTCCTAATATTTTATTATTATAAAAAAATGCATGCCTCT 

GATGAATTGCCTTTATCTTCTTTAGTCATATTTCCCTAA.GAAGTGAATAAAAGATACCAAGGCAATG 

TTTTT CCAATCTGGATGTTTAGGGGATATCCTTGACAC CATTTGCTATTTTGAGTTTTCAACAAAGAGTTAAAAGAAAA 

TTCTGGCACTCCTATCTAGTCATCCTCTCCAGTTGGCAGAAGTCTTCATGTGGACTTGATGGTTGCCCAGAGCAACAAA 

ATATTAGGGACAGAAACATGTTCAGGGACTCGATTGTATAAGTGACTCAGAGCTGAGAGACCTTTTCCAGCTTGACTGC 

AGCCCATACTTAGCTAAAGTGGGTATTTGTCTATTCCTGTCTGCATACTGTGACTTGGAGATGCCTATTATTTTGCTTG 

CTAAAATATGGAAGCCAACCTTGAAACTGGCAGAGAAGAGTTAAATGATCAGAAGGCAATCGTCTTCATTCAGCACGTC 

TGACACATGAAAGATCATTAGGACTAGCAAATAT^ 

AGAACATCAAGAGAACTCAATATAAATTGAATATAAAAGCTACTATTCAAGGCCAATTATCTCTTTTGA 
CCCAATGGAGAGCCACTCACGCAAATCAATACCCTT^ 

ATTAAACTGGATTTTTAAAATGTTTTTCTGTCCCTAAACTCTTTAAATCCTGAGGTCATCCTTTCTTTGTTCCATCAGT 
CTGGCTCCATGATACCAATTACTCCAGCTTGTTAAAGCAGTTATTGGCATATGGTAGTCATGTCTTTTGTTTCTATGCA 
ATGTTTCCTOGAGCAAGAATTGGAGGGAGAAGTATTAGCCAAGTCTTGTTGCTTTAAGTCTCCTCTCTTCAACTGTTTA 
ACTAGGTTCGATCCTAATTATGTGTTTGGTTGGOT 

AATGTCATTATGGTAATAATAACAATTATACAATATTACTTTCTGTCCTCATTGAATGTCATTATGATCAGGAGCTGGT 

CCTCTTGGTTTGGACATTATWATTTGAAATGJ^^ 

TACAATAGTAACTCTTATCCCAGTAACCACAGCACCTC 

TTTCCTTAGGATC CTGGATGGAATTGAACCCATATACGTTACTTGACATGTGAAACACGTGTGAC C CTGGCAGATGATT 

TGGCTGACCTTGAAAACTACAGCTGTTTAGTCACT 

ACCATTTTATGCTGACTGGTGGAAATTCT 

TGGGTATTAATGTCATTAATTTTCAATA 

aacaacata<^tgtggctttattto^ 

CTCTACCCAAATCAAAAGCAGTCTATAATCTCCTGCAAAGATGAAAGCTTTTT^ 
TAGGCATTACATGGTAGAAAGATAGCATTCTGTTC^ 

TTTTAGCTAGAATATGGTTAGTAAATGAGTCCTGAAAATTTCGCTGTATATACCAAAACATGTTGTATACCATAAATA 
ATAAAATATTTTTATTTCAATTTT^ 

TTTACTAGATTCATAGGGCTTTTGTC^ 

CAGCAAGAAGGAGGAAAA^GAAGGAATAGTACACCCACTCCT 

TCTACTTACATCTCCTTGGCTCAAATTTAGTGTCTC 

ACACACACACACACACACATATATATATAT^ 
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AGCAAATGAGTCTTCTCGCTAACCTCTCCCTC 
ACTCACTTTGGGAAAATCCAGCTCTGTCAGTTTTA 

AAT CC CACATCACTTCAAGCTGG AATT C CAACAAAGT CAAGAC CTGTCAC CT CATCGGACTCTCAGAGCACTTGACAG^ 

TAGTTCCTGCTGTGCCCCTCTCTCAGTCCTCTTCATGCTAATTCCAAACCTGTCCTCTC^ 

CAGCTCTTCATCTCCTTTCAGCAAA 

CTACATCCTCTTGCCATAGATGTTATCCATAGGTCTC 

GATGACGTTTCCCTTCTCCCTCCTGCTCTAAGTCAACCCCT^ 

CAAGTCCTTGCTTCGTCTGTTTTC 

ATGTCTCTCACAATCTTAAAAACAATACACAGCAAAC^ 

TTCTTGATCTTCTCTTTTCAGTCAAGTTGCTCTACCTCCTCATCCCTATTCAGTCTGCAGTCCACTGTAGTACGACTTT 

CTCACAACACCTCTGTTCCAGCTGCCCTCCCTTGGTTGCCA^ 

TTCTTCTTAAACTCTTTCTTTGTTCATTTACTGAGTAAATATTT 

AGATGTTTCCAGACTCTTCTTGCTGCTCTGAATACTTC 

CTCTTAAATGTGAGTATTCTAGAATGTTCTTTTTGATTAATT 

GTACCTCATAGTTGTATTTTCCATCTTATGAAAGTC 

TTTCCAAATTTATTCACACAAAAGC CCAATGTCCATTGATATCCAACTCTTCAAATCCAATATGTC CAGAGCTGGACTC 
ACATATTTCTTTGCAAATCTGTTCTTCCTATCTCAGTTAG 

AATCCTTCTACCAAATCTATCTGTCTGTCTATATATATTTTTGAAACAGAGTTGTCTCACTCTGTTGCC 

TGCAGTGGCAAGATTTAAGCTCACTGTAACCTCCACCTCCTGGGTTCAAGCAATTCTTGTGCCTCAGCCTC 

CTGGTATTACAGGTGTACACCATCACACCCAGCTAATT^ 

GGCTGGTCTCGAATTCTTGGCCTCAAGTGATCCTCCTGCCTTGGCCTCCAAAGTGCTGAGGTTACAGGTGTGAGCCACC 

ATGCTCGGCCCCAAATGAATACAATTTTTATTTTATTTTATAACTATTGATCAAATCCATGCTCTC 

TAATATTTCCCTAGTTCAAGC&CTCACCAACT^ 

GTCAGTTGC^TTTAGC^TTTTATTTTAAAAATATGATACAGAATTGCGTAAAAAA 
ATATCAAAGATAAATATGGTTTTATAAAATTATTGATACACCCACAGACATC 
AAATGTATTTCTTACTATAATTTTTAAAATTAGAG 
CTCTGGCCTTCCATGATGCCAGCAAATTTATGTAGTTGA 

AAGCCTTCCCATCATCCATGATAAAATCAGATCTCTTTCGTGTGGTACCCAAAGCCCCTATCCAGATATGTATTGTACC 

TCCTCTCCAGCCC^GCCCCTGGCTGACTCTTTCAG(^GC^^CTTTTTCCACCCACGTGCACCA 

TTCATTTACTTGTACTCTTCTCACCATCT^ 

AGGACACCTAAAATTCAAGCCCAGTCCCCTTCCTCAGGCCGAGTCAGGCTCTTCTCCCAAACCT^ 

TAATGAAATTGCTCTAAAAATTATGGTCTATGCCTCTTT^ 

CACCAGTATAGCAATTCTTTTGTTATAACCAC^CAT^ 

TGTGTTCAATAGACCTGAAGTAGGGAAGATCAGCTGACTCTTTTACATCTCTTCTCAGAACATCTTGAAATGATTCTTG 

GGTGCAATATAAGAGCAAAACATGGAACAGTAGAAACCAGCATGGAAAACOT^ 

AAATGTGTCTCTTAATCCCTTTGGCAGAAGGGAGTAACT^ 

GCCCTCTdAGCAGAATGAGGAAAATGTGAGAAGCGATACCATTGCTATATTTGTTT 

TTACATGGTC CTGAACAAGGACATGTTTTTGTGAAAAGGACAAC ATTTCTTTT CATTTAAGAAA 

AGCCTTATAGTGGTCAATGAAGGTTGGCCTTTCAC 

CATGGAAACACTAGGGAGTCATGCCTGGGATCTGACAACTGTC 

GAATGTCGAGAGAGGTGGTGGGGGATTTTTGTTGTTTTTGCTCCTTCCATTTTCTTTCCCTCTGACTTGGGCTGTGGTT 
TCATTCATTCTACCTCCCCACCCCTATGCAAGAATAGATCTC 

CTTTCCTTTTCTTGAGAGGAGAAGAAGAACTCCACAGTGCTTTCCTTTTATGTTTTGGGCTAATTTTGTTGTGTTGTTT 
TATGGTCTTGAACTGAGAGCTGCCTCAGCACTCAACACCAGCCCCTGGACTGTGAGACTAATGAGAAAAGCAAAATGAC 
TTCAAGTAAAAGGAAGTGGTTTGTGTTGTGGAGAGAAA 

TCCCTAAAGCCTAC^GTTCGGTTAACACATTTCAAAATAACCGGTCAATTTAGTTAATCCCAT 

TACAGTAAAGAGGTAGGGCAAATAAACAAACCGTTTTTTGGATGACCGGTTTAGCTTCATGTATCCTTCGTCTTACTCA 
TTTCTAGGGAATAATTTCAACTCAAGGAAATC 

ACCTTTAAAAAAGGTATGTTCATACTCAACATGTTTTTCCAGCTGTTATTAAAGCA 

AGAAATCTTGATTATAATGTGGAAAAACTAAGGTTAAAATT^ 

CTGAACATCTCTCTTTCCTACTTCCTCCATTTTATT^ 

ATTCTGTGTGCCAAACACTGTGCTAAGACTGGGC^TGCATGATCACATAAGGTAGGTAAAATTATTAOT 

AGAAGAAGAAACTGAGGCTCAGAGAATTTAGGGATATGTCCC^TGGTCATTATTCTGGAAAGCTGTGGAGCCAGGCOT 

AAAACTTGGCAGTTATATTTCAGATTCCAC^ 

TTTGTTTTCTCCGATCTTCTCCTTTTCACATGTTGTCTACTCTATTCTCTTC 

TTCTTTTTCCAGTCTCTTCCCTCACTCCTTCCCTTATTTGTCTTGTTTCCCATTCTTTGTCTAAATCTCCTCTTTTCT 

TCCCTCTTCACCCTATTCATTCCCAGCT^ 
AGCATCACCCAGTCCAACTCTGTCCCATCTGTGATTCCT 
TGGTGCCCMCTTTAAACACAAGGCAAAGTGAGGGTATGTTC 
GGGAGTACCATCAGTGATTATAAAGAGGAATTTCATTCC 
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ATAGTTTTTAGTGACTGGAAAAAGATAATGCCTCCCT 

AACCAACCAGATAACTGTGAGATCCCAGCCAAGCACAATTTC 

TGTAGTACTTTGGACTC^TATTACTGkGGTGACTATC 

GAATCAAAGCTATTTGGTGACTTTTCCTGGi^^ 

CACAGAGTAAGCATCTTTTCTTTACATAGTAA^^ 

GCTCGGTTACCAGAAATAACTAGATCAAAATAAATGTCATTC 

GGGAACCATCAGAGTTCTAGGCACCTGAAA 

CTTTGTTTATTTATATATCTC^ 

TGCCTGAGTTTGTACATGGCTTGCCATAGCTC 

CTCTTGACACCAATTACCTTAGTTGCAATTTCCCATTTATAATTGCAACTTGAGCCTACAAAT 

GTAACTTTCCACTGTGGTTAAATATTATAGATTATTGGCTGCTGGTAAACCCATGAATTGCCTGCCTTTGGATTAGATA 
TTCAGACCAGGTCCATTTAACAATTCAGACATTTCT 
ATCAAAGCTCTTGAGATACATTGATGACCAAAAAGAAGCAT^ 
ACASGGCGAGATATGCACTGTATTAATGAAATAATCTGTACTC 

GAAACATTCTMTAAAGGAAAAGTGCGGAAGGCCCCCAGAACGTTCCAGTCTACACATGCTCCTGGAATTTTATGGGAAA 
ATAAAAAGTCTGTCAGAATGGATCTTTTGAGAAGAT^ 

GCCAGAAGCCATTTCTTCCATTGTTGTGCTCAGTTTGCAGTGATACTACTGCAGAGCTTGAAAGGCAAGTACTGGCTTC 

TCTTCCTCTTGTTCTTCCACCCAGAAAAACCATCCTTATCCTCATATTCCTCCTCCACCTTCACCACCACTACTACCTA 

TTTTGAGGCTGCCACCACCACACTATAACATATTCCTCCCCGCTC 

ACTCTAAkTAATGACTAATCGATTAAGTT^ 

TTGTGTAGCGATGGCTGGGCTAATTTCTGCATT^ 

ATAAGTGCTTAGATGGCACAATAAAGATATTCAGGTTAAAAAAAAATCTAATGAGTCTGTTGTTCCTTTGC^GGCCTA 

GTGATAGGAACCTCTTCTTGGAAATATTTGTTAAGCCATTCTCACTTGTAGTCACTCTTGGTACCAAATCTGTTGACCG 

AAAAAAAAAAAAAAAAAAAAAAAACTCGAGGAGAGAGGGAGAAAGGCAAAGTTACTCTAATGTTTTAACTA^ 

AAC CACGGAGAACCAGCC CTAGGAAC CAACACTAAAATCTTAAGGACTGTTTTTTC AGACTCTGAAAATTCTCCTAAAT 

CTCCATTCCAGTATCATTCAAGCTCTTTACAACCGCTGTTTGTCCTTAGGCTGTAACTTGTGCCTGAAATCCCACTCTA 

AGGTTCCCTTGTGGTATTTTTAATAGTGTTTGATGCTGCAGCCAGCTTCTCTGCGGTTTGGGAGTTAAATGGGATACAG 

CAATGTGGTGTGCTGTAATGGCTCTTGGAGAAATGTTAGGGC^^ 

TGGTCCTTTAGTGAAAGAGCGTAGGAAGGAAGGCTTAGAGAGTCTTACTGGCTCCTAAGTGATTAAGAAGAAAC^ 

ACCTGAGTTTGAAATTCATTTTGGACTCAAATACAGAGTATTTACTTTAAGACACTGGTCCTTAACCACCTGGTTCTTC 

CCTGTTTGCTTTTCTGCTTAGTTAAGCCCAAAGATGGGTGTTAGTTTAAGAGAAAATGGTACTAAAAGGGAGGAGGGGA 

ATAATTAACACCTTTGCTTAAAGCACCAAATCCCATGAGCTGATGATTGCCTAGGTTAGGCAATGACTACTACCACTAC 

TACCAAACAGGTCTGGCATCTC CTATTC CTATCCTGACACCCAGGCC CAAG CTGAGCACAAGCATTGCAGGATTCCGCA 

GCCTAATGTCCGTCAGCTTTTCCTTTGAACAGTGGTTACATATCGTTAGTGTATTTGAGTCAAATGTGGGTTTAAGGTA 

GTGGAAAGACTTTTTTCTGCTATTGAGAACAGAATCAATTTTTTAAAATGTGTATGTACACACACAGATACAC^ 

ACACACACACACACACACACACACACACCGCTATATAT^ 

GAATAACCTATCATCTACGGAGTTCCTATTTAAAAGTTTTCATTGGTAATGGATTTATTCCAGACAGGACAGGTTATAT 
GTAAAATACAATTCGTAACCAATTAAAACAATAACAAATAACTTGTGCTGAGTGGTTACCATGCAGGTGCTGGGATACG 
CTTTCTCTCTACATCATCATTTCACCCTCTCCACACTGTTTGAGGTGTGGATCTATTGTCATTGTCTCCATGCTATAAA 
TGAGATGAGGCACAGATGTTTTTTATTATCTCCATGA^CAAATGAGAGCACTGAAGCTTAGAGAAGGAGAGAAACAAC 
AACTTGAAGGTTTAGATACTGTTTGAGGAGTTATAGTAAAAAGAAAAATGAAAAGTCCTCTCAAGTTCCACTGAAAATC 
TTATAAGTGTGTTTCTTTCCCACTTTTGCAATATAATTTTTCTCTTCTACCCTCAACTGAAATAAGGTCACACAGCCTA 
TACAGTATAGAACCAGGACTCGAAGGTCACTGACAACAAAGTAAAAGTCAGCAGTTTTGGAAAA. 

TCCTAGCTGAGGATGGGTTACCTTCATTAGTGACATAACTATGTCACTTGAATATCAATTATTGGCTTGAATATCAATT 

CATTTCTCTATTAAGAAAAAGAGGAAATAACTCAGATATAAATGATGGAAGTGGCTACTGAGTTAGGAAAACATTTGAA 

AATCACTTTATACCAAGAAATCACATTCTGGCAGGCCTAATATGGTATAGGAGATATTCGTAACTGGTTATCTTCATTG 

AAAGATTATAGAGACTAGAGAATAGGAAGGTTAAGTAAAAACTC 

AACCAAATACTGTATTTCGCTGGACTTTATTGT^^ 

ATACAGTTACTAAGTTAAAGCTCTTGCATTT^^ 

AGAAGTATATGAAATTCTAAATGCCATTTAATTAAAGTGTTGAAAGAGTAGAGATTTCAACAGTATCAAAACTT^ 

CTTCAAGGATCAAAGTAAAGGTGAGTTTATAGAATGC 

CCCAATTCAATGAAAAATATAGGC^CTTTGTCAAGCAATC 

AATAATTTGAGGGTTTAGAAAATGTTTGAGGTTTTTTTTAAAAAAAATCTTCCAATTTAACTGAAAACTCTTGT^ 
CTTTCTACTTTTCAAATATAGCCTTTGTC 

TTAAAACCATTCAATATTTTAAACCAAAGACATTCAATTTTTA^ 

GTAGCTATACAGCAGTGGTCCCCAACCTTTTTGGCACCAGGGACTGGCTTCATGGAAGACAATTTTTCCATGGATGGTG 
GGGAGAGGGGTTGGTTTTGGGATGAAACCACCTCAGATCATCAGGCATTAGATTCTCATAAGGAGTGCACAACCTAGAT 
GCCTCGCATGCACAGTTCACT^ATAGGATTCACAGTCCCACTGATCTGACAGGAGATAAAGCTCAGGTGGTAATGCTCGC 
TTGCCTGCTGCTCACTTCCTGCTGTGCCACCAGGTTCCTAACAGGCCATGGACCGGAAGCAGTCTGTGGCTTGGAGGTT 
GGGGATCCCTGCTATATGGGCCAGAAATGTGAAAGAGGTGTTCAGTGGGGAGTATACTTCTAACTTGAATACATTCTTT 
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TCAGC^TTTCTACTTATTTTAT 

TTTCTGTACAGAGCCTTATTCAATTATACTAC CAATGTAATC CTATTGC ACTGCTCAACAGAATCAGAATAAGAAG AAC 

TTCCAAGTACAATTTGAAAATAAAAGTATCTTTCA^^^ 

AATCAGACCACTTCCATTTCTTGATGAAAC^ 

AATGTGGCACTTCCATCATACCTTGCCTGTAGTACC^^ 

GATTCGTATGCTTCAAAATTCAAAACGTGCCCTAGAAAGGATC^ 

TCTTATGCATATACAAGCAAAATACATATTGGCT^ 

ATTTCAAAGG TGTCTAT CAGAAAGGAAAAG GAAAGCTTC CTACAGTTATGTGTATATTTT^ 

AAGLAACAAGATATTGGGTGTGTATGTATATATC 

TGGAGTGCAGTGGCAGGATCTCAGCTCACTGC^^ 

AGTAGCTCGGACTACAGGCGTATGTCATCACGC^ 

GGCCAGGCTGGTTTCAAACTCCTGAACTCGGGTGATC 

GCGACTGCGCCCAGCCAGATTTTGGGTTT^ 

TGTAAATGTGTTTATGTTCACTAGAAAGACC^ 

AATTAGGGCTCGATAATATTAGATATAGTATAACTTTTATGGCATTCACACATACTCTTGAGGGATACCCTTTGCAATT 

CCGGAATAGTGTTTTTCTTGCTTACTTC^GTCGATTTC 

TGTAAAATTGCATTTTAAATCCATTCATTGGGAATCTCACTTCT 

GTAACCGAGCTGTTCAGTAAATTTCTTAAGATTATTTTCTCATAACCTCTGTACATCAAAAGTGAAAAGAACCTGTCCC 
CTTCTCTCTGTATGCAAAATTCCAGAGAAGCACCAAGAACCAGAAGAA 

AGC CTGC CAGCCTGGGTTTAATTTCACTTTCCCAAATATTTACTTGGTAAATTCAGAAAAATCACTGG 
CCTC^TTTCCATTACTGTCATGTGGGATAGTGATAACACTATGGATCATTACAAATATTAAATTAG 
TGCTCOUUUIGCTAAATTATTGAGTGCTCACAAAAA 
TTAAATTCACCCTTTATTTTCTTTGAG;^^ 

TCTGTAATAAAAACAGCATATTAAACATACCTTTAAAAGAACAAAGACATTTATAAAACAATAA^ 
. GGATGGTTCCCCCCCCCCCCCCCATTAAACCCTATTAAAGGGAATACGGTCTCTAAAAGGGAAATCCAGAGACCTGTGT 
ATTCGAGTTATAACCCTGGGTCAAGCAACTTAACTAGGCTGATATTTTGGCTTGATGTGATTTATA 
GCAATG1ATATTAAATCCGTACTTTTTACT 
TGTTGTAAACTTCATGGGGCTTAGATATAAACT^ 

GTCCTGTTATATCAGCCAATTAACTATGAAGCTAATTTTAATAACTGAAATATCATAGAGGTTAATATTCAAAACACCA 

CTCATCTTTTTTCTCATTGAGTATTA^ 

ATTTTGTCATCTCTGAACATACCATTTACAG 

GATGGCTAGAAAGGATCTCACTGATCATCAGTGCAAGGATTGATTT^ 

GTGACTAGTCTCAGTACTCAGAGAGGTCATGGTTGGTCAGAGGTCAGAACTCACATCTCCTGACCCAC^GCACGTTTGG 

CTTTGTGCACAACTGACTGCCTTAGTTAAGGACAGATAATTCTTTTCTCTTTAACAATAGAAAATTAGACTAATTAAAG 

TCATAAAAGATGTTGCTCCTTTATAAGCCATAGAGAAACCCCCGATGGTTTCTTTATTT 

ATGTGACTAGCAGCTATAATTGGATTAAAGTGAAAACATG 

TTTGATAGCCAGCTTCAATTGCAGATCGTGACAAGCAGTG^^ 

ATCACAAGCTTTTCCAAGTTCAAAGCCCACCAATTTATTATTGGTTCCAAGTTCTAGGTC 
ACATCAAATACTTGTTACAAAATGACATTTGAATGAGATAATTATAAATAGGA.CTAGAAGCA 

CTGAACACTAATTTTCTTAGGTAGGATATTGGGATGTCCTTTGCTTTATCACTTTGCAGTGATGTGAGCAGTATGAGAT 
ACTATGTTTTGC^AAACTGTATTAATTAT^ 

GTACATATTATTATTTAACCTTCACTGCTATGCTTGCAGATGGATGTGTGGTATATTTTAGTTAACTCGCTC 
TGGACAGTAAGCGGTGGAGCTGAAGTCCAGACTGGGTGk^ 

ATATCTGCCCATGCTATACATCTACTTGATCTTTAGGTTGATTTATTGATAGTGACATTTAATTTTTGTTTTCTTCAAA 

ATTAAATTCTTACTGTAAAACTAGTCAAGGCAACTGAAGOT 

TGTATTCTCATTCCAAGATGAGAAGGGAGGGAGKjGAA 

GAGGGAAGGAGGGAGGAAGGGAAGGAGGAAGGGATGGAGG CAGGAAG TAAGGGAAGGAAGTG AAGGAAGGAAAGAAGGA 

AACAGTAAAGGAAAAGAAAGGAAATAAAAAGTAACTTCATTCCTCT^ 

AAATAAAAATACAGTTATTTTTCATGA^ 

TCCATTACTTACATTTCTTTTTTTGA^^ 

CACTGAAACCTCTGCCTCCTGCTTTCAAGCGAl^ 

ACCACGCCTGGCTAATTTGTTGTATTTTTAGTAGAGATGGGGTTTCACTCGATCTCCTAACCT 
GGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGTGACCAGCCCATTTCATTCTTTATAACCA 
CCACCTAGTTTGAGAACCACTACTTTTGTGTGG^^ 
TTTAGCAAGAAGTCAAGCCAATCAATAATTGCTTC 

TGAAGGTTACMATCTAAAGTTTGCTTTGAGATGGGAATAATACGTAGTGTTGGGGATTATTC 
ATTGGAAATTAGAATTGAAAGTGGGAAAGTGAAGGAGGAAAAAATGAAG 

CTCTATAGGGAGGAAAGGATGAGATGC^TTTCAGAAACAAAATATTAACGTAAACAGAAAAAAGAG 

CAAAGCCTAAGAGGGCTAGTGGAATGCTAGAATGAACTCATTO 

AATOTCATC^CTGTTATTTTTCTTACCT 
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ATTTACCTGAGTTTTCAGGCTTGTGC 
• ACGTGGGTAAGGAAAAAGTCAC AGCTGGC C TTAGAAGACACAAGTTAAC CACATC C CATGGGTCAGTGGAAGAAAACAA 

GGGAATAATTAGAAAACTGTGC^AGATCAGAAGGGAGCCCCTGAAGCTATAACTGCAAGAACCTCCAGACCCTATTGCC 
TTTAAATCCCCTTTTAAAAGGCACCAAGTGAGGAAAATTCCAAGATGAATGGGTTA 
TAGGCTGCCTGCCGATGTCCACAAGATCGTCCCTTT 
AAAAATTTCATTTAGCATTTAAAAATTCAT 
TATAAGTCTCTGTAACACAGCCCATCTGCTTT^ 
- ACCACATTTACTTTC CAGGAGAAGCCTTTCACCAACTTCCTCAGAAC CTCCAAAACAC CAAGGAACAAGATCCTGAAAT 
TGTCCATAGTCTTAACTTTGTTAATAACAGACTGCATGCCCCTGGAAAAACTATTTCA 
AAACAAATGTGGCCTAAAATACTTTGTAAGATGGT^ 
GCAAGTAGGTTTGGCTACAGATAAAGAACAGAAAGACTTAGACAG 
AAGTACAAATAAATGGATGTCTAATTGTTACTTTTCAGGTAGCAACAT 

AAATCACTGAACAGATTGCCATTTAGTTTACATTTTCTTCTCACCTGCAGATCCTGAAACCTCTC 
CACATAAGTCAAATATCCATTTATAGTTTTO 

AAGTAGCACTTGTATGCATATATATAATTTTTATCTTTAAAGGAATACGCTGATGAOTCCTGACTCTAGCCAGTC 

GCAACCTTCAAAGGATTGTCTCCTTGGCCCTAAGATGT^ 

TTACATCTCTTCTAGTTCCTGTACCATA 

ACAATCACTTGTATCTACTTGAATACAGATGTCT^ 

ATATTGTTATTAAATTTTCTTAAAAATTGT^ 

AACTTCAACACT CTCTG ATTTTGGTTTAC CATTTTCATTTGTGCAAAATGAATGTGTACATAAGAATCTGTATTTCCAA 
CCCAAAGAGGCATTATAATGACCGTTAAATTTTCC^ 

GCCCTTCTCACTCTTGTGTTCTTTAATTAGACCCAATGTGCAGGACATGACTTGACTGAAATTTATAGCCACATTGAGA 

CATGCAGCTAAAGAAAGCTCTTAGACCAGGCATCATCTCAAACTTTTAAAGCAATAGGATCATTTGACAGAAGT 

TCGCTATAGTAATTACACAGGTGCAAGTTATAACTACTTAATCTGCTCCCAGCATCTCTGTTGCCCTTG 

TGTCCTCTAGCCAACATGGCTGTTCATATGGGACTGAATCTGCACATATTTGAATTGAGTTTTTCAAGTTTAGAAATGT 

GATACTATTTTACCCTTATGTGCCTTCCACAATCCTACTCCTCTCTTAGGTGGATCAGAGTTTCTGGAATCCAT 

TTAGTTCTGC^TTTACATCTCAGACTTACATGTTTCTAGGCATAAATGCAAGAATGACAACATCAAGGCCTATGAAAC 
TTAGACTTGTATGTATGTGATGGTAGACATTC 

CAGTTTCTCAGTTCCTCCTCCTCCACACGACAGOT 

AGTCCAGGTGCAATAGCTCACACCTGTAATCCTAGTATTTTGGGAGGCTGAGATGGGCAGATTGCTTGAGCCCAGGAGT 
TTGAGACCAGCCTGGACAACATGGCAAAACCCCATCTCTAC^ 

CAGTAGGTTCCAGTAGTCCCAGCTACTTGGGAGGCAGAGCCTGGGAGGTTGAGACTGCAGTGAGCCGTGATTGCTCCAC 
TGCACTC CAGC CTAGGCGACAGTGAGACC CTGTCTCAAAATAAAATCCAATTATGATCATACCTCTCTCCTGTTGATGT 
CCATCAGAGTCTG(^TGCCTTCAGGGTAAAGTTTAAACTTCCTTCTAGAAACAATGTTCTGCGGTAAAATGACCAG^ 
TCTTTGGTATTAGATACACCTGGCCTp^AAAAATGGGTCAGCCCAGGTATAACCTTCCCCATCTTCTGTTTCCTCATCT 
GCATAATGGAGTAACAAACATTGTC^GGAAGOTACTGGAGTAATTGTGTGAGATACCAAACATA 

AATAAAAGCTGAGTAAATGTAAATGTCCTGTCTTTTGCCTTTCCCTCATTGTCTGCGACTTACCTTTCTAGGTTCCTTT 
CTCC(^VTGTGCATCCCCTTCCTTCCAAAGCACTCATTGATTCTAGCCTGCAGTGTATAGTTTCCTGATCAAGCCAAGCT 
CTCCCACACCTCTGTAACTTTTGCGTATATTGTTCAGTCTCCCTGTAAGTCTTCCCTACCTTCACCTTTTATAGAAACT 
GCAGGGTACCTACTTGCCCCTTGAGATAGCTATTCCTGAATTTCTCCCGAATTTAAGCATTCCTCCTCTATACTTTCAT 

AAATCTTTCACACACCTCTTTCATCCTACAATGTCATAATATTAGTTGGTTTTATCTGTCTTCCTTAATGTATCCTTAA 
CTCCTGAGAGTGGACGCTACATCTTAGTCATCTATGAAACCCCAGA 

CCTAGCAAATATTGGTTAAATGACTGAATGGATGATACAGGGGGCAAAATAAATATGGTTTTAGAAAAGTGGCATGGCT 

GCTGATCTATCAGTGCAAAAAGGAGCACACCCACCCACTACATGGCCAAAAATGTTGAAGGCAAGAGACTAGATGGCTT 
GTGAATAATATCAAATGAAGTTGTCTTTCTGTA 

TGAGGAGTTCGAGACTAGCCTGACTAATATGGTGAAACCCCATC 

CATGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAGCCCAGGAGGCAGAGGTTGCAGTGAG 
CTGAGCTCGTGC CACTGCACTCCAG CCTGGKSCAACACAGCGAGATTCCGTCTAAA^ 
GTAATCAAGCTAAAATGGCTTTGGCTTTCCTT<^ 
ATGATGAGAAACTVCATGCACTAAACAGCT^ 

AAAAGTGAAGTAATATGTATCCCCAGTGTTTAGCTTTTCTCTTGCCATGGATACTAACAGTGAGATTCCT 

TTCCTTTAACCTCGTTAGGGTTGCTAGGGGCTATTGTC 

TTTCTGCCATTAGCTATTCCCAGCAGAGTATTCT 

TTTTAATCCCATATTCCCTCAGGGTTGGCGTTTTTCTCTCTTGAAAGTTTCCCCCTTAAGGCTGGGCGTGGTGGCTTAC 
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCAAGAAGTCAGGAGATCCAGACCATCCTGGTTAATACG 
GTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCACGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTAGGGA 
GGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGCGAGCTGAGATCTCGCCACTGCACTCCAGCCTG 
GGCGACAGAGCGAGACTCCATCTCAAGAAAAAAAAAAAAAAAAGAAACTTC 

AAATTAATTTCATAGATACCATTTCCATTTTTCTAATGAATAATACTGTATCCTTTCCTATCTATACCATGAA 
CTTTGCCTTGAAAACCCATTTAGATTTATC^T^ 
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CACAGTTCTTTCAGAATAGCTTCTTTTCT 

TAAT C CAAGAGGTCACATCACTAACGCAAAC GTAGAAATCTTTGTAC CAAAGGACAGAGGTGCAAGGGAAG TCGGGAGT 

TGTGGCTGTGGGAAAGTGAGGAGGACTCTTTGGCATCT^ 

GTTTCTCAGTTTCTCTTGTGTOTACGGTTCATGCTTAGGC 

TTCCAGTTTGCCTGGCACTGAGGGATTTC 

AGGACAAGTTGGTCACCCTACCTTTCCCTTGCTC 

CITCAGTTCTTCGTGATTTTAACTGTAT^ 

TACAGTAAATGTTATGTGACAGAGCAGGATAGCAAAT^ 

CGGGAGTAAAGTGTTAATAGTTTCTTC^^ 

ATTTAATAGTGTATCTTGGGGCCCTTTTGTATGGACT^ 

CACATAGTATTGCATTATGTO 

TACAATTAATACAAATAACACTGCAGGC^TCCTTGTGCCTC 
CTGTGAAACTGAATTTAAAATTTTC^TAAATAT^ 
ATCATCACAAGAAATGCTTGTATTTCTAT^ 
ATTGCAAAGAAAATTAGTCACCTTTCATACA^ 

TCTTGAGGAGTTTATTTTTTATGGATATGTTAATGTTTTGAGTATATTAAGAAAATGAACTCTCCTCAT 

TTTTCAAAAAATTTTAATTTGTTTAGGGTTTTTT 

TCCTTTCAGATGGTTTCTGGACAC^ 

TAGATTCTCAATAAATGTTTTTTAAATAAATG^^^ 

TCCTCCTCATGCTATGTAGAGATTTGCAA^^ 

CAGGCAGTGGTTTTTCTGTTTTGTTCAAAATGATGTCCCTATCATCTGCATAGTGCTGGCGTATGGGAGATATACGTAT 

TGAATGAATACATAAATATAGAGAATAATGAGATAAATAGAACGTGGATTATTTGGAGTTCATCCTCCTGAGCTAATGA 

TGGGCATTTCTGGAAGTGCTGGGTTGCAAATAAGTCCAGACCAGAGAGGATTGTGTTTAAAGGCCCA 

ATAATCCTCAGAAGCTCAGATTTACTTTTTT 

TGACCATG^CCCGAGAAACAGGGACCACATTTAATTC 

TAAAAATTTCCTAGAGAAAACAGCTTTTGCTACTACTTGCCAAAGTACTCATAAAATGGACTGATTGCT^ 
AACAAAC CAAATC AAAATAAAATGAACCAAAAAG CAACAGAAATAAATGTG CCTTAATGTAGTTGG ATGATTA CCACAT 
CTACTCTCCTCAGACCACGAGCCTTCAGAGTAAGGGCACATCCTTCCAAATAAGTG 
GAGGTGGA&CCCCTTCAATGTGTCCGTTTC^ 

TTGCACATGCATTATGTAACTCATTGCAACCCAATAGCTGAACTCATGGTTTC^ 
AAACCACCTGTGAGGCGCCAACTCAGGAAATGTGC^ 

AGAACCCTGAATAACAACCTAGAGCTGATACATTTGGAGCCATGAGGAAAAGTATTCCATGTAAGTTGAAGGAAGA 

CAGTCAGGAGCATTGGTGTTGAAGACCACCCTCT^CTATGAGAAAGGGTCATATATATAATGTGGAATGAATCAGAGCTA 

CCACTGTGGGTCCCCTGTTGGAAAAACTGCAATTTTGGATAATTATGTGCAAGCAC 

ATCC^TGTTTAATGTGAAAATTGCATTTTGTTGTTTGC^GAACCTCAATATATAGCTTTCTCTATAAAATGTGGGCATA 
TTTCTGAAGGAAAGAAAAATGCCAGGGTTTCGTTTTAACATCCTGTTACGTTTTAGTTAAA 

TTCAAAGAGAAAACTGTCTCTCTCTCATAAAATAGCATTAAGTGGTTCCAAACATATCTTAGGTTATAATTGAAATTGG 
ACTCTGTGGAACAAAATTAATGATGGTTTGTTCTC^ 

TAAGGTGGTAATGTGGTCTTAAGAGCTTCCACTACTGAGAGAATCCAAGGAATCATAGATAAGTAAATTGATGTCAAAT 

ATTATGACTTTTTCTCTTTCATTCTTGTACTGTATCTAGTTGCCTCATCTTTTTTTCTAAATCTCACAGTTTTTGATCA 

AATTCCCTAGGGACAGCTTACATGCTAGCTTTATGAGGGAGGTGAGTCATGCAATCCCAAGAAAGCAAAAGTGGAGTTG 

AGGGGGTGAAAGGAACAGCAGTAGGGAAGAAGAGAAACCATGTACA 

CAACAACAACAACAACAACAACAACAACAA^ 

AACATTCCACATGGAGAAGAAAGGGTGAGCAATTTTTCTGTGCATAGGTCTTTTGTCTC 
CATGGTACCCTTGGCCCTCCCAGAGTCCCTGGGGAATAC^ 

TGAAGTCAGAGGCGATTGC CCACGCTAAGCCCGC^ CAGTGATAACCG 

CTGCTTTACTGGGGCTGCTGTGGCATGCCTGGGAAACTGGGAGAGTGGCTTATGCCCAAGGGGTAGGGTGGGCAGAGCT 
GACCTGGGGAGGCCACAAAC^GGACCTAGTGT^^^ 

TTTATTAAATTAAGCTTTTGTAATGTCCTGATC 

AATTTGTACCAGGTGTTGTGCCAAATGCT 

CAAATGAGAAAACTAAGACTTAACTTGCTTATTCTTCACCAAGGCTAGGAAGTGGCAGA 

CTAAAGCCATTGGTCTTCTATGCCATAGAATC 

GAATTGTAGTGAGGAGGAAAGTTTTTTCTGTT^ 

TTCAATTGGCCAATGGTTGGAAACAGGCAATTTTCAGAGATTTTGTG 

ACAGACAGAAAAAAATTGAGATTAATTTTTCAATTCTCTAAGTCATAAG 

ATTTTTTATCCCAATGTATTCTOTGACATACACTGGTCATAATGCT 

GCAATGGGATGATTGACCTTCCTTTAGCAGAACAGTGT^ 

AACATGATCATTTCTACTTGTGGGTTTGGACTGACAAGGACATTTCTAGTATATCTTGTTGACA 

CTAAGCAAAGCTGAAAATGAATGCTACTTCCCACAATCAA.GTGGAAATGTTAA 

GAAGTCCTATGCCTGTATATGTAACAGGAATAGCAAA 
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TATGTATTCGTTAATTGCATGCTCCCC^ 

TATTATACCATTGAATAAGGTCCTCTGGATAGTT 

ACGTAAAAGTTATTTAGGTCAGTACTTCCCCACAT^ 

CTGCAGTAAATAAAGGATGTGGCTTGTGTTCAGTCTCCCACCCACTAGCGACAAGAGCCAAGGGAAATCAATAGCTTGG 

CTCA.CCTGTCATCTCCACTCTTTGGCACACCATTGAGAAGTCTAATATGTGCAAAGAAAA 

GTTATACCTTTGCTTATTCCAAAGAACGGTGGGGGAGTC 

ACATTTTAACTGATTTCTCTTATAGTAAAATTAATTATATATTAGCTTTGGGGTATACAAAATTGCACTTTGATAATAA 
TATTTAGGAATTGGCAACTTTGTGGGCAAAGTTGTC 

AGGAAGGATTGTAGGTTGGAGCCATACGCGACTAGAAACT^ 

ATGGGAAAACCCTGCTAAGTCAATGGTTCCCAGACTTTGGAATTTCAAAACAAAAAACTGTGAGG 

ACCAACTCTTCATTTTTGCCAAACAAAACTATTTTCAACAGAACACACTAACATATACTG 

TGACATTTATTTTCCACATTCTATATACTTTTAATATGCAAAACAAGGACAAAAAGGGCAGTCATCTCCC^ 

TTAGAAATCTCTCATTAATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTAAATTGGCC 
TTATTATTTCTTTAAATTTAACCAAGGGCCAGTAAAAC^ 

TTATGATAAAGTCATTCATGAGGAC&TAGAGTTATT^ 
TATTGGACAAGACAACAACCCAACTTTAT^ 

TGGTACTTGTGTACTAGGCACTGGGATGGAGTTGGGGATACGAAAGTGAAAAATATAGTCACAATTTCTACCTTATACT 

CTAGTAGGGGAAAGAAAAACAAAATGTATGATTGAACTGCCTTAAGC^ 

GCATATAACCAACTCAGAAATCAGCCTTAAACTGAGACCTA^^^ 

TCTTTTTTATATTCTAGAAATACAATATCATTGAGCAGATAGATTCCAAAGGGCCZATCTTCTAGCTGGATGAAATAGAA 
AAGGGCACCCYTTCCTCAGGCTAACAGCCCTGCCTG 

TGGTTTTAAAGAAGGGAATAACATGACCAAATTTC 
ACCTTTTCTTTCCATTCACTT^^ 

AAAATTTTTACTAGGTAGGTAAGGGCAGGATGATTCCATTAGAAACAAGAACTTTTTCTCCAGTGCT 

GATTGGTTCAGGGCTAAATCACCAAGATGAATACCTTCTTTTGATTCACACACCCTTTTGACATCTGGGTTTCCCTGAA 

TCATATGCAATCTAGGACTTACGCAGACGACTCCAGTTTC 

CTGTAATTTGCTTCTGAGTTAAAATGCTATTAT^ 

TTTTGATAAATTTTGTTATTAATGAAATTAACTCAATTTTGTAGTAACATAGTATACAGTGAAAATGTGCTTTACGAGA 

TGCCGTGGGCTTGTCTCTCAAATGGACAATGAGGCTTTCCGAAACCTTTGTGCCTTTAAGTTTAAGGAATTGATTTGGC 

GTCTTATCTCAGTGTACACAAAGCTTAGTTATC^ 

TGAGACCACAATTAGGTTTTGTAGCTATTTGACATC^ 

GGCCAATGATCATATATTTGGCTTAGCTTTTCACTAGA?^AAATTCTTTAAAGAAATATTGTCCTTCCAATTTTAGTGGT 
ACTGAGGAACAGCTCTGGTTATAAGGGGGGAAATACTATATGTCCTTTGTTCAATCTTACTAATCTTTATTAATTTTAT 
GATTTTCCCCATTTATTTTTTAAAAATCATTAATAAAATTATCCTTGATTGAGTTTCTCCTATGTGCTAGGCATTGTGA 
TAGGACTTTAGTAAACATCATCTCTAACCCTTTCAATAACCCTGCAAGGTAGGGT(^TATTTTATAGATAAGGAAACTC 
AGGCTCAGAGAAGTTATGTCTTGAAATTATATAGTAGCAAGTGGTTAAGCCAGGTTTCCAACACAGGTTTGTCTGACTC 
TAAAACCAGCATCTGCCCCCATCTCCTCACCAOT 

AGGTGATTTATAGAAGCAGTTACAGTCCTCTGAAGAGAAGGCAAAACTATTGGGGATAGGGAAAAAGTAACTATAAAGA 
TCATATTTATATAATCGAATATTAACTTAATC 

ACCATGGTGAGAGCTATGTAGTAGATGAAGCAGAATGATGGCTGGGCTCAGGGAGCTCATACATTTGGAACCCAGATAA 

ATCTTTGCTCCTTCTTCCCAGAGCCCATCATCACTTTTTAAAAACACGTCTTTGCTGGGCTCAGTGGCTTACATCTGTA 

ATCTCAGCACTTTGGGAGGCAAGGCAGGAGGATTACTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCWACATAGGGAGA 
TGCTGTCTCTACAAAAAATAACAAAGAAC^A^ 

TACTTAATAACCTTTACACTAGTTGTGAAACTCACTGAAAACAAAGGAGAAACTCATTATAATT 

GAAATATCACTTTAATCAAAAAATTAAGAAATATTGCTCAGATTTAAAAGAAAAATGGAAACTCCCTTGGCAAGTGGGT 
TTGAGGTTTGGTCATTAGGTTTTGAATAATCAGGAGCTATGTGTTGTAGTAGGAAAAGCATACCATTTAGAGAGAGACA 
GCTTTAGTTTGTCAGTCCTGCCTCTTAATAGGTGGATGACCTTGAGTAAAGCATGACGCAGCCTTTGGGCATCAGTTTC 
CTCACTTAAAGGTAGAAGGGTTGAACGAGGTGT^ 

ATTATGTTGCACATTTCATATGTTGTTAAACAGCTTCTCTCTGGAACAGTTGCTCCTAATCTCCTAATAAGCTTA^ 
GGGTCACTCAGCAATCTTCAAGAGAAACAAACATT^^ 

AAGATTGGTCAGATGAAATCTAACTAGACATGTATCATTCCATCATCAA.GCGAAATGACCTTG 
TTTGAACTGTAGACATTTCCCAAATGCTTTAGGGTAGAT^ 

TCATCCCC^TAATAATTGCCCCCAAACTGCTAGGTAGGAATGCATACTGGGTTTAGTATGTATTAACTCCCTTGTGAAT 

TCAGCTTTTGAGAGCAGACCTCTTAACAAGTCATGAGTATTTAGAGTGAAATATTTAATTCTTA 

TATTCTGCTATTATTATTCAGCTATGATT^ 

GAGAGGAGGTGCATGCTGCCATCTGGGGTGAATATGGGCTTCACGTGGGGACCTGGGCGCTGGTTCTGATCCAGAGAGT 

GAGCTAGGAGCACTTACACAAGAGGGTCTTAGCC^ 

GTAAAACCTGAAGAATAATCAGAAGC^GCATTGACTAGTC 

(^(^CACACACACACACGGCTCTGAAAGCTCAGACACGGAGGACACGCTGTGATCCACTTAGCCCTCTCTTCTCCTTCA 
GGGGGTCCCTTGCAGGACAGAACGCTAAGGAACAAAGTCTTAACTGGCAAGCTGCCGGCAGAAGGAGACTGTCTGGTGG 
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ATTGCAGCGCTGATTAGGAACGGGGAGTCCTTTGCGTCT 

GAATAAGAGGAGCCTCTGAGGACTGGTTTCTGATC^ 

TCATCAGGGAGAATGGCACCCCAGCTCTTGAAACCACACCAAGCAA 

GGAGTGTGGGGGGTGAGGTGGGGGGTGGGGGGGTGGGGAGGGAAAGAAGCAAAGAGGGAAGTCGT 
TCTTCTTTCTTCTATGCGTTTCCTGT^ 

CACACTGCTGCCTGGG CTC ATTAAC CTAAATTGGGGGAGG TG GGGG AAGAAGAAAGAGAGAAAGAAGG AAAAAAATTAA 
TTCTGTTAAC^CTTCTGCATGCACATAAAAC^AACTGTGCCACCCAGGTGCTGGACAGAGGC 

TC TGAGAATCAAATTGCTGAGGTAAAAC TGATATGCTTTAAATGTGTGTTGATGAAGAGATTACAAGGGAGGAATTAAA 

CACTTCAAAGGAGCTACTACAAAGCAACAATCACTCTTCCCCC^ 

TGTTTGTGTGTCTGCCTGAGAAAATGGCAAAGTT^ 

ACAG&JCAGCTCCAAGAACATCACCTCCAGCTAT^ 

TCTTTGAATTCTTTAGTGTAAATTGTCTCC^ 

CTAATTGTTCCACTCTAACTCTCCACCC^^ 

ATAA(^CGCTTTATTTTACGGCATTAAT^ 

CATATTCTTCAGTTATACTAGAAAGAATGAT^ 

TAAAGC^VAAATCTGGCAGGAAATGTGGGTTTAATAAA^ 

AGGAGCAGCCCTCGAGAGATATGCACAGTAATGATTCTTCGTTTTCAAAG 

CTGAACAGCATTCCTTTCAAATACAC^^ 

TGTAAAAATTATATTAAGTGTGCTTCTTGTGAT^ 

TACTCTTAACCCGTCTTGCTTACTGTAATAATCGAAAGAAAGATGGCTAATTGTCTTGCAGGAATTTGGGTTATCCTCT 

GAAAGGATACAAGTAAATTTGTAACTTGGGTCGTATT 

GAGGTTTATAAATGGAACCCTTCTTTCCTTTCTO^ 

CTTGCTTTCTCTCTCTCTCTCTCT^ 

AGTTCGAGGATCCAATAAGGGCCTAGATTGTATATCA^ 

TGTATTATTGTATTTGGGGGATCAATAAGCAGAGCCAGAGCCTTCACACAAGGCTCCTTGTGCCCCCTCCCCCGCTCGA 

TCCCATGAGGTTAAAAAGCACTGACTTTGACTTTAAGACTGTGAACAAAATACAGAA 

TATTTCTGCTATGTGCCTAGATTAGATG 

CTCCCCCATCGCATCCTGCCCAACCCTC 

AACGAAGAAAGACTTTCTCCCTTCTTCCC^CCTAC^CATTCCTTTTGTCCCCCAAGATATCCCTTCCTCTTGCCTGG^ 
TCTTCCCAGGCCTTAATTGATTGATTTA^ 

CTGGATGTGTTTTGGAGAGCAGGCTCAGGTTCACTGCACACTAATTTGCAGC^ 
ATGGGAATTAGCAAATAAGGTTGGC^GTCAATTGACAG^^ 

ATTTAATCCTTTTC^GGTGTGTTAATTTCTTTCGTGGACCAAATTACCATGGACCTGGAATAGTTGAGATTTTCCCTAA 

GGTCTGGCTGTACTTCATAGGGAAGAAGCAAGGGTAAGTGCAGTAAATTTGATTATGGACACC^GTCTAAC 

AATGAGCCATGGAAACAAAATAGCTCAATCTCTTCTAACTC 

TTTGGTTACACAAATTTGTAGTACAGGCCTTGCCT 

TTCATGTAGCAGATATAAGTCTTTTGGAAT^ 

AAGAGATCTTAAATGTATCCAAAACCTAGAACAAACAAACATTAACATTTGCCATAATTACTC 

AAATATATAGATAGATAATTTTGGAGGTTGCATTTCCCCACCATCACTGCCAGCCTCATTTTTCTTCCATCCTCTCCAG 
AACAACCTCTGCCATAAATTTAGGAAATAGT 

AACGAATATGTTGTAGTTATAAAAAGTCATCAGT^ 

CATTTTACTCTTGTCCCAGTGCACCCTGTAATTCC^ 

GATATGGGTAGGTTAATAGAATGACCCTTTTAAGAAGGGATCTCAAAGAGGGAGGCTAGGTAAGCTACAAAATTATCAG 

GGCGAAATGC^GTGAGGTAGAAGTGAAAGCAGCTTAGAGTCAGCCTGGGCTAAGATAAATGAGGAGTGGAGCTGCAGCT 

GGAGGAGCAAGAGAATATGGTCTACTCGAGTATAAATGAAGCTO 

CAGCAAGACTTiTTATGTGATCTTGACC^^ 

ATAAAACCCCTGAATTGCAGAGCCAAAATGCA^ 

AATGAAGAC CTAGTAAAAC ATTATAACTTACAGATAC CTGTCAGGG CAGAAC CAGAAGC TGGACTTG GGCTAGGAAAAG 
TTGTTCCCCCCTGATTACATTTTC 

TTGTAGAAATATTAGGAAGTGGTATAAAGCCAAGACCATGTTTACTAAACAGTGCTGCTCTTTTTOT 

ATGAGAAAGCTGGTGCTCAGGGAATTTAAGCAACTTGC^ 

ACCCCAGTCTTTCTCACTTTGACAGACTTC^ 

AAGAAACCACTTCCAGTCTCTGACATGCAAGC^ 

AGTGTTAGATGTCACGGTGTCTGGAATGGAGTAGAGCTTT^ 

AGAACTCCAATATCCAAGGCAGGAAACTTGGTAATTAATATTTTAAATGGACTC 

TATTTTCATGGCAAGATAAO^^ 

ACGGCAGATTATGAAAGGGAAACAAAGATTACCTG^^ 

GAAAAAGGAAGTATCAAAGAAGGGTCTGCTGATAGAAAATTAAATAAAGAAGAAGATGCCATGGAAACGOT 

AAATACACTATTGCTGATGGCTGAAGACAGAAAGA^ 

GCTAAATAAACAAGCACATAGACCCGAGAATTCTCGTTC 

Fig. 6.3137 



WO 02/074992 



PCT/IB02/00565 



324/375 

CCATGCCTTAGCTACTGGATCAAAGGAGACATCTACCG 

AACCAAAACCAAAGAAAAAAAAAAACAAAAAAAACAGAGAATGC^^ 

TGATGTTAGkGGACTCTTTGACTCCATTAGTCTC^ 

CAAAACCTGTTTCGAAATGAAGGCTTCCCATAC^^ 

GGGGTTTTACTTTGGAATGTTGAAAATGTTTGGAACTAG 

GCCACTGAACTCTTGACTTTACTATTTTTAAGTT^ 

TAATTACTGTATATATTTATGGGGTTCATGTGATGTTTTGTTACATACACAATATGTATAATGATGGAATCGGGGTATT 
TACGGTATCCATCACCTGAAGTATTTATCATC 

TTAACTCTAGTCACCTAATCTGCTATGGAACATT^ 

CATCCCCTCCCCTCCCACCTAC^CACTCCTCCCAGGCTCTGGTATC 

GCCCCTGCATATGTGAGAACATGTGATATTTO 

C&TCCATGTTGCTGTAAATGACGATTTTATTC 

CTTTCTTCCTTTCTTTCTTGCTC^ 

GTGCAATGGTGCCATCTCAGCTCACTGCAACCTCCGCCTCC 

GCTGGGACTACAGGCGAGTGCCACCATGCCCGGCTAATTTTTGTA 

AGGCTGGTCTGGATCTCCTGACCACGTGATCCGCCCGTCTCGGCCTCC^ 

GTGCCTGGCCGTATACCACATTOTCTT^ 

CTGTATAGTGCTGCAATAAACTTGGGGATGTAGGTATCTC 

GTAGTGAGATTGCCGGACATAGTGGTTAGTTCTATTTTTAGTTTTTTGAGAAATCTCCATGCTGGTTTTCATAGTGGCT 

GTACTAATTTACATTCCCACTGGTGATATGTAAGAGT^ 

TTATTITTTATTATTTTO^ 

GCATTTCCTTGATTATTAGTGATGTTGAGCATTTTTTCATATTGGACATTTGTATGTCTTCTTTTGAGAAATGCCTATT 

TATGTCCTTTGTCCACTTTTAATGGGATTGTGTGCTTTTTTACTATTGAGACGTTTGAGTTCCTAATATATTCTGAATA 

TTATTCCCTTGTCAGATGAGTAGTTTGCAAATATTTTCTCCCATTTAATAGATTGTCTCTTCACTC 

CTTTGCTGTGCTATACAGAAATTTTTAGTTCAATACAGCCCCATTTATCTATTTTTGGTCGTGTGGCCTGTGCTTTTGA 

GGTTTTAGCCATAAAATCTTTGCCTAGACCAATGTCCTGAAGTGTTTCTTCTGTGTTTTCTTCTAGCAGTT 

AAGTCTTTAATCCATCTTGAGTTGATTTTTGTATGGTGAGAGATAGGGGTCTACTTTCATTCTTCTGCTTATGGGTGTC 
CAGTTTTTCCAGCATCATTTATTGAAGAGATCT^ 

TATCTATCATTATGCTCTCTGTCTACTCTAAATCTATCAGTCCACTCTGTAAAAATGTGGATTTGTTTCCAGGCTCTCT 

GTATTATTCCATTGGTCTATGTGTCTGTTTTTATACCATGTTGCTTTTGTTACTATAGCGTTGTAACATATCTTGAAGT 

CAGGTAGTGTGATATATTCAGCTTTGTTCTTTTTGCT 

GAAATTTTAAGTTTTTTTTTATTTC 

TGAGC^GTACAATAATTTTTTTTTTTAAAGAGAAAGGGAGAAAGAATTGGGCACTAAGTACATCAGAGTAGATGTTTAT 
CAATTTTTTTAAAAATGGTCTTGGCTACCATAAACTGTGATGTTCTTGAGAGCTTACATTGTGTCTTGTTGATTTTGGA 
ATTGTTGATACTCAAAGTGCCTGACACATAGACTTGATTCATATGTATTTAATCAATGAATGAATGGATAACTCTGACC 
TCCTCTTAGTGAAGTGCACGTCATGGGGCTACCACTTGACTATATGCTGTGGGATAGATCAAAGAAAGGTAGGACACAA 
CCTTGAACAAAATTAAAGTAACCCTCAGCTTGTTT^ 

TAGAGTGTTGCTGATTTGATTTCAATTTGCATTTTTAACCATCAGTCTCTGTGGAACTTTAGTTTATAGGTAGGACTTT 

tgattgagcttggtggctcacacctgtaatcctggtgcttcgggaggccgatgtaggaggatcacttaaggccaggagt 
ttgagaccagcctggggaacagactctactaagaataaaaaaattagccaagcagagtagtgcatgtctgcagtcccaa 
ctacttgggaggctgagcctggaggatcccttgagcccaggagtttgaggttacaatgagccatgatcccaccactgca 
c^ctggcctatgcagcagaacaagaccccatctcaaaaagc^tgacacacagaaaaagcagaattttaatttgttct^ 
ctcttgtctctagcacttcatatccatttctctgaatatgaacagtgggaaaggtagtggaattgaaatggatcataga 
atgtttcctctactgataatttttactccatttggagtatgattgaagagctaatgtcaagatgcacagcaggactcaa 
tgattgaaaaatagtgttactgatgtaaaagtcaccatattttaag ctttctttatgatagtcttc c attatttc cttt 
gtcatattaggaccactggaaaaacac^gttat^^ 

taataaatcagctttcatgaaattaggctatgtcctctgctctggtgttagaacttacttttgcctgagctcactaaat 
aattatttcaatttcccagataaatgtacot^ 

gcataaatttcctcttctctcttggtatttaaaattaggatttttataaaatgcatot 
atcattagaaagattcctggatctgtaaaccaaaaat^ 

gaaattcactttcgtgaatatggtcacgccagctatcttttgaaccttaaaggaggcaggaagaacatot 

attttggagtattac^cctcatttggttct 

tctcatgcctcactttacttttatatct 

ctctcatgccttactttacttttatat 

cctaagttttatttgtgtggtattaagca^ 

cttgaattgtggtgcgtctgccattggtgtggaagcagggc^^ 

taaacacaaagagaggagaacaacctcagggatactccctcagtgcctgggaagaaagcaaaacttaaagtgctcatag 
aattgtaaataaactctctcctctttgaaattt^^ 

gaggcctattttttttgagtaatcaatattgtggaa^ 

attgctctattcactatgaataaatatttattggagtaccttctatatgctggggacctcagccatgagatacgcaggt 
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GGAAAAAATAACACTTAAGCAGCTTATTGTATAGC^ 
AAAGGCCTGTTAAAGCCACAGGGTCACTCAGTGG^ 

CCTTTGGAAAGTTACCAAGGTAAGA(^TACCTGATACGTTCAAGAAACAATT 

AGGGCAATGTAAGCCCTGGAAACTGAGGCTAGAAAGGTAGAAGGATCTCTTTTTACCA 

AAGAATACAAAATAGCTAGCTATTATGGAGCCTACACTTTAATGTGTGTACATAGAT^ 

CTCCTTGAGAGGTCATGAATTACTTAGTCCCGGAAGCATO 

ATATTTTAAATGTAGTAAGAAGAATTTGACAATC 

CACCATCCCACGACCCCTGACAAAAW^ 

AAATACTCCTCCCATGGCTGGTTCCAAGCTACCACTGGTTCAACA^ 
AACAAGATCCAGTTCCAGCATATTCCTGCAACAGCGAT^ 

ATAAGTACTACAAAGAAGAAGAGAGAGTTGAGAGCCAGCTTAGCCAGGAAATGCTCCAGGGGGAAGTAAGGCTTC 
GGGACTTATAGATAAGAAATGTAAATAAAAAGGAACAAACACT 

TGTGACAAGTGTGGCCGTCTGTAGTGGAGGGTCCAGGTAAAATTTAGGCCATGAAAGCCTT^ 

ATTTTGTTACATTAAAGTTAGTAGACAGCCATTAATGGTTTTTAAAAAC^ 

AATTTTTAAGGAAGATTTTGTTTTTATAAAAAGTTG 

GCCTCATGTAAGTGAGAGTAATTCAATTCAGCAGTAATCTTGGAAATTTGTAACTTCTGTGGTGAGAAATTGTATCCTG 

GGATGTTGGGTAAAGCCACTGTGAAGCCAAAGAAATTAGTGGCTAAACGTAGAGAAATTAAGATGAAGGAAC 

TGGAGCCACTGTGTACTATAAAGTATTTTTATTGGTATTTAGTCTTGCTGTTATTGTTGCTAATGATTG 

TTACCAGCTGTTGTTAGTTATTTGAAACTA^^ 

TTTTTAAAAACTTGCTTGAAACATGGAGACTC^ 

CTGCTGTCATTTCTGTCCTTTCGC^GTCCACTOT^ 

CAGTCACTTTCTCTACTTCTTGCCTGGCT 

TTCCTGCAGCCGTGGAGTACGTGCAGAGCATCTTCCTTC 

TGCTTTGTAATTCAATAATAGGGCAGTTGTGGGTTCTTOT 

GAAAGGAAAGGTAGTAAAATATACGTGTACCTCGATGCTCATTG^ 

TTAAAACCTGTCTCTGCAGGTCTGAGCTGTGAAAGTTO 

ATCGTCATACAATATAAATTACATGTAGCATATA^^ 

CTTGTTTACTCTGATTATATAATGGGGAATTGTATGC^ 

ATTATAATGTGGTTCAGTACTATATATGCTGAAAAC^^ 

GTACGTTTACACATTTTTTGGCTGTATATTATATTTA 

ACTGAGATAAGAAATGTGTTTTCCATTAATAATTATAAATCTGCCAGAAGATTGTGAGATTTACATTGTT 
AACAACCAAAATC^TTGCAAAGTTATTTT^ 

CTGAAGAAATTGTTCAACAAACCATGTAGGTTTTGTGGAAGAGCAGTAGACTTTGATAAGTAAGCTCA 
TAACCTTTTCTCTATATGTACATTATGTGTTGATAAGCATGATATCTATTATACCTCAATTATT 

CCTAACTATTAAGAACTTAGCCTGCAACCCTAATAGTGTCCCCTTTCTTCTAGAACATAGATCAGCATAAGGAAGGAAG 
CAAAGGAGGTCTCTAAGGACTCAAAATAGATGTTCACAATGTTCACTCACTGAAGATAATGTA^ 

AATGTATGTTCATATTTTAGTGATGATTCATACAAGCTTGGTCATGTGGTTCTAAACCTTCTATAATTGGATGAAGCAA 

ATTAAGAAAGGCTGGGTAGGAGATTTCAGGGAAAGTCACAACTGATATTAGCCAAATGTCAGCTGATGGCGTGAAAACA 

ACAACAGAAAAAGAAAAT CTAC AAAAT CATTTGAAAAC CACAGACATAGCTATTTGGGGC CTTTTTGAAAGGGGCAATA 

AGCTCAACCCATCTTTGGAAACACTGAGCGCATCCTGTCTGGACAACTGAGTATAATTTTTGGTGTTCAAACTGATGAC 

CCCAAATCATCAAAAAATACAAAATTATATTTTGCTCAATCTGTATTGCTCTTCTATATTATGGTAAGATTTCTGTTTA 

GTGCACTTAAAAGTAAGACTACCCCCAAATTTAATCCCCATCCCCTTCAATGTCTCCTCCTGGACATTGCTCCATCTAT 

CGCCCCTTCTCCCTCTTTCTTTGACCTACTCTTTGATGGCTGCATCTCCTTCAAAACTGGTTGAAGTTCCTAAGGAAAA 

AATTCCCTTCCTCTTTGATCCTGTATCTTCC^ 

GAAAGTTTACACTTATCATTTTCTTTTTC 

CCACTCTGTTGCAACTACTGCTGTAGTTCCTCTGCTCTCCCAATTGCCAAACCAAGTAGATATTTTT(^GTTCATTTCT 

CATCAAGTTTCTCTAAGTCAATTGCCAGTGTATC^ 

CTTTTCCTTTCCCCCCACCCTTCCTTTC 

TGTCTTCCAAGACTGACTTGTGGATTCTT^ 

CATCTTAACCTCTTCTGCAAAGCTTGGAACCCCAATATT^ 

ATTCTTCATATCGAAAACCAAATTTAGCTTO 

AGCTATCATGTTCAGAAAATAAAATAAAAATACGTCAT^ 

CCACCATTAATATATACTTTAAATCCTTCC^ATGTTTGTATACTTGTATATATTTAAAGGGAT 

ACTGCTATAACACATTTITCCCATTT^ 

TTGCTCATGTTCTAGCAGTTATTTAACTAATAATC 

TTTTTCTTAAGAAATGACTATTGAAAATGACCCCCAAAAGGGTATATAATATCAGTGATAAAAATT^ 
GGAGGAGAGAATTTTC TAG TGTATGGTAGTAGCAGTAACAGTGG CCTAGTTACACTCAATATCTCAATATGTAATGCCA 
TTTATGGACAGCTTACTATGTGCCA.GACTCTTTAAGGACTTTGCATAATCCTCACCACAAA 
TTATTGTTCTTATTTCATAGTTGTGGAAACTGAGGCCCGGAGGAGTGAAATACTAGGCCAG 
AAACAGAGCCAGGAGTCCACCTTTGGGAGTCTGTTTCCAAGATTGGTCACCTAACACAATGCTT 
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TACCCTAGGGCATCCTTTCTACGAGAGTGTACCACTTC^ 
AGTTAGCTAAGTTTTCAGAAATTTTGATAGATAGTGTC 
AATGTTTCATTCATGTCGGTGATTATTCT^ 
ATTTAATAATGGAATCCTAAGTTTAGGTTT^^ 

GAGTTATGGTTCAGAAATGTGAATTATTCAAATCTCATATCAGAATCTAAATTTTTAAGAA^ 

TAGGTCCCCTACCATCAATTCTACTTCTGTACCCCTATTTTATCATTCATATTTGGCTTGCTAGTGAAGATGCCTTGTA 
TCTGTTGTATC^CTGGGTATAATGTCTGGC 

GAAGGAAGAGAACTUVGGAGGGAAGAAGGGAAGGGTAGAGACTTTGGGAGG^ 
AGTTTGAGACCAGCCTGACCAACATGGAGAAACCCCATCGCTACTAAAAATACAAAAA 

TGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTAAATCTGGGAGGCAGAGGTTGTGGTGAGCTGA 
GATCGCGCCACTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTG 

AGAAAAAGAAAAAAGGAAGGGAAGGGTAGAAAGAAGAGAGGAAGGAAGGGAGGGAGGGTTGAATTATAGATTTCCCC^ 
CTGCCTCCCACACAATGTGCTCTAAOCATAAATTCTT^ 

CTACTCTTTTTAGAACATCTCGTATCTAATACATTAGAACTCCTGAAGCCTCTGCTCTCAAAATATACCC7VGAGCCCAG 
CATCCTOGTCACCATCTCCATGGTTACCATCCTATTG 

CTAATAGGAGACCCTGCATCTCCTCTTGCTGCATAACAGTCTATTCAAAAGACAGCAGTCAGTGCAAATCATGTCATTC 

CTCTGCTCATAACCTTGCAATGGCTCCCATTTCCCTCAGAGTTAAAAGTGATTATTGTGGCCCACAACGTGTAGCCCAA 

TTTGACCCCTGTTTCATCTCTGGTCTTCT^ 

TGCTGATCTTCAAGCACATCAGTCACACTTCC^^ 

TAGGGCCAATTCCATTGCTTTAAGTCTTTG CTTGTGTTTCATCTC CATTAGGCCATCCATGACCATCC CATTTTTTAAA 

TGCATCGCACATTAATACCATTCCCAATGTCTGCTCTATTGTATGTATGAGTGCTTGTTTCATAGCATGTCTATCCTTC 

TAACACATAATTTACTATATCTATTGTTTATTATCTCTCTCCTGTACTAGACTGGAAACTACCATGTGGAACAATCTTC 

GCCTATTTTGTTCACTGATACAGATATATATACACAACAGTGCCTCAGCCATGCTAGGTTGCTCAGTACATTCTTGAAT 

AAATGAATTATCGATGTACTCAGTTCTGTTACACAGATGATTTGGCTTCTTTGGTTTCCCATTAAGAGCCTTGTTTTCT 

TTGCCAAATAATTGAAAGTTTC^CTCAGAAGATAAGGAACATC 

CTTTGGTCTCTGTCTCATTCCCCTTGGGAT 

TATCAGTATTTTAAAAGAAAGAAAGTATGGCTTTTTTTTTCTCAAAACAATGTCTTAGTTATAAACTGAATTTGTA 

ATGGCCAGTTGTACATTAGGGCAGTTGCACT^TAGAAAGCATCCAGGGAACAATCATAACCTCAAGAGCCTATTGGA^ 

GTGGGATCCTAAATAGCTTTCTATGATCTCCCTAGAAAACTGTAGAATTTCCCCAGAGAATAAGCCAGCATTTTGTTGA 

CCATTCTGCAATTCCAGGATCATGCTTGCATAGTCATAGCTTGGAAGGAGGCAAATTGAAACAAGTTGAAAATCTGCAG 

GAACTATCCCCAGTGAGACCACAGAAAAGCCAGAAGAAGAAAAGGTGGGATTTGGGGTAGAGAACGAGCCACTTCTCAC 

TAGTTTGCATGAAGCATTGAATATCCCAAGGGAGAAAACATTGAAGTTCTATGAGACACG^ 

TCACAGCATATGGATAGAGGTCATTTGTTC 

AAATGGACTTTTTGACATAGTTCAAATCCTCCTGGGTGTGGAGGCATTGACAGGAGCAATGTCATAAATTGGTTAAAGG 
TTGCAGTCTGGAATCAGGCTGCCCTGAATCCCAGCCCTGCCATTTACTAGCTGTGAGACCTTGTGCTTCCTAACCTCAG 
TTTTCTTTTCTTTTCTTTTTTGAGACTGGGTCTAGCTCTGATGCCCAGTCTGGGGTGTAGTGGCACCATCTCAGCTCAC 
TGCAGCCTCTGCCTCCTGGACTCAAGCGATCTTCCCACCTCTGCCTCTCAAGTAGCTGGGACTACAGGCATGCACCACC 
ATGCCTGGCTAATTTTTGTATCTTTTGTAAAGAT^ 

AAGTGATCCACCTGCTTCAGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACGGTGCTCAACTAACCTCAGTTTTC 
ATAATGGTAAAATAGGAATACCGATAGCACCTCCCTTGGTATAAGGATTAAATAAGATAATCTACATAGTGCTTGAAAC 
AATGCCTAGGCAGTGTTCATCAACAGTTAGCTGTGTGCTGTGTACATGCTGGAGCTGCTACCTTGTAGAAATTTTAAAT 
TTAAAATGGTGTGTAGTTGGAGGTTAGGAGTTACTAGGGGTATCGCCTAGGGAAAGACAGTTGGTTACCCAGACAGGTC 
CTTACAGAGTAGTGTTTTCCCTGGAGAATTAACTATATTCCAGAATCTGTCCTCAACC^GCAGTCTCAGAAAGGTGAT 
CTTGTCACAGCCTCTGAGTAAGCTGATTCAAACTCTCAAAAGCTCACAAGAGCCTTAAAGCCAGAGTATCAGCTGATTC 
CTTAAAAGCTACAAAGTGTTTTGGCCTTGCCAACATACGCATTCTCCCTCTTATGGGTAGGTTTAGAATGCTAAATAGT 
ACATAACATGGATTTAGAATAGACAGATTTACATATGATCAGAAGGCTCAGTGGTCATAGTTTTGAGGGCCTAGGACAT 
GC^TGTGAGC^GTAGGGAGATCATCACAGGAGGATGGGCACACTCTCGAGGCTC^TACAGGCGCTCCCTCTCTCCATGG 
GCAGCAGAAGGCAAGTCTCCTTTGTCTTTC 

TATGTTAACACCTTCAAGTAATTACTGTCAGCGTCCAGCCTGGGAGTCTCTTGGACACAGTTTTTCATAACTCTAGATG 
GATCTCATAATTTGCCCCTGAAAGATGGTAAATAATTTTACTTCTCTTACTTCTGGACTCTAAGGGGGATACTTCACTC 
TTGCTCCTTGACCTCTCCTCTCTAGATCCCACAAGCCAAAAATTGTTGGAAAGGATTAATATGAGCTGGGCCCAATA 
CTACAGCATGGACCAGCCCCTAAAGCCAGCTTTAGGATTC 

TCAGCGACCTCCTGCAATTGTCCTCTGCTAGCCCTTGGCAGATCAGAAATGTTCTAAAGATTGACCTCTATTACTTTGG 
GCTTTCCTTAACTTGGCATCCATGAAAAGATCCACT^ 

ATAGCACCCATACTTTTCTTTCTCAGCATTTATTATGAATGTAATCAAATCATACTTTGTGCATGTTTTGTTGTGGTTG 
CTGTTTAATGACTATTTTGTCCATGAAAGAAGGAACTGTGTTTGTTTTATCACTGGTTTATCCAAGGGACTAGAACAAT 
GTATGGCACATACAGGATTTAACGAATTTTTTTTAATGATTAATGC C CCTTTAGATAGTGTTTTTCATCTGAGTGCC TC 
AACTTCTATGTGCATTATGAAACTGATATAGTGGGTCACAACTATCAGTAAGAAAAAAAGAACTGGAATAGAGTAGAAA 
AAGATGAGAATGTATCACGCATAGGGAATAACTTTTATAAATCTGTTXCAGTATGGATAGGCAGGCCTACACCACACAC 
ACACACAC^CACACACACACACACACACACACACACACACATTGAGTTCCTATGAATT 
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TCTGCCTCCCTGGTTCAAGTGATTCTC^ 

GCTAATTTTTTGTCGTTGTTGTATTTT^ 

CTC^AGTGATCGGCCCGCCTTGGCCTCTCAA 

AAGGTAAGAATTTTGAGAAACACTGTCCTAGGTTC^ 

TAATCCTTTTCTTAATCTTCCCTAT^ 

ACATGTACACT^TCCATCTAAAGTGCTAC 

GTTATTTACTTTTATAATAGTTTTTATTTGTAAAAAGAAGAAACCTAG 

GGATACAAAATAATAAAATTCAAAATAAGTCT^ 

GGTTTACGCATTTTGTATTTATCAAAAGGCAGTAGTGAT 

TGCAAACAAACTATTCC^GAAAGTGATGTCTTC 

AGTCCTGCTGGTCTTACCCATGGTCCCCAATATG^ 

ACCTGCTTTCTTTCTTTCTTGATGTAG 

AAGGTAGTCAGAATTTCTTCCCTGGCAACTCAGGGCTGCCAAGAACACAA 

GAACTGGCATGTGGCCAATTTTTTGTGTTCTGTTGGTO 

TTACAAGTATGATGAAATATCATTCTCTTCT^ 

TTGCTTTTGGGAGTTCCTTTATATGAAATGCCTCCCCTCTACTTCTCCTTCTACTGAAATCCTACTCATCCTGAATCCA 
GCTCAGAGCTAACTCAGTGATTTCCTTCATAC^^ 

GGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGAC7VGGGAGATCACTGAAGGOT 
GCCAACATGATGAAACCCCGTCTCTACTAAAAATGCAJ^^ 

ACTTGGCAGGCTGAGGCAGGAGAATCACTTGCACCTGGGAGGCGGATGTTGCGAGCCAAGATCGTGCCACTGCACTCCA 

GCCTGGATGAC^GAGCAAGACTCCAGCTCAAACAAAAA^^ 

GC^TTATGTCTATATTTCATATTATGTCCT 

CTTGCTTTTAGATTTTAAGTTGCTTATC 

CTATGACTTTTAAATGACAGCTCTAAATAATTATAATTTCTCACTAGTTTAAAAAGGCAGGTGGTGGGATATTCAAAAC 
TATTGGAGAAAAAAAGCTGATGTATGCTACCAGCATAAAACAACAATTGCCCT^ 
TGC^GTCATTTTCAAACCTGGATTTTTGTCTTGTGTTTTTTCCAAAG 
TGTTTTTTGGTTGTTGTTGTTTTTGAGATGGAGTTTCATTCTTGTAC 

TCACCGCAAACTCCGCCTCCCGGGTTCAAGCGATTCTCCTTCCTCAGCCTCCTGAGTAGCTGGGATTACAGTCATGCGC 
CACC^CGCCCGGCTGATTTTG 

CTCATGATCCAACTGCCTCGGCCTCCCAAAGTGCTGGGATTAC^ 
TTTTTTCCTACCTAATATGAAGATACTTAATGTCT^ 
AGTGACTGAGAAATCATAAGCCTTTGTGCAATAACAT 
TCAATTAGTCTTAAAACTACAAGTTGTTCCTC 

CCCTTAGGTAGTTCACACCTTTCCAAAGGAAGCTCAGTGAACTTCCTGAAACTGTGTAAAGAATTGTGTGTGCAGTATG 
TGCATGTAC^TTATCTGTATTTTTCT 

TATATTAGTTGTAAATCTGTTTACTTTCTTAGi^ 

ACCAATTTCTTCTGGAGCAACTGGACACTTACACGAACACTO 

TTACTAGTGTTAGGTCACACTCCCTCCTATGGGGAGATTCTC 

TAAATTGACCCACTCGCTACTGAGTCTGACCCCTGGGCCAGTCACATCGGTGCTTGTTAGAAATCAGAATCTTGGAACT 
AAATCAGAATCTGCAATTTAACAAGATTTCTAGGAGTTT^ 

ATCTAATACCCCACTTTCTGCTTTTTAATCTTGCAGGATTTATGTTTTAAATTCTTTATAATACTATT 
TTOGATTTCTATTTTCATATCATCTC 

GGTTAACTAACTGATCTGATTATCAAATAA1K3CTACCATTCAGGACTTATGCATAGTTTCTGTGATTCTCAATAGAATT 
TGATGGTACCTACAACCTCTACTCCTTGTTTTAGTGTCTATGTTTTTCCACTGTGCTTAAAAAC^TrrAAAGGGAGA^ 
CTGGAAAATTATTTTAAGATGAATACTATAAATGT^ 

GGAAAAATTCAGTTTACAAAACTCTGAAAAGTTCCTAAGGCAGAATTTTGCTGCCCCGGTTTCTCATAATAGAC 

AGTTCTAAGTTAAGCACAGATCTTTTTG 

ATCTCAAAGAGTTTAAGGAATTTGTGACTTGGTGC 

TAGCACGACAGAAGTACGTGCCAAGAATAATTGGCTTCTC 

GTAATTTGGGTGTACAAAATGCCTGTAGTTCJ^^ 

ATTCCTTATGTTTGCAGTAAACAGGCTGGGTGCAGTTAGAA^ 

TCAAATGCCATAGGCCTTAGCTCGAGGACATTTTC 

TTCCCTCTTTCCTTTGTTCCT 

CTATTGAATAAAACGCAAAGTAATTCTTTTTCTACT 

TGTTGTGAATTAC^TGGGGCTGTGGTAAAATGTGGCAC^^ 

CTTGGAAATAAATAGGAGAGCTTACGCTTTT^ 

CAGTAATCACACATGTAAGGGCTTTGGAGTAAGA^ 

CCTAAACTTTTCTAGCCTTGGATTT^^ 

GAC^TGTATTTAAAGraCCCAGCATACTA^ 
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CAATGTAAGACTATTGAGGTTTAM 

ATTCAGAAAACAAAACCATCAAAATTTAATTCAGCTA^ 

ATTCGATTATCACTATAAACCCTGTGTATAGTAGATATTAT 

TAGTTTTACATTTAGTAAGTGGCAGATCGAAGTCTAGAG^^ 

TGCCTTCATCACTGTCTGTTTTCAAAAGTA^^ 

AAATAAAGCTAATTTTCTGAGCAATTCATTTTATTCAAATCA 

TCAAAGGTCTTCAAACTCGTCTCAAACCAGGGGTCAGGCAGATCATATTCACA 

GTC^TAAAGATTCCTGGGACTGGGGTGACCTGGAAGCTACAACCTGTTTAAAGGAGACAGCTTCTGCCTAGCTCCAGG 

CTAGTGCTCAAGTGCCAGGATGTGGGCTCCCTATTGT(^ 

CAATATTTAATGCGAAACTTCCCATTTTTGAACAACGTGTGTGGGCCA^ 

TGAGGATTGCCAGTTTGCAATCTTGACCTAATTGCCCTTAATTCTTC^CTTCTCTTGACCTGGTAAATACTC 

ATGAGTATTAGGTATGTTCTGGGCCCTTTTGGACTGGGTCTTTGTAATATATAC^^TTTCAAAGACTGACCTTTAGTT 

TTTCAGGTTCAGAATTGATTTTCTCAGAACCCAAT^ 

GCAAGAGCAAGAACATGAATTAGGGAATTCACAGTGAGA^ 

CAGTTCATTCTGTCCTTGTAGTTCAGCCCCTTGAGAAACAAACTTCTAATTAGAAGCTGCTTTGACATAT^ 

GAAACTAGGAACTGTAGACTTTAAAGGGCTTTCCTGCATTGGGTTTTGAGATTCTTCCTCCTTTTATGGTAGTCTTAAC 

ATTCGGCTGTTAAGTGTTATGCTCCCCCTCCCCAGGCATGCCAAGTATATACTGACCAAGTGTCTTCTTTATTTAGCTA 

CCATATGAGTGGTTCTCAAACCCATGCCCTTGTTAAAACACAGATTACAGAGCCCTATGCCCCACAAATTC 

TACTTCTGGGGTGGGTCCTGAGAATTTTCCTTCTTATAAGTTCCCAAGTGATGCTGATGCTGATGAACTGCTGGATGGG 

GAACCCCCTTTGAGAAGCACTGGGTTCCTCTATCATCTTCAGCTGACAGGCTTTTTCCCCTTTGAAGGGTTACCGCTAT 

TGTCTGTGTCTCTGCTTTAATATGCTAATATAGCATTATGGTCATATCCAGATCCTGAGGTTGGAACCTGGGTCTTAGA 

ACAATTTTTAAATTGTTTATATTTTO 

GGTGCCATTGATTATAAAAACATGTCTGGATTTTAGAGGCATTAAAAATGTAGGGGCCAGGCGCGATGGCTCATGC 

TAACCCCAGCACTTTGGGAGGCCGAGGCGTGCAGATCACCTGAGGTCGGGAGTTTGAGACCAGCCTGACCAACATGGAG 

AAACCCCATCTCTACTAAAAATAAAAAATTAGCCAGGAGTAGTGGCACATGCCTGTAATCCCAGCTACTTGGGAGGCTG 

AGGCAGGAGAATCGCTTGAACCCAAGAGGCGGAGGTTGTGGTAAGCCGAGATCATACCATTGCACTCCAGCCTGGGCAA 

CAAGAGCAAAAGTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAGTAGGGAAAAAAT^ 

ATTAGTAAATAAAGCCTCAGTTTGGGGCAGTCTCCCCTGGATTATGTTGTATGTGTGTAGCTCAACTCGATGGGCACAG 
TTGAAGGAAGGATTCCCTGGTATGTTTGTTAAACAAACATAAGGTGAATTTTAAGCCTCCCTTCCCCAATTCTTAGTGG 
AAAAGACACTACTGGTACTGTGTCCTATGGCTGACTTTGTCGTCTAATTGAAATATCTTATTATTGTATGCATCCTCTC 
CTACTTAAATGTGACCCTGAAATGCCAGATCTTTCCTTTGGAATGAATCTTTTTTGTCTTATTGGACTGGTAGGGCTAT 
GCACTTAAAAAAAAAAAAAAGTTGATTATTAGACTCACTGTTTCCTTGGCCAGTCAGGAAAAGATATTTAGGACAAGAG 
TTTCTCAATTGTCCTCATCC^GTTTTGCCTTTATAGTGAATTTCAATAAATATTACC^TGCCTATGTAAGAGGGTGACT 
GGAGAGGCAGAAATTCTATCTGACTGTCCACTTCTAACTCTACTATTGGAAAACCTGCTAGGGGTTTTTGTATTTATTA 
TTTTTGGAAAAATCATTAAGTGGATTCCCTTAGCTATAT^ 

TGACAAAATTTCCCCCTTCTTATTAAAAGCTACCCCTCCTCTTGGTACAGTTTGAGGATAGCGTGGACCAAACTACCTA 
AGAATTCAGGAGTCTACCAGGAGAAAAGAGACTTTCTCACTTTGTCCCACAATTAGAAGTACTGAGGAAACCCATGAGA 
ATGGATGAAAAAGGGCAGTCCCATGGTGTATTGTCGGGAGAGAATGCTGATACGGCGGGCCCTAGAGGGATTAATGTAT 
CTGTGTAGAGGAAGGGGAAACCTAAGCTGCCTGCTCAAGAAGAGCATCTTAGATTGTTGAGTGAGGGCTGATCTTTACT 
AAATGAGTTAAATCAAAGAGCCGAACTCTTGGAGTCCAAGGCTGGGCATGGAGACCCAAACCAGCAAGGACACAGGTCT 
GGACAGGACCATTGTTCACTGTGATAC CACATGGCAGTGGCAGAAGCCTTCATACCAATTGC CGTCCTCTCTACAC CTG 
AAGTTTAGAAGCACGACTCTGCTTTAGACTGAATAATCCCTGAGGTTCTTGGGTTATTTGAAAGAGGGGTAGTTTTCAA 
AAAGAGAGATATTAGATTTCCTATTGAAAGGGCAGCCCTGGTCTCCAGTGATTAACTGGAAAAACAAAAGAGATATAAC 
AATTTTTACATCTAAGTACTGTGCTAGCTTCTGTGGATCTAGAATCAAATGAGACAAGATGTAGTATGACAAGCAGTTA 
GACTCTCAAGAAAATCATTCAAGTCTGTTTAGGAAAACTGACATTCATTCATTCAGC^AACTATTGAGTAGCTCCTGTG 
CATCAGAACCTGTATTCAC^GTCAACTGAAATAAACACAATTTCTACACGAGTGGAGTTTTCCAAATAGACTAAGATG^ 
CATAATGGACTGTGTGTAGAGTAATGTTCAAGTT^ 

ATAGCAAAACCTTTCATGGATAATAATTGACATATACCTTGGAGGCCATTTGGAATCTCCATAAACGAAAGAAGAAAGG 
GCATTTCAGACAAAGGGAACTACATGTACAAAGTCACAGGCA^ 

ATGTAGGGCGCAAACAGAGGAAACGGCAAGGAATAAGACTATGTGAGAAAGCAAGTTAGGGCGACCTTATTAAAAAGTT 

TATAGACAGTGGCGCACCGCCAAAGATGTAGAAATGTGGCTTGCTGTGTTCTGTATTTTGGAGCAAT 

CTGTGTTGTGAGTAGGGGTGAAAGAAGAGAATCAGTGGAACCATGGGAAGCAGTTTGGGAGATAGGTTGGAAAAATATT 

GGAATGTTCTAAGCATGAC^TTGTGAAAGAATGCTAGAATCTTTTTCATATGAGGGGTGTTATGGAAAATAAA 

ATTGGCCCTGCCCTCAAGAAGCTTGGAACATAAAAGAAGTAAAACATGAGAGCAGGGCCTAATAATGTATCTCAAAGTG 

CTGAAGGAAGCATATGG^TTATAGAAGTTCTCATCCTGGACTGTGGTTTGTTGAGAATGCAGCTGGGTGGAGTCTGAG^ 

AAGTAAGTGATGGCCATAATCGAAGAAGAGATAAGAGGTAAGAGCAATGGCTTAAAAGCAAAAAAGCCTCAAAACATTC 

AAACTTCCTTTGTATAATAGTGGATGTTATTTTC 

TTTAAAAAGCGACCACCATAAAAGATCTAGAGTCACTCATGAAGTTC 

TTCTGCTCTTTTACAAACAGTAACTCGTACTGTCACATTTTGCGGCGCATCTCTCATTTTGTTGGTTATTTAGTGGCCA 
TGTAAACATGTACATGACTTGTGGTGAATATGGTGATTCTCACTTTATAACCAAAGAGGGTGGATGTTACAGCATATGA 
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GCAGTTATGACTGTAAAG C CTGAAGTGTGAGTCACAGGGT CTGAC CCAGGTAGTJ^ 

TTAGCTGAATTTCCTGGGCTGACCTCACTGAAGTTTGCTCCAGTAAAG 

GAATTCTGCACCTAGTTCTTTGGCTAACCAGTTGTGTCCTTTGGGGGAAATTTC 

TTTCTGTAAGTAAG GGATTAGAC CAAATTCCATC CAGGATTGAGAAATTCTATGGTGTGACAAAGACTGC TGGTGCTGA 
CTGAATATCCTTACAGATTTGTT CATTTAGTAAC CAATATAATAAAGATGACTGACTGAATCTTAATTATATTGGGTGA 
CATCTGCCTAGTCAAAAGATTGCATTTC 
TCCTGCCTAGAAGCACTCACTTTTACT 

AGTAGCCATCTTGTAACCTAAATGGCAGAATTGAGAATGGAAGCCA 

GAACCTAGGTCCCTGATAAACATGGTGTCACCATTCCAACCTTGACCTGTTTCTAGATTATTTT 
CTTACTGCAGCCTTAGCCTCCTC 

CCACCATACCCAGCAATTTTTTTTTTTTTAATTTTTTC 

CTCATGTACTGAAGTGATCCTCTTGCC^ 

CATTTTCTTAATATGAGATAAAA^ 

CATATTAGCATCAGATTATCTTTATGTAATT^ 

ACTAGCTTGGGAACTTCTTAGTGCT^^ 

TATGAAAACATAAT CAC CATATGTGAAGAAAAAACCAC CAATGTTTAGTACAAAAATTGGG AGGGGGAATATTATATTA 
GAGAAAGTTTATTAATCC^GAAAACCACAGAATTTAAAA 

GATCTTTGGTTAATGGCAAGTTC^CATTTTATAATAGGATGTAAAACCCTATOT 
CTTGTCTGTCATTGCAATGTGATTATC^ 

GGAGAGGAAGGGGATCATTAAAGGATATCATTAAAAGGAGAGACACAAGGCTTGTAATTG 
CCATCTGGAAGATTTTATCAGTAAACATTTA^ 
CAAACAGGCAAAGGCTAAAAAGGAACACGTTAGTGCTC 
TATTTAAGAAAAAAGCTTTCTTCTAAGTTAAOT 

TTTTAATTGGCAAGTTATGGTGTTCTTCAATGATTATGCCTTGGTGTGATTTGCTTGGATGTGTGTTTAGAGAGTGGAG 
GGTAGAAGGGATGAGATTTTTGTGAAATACAGTGAGCAGGGGCTTAGAAAACCTACTGCAGTTCTCTGTG 

CCAGCACTAGTCTGAAACTTCGTATTGTACTTCTCTGGAATGCAATAACTATCGTCAGGAAGACAAACGTTGCTGTGGC 
TTAAATAAAATAAACTGACATGATGTATTACCAGTC 

TCATCT^GAACTGCCTCATTATTCATGTGT 

TCACAATCCTTGTCATTTGCCAATTCCATATAAACTTTCAGAAAGTGAAAA 

TCTACTTATATTTACCCACATAATGCCCCTCACTGATAGCCAGCTTTGTTTCTTCCATTCCTTTGAGAATACTCCCTAG 
TGAATOTAAAGAGTAAAATCTGATGTTGTGGATTATAAT^ 

ACTTGGTAAGATGTCCTTGTGGATGTATCTCTTCTATGTATAGTATATTAATGGCTTTATCCGCCATTTAATGT 
CCATGAGGTTTAGGTAGACCATAGATACTGTCT 

TGTATCTGAACTCTCCATTTTTATTCTTTTGTTTGTTTTTTGTTTTGTTTTCTC 

CTCCATTTTTGGCTTCMT^ 

TTTTTTATGTCCAACAAAAAAAGAGAGCATCTC 

CCAATCAGTCAATCACAGTGGTCCCATCTGACCATGGGGATGTTCCCCAAAGGAAATCAGGGTGTTATTTTTCAAAAGG 
AAGAAGAAATAAATGCTGGAC CTTCATAACAACCAATTGC CCACTAAAAGTGCAGTCATATTTCTTGATGAAATAGAAC 

CTCTCCTTGTATACTGGGCTCCATGACACATTGATCATGGTTAGCTAGAAGATTCTGAAGTCTTATTATCCACTTTGCC 

AGTTAC^TTTATTTGTAGCTCAAGGGGACTGTTAAGGGA^ 

TTAAAAAAACCATTGCTCTGCCCTTCCTTTATT(^ 

GCTATTTCCTCTGTAGGTGCCCCTACCACTAACTCCCACAGATTCCCCCATCTCCTTTGAAGAAAAAAGCTAGATGCTC 
CCACTCCCTTTATTTCTTCCACAGTAACCAGCOT 

GTGAAATAAATACGGAACACTTAAGGGAAATAAAAAGCZUVTCTATCCTCATCAAGAAT^ 

GCCTATTTAGCAGCTTAGCCTGAATTCTGTTTT^ 

TTATAATTATTTCATATTTGTO 

CATAATOTTATAAACAT^^ 

GAAGTGATATCAGAGGAAAGCTATTAC C CAAGTTTACTGCTTGCTAAT CAGGC AGC CAGCAATAATGAGATGGTACAAT 
AGAAATGTTCAAAGTAAGGTTTCTTGGCATACATAGCTATTTAATTAl^ 

TACCTAAGTTTAACCTTTAGGCATTTAATATAATAGTATCTCTAGTGTAACAGAGGGAATCAATTACTAT 

TATCCTTTGTAAAAGAATACTATAATACCAAGAA^ 

AOTCCCTTTAGGTAAGAATAAGGATCTAGAATGCCTC 

AGCCTAAAAATAAGAAGATACTCCTCTACTTTGT^ 

TCACTCATTCTTAGTTATGTTTCTGATGACOT 

AATGAGTATTTGGCTTTGATTTCTCATGGCATCTTGCCCATTGAGCCATCTTTTCA 

TAGTACTTTTTTTTTTCCAGAAAGATGAAGTCTGGCAATCTTTATAACTTTC 

GGTGTTAGTGAAAAAGAAGTCTC^GGAGCTCCAGAGTCT 

TATATTTAGTATCCAAGTTGGGGATAAAAGCTAGTTTTTAAGATTTTCTGTTCA 
AGGCAGCCCTTTGTTTAAACCTTTTTT^ 
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TTTGAACATTTTGTAGGCATCACTCC 

CCTTCTTTTCTTTACTGAAGTTCCCACATTTCATGATC^ 

CAATAGACCTTTTCACTCCAGAGATATGAGTC^ 

TCTATTTTCTCTGTTCTTTCTTCCTTC 

TTGTTTTCTTCCTTTTTTGTCTTTCT 

ACTATTAAAATGTTTATTTTGGTGATGAOT 

TTTTTTTTTTGAGACGGAGTCTTGCTCTGT 

CTCCCAGGTTCAAGCAATTCTCCTGCCTC 

TTTTTGTATTTTTAGTAGAGATGGGGTTTGA^ 

CCTCAGCCTCCCAAAGTGCTGGGATTACAGKSC^ 

TTCTTATGTCAGAAGTGTGTTTTATCTAAGGTCACAGATTATTATCCTCTTGAGGTTTTCCTCTGTCTCTCTCTTTCCT 
GTAGATTTCTTTCTTCAGTTGATGTOT^ 

CATTCTTAGTTAAAAGCAAGACATATACAGGTGCATATGCACACACA 
AGAAACAATGTCAGAAGTTCTGTGATCATGGATAGGGCTCGTC^ 

AATCAAAGCCGGTGTGTTCTTTGAAATGTTTCCCCAAGGTCATGATTAGGGGGTACCCCACTTTCTG 

GCGCCTGGGGCATATAACTGACTGCTAATGTCTGGGGAGC^TGACAAATAAAAAAGTTGGGTTTCTTATTGCAAACTCT 
ATAGGCTTTCAAATAAGCACCTAT^ 

AATCTCTCTAGCCGATTTCCTCCAAAAAAGAAAGACTCCGCTTCCAGTAGGTAAGGGAAGTAGTTAGTTTGGATCCAAA 

GGCTCCATATAATTTTAATACACTTTCAGCCCCTCGCTAAACTCCTGCCTTCCTTAATTCTGCTGCCTCCAAGCAGTAA 
GTCTTTCTGGATTCGGGAGAACAGATTAGTCCACT 

AAGGCACTTCAGCTATTTTCTGATTTCAAAAAATCAGTAGAAATCTCTCCTTTGCTGATCTTGTTTCCTOT 
TGCCTTTGTGGGTGGGTGTGTTGTGTTTTTATTC^ 

AAGCAGGCATGATTTCACCCTCTCTTACTGGAAATCCAGGGGAACGATAGCTGAGGAGGAAAGTAGCTTGGAAGAGCAC 
CTTAGAGTAGAAAAAGACGGGAGAAGGTGAGTTTACAAAAGTACAGC 

CGTGCTCACTATGTATTTGCACTGTGCAAAGTTCTTTACATGGATTATTTATTTGTGTTTTTGTAAG^ 

AGTAGCTATTGAGACACAGAGAAGTAATATGACTTGTTTAGGTTAGTAAATGGTAGAGGTGGTATTC^U\ATTCAGATCT 
GATTTC^GAGACCATCCTCTCAACTGCCAC^^ 

GTACTTTTAGAAAAATGATTTTTGATO 

ATTAATATCTTAGTAATGTAAAATGCTTTTAGGTTTGCAAATTAGTAAGAGAAACTTCTTCAGATTAATAGATGCTGTC 
TTTArGAGGACTGCATGAGACTTATGTACTC^^ 

TCTTTTGTTAAATAAATGTACTCTTTCTAACTATGTTTTAAATCATCTGCAAAGAGATGGAAGCTGTGTGTATACAACA 
GCAAACATCTGGAAGAAAAGAATATTCAGCCAAAGCTTGTT^ 

AAATGAATTCATGTCCAACATCATAAAGAACTCTGACATGTCTGTTTATGTTTCAAACATGGCTTAGAGATCACTGAGA 
TTAAAATTCAATTAAGTGTGCTCTGTTGTCT 

AAAAATCTTCAGTGTTTTACCTTGCTAACATOT 

AAGGAGATGCTTCATGTTATACACACCTGGTGATTTTCATCAGCAGTTGTACAGATGAAAGAGAAGTiUVAAGCCCCC^ 
ATAATTCATCTTTTAGGCTTTGTAAAATT^^ 

ATGTAAAATTTAAATTTTAAGTTTAACAAATTC 

AATTTCCTGTTTGATCCTCTCCAGATAGGT 

TACCACGTATGTATGCATGCCAAAACAACAGTTCAATC 

ATACTCCTGTGTTTTGCTCCTTTTGTGCAATATTATAGTTGTAAAATTCATCAATGTTGTATGTAGCTGAGGATTGCAC 
ATCATAATATATATCATGATATATAGCATTCTRTTC 

CAGTTGAACATATCCAGTTTGGAAATATTATGAATAAAGATATTTCGAACACTTATGTGCGTGTATCTTGATGCACATA 

AGCGTACATTTTTGTGGGGGAATATACCTAGGAGTGGATTCATGGGTCATGCATATCTTTAACTTCAGCAGATAAGCAG 
AAAGCATTTGAG&AAGTGGTTGAGAAGGTAATG 

TTTCTTTTTTTTCAAATGACAGGGCTCTATAATGGGATCATTGCATTTCTCTGATTACTAATGAGAGTGAGTACTCCTT 

C^TATGTTTAGTAGATATTTGAATTGTATTTGTTTTTGTTGTTGTTGTAGCTCTTCATGAAAAGTACTTTCTAAACAGC 
ATTTCTGAGC^CCCTTTAGGGAGCCAAAGGCCAAATAAGTT^ 

TCATCCATTAATTGCTTGCCATATGCTT^ 

TACO^AAAAAAAAAAAAAAAAAAAGAAAAAGAAAAAAAAAACATGGC^ 

TCCCGTCTGAGACTCTGTAGAATATATTATAGAATGCAAATATTCTTTGGATTCCGTCTTGTTGTTGTTGTTGCTGTTT 
CCTACCCTACAACTTTTGGCATCTCTACCCAACATTTTTATAATACAGGACTGTC 

TGTTCTCATGTATAAAAGAGATGATGATAGCGTTTCTCATGCCAGTATGTCTGTGTATGATTTATGTTGTAAACAG 
AAAGAGCTTTAC&GCCATTGTCT^ 

TCTATATCACGGGAGGAAACATATCTCCCTGTGGAGAGATGTCCACTGCTTTATCGACAAGGCACAAAGCTGCGAACAG 
AATTCAGGTTGTATTCTGACTCCTACACTAATGCCT^ 

GGTGTATTCATCAACTGATCACTATTAGCMACT 

TGAAACTTTATATGCTTTTACACAGTTCTC 

TCCTTTAACTGTGCTTATCCCGTAAGTAATTGCTAATGTTCTTAAACTAATCGAGAAAATCATTTCTATTAGTCCCTAA 
ATACCCAGACTTCATACCTTCTTGCTTCCCA 

Fig. 6.325 



WO 02/074992 



PCI7IB02/00565 



331/375 

GCTTGACRTGGTCAGTGGGTGTCTGAACATTTAGTGCT^ 

ACTCTTAAAAGTAATTTTAACATATTATAAGAAAT^ 

GGTTCCTTCTCACAGGCTGTAAGGGGTACAAGGACAA^ 

GGCTAATTTAAGATTAAAAATCTGGTTTCATAAT^ 

GGAGTACAGACTGCCTGTTTTTGAATCACT^ 

TCTGTGCCTCAGTTTCCCCAGCTATCAAATAGATCTAAGAGOT 

TAAAGGAGTG CCTGTC CAACATAAATG CTTAATAAATGTTAGCCCTATTATCTTTC CT CATTATTTAGTGTTAAAGAG C 

AAGAACATCTATAAAAATAAAAATCAAATAATC CTTCAAAAATTC CTGAATATTATAAAACTAACATATAATGTCAACT 

AAAATTGATACCAATTAGTTTCCTTATCTTC^ 

ATATAACATTCAGTTTCTCTTCTGAAACTCCAGCT 

AAAATGTATAAATTGCCTGATTTGTTTGAAGTC 

GATTAATAGGCAAGGCATTGCTCCATTCCCTAAAGGCGTAATAAGGCTATTCCACAAATATC 

GGTTTAAGAATTATGAGGAGGAGAGAAGATATTGTAATC 

TTTTAAGTTCAGGGGTACATGTACAGATTTGT^ 

TCACCCACATATTACACCTAATACGCATTAGTTGATTTTCCTGATCCTCT(^CTCCTCCCACCCTCCACCT 

GGTCACAGTGTCTGTTGTTTCCCTCTATGTGTCCATGAGT^ 

GTTCCTGTGTTAGTTTGCTAAGGATATTGGCCTCC^^ 

TATGGCTTCATAGTATTCCATGGTGTTO 

TTCTATGTCTTTGCTATTGTTAATGCTGCTGTAATGAACATACAC^TGCATGTGTCTTTATAATAGAATGATTTATATT 

CCTTTGGGCATATACCCAGAAATGAGATTGCTGGGTTGAATGCTAGTTCTGTTTTTAGGTCTTTG 

TGTCTTCCACAATGGTTGAACTAATTTACACTCCCATCAAGAGTGTATAAGTGTTCCT 

GAAGAAAATACCTACAC^CTAGATAATTAGAGAAGGAGAGAAAGAGAAAGAGAGAGAAGGATGGCACAATAATAAAGT 
GTTTTTTGGAGGCAAGGATGATGTTTTATGAAT^ 

AGAAATGAATGAGTTAACTAATTGTAGCAGAAAAGGGAAAGATAAATATAAATAAAGGTCATCCATCTATTTAACAAAC 
ATGTATTGCATGCCTAGGAATTGTACTTGGCTTGAAGACTTTAAAGTAGATTAAGACAGTCCCAGACTTCAAGGACCAG 
CAACTGAGGGTGTTAAACAGAAAGGACAATGACATTACAACAAGCT 
AGAGAAGAAAATC^GAGATTCTTCC^GAAATGAAAATTCTT^^ 

AGAAAGGAAAGATGAGTAAGGTTGGGGGTC^TAGTTCGAGCAAATATTGCAGTATGAAAGGTGTGAGAGAGCCTC^^ 
CAGGTTACAGATTGTGGCACTATAGGTGATGGGGAAGGAGTGAGAGAGGTAACTACAGAGAAGTAACCTATTAGGAACT 
GCTAAGAAATGTTAGATATTATGCTAAAAAGCTTGGAATATTTTTTAAAGCATGGGGGCATCACTTGATG 
AAGGA(^GGACTATT7^TCTTAGGGTTTATTATATTCTTCAATTTTGACACAATTTATACTTCAATAATTCTCTGTAAG 
•AATTTTTTTCCTTTGTGGTCTTATTTATTTATTGAGATAGGGTCTTGCTCTGTCACCCAGGCTGGAGAGCAGTGGCAAT 
CATGGCTCATTGCAGCCTTGACCTCCCAGGCTCAAACGATCCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTATAAGC 
ACGCACCACTGTGCCTGGCTAATTTTTAAAAATTTTO^ 

CTCCTGGTCTCAAGCAATCATCCCACCTCRGCCTCCCAAAGTGCTGGGATGACAGGTGGGAGTCACCACATCTGGCCTT 
ATTTTTTTAACGTATTTTTTAAAA^ 

TAATGCTTGAATTATTGCCTTAGCTATACATAATCAACTC 

ATGGAAACTGTATACTTCTCAGGGATTGTGGAAATGTCCTTGGAAGTCTATGACCCCTCAAATTTGAGAAATGTTGATG 

TGGAGGTAGAATTGGAGTAGGCAGGGGAAAGACAGGTACCAGGAAAACCAGTTCAGAGCCTACTACAATAATCATATGA 

GAAACAAAGAGGGCTTGAACTAAGGGAGTTCAGATGAAAGAAGAATCTAATAGTTATTTATAGAGTAAAAT^ 

CTTGGTGACTTCCAGGATTTTAGGCTTGAGAGAGGGAGGACTCAAGAATTGTACATGGGTTTCTGGTTTCAGT 

ATTTCTGGCATCTGCTGTCC^TAAGATAGTAAAAACTGCAGATAGGGTAAATGCCAGTATTGGAAATATGAAGTTTGAG 

GTGTCTGTGCACATCCAGATAGAAATTTATGGAATGTGGAAGAGCAATGTAAGCTGGGGTTTTCAGCACAATGGTAGGT 

AGGTATTGTAGTTTTGGGGGTGAAGGTACTCACACAGG 

ATCCAACAAAGAGATTGAGAAGTAGTGGCTGAGAAGTAGGCAGAT^TTTAGGAGAGTGGTGTTCTCAACTCCAAGGTAG 

GAGAGAATTCCAAGATTGGAATTGTTAGAAAAATTTGATGGAGAAGGTATTCTTTGAACTGTGTGTGAATAG 

GCTCTGACAGAGCAGAAAGGAGGAGGTATGGATTCTGGGTGAGGAAATGTTATAAGCAGTCCCACAAAGAGTGACATCA 

GATTTATACAAGAAGCCAGAGCTTGACTGTAGTGGGCAGT^ 

CTTAGGTTCAAATCTCAGCTCTCCACTTTTAGCTATC 

CTCCTGTGTAAAGTGGAGGCAGTGATAGTACATTGTTAATAGATTGTTTACTTTTTACTCTTCTGTATAGACGGACCCC 

TTGCAAAAGTCAGGGTGATTTTATATATACAACATC 

CCCCAACCTCCATTTGAAAAGTTCTCATTATTCTTO 

AGGGAGCl^lU'CTGACGAGTATTCAGCTCTTACTTC TTAGAC CTC CAGTAACAT CTAATGTTTGTCAAGT ACAATTAAG 
CACTTGCTTTTACAAAACTAATTGTGGGAGATTATTTCTAATGGTTTCATGra 

TTGTAAACTTCTTAAAGTC^GATACATCTCCAGGGTATCCGCAC^TTTTGCCGTGCCTGGGACACTCAGTTTATGCCC 
ATTGTCCTGATATAGTTTATATGAATTCATAATTTATAGTGTCCACTTTTGACTCTCTC^ 
GATAAATTCCATGAAC^VACCTGGATATAATAATA^^ 
CATATCTATTACAAAATAATAATAAGCAAGGGGGAGAAAACGA^^ 

TGTCTCTGTGTGTGAGAGTGTGTATGTAGAGAGAGAAGGAGTTTTACTAACAACAATGAGATTATACTGAAG 
TTTATAATCTGCTTTTAAAATTTCACAGTATATTGCAT 
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AGATTTTAATGGCATTTCCTTACATGAA^ 
GATTTC^CATTATAAGCACTATTGTGATGAAT^^ 

TATATTTCTAGAATTAGAATTGTCAAACTAAAGAATTGCCCAATATTTTAAAGATTTATTT^ 

TGCCCTGCAGAAAGTTTATATATACTTCATC^ 

AATTGTTCTCTTTATTTGATGAATCACAT^ 

GTTTTGTGTGTCTAATGGCAATTATACATATTTGCTTTTTATTATTTTATT 
TTGTTGATTTTATTTTTAOTTAT 

TCAAGTGATCTGACTGCCTCTGCCTCTCGAAGTGCTGGGATTACAGGTGTGAGCCACCACCCCTGGCCTCTTATTGATT 
TTAGAGTGTTCTTTAGAGATTAAGAATATTAACT^ 

TCTATTTTTACTTTTACAGATACTCTATTTTAATAAATAGAAGTTTAAATAGTCCCTATGTAGCC 
■ GTTTATATAGTCTCTATATAAATATATOT 

TAATCATTTTACATCATATATTTATATCTCTAATAATTATGGAATTTATTTTACTTTATTT 

TTCCTAGATTTTCTAAATTGTCAGAATCCTAGGTATTACATAATCTATTATTTCCTTATTGGCTTGAAATC 

ACTGTTTATGGTTAGTTCCTTTTyTTAATC^ 

TTTAAGAAATACATTTTAATATCTGGGAGAAC^^ 

CATCGTTGTGCTAAATTATACAAAGAATCT 

GCATTAAGTTGCTTATAAGCAGTTTATAAGTACTACAGAGCTCCTTATGATATCCCTGCCAACTACTTAAGAAAC 
AGTTCTTAAATTACAAATATTCCCAGTCAAGA^ 

AAAAACCAGTAGCCTAAACAAAAAGGAACTAATAAATAAACAGGACAAATTTATTTTCCTGAGACAAT 

TTTCCAGAAGAAACAGAGACAATGAAAAGTGTGGGAAAAATTTGTC 

ATATAACCATTAAGTATGATCTGATTTCC^^ 

TGCAATTCAAGTAATATTCATTCTTGAATACT 

AAATATGATGGAAAAGTAAAAAAGATATGAAGAATGTGGTAGAAGTG . 
AAAAAAAATCCTTGACCTGAAGAGTAATTCAAGTCCTC^ 

ATACATATCTAGATGTGTATACACATGCTGATGAAAATTTTGGAATTCTAAGTATAAGAAATTAATCCTTCCAGAGAAC 
AAAAAAAAAGGATCTTTCAAAGGTATCAAACTTCTCATCAGCAAGATTAGAAGTGAATGCAGAC 

AGTTCTCAGGAAGAAGAACTAGAACCCAAAATTGATAGTCAAACTATCAAGTGTTAAGACAAACTAAAGATGTATTTAA 

ACATGGAAGGACTCAAGTTTACAACTTTACCTCCTACAGATTCTTCCTAATTAAAAGGAAGTATTACTCGAAGATATAT 

TCAAGCAAAACAAAGCAACGGGAATCCTATAC^GAAAACCTAGG 

GAAAATAAATCCCAGTATGACAACTGTGTAGTAGTAGGCCTA^^ 

C CAGGAAAAATGCTTTCAAGAAGAAAGTAGACAT CACATTTCGAATTG C ATAATTAAGAG C CTTT T AACATTTTAGGGC 

AAAAGTAACTGCATTTAACTCATAGATTAATCTAAGACTTGATATCTTTATAATATTGACTCTTCCCATGTAGGAAACT 

AGATATATTCTTCAAGTTTTTAAAAATGTCCTTCAGTGATGTTTTGCAATAATATTTATACAAGAGTTTTACATTTTTC 

GTTGTTTATTTATACATATTTGATATGTTTTATTACTATTATGAATAGGATCATTTATCTATTTTCTAACTG 

GAAAAAAACCTGTTGTGGATACATGCTTTATAATGTTTGACCTTTCTTATAAATC^TAATGGTCTACCTTTTTTATACC 

TTTCAGTTGATTCTCCTGAATTTTGAGTTACAGAATTTTTATCTTAAAATAGAATGATTTC 

TTGTACAGCATATTTGGTTTTCTTGTTTGGTTGCTTACGTTAGAATTTTCTGAGCAACATTCAGTAATAGTGGAGACAG 
CTTCTTTTTGTTTCTGATTTCATTGTT^ 

ATTCTTATTGTACTGAGAGTGCTATTTTACTATCAACTCTTTAATAAGTGTGATATACTACTGTATTAGGCCATTCTCA 
TGCTGCTGTGAAGAAATACCCTAGACTGGGTAATTTATAAAGAAAAGAGGTTTAATTGACTCACAGTTCTGCATGGCTG 
GGGAGACCTCAGGAAACTTATAATC^TGGCAGAATGCAC^ 

AAAATTCCAGAAGCTTATATAACCATCAGATCTTGTGAAACTCATTCATTATCATGAGAACAGCATGGGGGAAACTGCC 
CTATGATTCAATTATCTTCACCCAGTCrc^ 

GTTAGGGCATGGCCAAACCATATAATCTACATTAAGGACATTGTTAAGTGGCAGGATAAATGGTGTGGGCTCAACTTTA 
TACTATAGAGGACGATTATAGCAATATCATAAAAGT^ 

TGAGGAAAAGATATACAAAACCATTTAGTAATTCAAGCATCTAGTGATAATTGTATAACCATATGGACA 
AAAATACCTATAGAAAGTTTGAACTTAAGAGATAGGTCAGGT^ 

TTACTTCCTGGTCATGAGGTTCAAAATATTTGATAGCAAAATGATTTAAAGTCCAAATTAATATTGAATTG 

CATTACAGCCAAAACCAGACCTATTTTTCT^ 

TATTACTTCTTAAATATCAGAAAAGATTTO 

CTCTTAATAGTTTTGTAGTTCTCATAA 

AATTTTTCAAATAAAAATAAATGAGTTTTCATACT^^ 

GATAGCAGGACTCTATGCTCTTTCCTCATTGTTCT^ 

AATTTTTACTTGAAGTTAATCTATTCATGTTTGATTAGAAGTGTCTAAAACATAAACTTGGGATGTCAATGAAGAACTT 
TTTAAAATTCTCCTCC^CAATGGCTGATAATCA 

GGTAAGAATATATGCTATCTCCTTCATATTAAT^ 

ATTGAACATTAGGAAAGCTTAGCATTTCTCATTTGTGAGTCTTAC^TTC^C^CCTGTCAGGATTGGTACAGATTCAAG^ 

TTGTTTTTAATAAACTTCAAAGAAGATCAAAACTAGGGATCA 

CCCCGTTTTGCCCTGTAGCTTTTGCCTAAGGAGAAAGCC^ 

GTTTTTGAGTAGCGAGTGGCAAGAAGCAATATGACGATGTTGGTAGGTAGAGAGATACTTCTTCACCATCTGGTGAGCA 
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TTCTGGAGAACAGAGACAAGTCC CACACTGTTAAAGG AG TGAAGTCATTTTGCAGCCAGTTTTAAGGATTGATTTAAGA 

ACTXITAGGAGCAGGCCATTATGTAGTCATCCATTC^ 

TGATCAATTTAGCGTTGAGteAAACTGAGGGCTACAGAGTGCCA^^ 

AGAATCCACACTCC^AAATGTGCAACTACTGTCTTACTATGGAATTTA 

AGACCAGAGTAAAGCATTAGCAATTAGGTCAGTAGCTTGAGATAATC 

CACAGACTGGGATTGGGAACATGGGAAACGTGTGTGTG 

TGAGTTTTAAGTTGTACTAGTGGAAGCCATAGCCTATGTTGGCTCATAGGTCCTAGTGCCCTTO 

CTGCCCCTGCCCCTTTCCTTGCCT^ 

TCTCCCCTCCTCTCCCCTCCTTTCCTCT 

TTGAACTTCCAGGGCTCAACGAGTCCTCCT 

GCTTATTATTATTATTATTATT^^ 

TGGCCTCAAGCAATTCTCTGGCCTCAGTCATGCAAAGTGTAGGGATTACA 

CTATCTCTTTATAGGAATCAAAAATTTGTTTTGGCTATTTCAAATTTTGTAGAGTAAGAGGTCAATTAGAAAAGACTCA 

GTTATGTTTTCAAAAATGCACTGTGTGCATATC 

ACCATTGGTTTGTGAAATTATGCATGCTTTT^ 

GATTTTTCTCTTAATGTCTAGTTTTAra 

GAATATGAGAAAGTCCTTTTTCATGCTCCTTAGTCTTGCTGTCTTTCOT 

TGGTGTATATCTGCCTTAATCC^TTTO^ 

TTATTGGCTGACAGTTCTGGAGGCTGGGAAATCT^ 

CCACATGGCAGAAAGCAAAAGGGAGAGAGATAGACAGATTGGG 

TTATAACAAACCTGCTCCAGTGATAACAGGATTAACC^ 

AGTCCCAACTCTTGCTGGATGTGGTGGCTCAC^^ 

AGGTAAGGAGTTCGAGACCAACCTGCCTGAGCAACATGAAGAAAC^ 

GGCATGGTGGCATGTGCCTGTAGTTCCAGCTACTCTGGAAGCTGAGGTGGGAGAATCACCTGAGCTT 

CC^CAGTGAGCTATGATCATGCCACTGCACTCTAACCTGGGTGTTGAAGTGAGACCCTGTCACCAAAAAAAAAAAAAAA 

AGAGTCCTACCTCTTAATACTGTTACAkTGG 

AGCAGTATCTTTTCA.GAATTTTTAACTGAATATTTATATATATGAACATTTAG 

AAGTGATATACTACAGATGTTATTyTGTGATTGATCTTTGCACTTACTATGTTTTGGAGATTATTTTATTTTAGTACGT 

ATAAATCTATACCAGTTTTCTTAAATTGCAGCAT^ 

CCTTTTTTAATATTGCAAACCATACTACACT^^ 

AATGAACTAGTTGTAAACATGGAGAGAAACAACAAGGAGGGAGATGGATATAAGAGAAGAAGAGATTAAAGGGG 

ATCAGTTGTTTCTGGAGCACAGAATATTCACCWVATTTGACCAGATGCGCGGTTGCTCATTTAGGA 

CTGGGATGAAGAGGTTTTTTAGGAAATCAGAGGTCTTCAGAGAAGTTTTGGTTAAAAT 

TGGTTTTTGTCTTTGTTGTTCTTATGCAAGAAAGACTAGCTCTTTTTATCTAGAGCTGGAAGGTTGCTGTCTTGGAGTG 
GGGGAGAAAGGAGACAAGTATCTGATGGGTGGGAATGGAAGGTGTC 

GACTGATATGCATGGTAGTCCTAAGATGTGTTTGAGAAAAGAAAATATTAGGAGCTCTTGACAAATCTTGAAAATCAAT 

ACAAAAATTAGCCAGGCGTGGTGGCGTGTGCCTGCAGTCCCAGCTACTCAGGGGGCTGATGCAGAGAATCCCTAGAACC 

TGAGAGGCAGAGGTTGCAGCGAGATCGCACCACTGCACTCC^GTCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAA^ 

AAAAAAAAGAAGAAAAAAAAAATCAGTTGCCCATCCTGCAGAT^ 

TCTCTTTTACAATTCAAAACAAATT^ 

TTTTAAATATCATAGTTAAATTGAATGTACCT^ 

TAATATTTGTTATTTTGTTGTTAAATATT^^ 

AAGAG(^CTCTAAAAGCTATTACAGCTTTACAGA(^AGAAACTTGAGACCAGAGAGAGGTTAAGTAACTTGACCAATTG 

TCATATAGCATTTAAGTGGCAGAGTTAGGATTTGAACCCAAGOT 

CTGCAAAGAAACTTATTTAGTAGATAACAAGTTATATC 

GCTTGGGGCACATTACTGCTTTGAATTGTGGTATCT 

GCAGTGAGAAAAATAGTTTTTGCTTTGAT^^ 

GGTAGAGACAGGCAGAAGAGATTAGTTTGTATG 

TGATTGAGTTTTATGAAGATAAATTGGCAAAGAAAAGTAATCCCATCTGCTCAATAACA^ 
AAAATTGATTTCAACTTGAGAGTAATAATCATATTTATCACACTTGTTAATTGCATG 
TTATTAAGGTAGATATTTACGGTCACTGGGCGTTC 
TGTTTCTCTCTTTGTCACTGAAGAC^ 

CCTAATTGTTCATAC^AAGTACAAATCAGGGACTTTTTCTACTAGGTTCTGAAGTACTTGTTCTCTAGA 

AGTGTTGTACTAATGGGAGTAAGTTTTTCTTTC^ 

TCTTTGTAAATATCAGTGTAAAGTACAC^CTGTAT^ 

GTTCAATGCCAAAGTGGGCCAAAGGATTCTGGCTCATTAACTTTAAGGA 

TCCTTCTGGTTTATTCAAAGAATTCTCAT<^ 

CTAGAAAGATCTGCAATGGTTTTGAGGACTGCCAAGCAACAGGAGGTAGAAAAATGGATAACTAAATAACCTCATTTAC 

AGAAAATATGTTAGGTTAAATTGCATAGGAAAAGATAGTATC 

GATAAAATTAATAAGTAAGTTATAAGGAATATT^^ 
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taatgtaaatcttagaaaatggtgagaatttcttgta^ 
tcc^tattataagaagtcttttcct 

ttatttaaaagaaatg cagtatattaataaatac ctattttttggataataaaataagcaacatttt ccagaatgaggt 

ctaagtactaattttgcggaatctccaattgggaggatatctactgctcagaaaagcaaactaa 
taaaattgagaaaggagaagttccatataatctaaot 

AATCTAAGCCAAAATGAGCTGAAAATTTACACACAATTTCTTTTCTTTTTCTTT 
CC^TCCATGGAAACTAGTTACATGGCATTCCT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTGTAAGCTTTTTACTCCTTCTCAACAAAGCATTTCAAGG 

AGCCAACAGCAAATTAGAATTGAAACTCCATTATGTC 

AAAATAATCTCTATTAATAGTGAGAAGTAAGGAACT^ 

TGTGGAAGTCCTGGTTCCACCATTAATGGTAAACTCOT 

TAATTAAGGGGTTTAGGCTAGACTCTCTTTTTAT^ 

GGTACGATCTTGGCTCACTACAACCTC 

ATTACAGGCATGCACCACCACGCCTAGTTATGT^ 

GTCTGGAACTCCTGGCCTCAAGCAATCTGCCTGCCTC 

CTGGCCTAGACGCTTTCTAAAATTCTTTTCAGTTTCAACCTTCTATGGCTTTTGGATTCTTTTATTTCTTATACCT 
TATTACTGAATCTCATAACTCACTTOT^ 

TACTCTGCCCTTTTATTACTACTCGAAGGTAATTCATGTTATATGTAGATGTATATTAGCCATGAC 
ACTGTATTATCATCTTTCCAGAATTTO 

GAAGTTATTAACAAACGTTCCTTGAATTATGTGTGACAGAATTTGCTGGGAGCTTGAATCAGTATATTTGTTTAGGCTG 

CATATAACAGAAGGCTTC^TTTAAAATAGCTTAAATAATAAGAGATTTATTGAATTATATAATAAGAAGGTAGTC 

AATGATTCTAGTAGTACAAACATGCATCAAGAA^ 

TTTTTGATCTCAGTTTTATCCTCTTATGGTCTCAAGATGACTACAGCAGCTCTAAGTATATTTATACAACTTCCTTTTC 

TTCTGTCACTTTTTAAGAAAGATAAAAACTT^ 

AAATTCATCATATGCTTAT^^ 

C ATCCTGGTCCTGGGAGGGGCCTGATCTC CCTTGAAG CACCAAC CGCCTGACACCTGAACAAATTCTAGTGGCTGCTGG 

GTAGGGAACAACAGTGTCTTTACAAGTTGGTGCATTATAAATACATTTCCATAATTTGAATCAAGCCTA 

CTCATCTCCAAC^CCCGCCCCCCCCRCC^^ 

TCCTTAAATACACATTTTTGTACCTGCCATATO 

CAGCCTGGTAAAACCATCATTGTGCTCATATTTCAAGAACCACCTCAAATGTCTGCTCTTTAGATCTGAACCCTTCCTG 

AATTCCCCAGCTTAGC^GGTCAAGTGAGTTGTTCTC^GCTTTGTACTTCTGCTATAGATCAGCCCTCATCATTTTATAA 

CTATGTATTGACCCATTTACTCCTGAGAATCCTGTAAGGATGGGACTCAGTTCCTTGGTATTTTGTTCTCAGAGAGATG 

ATGCTTCATACTTACCAACTGTTCAATAAAGTTTGTTGAATTAATATAGTTAAAAGCA 

CAAAGCCTAGTGATTGAAGATTTTTCTTTACATTATTTAAATGTATTTATTTTGGTAAAATATTTAGA 

TCCATCTGTTCCATCTAAGCGATTGATGACCTGCATACATTCTAAATGACAGGAACCACAAGCAACTCAGT 

TTCAGAATCGGTCATCCTAAAAGATATTGCAGGTCAATGGCT 

AGGAAAATACTGTTTCAATGTTAAATCATTAAAGACAAATTCAGACTACTCACAAAGAAG 
GAATAGTAAAACAGAAAA(^AAAAAACAACATGAAGACCTCTGATTACATCTATAGTAATTAACATA 
CTCTGCCTTCAGAAAACCATCAATGGATGTTTATAGGYATAAATGACAAGGACAAAGAAAGTGGGAAGGGAGATAACAG 
GAACAAAATTTTGGAAGCTGAAAAACI^GTAT^ 

GGGGCCTARGCAGGTTGAAGACTGAGTGCCATTCTGAAAACAGAGGGATTAAATAAACACTTATATATTTGTGTTCATG 
ATAACACAAGGCTTTTTAAATTCTGTTTACCACTGTGTCTCCGGTGGCTAGAATAGAGGCTGCCAAATATAGATGCTCA 
AATATTTGTTGAATGAATTCCGAAGRTTGAAAGTCCCAACCTTCTTCCCCTAGTCAGCTTCCAACTATGCTTAAGCCTT 
CTGGACAGGAGATTGATATAACCTTTGGAGAATTCACCAACCCAAGAGAAAAAACCCAAAGATAATGGTGCAAGGTATT 
TCTGAATGAAACTGTTCAGTTGGATCATCAAA^ 

TCTGATTTTTAGTACTCTAGCCTTAAATATGAGTAGACAGATAAGATTTATCAAATACTTAGAAAAAGTAAGTGAAAGA 
AACCAAAACAAATGGAAAAAGACCAACTTCAAAGTACAGATGTTGGCCGGGCG 

ACTTCGGGAGGCCAAGGCGGGGGGATTACCTTAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGTGAAACCCCGTC 

TCTACTAAAAATATAAAAAAATTAGCTGGGCGTGGTAGTAGGCAACTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGG 

AGAATTGCTTGAACCCAGGAGATGGAGGTTGC^GTGAGCCAACATGGTCCCACTGCACTCCA^ 

AGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAGAAGAGAAATAAAAAAGTACAGATGTTO 

CAGAGAGAGGAGAAGAAATACACTTGATATTGTATTCATAAATATTAACATTGCTTCCACGAAACAAAA 

TGGAAAAAAAAAAAAAACAACTCAGAGAATAGGAAAAGAGCTCT^ 

TCAATAGAAGGGTTGAAAGGTAAATTGAGGACATCTCTATGGAAATGGAGCAAAAATACAAAAAGGTA 
AGAAAAAGTGGGAAATCAGAGGACCAGTTCAGGAAATCTAACATCTAAAATCAGAAATTCTAGAAi^ 
CAGGAGGACAAAATTGAAGAAAAATTTCCAGAACTCATTAATTGGAGCATTTAGCACAAT^ 
ACTTGTGACTTGTTCTAAGGATCATTATCGTATCG 

TCGTTTTGAAACCTAGAAAAGAATGAAGTGATGCCTTTTAAATTCCGAAGGAAAGTGATTCTCAACCAAGAATTCTATA 
CTCAACCAAACTATTGATCAAGAGTGAGCATGGAAT^ 
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GATGC^TACTGACTCAGGAAGCTACTGGAAAACGTGCTCACCAAA^ 

GATAATAAGG AAAGAACATC CCAAAGTGACAGC TGAGG^GAGACATGGAGAATAAC CAATCCAGGTCAAAGAGGC CTC 

TGGATGAGATTTCTTGAAGAAGATGAATTTAA 

GAAAAGTTTGGGATTGAATTAGTGATAAGTATATATGGAC^^ 

TCAAGAAGGAAAACAAAGAAAAAAAGGTAATCAGGGTATGTO 

CTCATGGAAACAGAATGACTATCAATCTAAGTAAGACT 

TGCAAAGGTAAATCCTTATCTTCCGCTATGAAGTATCAATAAGCAATGCCCAAAAA 

TAAAGTTATATCATTTAGAGATAGAGTGGAGTAT^ 

GAGTGGAAGATACATGTATGTATTGTGGGTGGGGGATGC^^ 

TAGTTCTCTAAACTATTTGCATCTATAACTTTGCTAAAAATAAC^TTTAAATTTAAA 

TTCAAATTGAAACAAGGAGATAACATAGTTGCTAAGTTTTATO 

AGAATACCATGTAACATCACTCTCAAGCAGTACTO 

AATACACATTAAGAGGTATAAAAATGTTTATTC 

CCTTCTAGAAAGACTGGAGATAAATACATCAAAATGTTCA 

AAGATGGCTTGTTTCCATTTTTCTTTO 

ATATTTGGAAATAATTTC CAAAT ATAAACATTTO C CTCATAAC 

.AAGAAAAGTTATTTGTTGCAACCACAGTAGACCAGGTTAATGGTGCCAAGAGTGGAATGCGGATAA^ 

CATCTGGAACTGTGAGTCATTCAGAGCATCACAGAAGAGA^^ 

GTTTTCCTGGTTGCTCAGGAATCACCCAGGGAAGGAGAGGGCTTCCCCACGGG 

TTGTTCCATAAGAGAGTCTACAGATAGGATGAGT^ 

TGGTACGAGCACCACTGAAATATCCCTATATCAAGTTTTAGTCTTTTCATTGCATCTTCTGAACCTGCTGGAGA 

TCACATGGAACGTATTTGCTATAAACTTTTCTTTATCTTTTGTTCAATGCTGTGAAGTTTC 

GTCTCTTCATGCTGACAACTCATTGTAAAAGAGGTAAAACTGTGTTTCCATGGTATGGGGAATGG^ 

GAAGATGGATTTAAATTGATTTTTGGAATGCTTGCOTTATTTTATCAGTTAAAG 

AACTTTAGGCTCCAACTGCACTGATCTGTTTGTGATTCCTTTAAGAAACCATTTTGATTCTC 

ATTTTGTTCCTTCTCTCTGGAATACCCTAACAA^ 

ATGTTCCCTTCAGTGTGAAAACTTTCATGACTCAAAAAATAACAATTATAATAATTACAATTTGATG 

GTTTACCTAATTCTC^CACCATTAGATGAGCGAGGTAGTTTTAGGCTAACTTTAAAAAGGAGGAAACTGAGACTTA 

GACTTGGGTATGTGGCCCAAGAGTACATAGCTAGATTTGAA 

TTCTTTTTCAAAAACTAC&TT^^ 

CTTCATTCCTTAATAGGAAATAAATTGTCTTTTTTGGAGGTGTTACATTTTTGCATATAACA 
TTCATTTGTTGTTGACATTCTTTGCTTC 

tgctcatc^ctgaatccagcatctgtcagtgtctgcca^ 

actaacaaatgagtgaacaaaagaacaaatgaataaaaaacctcagatctagcccctaacaaaaaatac^ 
gttttagtgtctcaattgtctgtatagacaatgatttcacaagttcacgtgaaatacactac 

TTAAATCAAATGAAATCTATATCCTCTGGGAATGCTTGTGGT^ 
CTGAGACTTCACAATAGTCAGCTGTGCAGATGTGAGACTTTGC^^ 

CAGTTTTAAGCCCTGGACCTCAAGTCAATGTGGTTCATGTTTTGTCACTTCAAGATCTACAATT 

AGTCTTAGATGGTTTTTCATAAATTTTGAGTC7VTGAAAAACTGACAACATATGAGTCTCCAAGTACCTTTTAATATATG 

CAATATTTTACCTACTTAA 

CCATGTCCTTTTTCTTTTTTGTTTTC 

TTCTGTAACAGC^CAATTCTATATCAGATTTT^ 

AATATAAATAAGGCAGGAAATTGGGTGAAATCAGTTTTTCCTCT^ 

CCCATATGAATCCGATCTGTTTGGTTTATT 

CAATATTTAAATGCCATGATATAGATTAGAAATOT 

TGAAACATATTGTCAAACATATATCTTCT^ 

GAAAGGCCTATTTTTCCTTCTGTCTTAGTCCAT^ 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGC^ 

GATGAAACCTAATCTCTACTAAAAATACAAAAAAATCAGCCAAATGTGGTC^ 
GAGGCTAAGGCACTAGAATCACTTGCACCTGGGAAGGAGAGGGTC 

CGAGTGACAGAGCAAAACTCTCTCTCTAAATAAATAAATAAATAAATAAATAAATAAATAAATAAA^ 

AGCTGGGTGGCTTATAAACAACATAAATTTATT^ 

ACTTGGTATTTTGTGAGGGCTCATTTCCT 

AGGCAGCTCTCTTGGGCCTCCTTTATAAGCCACTAATCCCCTTATAAGGGCTGTGCTCTCATGACCTAATTATCTCCC^ 

AAGGCCCCACCTCCTAATACCATCACATTGGTGATGAGGTTTCATCGCATATGAATGTGGGGAGGGACA 

GACTATAGTATCTGCITTTTGCCACAGAATGA^ 

CACATAAGGACATGACCAACTTCCTTTGCTAGTCATCCATCTCTCATAATCCTCTCCAGCCCATCT 
TCGACCCACACATGCATTCTGCTGTAACAAAT^ 

TGCTGATGTTATTCTCTTTGCCTGGGTCCCCTCCCCATCTATTCACTCCTTTCTGCACTTCACCCTTGCTCTTCTTGTG 
CCCTAATAGCTCCTCCTTTTGTGACACATCAAAAATTGCCCACTGTAGGAAGCCCCTCCAAGACTAAGA 
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CTGTGTTCCTGCATGTGCTTTTGGAGCCCT 
CTTAAGGGCAGGGACTTATTCCTCTTTGCATATC 

ATTTGTTCAATGAATCAATGAATTGATAGGTTTTCTTTTAGTAGAAGGAATAAGGT^ 
GAAAAGCAAGCAGGAAAAATTGGGACATCTTTGCTTAAGGTAAA^ 

TACTTGGATCCTTTTAGTCTTCTTTATGAGATAGGAATATTAATTCTTAGATCCAATTAAAGAAGGTCTAG 

GAACAAAACAAATTGGTATAGAATGGACTTTCTTATAk^ 

AAATGTCTCAATAACTTCCAAATGCCGATGTGA 

AAGTTTTCATTGTACTCCTTGACTATTO 

AACTTTAGATTTAATATGTTTATTCT^ 

CATAAACTTATTCATTGCCTCCAAAAGTTTC^ 

ACACTTAATATAACAGCTACCCTTTTACCAAATTTC 

CAG(^GCTTTCCAGAACTTAXTTTGCAAGACTAAAACTTTGTAACCCTTGACCACATCTACCAATTCCCATCOT 

AGCCTCTGGCAACTACCATTCTACTTTCTGCTT^ 

AGTATTTGTCCTTCTGTGTCTGGTTTATTC 

GATTTCCTTCCTTTTTTAGGGCTGAATAATATTTCATTGTATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGTATATATAT^^ 

TGTATCTTAGCTATTACAAATATGCTGCAGTGAAAATAT^ 

AAGAAGTGGGACTGCTGGATCAAGTTACTTCCTGTTTCGAAAGTAGGGCACCCTCTGGACATTTCTACAACT^ 
TTGATTCTTACTTTTGGAAGTCAGGCTATTTGTTGGAATGGTGGGGAAAAAAGCTAGAGCTTAAAAATAAATCTAAAGT 
TGGAGAGGGGATTATTACTGATGGATGCATTAATTCAAGGGTTACTGATACTCTAAATACATTTTTAAAAGTTGTTTGA 
TTAACAAGTCAAAA£!AGATGGTTTAATGAC&TO 

GTGTGCAGAATATTGAAAATTCACCACTAGTAGATTTATGGCA.TATTTCTGGGTATTTCATTCCCAT 

GATAAATCACTGGGAAACGGGTAGCCTGTAGGACATGACAGCAAACCACACTTTGGCAGGACCAGCATCAGGGCTGCGT 

GCTTTTTTAGGAGGCTATGTAGTCTAGCTAGCACAGAGTGACCCAGTGAGAGCTTGGTTGGCTAGGACTTTCTGGTGGT 

AGCCCACAGAGCTCACCTGAAAGAGTACCAAGGATGAAAATATCATCTTGGCTAATTGGTCTGCTAGTTGATTTAAAAA 

ATAAAGAATAAAAAAAATTTCCAGTGTATTTTAGGA^ 

GATCTTAAATCTGAATTTGTGTCTTTTTCCAGACTTTGTCAGTGTCTTTGTCTCTCTCTCCCTCTGCCCCCTCCATGTC 
TCCCTCCTTCCCTCCCTCCTTCTCTCTTTCCTTTCCTGGTAAGTATACTAGAAAAAAGTATATTTTTTTCTCATTTTTT 
TTAACTTAATAACAACAGC^CAATGACAACAGTCA^ 

TTGTAGTTACCTTGGAATTAGGTTCTTAGCCCCTCACTGCTCTCTGTATATTTCTGTACAATATTCATCAGTTTAAATA 

AGTACTTCAATTTCATACCAAAGTGCCAAGACTATCCTATTTTCACTCATCTTTAACTTTCTTCTTTTO 

ACCCCTGCCATTGCCAAACAA^CTGATTATCTCTGTOT 

CTTGCTCAGAAGGCTGATACACTGAGTGTTAGAATAACCCAAAGGTTAGAATGCTTTGGTCAACTTATGGGTATTTTTG 

ATCACGTATATCCATTTTTAAACCTGCCATTCATGATGGATCACTGACCCTGGCCCTGGCCCTGACCCATCTCAAAAAG 

TTACTAGCATGATTACTGATTAACACTTAGACTGTTGGCTTGAAGTTTAGTAGCCTGAAGGAAAATTTCCAGAGGCATT 

ATAATAAGGAAGTTTAATTAAGAGTTAATGTTGACTCAGGAAT^ 

ATTCATTATGCTGCAAATGCAAGTGATTC 

AAGAAAGAAGGCAGTGAAACTTTCATCTCCACTGGGAGTGAACTAACTTGCCAAATCTGGGTCATCAATCATAGTAAAA 
TGTTCAAAACAAATAATGCATCTTTCATGGOT 

CTTTGGCCAAGTTTTCAGTAGCCTGTGGTTTAGGCAATAAGCCTCAACTGTCTTTCTCGAGGATATGTTCCCAGGTGGT 
TGTACTCCATGGGCCATTTTCAATCAAATCTGAAAGGACAAA^ 

AACCTCAAAATTGTTGTCTTAAAAGTCAAATCATTATCTAAAAGGTCTCTTAGAATTACTTAGAGCTTGAATGCAAAAG 

ACTGAATTTCCCACTCACGTACTTCGCCAACACTC^TTACATAGGCAAAAAAGTATAGTAAGTGTCACTTATGTGAGCC 

TATGTATGTATGTAGTGTTATAGGGGGTGGGGGTGGCAGGAAAGACAGCTCAAATATGAAATAATTGAATTATTCATTG 

CCACTGTTCTGATTGCCTTTAAAAAAAGTTTTATC^ 

AAAAAAAAAAAAAAACCACATGCATTCACTCATTGT^^ 

ACACAAATATACATACACACAGATTGTCTT^ 

TCCCTAAACTCCTCGATGTATTCCTCCCAAGJ^ 

TTTGAATTTTATAGCATGACTTATTTATACCTTTT^ 

CAACTATTAGTTGAGGGATAGCTCAGATGTCTC 

ACAATATGCCAATGTATGGGAGATAACTAAATACTGGTTTTAGAGAAAATAGATGAGTTAATACAAATAGAGATTCCCC 
TTAATTAATAGATCTTATATGTTTGGTTATATGTCTTATCCATGCTATTATAGCTAGCTAGCATTCATTAGGACAGCCA 
GAGAATCTTGTCTTTCTGTATTTTTATACTGTTT^ 

GTTCCTACTTAGATAATGCTATTGCCTTGCTCCTTAACAQTAAGCAGTGGAGAAGCAGAGTGGACGCTGGTGATGCTGC 
CTTTAGTCCTGGAGGGAGTGTCAACCAGTGGGTAATG^^ 

AAGGTCTCTACTTCGGTGGTAGGTCTCTACTCAACATGGTACTTATAGCCGTTTTATACTTGCTATCTTAAAAAAATAT 
GCAGGCTTTCACTGCTGTGAACAGATAATTGATAT^ 

TTGCAATTTTTTTTCCCAAAACGAGTTTGAGCATGCCTATCCCTCTCTACCCAAGTAT^ 

TTGGGGAATCTGAGTGAGGATGACAACGTGTCAGGGATTAGAATGGACAGGAAGAGTCTCTGTAAGAGGAGGGTGTGAT 
GCTGGAGCAATTTATGAAAATTGGGTCCCCTGGTAACTGTAGTGSATGTTATACAGACAGTCCTGCAGAGTCU\TCCACG 
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AGGCTGACTCACTGAGAATGTACACATAGAGGT 

TCTTCGTTTATTGATTTGACAGATTT^ 

CATGGTCCGTAACCTCATAGAGCTTACACAT^ 

GAC CATATGACTG CAATATGTCATTTGATAAACCTTTCAGGC^ TT AGCTTTAAAG CTA 

TCAGATTGACAGGAGGAGAGAACACTGGCTTTAGATGACAAATCATGGAAAT^ 

ATGACTTTACAAGAATAGTGTTCTTGTGAGACTAT 

AACTGATACCAACACCAATAAATATATGAACATC 

AGGAGAGCCTCCCAACAATGGAAGCAGTGTTATTC 

AGGCTGGAATGATTTCCAAGTAGGGCAGGGAAGACAAATATCT 

TTTGTTTGGCAGACTTTCTAAAAAGCATTGT^ 

ATTCAAATCAGAGTAAGCTGGAAGAAAGTCATCC^ 

AGACTAAGCTGTAGGGGTACTATGCTTACTACCTCGGTC 

ACCTATATGACTAACCTGCACATATACCCCTGAACGTAAAATTTAAAAAATTTTTATAGATATGT^ 

TTATTGAACATC^AAGCT^AAAATGGTGAAT^^ 

GTGAATAGGAATTTTTTGTTATTGGTGTTTC 

AGTGGCTTAAGGAAGACAGATATTTCTCCTTCATGTAAAATCTGAAAGTTGGCAGTCCGAGGTTAATATGGCACCT 

TCCAGTACAGTCTTCAAGGACACGTGCTCTTTC 

CACCATCGAATATGGCTGCTCCGACT 

GGCAGATAAAAAGATAGATGACAAATTTCTCTTAAGGGAAGTOT^ 
CTTACCAACTCATTCACCAAAACTTAGTTATA 
CAGTCACA.TGCTTACATGAAAACAGGTATTTGAAAACAAGT 
TCTCTGCCACAATGTTGCCTATTAATAATCCTC 

AGGTAATGTATAGTATAATCTTTACCATATGAACTTAGTAGCCATGGTGTTCAGGAAAGTTGTGTTATTTTGTGCTAG^ 

ATATTTTACCTGCCCTAGGTAAGGGCCTAAAGATAAAATGTGCTAGACTAATTAATTTTAATGGCATATAGGAAGA 

TTCC^GCGTTAAAGATTGCATCTCCACCTGC^^ 

CCTGAAAACTGTCTGATGCTCTTCATGTTCTT^^ 

CTTGTCGTAGAGAGAGTCCTAAAGTCTCACGAGAGAATTACCGTGCTTGTTCTAACAAGACTGTGTTCCAGCAGGCATG 

CCAAAATTTGATAGCTACAAATAGGGAGATTTGAA 

TGGTGGATTAAGGTAGACAATATTACCATTTTGCTGAC^ 

CAG AGCTGATTTAATTTCCAGTGG GGTTTATGGAAGCAC CAAAACAT G ATGTAG C CAAATGTTC CTAAAAGT ATGAAGT 

AATTTAATTTGTTCCATCATTACAAGAAATT^ 

GCCATTGTTATTGACTAAATGAAGTGAGATTTCTGATTACCT 

CCAAATCACATTACAGGGCCTTAACTGATC 

TAATTACTAGATTAGAGTTTTCAAATGGGCATGTC 

TTGTTTCTGATGTGGAAAAGAGACCCAAGTTTAAAAGGAAGACTTAAACTTACGG 

CAAGAGTCTCTTTGTAGACAGGTGTCTGTTCTGTTGGGAGTGGACTTACACCTCCTGAATGCTGTGATTGAGAGAGCTG 

CCTCCATAGTGGAAAGCCCCCGGTAGAGGGTAGTACCCAGATTTCCAAGGGGAGGGGAGTTGGGGGACTAAACGATGTA 

C^GTGAACCCTCTCATAAGTAGGGTGTCTAGATGATTTAGGATTCAAACCAGAACTICTTTTT 

TATTCATAATTACACTGGTATAAGAGGCATAGACCTTGG 

AAGGAAGACAAGGCAATAGATATGTAAACAAATCAATGTGATAGTCA^^ 

GGAC^CTGTGGGTGGGTGGGC^TGGAGAACAGTCACTCTCTTAGGGATTTCTCTCCCCTGGAACAAAAGTTACACTAAT 
CATGTGACATCTCAGAGCATGAAGTTTGTAGCTCCCTC^ 

CAGATGCATTAGAAACTATGGAAATATTATAGAAAAGAAGCCTTAACAGGGGAAGTGTTTCATGCTTTTTCAGTTCCAT 
TCAACAAACATTTATTGGATACCTAGTATATGACAGC^ 

TCCAGCCCCAGAGAAATTCAGTCTAGTAATAAAGACATAATTGTGATAGACTGTTTAGTGATTTAATA^ 

TAACTTCTGATTTGGTTCTCATGCATCAAAGATAATATTTGCCAGTCTCTATCTCTACAAOT 

AGTCCCCTACTAATGCTAGATAATATGGCAAAATACACA^ 

CTTTTGTTTTCCAGACTGCTAATTTATTTTTTTCTACCCAGAAAGCCCTTCCTACCATCTGAGCTA 
AGCGAAGACAAGCTACAGAGATTTAGGATGTCTGGGCTAAAAAGG 

G CTTTCC AGGATT ACTGTTC CTAAC CACATTG ATAAATGCTGGGAAGACT ATCTCAGTTATC CAGC ATTGGATAACAGA 

CTGTTGGAGAAGAGTGAAGCTTCAGTGTGAGCTGGGAAAGATC 

AAATTCATCATCATAGTGACTTTAGGACCACTO 

TTTTCAGAATCATACTGTGATATAGGTACTGCT 

ATAAGGTGCGAAGCTAGTCAAT<^GTGGCAAAGCT 

TAAATTTCAGTGTTTGTAAGGTCCCTCACT 

GGATCTGCCAGCCTTGTTTCTGCAGAAAAAAATGGGGGAGGC^GAGCTGGATCT 
GAGGTTTCCGTGAAGGAGAATTATGCCAGCAATGGTTTCTG^ 

AAAGACAGCAGGATC CTGGGTC CACAGGGC C CAGTTCATGGAGAGGAGAAAGAGGCACATAATGG GAG CAAAAAGTG AA 

GAATTCAAGCTGCAAAATGTAACGGAATTCTCAAAGTGCTGGGTTCTCTTCA 

TCTCCTTTGCCTCCCACAGTTGCCACTTTAAAAAGT 
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CATAAAAA&GAATGAGTTTATGT 

GAACAGAAAACGAAACACTGCATGTTCTGACTC^ 

ACATCACACACTGGGGCCTGGTGGGGGTTGGGGGAGC^ 

GTCTTAAAACCTAGTTTGGGCTGATGGGTGCAGTAAACCACCATAGCACATGTATACCTATGTAATAAACCTGCAC 

CTGCAGATGTATCCCAGAACTTAAAGTAAAAAAAAAC^ 

TCTCAGCGTCCAGTCGGTTGAGTTTCTGGACTO 

GCTTCCTACCTCCTTCTTACCCTCACCCCTAGGCTTCCACTTTAGAGAATTTGGAGAACTGGGGAAAGAAAAGACTGTT 
TTGTGCATGGTGTGCCTGCAGCCTAGTGCCATC^ 

GTTCACACGCTATTCCCTCTATCCCAGCCAAGCTTGCAAACTCTGATCATGAACTACCAGGTC 

ATCCTCCCGAGGAAGCCTGTCTGGAACCTCTGAACTO 

TTTTGAAATCACTGCATTTGTTCATO 

ACTAAGCTTTGGAAGTTGAGCACCTCATAGAATA^ 

GAAGTGATGAATCAAGCTAAAGTTTAAGTAGGCAAAGATGAATC^ 

GAAAAGGCTCCTTGCTAGGTAAAACAAAAACAGAAGAAGTATGTGGATTCTCTTCAAC 

TCTCTCAGTTATCTCAAGACTGATTCCCTCCACCCTGGAGGGCCTCCCTGCCCCTCCTTTGTACAGCAGTGAAAGGCAG 
AAATTGAATAGAAGGAGGGAAAGAGGGAAAAAGGTCTAGATGATCAAGTGGCA 

TATGCAGAGAGGGAACTCTGAGGAAACTTGCTGACAAAAGATAGAGATGGAGGTGAGGTCAACCACAGGGGAATAATGG 

GGGCAGACAAGTCTAAGGAGGTAGATTTTATAGGGACTTCGAATAGAT^ 

TAAAAATCC^GTATAAGTTCTTGATTAAGGAC^^ 

ATAGGCTATGTAGGAGGGATTGACAGAGGAAGGGAGGAAAGATCTAGGAAAATGAGGGCCAAACGGAAAGGTGTCCTTC 

TCCTGTTCATTTGCCAATGAAATGCCTAGGATAT^ 

GGATGCCCAGCAACCATGTCATTCATTC 

TTTATGTGTTCTGTTGGTAAACTTGTAGTAC^ 

CAGTAGTTAACTGAAATCTTTTTATGTGTTCTACT 

AAAGGGAGGAAGAGGGAAGAGGGAAACAAAACTAACATTTATTAAGCAAGGTAATTTCTTACCTCAGTGTTTTCAAA 
AATTGGTAGATTTCAAAATCAATTTAAGGGGTGACA 

ATCATACATAGTAAGGATAAATGTTATTTCATGTTAAATTATGTTTCAATTCTCTGTATTGGCTCGAATATATATTTAC 
TCTTATGTGTATGGTATATACTGTTCCTATATATACATTTCCTTTTTATTTTATATATATAATTCTTTTTATTGGTTTA 
ATTTATACTGAAATGCATGGTTTGTTAAAGACTGTAAACAAATTTTGCCATGACTATTATTTA 

CTTTAAATAGGAGTCCACTGCTCTCCTCTACCTTTTAAAAATAAATATAGGTATAAAACCTTTTTGTACATTTTTTTTA 
TATTACTGAAAG CC AGCATC CACATGC CTTCAAAAGTGAGCACCTCTTACTTTAAACAAATCTACCAGGTTATAGTATA 
AAATATAAATTTTACTGTAGTTTACTGTCAATAAACT 

ttgtatgagtggagtctggggattcagaagaagacggtggtcatcacagaagttgaaattctctactgtttacttcttt 

tcaaaggtcttgttagcggtggccttgaaggtgatgaagaaagacactttc^ggtggacaggtataattattgggtca 

ccaagaacaaatttgaaaaacaaaatatgccaattgaaattagcatgtagcacctaaatacccaga 

aataatttattcattgaataaattatgtaaactgaattagtaattcctagtgaaatagtggatgaattgagaatagtgg 

tattggtaaaaatggaaaaaaatttttttcttttgagacagaatctcactctgtccctgaggctggagtgcagtggcac 

gatctgagctcactgcaacctctgcctcccaggttcaagtgagtcttgtgcctcgcttgaggcacaagattagatttag 

tagagatggggttttgctttgatggccaggctggtctcaaattcctggcctcaagtcatctgcccacctcgacttccca 

aagtgctgggattacaggcatgagcgaccgtgcctggcc^^ 

caacttaattcataaaacttaattcaacaatttaagagttatacttcaagaatgaagatatataatgaaaatatgaagt 

ctt(^gaaggacacacatataataattttagtaaatctcaaatttgtctcaaatcaaaaacttgctaca(^ 

tcttaattatcataattaaaaatgtctacacattacataatactatctagtaaatatgccctagagattgtgtgtgtgt 

gtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtatgtacacccattatgttttcagacaattggaagaaaattgttag 

gcaattgtttttcttttatcaaggagct 

atc&gggcatggcaagacctatccagattgctgtggaataat^^ 

cataaatgacatgccttcttccccttgctt^ 

actgttgctaattatgctacttttcagagaggtacaagagtccttgtacctctagtagtagtgataccactactagtat 
caaaaatacaagattgttttgttaatct^ 

gctcttatattttacatgtaatagatgataattacaagtttttaacaaataacacattta 

aaaagatagagatatgaatatatgatttttagattaaagttagttttaacattcaaataaagtgtggga 

gaggccaccttctagggaatgtatttttagccctattttacaaaaaagaaaactgaggtacagagaagot 

aaatttgccccatggttgctaagttgcagagc^ 

aactgtcatcgtagaccactaaagtggatacct^ 

cttagtctcc^tccttctctcttctcc^ttctatcctcttaggctaccagtgcacttatccaattcccacaatatccac 

TAGCTCAAGGCCACACATTTAAGTGTTCAACTCTATATCCCTTCTCCTCCCTGGAATGTGTCTACTCCACCCAGCCCAT 
TTACTGTCCACACATACAACCTTTATTC^ 

CCCACAGCCATTAAAACCACAGTCTTCCTTGAAGACCTACATCCAAGTTCACCTTCTTCCTGAAAC 

CTATAGTCCATACCTCCCTCTCCCTGCTCGAACTACAGTAGCACTCCCAGGCTGAATGATTTATATGCTACCTTACACT 

GTCTCTAGGCAGCAGCCGATCATGTGTCTGATTTTCTCAGCAGGTTATTATGGTTCCTTCCTGGGCCCAGGCTGCTGAA 
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TCTTTCATGTTCTTGTAT^ 
CTTTCkGGGGGAAAAAAA^ 

ATACAAAGTCAGGAGGAAGAGAAATAAAATGTCGTTAGTC 

TTGTTAATGTTTTGGAGTTACCTGACAT^^ 

GTTGTTGTGTGAAAAATGCATTCTAAAATCA^ 

TGTGGACCTTCTAGCTTTTGGTAGGTTCGTGTCCATTAGAAATCACrGTA 

CTTGTTTGACCACAAAACGTCATTAGTAAGGAGAATCTTATAAGGACAATATTGATTGGAAC^^ 

TGAAATGATCTTCCC^GTAACCTCAGTGTAAGTGATGCTCTGTCATTAACCAATGACAAAT^ 

GTTGACTTTTGATGATTTGGTGTGGTCTTGTAA^ 

CTCTGTTGCCCAGGCTGGAGTGCAGTGGC^ 

CCAAGAAGCTGGAACTACAGACATGTGCCACACACACCTGGCT 

TGTTGTCTAGGCTGGTCTTGAACTCCTGGCCTCAA 

GTAAGCCACTGTGCCTGGTCTAAAAGCTATTCTAAATCATAGGTTGTTCACTCACATTTGGCT 

TTGAGGGTTGATGGTGATGATGGAAAAATAGTAACTC^ 

ATATTAACTACCTTATTTAAAATTAACTTATTT^ 

CCTTCTATATGTCAGATACAGCCCTTGGTACTTTACATTTCTTATGCATTTCT 
ATACAATGTGCTCAGGTCTTTTAAATGGCTTAT^ 

TGAGTGACTCAAAAGTCCATGCTCTTTCTGATCTATCACACTATTTCCCATGAAGAGCTCTTATAGGTTGTGGATTCTT 

CTGTGTGTATAATAACTTTCTTAGCGAAATCTA 

TTCGTGTATGGAGCCAGTTCATATACAACTGGAT^ 

CTATAATGCACACACAGTTAACAAATGTAGGTTTACC^ 

TGCAAGTAATGAGATTAAAAATTGTACATAAGAAAT^ 

GTCTTTTCRGGAAATCTTTTGTGTGTT^ 

GGCTGGAGTGCAGTGGGACAATCTCGGCTCACTGTAACCTCC^ 
CCAAGTAGCTGGGATTACAGGCA.CCCGCCACCATGCGTGGCTAATGTTTTGTAT^ 
CATGTTGGCCAGGCTGGTCTCAAACTCTTGACCTCAGGT^^ 
ACATGAGCCACCATGCCCGGCTGTGTGT^ 

CTTAACCCTTAGGTATCTCATAGTGAGAGAGATATAAATGCTAAACAGAGATTTATGAGAAAGTTAAAAAAAAGAAGAA 

GAAGAAAGCAGAGATAGCGATTCCGAATAAAAGATTCTGGGGGAGTGOT 

CAGGAAAGTATTCTTAACTTGGAGTCCTTGGTGACTTC^ 

ATATGAACTTATGCTCATTTTTCTGGGGGTC 

ATACTGGTGTATTGGTGAATTCTTTTAAAATO^ 

ACTTGTCATTTTTATTTTAATGTTAATATTTCACTTCAGTAAGACACCATGATCTGCTTGACC^ 

AATGTTAGTTCCTAATACTCTTTTAAAAAAAGAGAAAGAGTTTGAAAGCAAAAGACTGAGAACAAGAGATAGACGAGG^ 

TGATTACATGTAGGAAGCCACACCCAGGCCAGTATTACTGTTTGAATCTCRTTTGGAAATAAATATTCT 

AAAACAAGC^TACTTACTGATTATTCACTCACAAATATTTGCTGAGTGCCTGTAAATGTCAGGAATTTTCTAGA 

ATAGAAAGGCCTAGACACAAATATAAAAATGACATTAGAAAAGT 

GAAAGATTGGCTAAGATGGGCAGTCTTGGATGGGATAGTCTT^ 

GAAAAAGGCCTATGTGAACAGAAGTGTGACATTAATACA^^ 

GAAACAATAAAACCAGGGTTTAAGGAAGATTATTCTGACTO 

AGATCCAGTAGTAGACCATTATATGAATCTAGAAATACACT^ 

AGAAGAAATTGGTAAGTCAACTGGCAAAGTATTGGATGGGAATATGGTAGGGGTAGGAGTGGAGATAAGCAGAGTGAGT 
GTAAATATACTCCAGAACTTTCTATTTATTAAT^ 

CCCTGAAGAACAGTTGAGCTAAACTCACAGAATTCCAGGATCATGGTATTGGATGGGATCCTTGACAAGTAACTGGTCA 

GTTTAGGAATTCCCTCTACAAACATAGCTGACCC 

CCAGATAGTACAATTTCAGAAATCAGATAATAAATGM^ 

CCTTGTTTTCTCTAAGGAATACTGTATGCAGTAATTGACAAAGGTGAAGAAOUUVA 

AGTATATGATGGAAACACAGATGCTCTCCTACAGTCC^^ 

ACGTAAATAGCATACATAATTGTAACTTTTCT 

CCAGACAAAAGCTTCCTCAGTAGCATTCTTT^^ 

ATTATCTTAGCGCAAACCTGTGGGTATATACGGTCTC 

AAGCTGCTATAACAAAATACCATAAACTGATGGCTTAAACAACAAACWTOT 

CTGAGATCAGGGTGTCAGCATAGTCAGGTTCTGGTGAGOT 

ACATGGTAGAAAGAGAGCAACCTCTGGCCTCTTCTTATAATGG^ 

CTAATTACTTCCGAAGGGCTTTCCCTCCAAATACCGTGACACC^ 

ACAAAC^TTCAGTCCATAACAATATTTTCCTTTC^ 

CTGCAGCTTCTCCTTCCCCTTCAGGGACTGCTTAGGATT^ 

TTTTCTGATCTGCCTTTATACTATTC 

AGATTTTTAATGGCCT CTTTAGAAGAAAATATTGTCTTAGAATAGTATACAAGT C CTC CAAGACTAGTTCTCCATCTTT 
ATCTTTGTCCACTGTCTGATCTAAACTTTATATCCCTACCTGTTTGTAGCTTCCTGAATGGCCTGTGTTCTCTAAGTGA 
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ACTTCTTCAGAATGAATCCCTGTT 

TATTAA.GTTTCTGGACCCCGAGGTTATACCTAGGTATTAGTTGATAGGCTCACTAAAA.TTAATAGAATGTTTGCATTTA 

AGTTAGAGACTTGAGTCCAGGAGAAAGTGAAGATACAATGGAGGAGGAAGGGAA^ 

AGATTATTTAACTC^CAACCTCTCA^ 

AATAAGGCCCTAGAAAGATTAGTAGCTGAATTGCCTGG 

CACTCTTCCAGTTTCTTTCAAAGAATAATATC 

AATTAAACTTAGCTCAAACTCCAATTTTT^ 

CTCTTCTCTTATGTCAGCTCAGAGAGACATTTCTC 

AACAAAACAAAACAAGTCGGGATTTTGTACCTTC^^ 

GAGTTACCCTTTAGACCAAGCTGACTCCTTC^ 

TTATTGATGATTGGGAGAAAGGAAAAATGTACAAA^ 

CACATACACACACACACACACACACACATTCTCTCTCTCTCTCTC^ 

AGACCAAGCTGACTCCTTTCTCTTACACAC^^ 

TACAGACATGCACACACATACATATO 

ATTAGTTCCACC CAAACCAAAG CTCTTCAAAGTCTCACCTTCTGTCATAAATAGCTTTATCGAACATTTTAATGCAGGC 
AGACTCTCGTGAAAGAAATTCTGGTGAATTCCAT^ 

CTACAAGGTTGTAGTTTTTAAGAGCAAGAAGTCCACTCCCTTTCAAGTCACATTGGGCAGTCCTTCTGTTCATACCTGA 

C^TATTGTGGGAACATATGTCTGCGTAGGATTTTAATACAGAGATTGTCTTAGATAAGAATAATCGT(^GAGAAGCAAA 
TGGTCTATAAGTTATTTAATTTTATTCTTAAT^ 

TTCCATTAATTGCATAGCACTAGAATTTTCCATATAAAATAAAATCAGATCCCATGTCACACAGTACTCTGAGTCACTC 

TGTGACTCCTACTCTTGAAGATATAGTCCTACCTGCAGATGCCTGACATGGCCAGTCTTTGAGATGGCCAGTGGCTGAG 
GATTTCTCAGATTTCTCCAGAATCTGTO^ 

TTTTTTTTTTTTTTTTTTTTTTTGAGACAGAGTTTTTATGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAACCTCT 

GCTCACTG CAACCTCTATCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGG 

GCCACCAAGCCCGACTAATTTTGTATTTTTAGT^ 

ACCTCAGGTGATCCACCCACCTCGGCCTCCCAAAGTC 

CATCTTGTTCATCATAGGTCTGTGTGCT^ 

GAGGACTCAGCCTTTTCCCACTCCACCTCTGTCCCTGTCTGATTTAAATAGTCCTCTTTTACTGTCCCATAGCCCACAT 

GCTTCCTTCTGTGAGAGTGCACTCTACAGTTGTTTGCTGAAATTACCTCCTCTGCTGGACTCTGGGTAAGGGACACACT 
CTTTTCATCATCTTGTTTCTGCAGCCT 

TGGGACTAAAAGTCAATGAAAGCCAACCTCATGTTTATTTCATATAAAAATTCTACTAGAGGCATAGGCAACATTCGGA 

AAAACAATTGTAGTTAGTGAGAAGATAAAAGAAAAAGAAAACCGT 

TATGAAGTACTAAATAAAGTTTTATATAT^^ 

ACTTGGAGATGAGAGCAGCTTGCGACTAGCAAACTCTGCTT^ 

CCTTCATGTATTTCCC7VTCAGATAAAATGTATAGAGGAAAAAAAATTAAGTCAGCAAAAGTTAGACCTAACCTACAC 
ATCTTTTACTGTAGCAAACTAAAGGAATGACTAGCT^^ 

ATCTACTGTAGACAGTATCAATTCCTTCCKTAGAACAAAGGGGAAATTTTGTAAGAATTAAGAGAAGAGAAGCTGGAAC 

TGGTTAGGGAGATTTAAGTATTTGCTCTTAGGAGCTTTTTGTTGTAGTTCTTTTATTTTTAAAAAATCTGGATCAGTGC 
TCATCATGACTGGCCATCAGAGAAATGCAAATCAAAAC^ 

TTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGAAGAAATAGGAACACTTTTACACTGTTGGTGGGACTGTAA 

ACTAGTTCAACCATTGTGGAAGACAGTGTGGCGATTCCTCAAGGGTCTAGAACTAGAAATACCATTTGACCCAGCCATC 
CCATTACTGGGTATATACCGAAAGGATTATAAATCA^^ 

TATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCATCAATGATAGA^ 

CACCATGGAATACTATGCAGCCATRAAAAAGGATGAGTTCATGTCCTTTGTAGGAACATGGATGAAATTGGAAACCATC 
ATTCTCAGCAAACTATCACAAGGACAAAAAACCAAAT^ 

CACATGGACATAGGAAGGGGAACATCACACACCGGGGCCTGCTGTGGGGTGGGGGGAAGGGGGAGGGATAGCATTAGGA 

GATATACCTAATGTAAATGAGGAGTTAATGGGTGCAGCACACCAACATGGCACATGTATACATATGAAACTAA 

C ATTGTG CACATGTAC CCTAGAAC TTAAAGTGTAATAATAAAAAAAATCTGGATCAG TTGTTATAATTTTTTTTGTTTT 

TTTGAGTCGGAGTCTTCTGCTGTTGTCCAGGTTGGAGTGCAGTGGCCCAATCTCAGCTTACTGCAACCTCTGCCTGCCG 
GGTTCACGCCATTCTCCTGCCTCAGCCTC 

GTATTTTTAGTAGAGCCAAGGTTTGACTGTGTT^ 

GCCTCCCAAAGTGCTGGGATTAC^GGCGTGAGCCACTGTGCCCGACCTCAGCTGTTATAATTTGTATTT 
TTAAGGGCATACAAATAGTGTCCAAAATAAGTGGT^^ 

AGGAATTATGACAAGCCGATACAGTCCTTTAGCAGACCTTCAAGTGTTGGCAAAGAAACTAATC 

ATCCCGTACAGTGGATCCTTTTACCTCAATGGTCAACATCACTGTGAGTTGTGGGTAAGAGTAATGGACTGAACATTTC 

ACAAAAAATCACCTCAACCTCTAGCTAACTGCTGTC 

TTCTTCAGCATCTTCTCCTGGAGCCCCTGGCA^ 

CAGAAGCCAAGTGCTGGCCCGCAAGAATTGAGGACTGTTTGTTCACAGAAGAGCCTCAGCAGAATGCGGGTGTTACATA 
GTTCAAAGGTGCCTTGAAGAAAACTGATGCTGTTGTAGCAGGGGCCTTCAAGGCTCAATTTATTTCTCAGTTGCTGTTC 
CATAGCCCT CTCC CAGC CTTTAGGGAGTTTAGCCAATAGTTTTTGCKTGGGTGTTTTTCTCTGTTTAGTTCCTTGACTT 
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AGCAAGATTTGGTGCAG TTAAAGAGTTTTCA.TGTATTTTTAAGGAGAG C CACAGTGTATACTACTC TGG CAGGGGTTGA 

GGGGAAGTATTTTATTAATGAATG CAGTATGTGTT CTTGGTAAAAGCCAAAATTAAACTGGCTCAC TGTTTTTGTC CTG 

CTAGCTGTCGACATTTAGGTGTGTTGCTTGGTGT^ 

TTTGTTCGGCGGGATGAAAAGGTCAGTTACTTGATGTCTTAGAACACTTG 

CAAATGATCCTGAAAAATCGTGGCTAGCTATATTC 

ATGCTAATATCAAGAATAATTCTTTATTT^ 

ACTAGCATGTAGATGTGTTCCAGTGATTTTC 

CCATTTTATCATCA/TACTCAAATCCTC 

TAAATTGTTCCTCCTGTCACTATACTACCTTC^ 

GCCAAAACTTTCCTGAATTATTTTC CACATTAAAAAATAACAAC TGAAATATAATGTGTGGAGCCACAT C CTGTTAGAT 

TTGAAGCCTGAGTCTGAAMAGCTTTGGGAACTTGGTGAAG^^ 

ACTTGAGGCTCAGGCTTTGAGAAAGTTGGAGTGCAGGGGAGA^^ 

GCTTCATTGTAACCAATGATTGAAAAGATGGCACTG^ 

ATAGGCTAACTATGGACAGCTCAAATGATCATAAAACAAGT 

GGAATGAGAGAGAGAGGAAAATATCAAAACCAAACCATATAGTAGATGCACTACCATC 
TGCATATGGAAGTTATTCAGTAAAATGAAAATGATTGT^^ 

TGTGGGGTTACAATGGACTTCCTATATTTGTGTGTAATGCTTCAATTTTTATAACAAGCATGT 

TTAGAATTGGGGAAGCTATACAGAGCAGGTATTTTATATTTACCATTTAAAATTATTAATATC 

GGGAAAAAAAAGCTTCAATCTGAAACTTTAATTCACCTGGC^GGTTTAGGCAGTTGTTTGTCCATCTAAAGT^ 

TTACATAGACTGCGGGGTGGAGGAAGTAGAACAAAAAAGAGGCAAAT 

TAGTTCAAGTATTCTTGATAACAATAAGCCACGT 

GTTCAGATAAAAAGCTATCTCAA?U^TCCCAGGAGCCTAAATTCAGTCCATG 

TATGGAGTCTAAATTTCAAGGGCAGAATTTCTTCTCC^TACCTGTAGATTCAAAGACAAAGACAAGGGATC 

TTAGTGTAAGTTTCTCAGTATCTTCTTTCCACTCGACAATGACAAAGTTTTATCAAATGGACCCTTGGGAGTTTGACTT 
CTCCTCACTATGAATGGTTTGCTC^ 

CCCTGGTGCCCTGGGTC&GCCTTTGTAAACAGAACAGGCTT^ 

AAATTGTAGTGTACTCTGCACATGGTGGGTAGAAACACCCTTCCAGATOTTCTTCCTTGGCCC^GATCATCTAGGTCT 

TATGCAATTCACAGGGGAAAGGAGTAGTATGCAGGACATGCGTAAA^^ 

TTCCTTTAAGAGAACTCTTAGGCAATTCGGCATAT^ 

GACCCCACAACATTGTATATTTTGTTTC 

GGCTGGGTAGAAAAAGAATGCGGTCTTAATTCCCACAACCCTGCCTCCTTGAAGTAGGTGAATCCTAAGCCTTTAGAAA 

CGAACCCCCAGAAACCCTAAAACTTAAACCCTCAGAAACCTTGAGGGTCCTAAATAACCTTGTTTGTGAAACTTCGCAG 

GAAGCAGCCGGTCGTGGAGTCGCAGAGGCTCCAGCGGTCTGGGCAACCTGGAGGGCAGTGGCTCGGCGGGGCGCGCGGT 

GGTTCTAGCGAGACAGGTGCGCGGCCGTGCGCGCCTGCGTGCCGGTCCCTCCTGAGCCCCGCGGCGGGCGCGACCCCGG 

ACGGCGGACTGCAGGCGCTCCACGCCGGGTTTTCCGCCGCTCTCCTAGCACAGACAGTCCCACAGCAGCCCCACAGACA 

CACACGCTCGCGCCCGCGCCTCCTCGTCTGCACTTCAAAGCGAGTGGCGCCCGGCTGCGCSGGGGGGATGGCACTGCGA 

GGTGGCGGGGCCCCCGGGGCAGAGCTCGAGGGGAAGGACGCGGCGGGTGGCACGGACAGGGACAGGCTTTTGCAATTCG 

GAATCTTTTCGTAAGGGGGTTGAGGAGGAGCCAGGCAGCGCCGAGGGCCGAGAGGGGCGTGAGGGGGAGTGTTCCCGGA 

AAGCTGCGGCGTTGGAAGCCGCGCTGCGCCTGCCGCCCGAGGAGTTGAGAAAGAAAACAGGAAACGTGGTGGCCGCGCA 

CCCGGCCGCGGCTGATTCATTCACTTCAAGTGCCGTGCAGAAGGCTCGGCAGGCGGGGCGGGCGTGGGGCCGCGGCTCC 

GGGTTGGGGACCGAGGAGATCCGGCTGTGGACCAGACGCTCCTCTGCGGGGCGGGCACCCAAGCGCGCTCGCCACCCCC 

TCGCCATCCGCTAGAGCCGGGCTCCTGGACTGGGACTCGGGCCCGCCGCACAGTTGAAAAGTCGCATAGTGGTTTTTCC* 

GCTCGCGTCGCTGTGTGAAAGTTGGCTCGCCGCTCTTTGCACGCCCTCCCTGGAGGCCGACCCGAGACGCCAAGCTGGA 

GAGACCGTGCCTCCCCGAGGCCGGCCGCCCCGCGAGCACAGCCTCCGCCCCCGTTGCACTGCCGGGCTGGGCAATATGA 

AGGAGCAGCCCTCATGTGCCGGCACCGGGCATCCGAGCATGGCGGGGTATGGCAGGATGGCCCCCTTTGAACTCGCTAG 

CGGACCCGTGAAGCGCTTGAGAACTGAGTCCCCCTTTCCCTGTCTCTTCGCAGAGGAGGCCTACCAGAAACTGGCCAGC 

GAGACCCTGGAGGAGCTGGACTGGTGTCTGGACCAGCTAGAGACCCTACAGACCAGGCACTCCGTCAGTGAGATGGCCT 

CCAACAAGGTAAGCCCCGGTTCTGCTGTCACTGGTGCCCCCAGGC^ 

ATAGCCCCGGGAAATAAATTGAGAGGTTTTTTAGGCT^^ 

TTTCCTTGCTTTGCCTCCCCTAGTCAOT^ 

CCAAGACACAGGGTTCCTAAGTAACACTGAGCCCTTG 

GGTGTTCTTGGGATTCCCGGTTGAAAATAAGAATTGGTGGATGTCTGTCAAATCACTTGAATGTCACCAC 
TCAAACTCAGAAGAGTTGATCGAACTTGGAACCTTC 
CCTTTATATATTCAGTTGGCCATACATATCCGCAGGA^ 
GTTTCCATTAATCTTGGAAAGAAAGCCCAGTTTT^ 

ATATGTGCTAAGGTGCTGGTCTTGGCAGTTAATGGAGTTTTGAGGGCTGAGAAGTAACCTTCAGCCTGGGACAGCCTT^ 

AAATAGCACGGAAGGCAAGGTATAGTGTTTTCAGTTTTGCTGTATTTTTTGGATT^ 

TGCAAGGAGATAATTGGAATTGTGTATGTTTTTAGT^ 

C^GCGAGTAAGGACTGGTAATGTTGTGAGACAATTAGTAAT^ 

TATTTACAAGGTCAAGAAGGTTATATTATCTTA^ 
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TTTTCTACCTTTCTATOGTTTTTATCCCACCTO 
ATTGtfCTTATCTATTAACAGTGCTTTC^ 

TGTAGACACGGCCAGCAGATACTAACCTACCCATATGCACACTGACCTAC^ 

GTCATTTGTGCCTCATTTCTAAATTTGGC^ 

CCCCCTGCTGTRGCATTAGGCACCTTTATTCTGAT^ 

TAATTTGATTCTC^TAGCAGTAGACATATGCTGAA^ 

GGCCTGAGTTCOTAATTCTATTGTGTGGTTGATTCTG 

TGCAAGCATTAGTGTATRTTTTCAAGGTGATTCGACAGT^ 

CCTAAAATCCATATTCTTAATGTTGAGATCTATGTTC^ 

GACTTCAGCTGTCAAGGAATTAATCTATACGTTA^ 

CTTTCTTTTAAAGGCACCAGATAAGACAGGGATTTAAAAAAAAAATCTTTATTATGAAGGCCCCAGATTAGACTO^ 
TTAATTTACAGGTTTAATAGGAGAGGTTGGTCTC 

AAAATGTAGTCATTCTAGCAATGTTTATGTCTTGTGGCTGAAAAATTAGGATATTTTTTCCTAGCCCACGACAGAGCTG 
AATTGAAAAATTATTGCTGT(^CACTAAOT 

TCC^GCCATTCGTGTCTTCTTTAACTTATTTATTTCTAAATCAGTGCTAAGCTTACATGACTGTTATAG 

GGTTAGCACAGAAAGAAAAAAAAGCTCTTGCTAAAGGTTGTAAAGTTACCCTTCTTCTTCATAACAAGGGCATGAATAA 

GCCACATCCAGAAAAGCTGTAAACTGAGTTGGAGCAGCTGA 

GAACTGGAAATGTGTACAGCTTGCATCATCTCCACTCAGTTATTTGATATTTCTTGAGT^ 

CATTGCTTTTCAGTTGTTAGTTTTATTACCATCCATTCTTTTTAGATACACGTGTTCAAACTGATAT 

CTCCTTTAGCCTTTGAAAAATTATGACAGTTTTCTGTGTTCTCTCTTGAGGTTTTAAAAAATTTA 

AAAGCACAATAAAAACACTAGTAAGAGATCAGGATTTTTAAATGGTGATAGAGAATACTTATTATGGAGATGGATTTAG 

GTATTAGGAAGGAGGAAACTGATTCCTCAAACCCATTTAACAAACTGGGTTAACASATTATTTCTGTTO 

TCAATAAAAGGCATCTTAGCCAATTAGCAGCTTTTAAATGATGCTCTAGGAGCAACTAGCTGTATTTCCTGTATTGGTA 

TTATATATGTTTCTTGCTTGTTGATGGCATTGAAGCAGGAAAATTATTGAATTCTTGGCCAAGGCTAGGGTTGGCTGTA 

ACACATGTAGGATGCTTGTACCAAGTAGGGTAAGAGAOT 

TACCCTTATAAGCACATTAATCTGCCTGAGATTTGTACAGATTTCCTTTGGAACCTCATTGCTACAATTGAGGGTAATT 

TTAGTGAGGTCTCAAAGCTTTGGAGGCAGGCAAACCTGG 

TTAGAGAAATGACTTCAATTTTTTTTAGCTT^ 

CAGTGTAAGAGTTCMAAAGAATATATACAAAAGAGCTAGCTAATATAGTATCTGACAATAGTAGGCACTGTATCTGTTG 
TTATTGCTATTATTTGGGTTTTAGGTCAA^^ 

AATTTATACCAGACACTTCAAGTTTGATGGATTTTTATAATTCTTAGATAACTGTCTATAGCRCACATTTCTGTATCAT 
AAAAATGCTTAAATTATATTTACAGTTTTTGTGGTAT^ 

GCTTTTCTTAAATTCCAGTTACAGAATGCCAGACAGAAGAGCTAACTAAGTACTTTTCCTGTTTTACTCTAAAACTGAA 
AATGCAGACCTTACTAATTTTTAGAACATGTGAAATGTJ^ 

TTTTAAGCAGAATAGTTTCACCATGTTTTTGGTTACCTTTCTCTCATGGAAAGTATATTGAGGATGGGAGTCAGTAGAG 

AGGAGAGCAGGACAGCGGCCTGGGCCTCAGGGCTTTCAAGGATTATGCTATGGAACCCTGTAACGTTATCCTCTTGTGA 

CCTAATAATGCACATTTCACCAGGCCTTCCCTGTAAGTTC 

TTCCCAAGACATATGACTATAAAAATGTATTT^ 

AAATGACTGTGTTTCAAGCTGAAAGTCTGTCTTGAAGTTAGAATCCAGACCCTTTCTAAGAGACTTCAGATTTTTCTAT 

ACTTCATTCCAAATATACTTAGGCCAGCTTTACAAATGTGGTCATGACTTCTTTATGGAATT 

TTTTGGCAAACCTCTCTAGCATGTTTCTGTTGCCT^ 

CTGGCTGCTCCCCCTACTGCTTTGTAATAGTCAATGCAGAACATATAGTAGGACTTTTTGTTGATGTAT 
GCAAGAGGGGTGTTATAACAAATATAGGATCTTCATAGAAGTG 

AGTGTAACTCAACAGATATAAATGTTAAACTTTTGCTAAGAAGGAAACTAAGTTAATTGGAAAAGGCATGT 
TAGAGAGAAAAGAGCCTCAGTTGTTTTCTACATTAACATATTAAATCTTAGATTAAAAAAGTGTTAATAT 
CAAACTTTAAATTTGAAAAGAA^TATCTTCTATAATTATAGAAAATCAACA 
TTTTTCMCTACTC^ 

ATTGAGAATCCTATAATCACTGTTAGAAAAAATACTTTCTTTGCTTTTAAGTAATAATGGAAGAGGGAAACAATTTTAA 

AGGAAATTTTTCTTTCACTGAAAAGTAGAGCCCTTGATGTTA 

TTGTCTCTGTTGTCATCCGTTCAGTTCCTGTGCC^ 

AACTCCTAATTTTTAATTATTCAATAAATTAATCATTACTAGATAAATTTCTTTTTTTC 

TTTGGGGTAGTAGTGGTAACTTCTGTCTGAGAGCATTATGAACTGTCTACGTTTTCGAAAAAAATTCCGAAACATAAGG 
ATTGCCCATGATAAAAGAAGTATTTTTTCTAATGTO 

TGATAGATAATGCTTTTGTTCAGTTTAAGAAGAT^ 
TACATGATGGATGTGCAGTGCTGTTTATGTC^^ 

TTCT^GCAGGAGGGACCAACTCTTTTTCTAGAACTGTAGATTGCTGGGGTTAATTTTGTGATAGCGTAGCTCTAGTAGGG 

GAGCAGTTTTTACATGGCTATTTGTTGTAATAGTTTAATTGACACTGTTAGTCTGAGATCTTTCTAGAATGTAGAGAGA 
TCAGTAGCACTTTATTTTAATATTCA 

ATTGGGGGGTATGCCTTGATATTTGCTTAAACAACAAACAATTCTGCTGCGTCCATTAGGAAATTAGTTAAGTTCAGTG 
ACCAACTACAATGACAATAGGTTTATTATCTT 
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ATTTAGTATTCAGAGCTTCTTGTTTTTGTTTTGT^ 
TGGAGTAGGCACCAGTGATACTTACAGCAGCTT 
TTCAAATTCCAGCTCTGTTGTITC^ 

TATAAGTGGCGATAATGAAAGGGGAAAATAAAATGAAAAAGTTATTGAGACCATTAGCTATAATGTATG 

TTTGGTGCATTAGCACACACTGGGTGCTCAATAAATTGCATGTGCTTG 

AAGAAAAACTCTGTGTraCATATTTCTC^ 

TTTAAGAATTTACAGTCCAAATTAATC 

GAGTAGAGTGATACGATCTCAGCTCACTGCAACCT 

TAGCTGGACTACAGGCGCATGCCACGATGCCCAGCTAATTTTTGT^ 

GAGGATGGTCTCGATCTCTTGACCTCGT^^ 

ACATTC^TATCTGCTATTATATGTTCAATG 

ATTCTTAATTGAOVAATATTAATTC^ 

TTAGTAAAGCTAATTAACATATCTATATTAC^ 

aaattgtaaaacatataatacgttattaat^^ 
atctaactgaaattttgtactgtttgatcgag^^ 

CCTTTCTACTCTCTGTTTCTGAGATCGACTTTTCTAGATTCCCCAT 
CTTTCTGTGCCTGACTTATCTCACTTAGCA^ 

tcttttataaggctgtgtaatctto 

ctggagtgcagtggtgtgatctcggctcactgcaagctccgcctcccaggtt<^tgccattctcctgcctcagcctcct 

gagtagctgggactacaggcgcccgctaccacgccccactaattttttgtatttttaagtagagatggggttttactat 

gttagccaggatggtctcgatctcctgaccttgtgatckgcccgcctcggcctcccaaagtgctgggattacagatctg 

agccactgcgcccggcctgtataatctatatatatatatatatatatataatatatatatatatatatatatatatata 
tcacattttctttatg(^cacttgatgaa^ 

tatgggagtgcaaatatctttttgatgtaccaatttcagttcctttgggtgtatacctagaagtaggattgttgg 
tatc^tagttctatttttagatttct 

aacagtgtagaagggctcccttttctcca(^ 

acatggtggagagcaacacatactggggtctgttggcgggtgggatgggtgcagggagagcatcaggaagaatggctag 

tggatgctgggcttagtgcctaggtgatgggatgatacgtgaagct^^ 

gc^catcctg<^c^tcctgcac&tgt^^ 

ggc&tgaggtgatagctcattgtggttttaat^ 

tgagacagggtcttgctcttttgttcatc^ 

ct(^tgatcctgcctcagcctcc(^gtagccaggactacaggtgtgtgccaccatacctggctttttattttttcgt 
atagagagggtcttgctattttgcccaggcttgtctagaattcctggcctcaagtgatctcctgcctcagcctcccaaa 

GG&CTGGGATTMCRGGCATGAGCCACTGTGCAGGGCT 

CTGTTGGCCATTCATATTTCTTTTTTGAGGAAAGTGTGTCTATTCAGATCCTTTGTCTAATTTTAAT 

TTACTATTTGGTTGTTTGAATTTTTTATATATTTTGAATATTAGCCTCTTATCAGATGTATGGTTTGCAGATATTTTCT 
CCTGATCCATGGGTTGTCTTTTCACTCT 

TCTATTTTTGTTTTAGTTGCCTGTGCTT^^ 

CCCTTATATTTTCTTCTAGTAGCTTTAGAGTTTCAGGTCTTATGTTTAAGCCTTTATATCTCra 
TATGGAGTGTGAGATAAGAGTACAGTTTCTTTCTTCTGCAGGT^ 

GTCCTCTCTCCATTGTGTGTTCTTGGACCCTTTGTCAAAAATCAATTGACTGTAAATACTTGGATTTACTTCTGGGCTT 
TCTATCCTGTTCCATTGGTTGATGTTTGTTTT^ 

TTGAAATGAGGGAATATGATGCCTGCAGCTTTGTTCTTTTTGTTCAAGATTGCTTTGGCTATTAGGTCTTTTTTTGGTT 
CATATAAATTTTAAGATTTTTTTCTCTATT^ 

CAATAGAGGAACTGCATTGAATCTATAGATGGCTTT 

GAAC^TGGGATATCTTTTCATTTATTTCTGTCTTC 

CTTTCACCTTGTTGGTTAGATTTGC 

CAGGCTAGAGTGC^GTGGCGCGATCTCGGCTTACTGCAAGCTCCACCTCCCAGGTTCACGCCGTTCTCCTGCCTCA 
TCCCAATTAGCTGGGACTACAGGCGCCTGCCACCACACCTGCCTTTTTTTTTTOT 

TTC^CTGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTA 

CAGGAGTGAGCC^CCACGCCTGGCTGCTCCTAAGTATTTTTTTGATGCTATTGCAAATGGGAOT 

TTTTTGGATAATTTATTGTGAAAGTATAGAAA^ 

CATCOTAAGTAATGGTATACATGAAATC^TAGGTTTGATGTTCAAGTTATATTTTT 
GAATAAGAAAATGAGAAAACATTCATCT 

TTGGACACACTAGTCTAAATC^GCTGCAAGAACAATTTAGAGACTAATTTATTGTTTTAAA 

CTTTACCCTCAGTTGGATTTCTCCACTAGAGGAGAA 

TTCATTCCTTAGGCAGAATGGTCCGTGGATTTA 

CCTTTTACCAAACGTAAATTGGGCCAYGTTGCCTT^ 

TTAATGAATTAAAAGATGGGAATTGTCTCGACTGAGTC^ 

TATGTGAAGGAATAACATTAGTTTTTAT^^ 
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TCTATCCTTTTGATAAAGTGACCTAATAATATTGATACTAACCAAAGAGGACTATTATAATGTTTTATrTACTCTTCTC 
CCCCATTAATCACTTTTTTTGGTGGTGTTTO 

TTCCTTCTGTAATTTTACAGTATAGCTCATCAAGCAAGCCTGAGATTTTTGTCAGAATATCTGAAAATCTCTG 
TTCTAGCAGAAATGCATAATGCAGTGCAGAAGAATAGTCT^ 

CTCTGCATAAGACTGAAAGTAACCCAGGGACACAATATCTTATTAATATTTAATATrAAGAAAAGTATA 
AACTCTCGATTCTACCTCTCAACATCOT 
TAGAAGCTACCATACCCCAGTAGGAATGAGC^CACTTA 
GAACGAAGACTCTTTGAAAAAAAATAGCTGATTTCTA 

TGTAGTGCCAAAAAGTAAGGACCTGCTCAAACAAATGGAACCCTACACCCGTGGGAATATACTGAAGAGTT 
AAACTGAAAGAGCTCCCAATGGCCAAAGCTAGAACAM^ 

GGTAAAATAAATATCCATAAACCCATATTGATACAATTTATTAAATAAATACCTAAGTGGGGGAAAA 

CTCCTGTGCGGAATTCCCAATAACTTCT^ 

GTGAGCTGTGCATATTGACTTCCTTC^ 

TCACTACTTCAGCCAGGTTATCAAGGTCAAC^ 

AATGGCACTTTTAATCTGTGGTTTCCCT^^ 

TCAGTTGAGGGATATTCTACCCTCGAAACTTGACCAGTATTTGACCAGTACTCCTCAAAACTGTCAAGGTTA 
CAAGGAAAACCTGAGATACCTACAGCCAAGAAGAGCCTCAGGAGACATGAGGACTAAATATTATGTGGTATCCTGGATG 
GGATCCAGAACAGAAAAAAGGAAATTACGTGAAAACTAAGGAAATCTGAATGAAGTGTGGACT1TGTTTAATAATAATG 
TATCAGTATTGGTTGAATAATTGTGACAAATGTC 

ATAGGAATTATCTGTAATGTCTACACAAGTTTTCTGTAAATCTAGATCTGTTCTAAAACAAAAAGT 

TCGAAGCCATCTTTTAAGGCCTATCTGGAATGCT 

CCTATATCTGGGGTGTCCTATGTCTCCCACC^ 

TGTAATTCTCTTAACTCTTAGTACAATATTTTGTGTCTCTGTTTTATTGTTCTGATGAGGTCTTCTACGGTGTTTTTAG 

CCCAACCCAGTGAGTGTCTGGTGCCTTAGACCACOT 

TGTAGTTAGTGACATAAATTAGTACAAGAATGCATGATC 

ATGGAGAGTCTGAGCATTCTACTTTGTGCCTTTCAAGAAAGGTTTTTTTCTTTTTCTTTCAGTGACAGGAATCCTGAGC 

ATTTCTCACTTAATCTCAGTTCTGCTTTTAGATACTCATGTCTCAGAAATTTTATCATAG 

ATCTCGTTTAAATTAAAAGTTTGTAGTGC^ 

CATCTCTACCTATTTTAGCAATAACATTCTTCT^ 

GCTAGTCTGGGAAGAAAGGATGTGTTTGTTGGCTTTTGCCTGTCAGAGAGTATTCTGCAATGTTTGCCTAGGGCATGCT 
TGCATTCCCATCAGCATCTCTGGTCTGCTC 

GTGCACTGTGCAGCCATAGGCACCATAATAGGAAACACCTTGGCCTGTCATAAACAGGTCTGGAGAGTAGAAAGTACAG 

GCCTGCTGGGGATGTGTCCATAGCAAAGAGGCAAAGATGCGGCTGC 

TCTCGATTTCAGAAAATAACTGGCTGATTTT 

TGGCTTAAATATGAATAAAGCCATCTTAAAGAGATTATACCCTTCAAAGTATTTTGAGAAGATCTATAAAGTATTTTCC 

TTTTGTTATTTTACATTTAATTCTACCTGATCATTCCAATCCAAACCCAATAGAGAAGGAAAAACAGA 

AGTGGGAAATTAGGAAAAAAAGAACCATGCAAAAATACAAGTC 

AATTACCCAAAATTACAAAGAAAAGTGCATTTATTATTAAGGTAACTTGTGTTGTCTGTGCCTTTACATCAACT 

TTTTATAAAAGGAGTA(^TTCTTTGACCATAAAGACTTTATATTTGTTAGTGTTTTTTTCAATCTTTAGGGAAAAAATC 

AACTGCAATATTAATGATAGGCTTTGTAGCAAGAATT^ 

TTTTAATAAAGAGATAAAATTATTTCATGAGTGCTTTAAATATATATAGGTGTCATTTTATTATTTACAAGGAAACCCA 

TTTC^CAAAAGAGGCTAAAGACTGTAAAGATTGAACAAA 

TAAAGTCCTAATTTTTTTTTTTTGACCAC 

CCCTCCCTTGTTAAAAACTAAACACTTGTCCTCTTGTATCTTTTTTAAAAAAATATTTCAAGTAAGTTTCAACAGTATG 
CTGTGATAAGGATGAAACCTATTAACATTATCCTTGGTATATATTTTGATTTTCTGTTGTTTTCTTAATCTTATATTG^ 
CAGTATGGTTTCTAAGATCTAAGATCTCC^TAAGGGTAAGTGATAATTGGGTTTTGATAAATCATAAGGAATCTTCTAC 
TAGAAATATGTCTGTTTATTTATTC 

ATCTTAATTTTTCTATCTAGTGTTAATACAGTAGAATGCCTAAAGGATATATAGAAGAAAAGACAA^ 

AGAGAATGCATCATTACAGACTGAATCATGAGTC 

CCGGGCGTGGTGCCTC^GCCTGTAATCCC^GCACCT 

ACTAGCTGGCCAACATGGTGAAATCCCGTCTCTCCTAA 

TCTCAGCTACTCGGGAGGCTGAGCAGGAGAATCACTTGA^ 

CTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAAAAAGTAGAATT 
GGCTCACACCTGTAATCCCAGCACTTTGGGAGGTCGATCAGATGAGGCCAGAAGTTTGAGACCAGCCTC 
CAAAACCTGGCCTGTACTAAAAATAC^AAAATTAGCCAGGTGTGGTGGTGCATGTCTGTTATCTCAGCTACTCGGGAG 
CTGAGGAGGAGAATCACTTGAACCGAGGAGGTAGAGGTTC 

GACTGAGTGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAGTAGAATTCATGGGAAAAATTATTTGTTG 

TTATTTTTAAATATTTC^GTATA^ 

TTTACCTTACCTTCTAATGTAAGGCATGATTC 

GAAAGAGTATTCTACATGTCAAAACGTTTTT^^ 
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GGAGTGCAGTGGCGCCATCATGGCTTACTGCAGCCT^ 

GTGGATGGAGCCACAGGCATGTGCCACCAGACCGGCTTOT 

GTAGAGACAGGGTCTCACTATGTTACCraGGCTGGTCT^ 

AAAGTGCATGAGCCAGTGCACCCAGCCTCAGAATATTTTTAAAGA 

TCTATGTGCTTCTAAATAAGTGTAAAGATGACTATOT 

CAAGTGOTTATTCTCTGGTTGTATTTTCT 

CTGGACTGGAGTGCAATGGCGTGATCTAGGCTCACT 

TTCCCAAGCAGCTGGGATTACAGGCGCCTGCCACCACGCCTGGCTAATTTTTTGTAT^ 

CTATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGTAATCTGCCCACCTTGGCCCGCCA 

CGTAAGCCACTGTGCCCGACCTCTGGTTGTATTTTCAAAATATA^ 

CTAGATTCCAAAATAGCAAGAGCAATTTCAGCAAAGT^ 

TTTTGTTCTCTAGGTCATGTCAGGATGGC^ 

ATGTGCACAGAAGGATAATAGGGTCAGTGGGATGAGGAGACCAAGTGAOT 

GGATTTGGAGGTGGGATGGAGGGATAAAACCTTAGTGGGAAGCAGACAGGAGATAGAGAAGATATAGGATAAAC 

GAAGGTGTAAGCAGGTTCATGATTTTAAAATTAGCCTRTTAAGAGGTTGTGTTGGAGGTCTGTTTTCTTA 

AAGTGGC^GGGAAGTTTC^CTTCTGAATAGGGTGGAAAATGAAGATATAAGGAAAGAAAGAG 

TATTAGGC^GTGTGAGGCAGAGAAAGAGAAGAGTGGGAGAAGGAGGGGAGTCAGACTTTCCTTGGCTGGAGGCAAACTG 
. ACCAATGCCCGTTGCTGCCCCTTTCCACCGCAGGGTTCATT^ 

TGAAGTAAAAAAGAAATCCCAGACAGGTCAGTGGCGGATGTAAATGTTTAAGGAAGAACAGACAGTC^GCTGTA 
GGAGGGAGGGGTAGAGCTGACTGGAGAGCGATTTATGGATGGTATATTTCA 

AGTTGGCGTGAGCTTCACCTGTTGCCTCCATGAGTCATGCCCTGGTAGCAGAGGATGGTGGGCCAACTG 
CCCTCAAGGACCGGCTGCCTGGGAGTGAGGAAAGGTGGTTGATGGGCTC 

TGAAAAGAGACTGTCAAAATAAGTATGGGCTGATTTGTTCTAATATATCATAGGTTATTATTAGATGC 

AATGGAATAGAAGATGAAAT^TGTGAACCTTTATCTTGATTCCATTTTAAATCTCCTAAATTCTGAGGAGCTTTGC^T 

TCCTCTTCTGGATATAAATCTGCCCTACAGTAGAGTTGCAACCTTGGATAAATAAATAAATTTGGCCTCCCTGAGCCTC 

tgttttccctgtaaatcaggactaacataatctac 

atgtagtgtggtggggacatatgataggtactgtggcctatccttaggagggatgaggaatggaactatttttaaacat 

aaaaggtc^ctttatatgctgccatataagtaacccagtgcaattggagcttgaatcaacagggctggga 

acagagtgtgcctttgaaatccc^^tacccagtcatot 

ctgagtttgtttactttagttttagctcagttacccagc^ 

tcctttattatgatttctttgaaagaatatc^ 

aggtcttcacttcactgtgtctaaacattggtctgttgcttgtgctttgcttttctctcaccctggatgaccttcaagg 

ctcttccaaatgatttctctgattccctgaaatact^^ 

gatagtagttgtctcttcctggggaaactagaaatgaaaaccaaa^^ 

tgaaaatgcagctgagaaacagaggaatgaatgagaaaaccctaaacctagttctagccccaggatgaggtctttgtca 

tgagtctgacgctagccacagccggtaagagaaggaattccctagtagtc 

c^ggtaattgttcttcttccattttccacttgctgtc^ 

AGTCTCTTTCCTTTTATTGTTTAAAAAAAAAAAAAAATTC CAGAAGCC CTTAG AAAGAGATTTGTGAGATCAACTGGTT 
TACCTTCTTCATTCAGATGAAGTAACAAAGCAC^GAAAAGTTATTTTGTC^GGTTTCTGTCTTGTAGCAAATACAAAC 
TTTCTGGTGTTAAACATATGACCCTGATTTGGGTC 

AGTCTTGCTCTGTTGCCCAAGCTGGAGTGCAGTAGCACAATCTCGGCTCACTGCCACCTCCACCTCCTGGATTCAAGTG 

ATTCTCCTGCCTCAGCCTCCTGAGTAGTGGGTATAAC^GGTGC^TGAC(^CGCCCAGCTGTTTTTTGTGTTTTTAGTAG 

AGATGGGGTTTCACC^TGTTGGCCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCTGCCCACCTCAGCTTTCCAAAG 

TGCTGGGATTACAGGTGTGAGTCACCACACCCGGCCAACATCATCACTTTTGAATGAAATTTTTAGTTTGGTGATGACT 

TTATTATTTGTATTTGATCCTTGTCCATTTTTCTCTAGATCTGGTACTAATTTCATGTGGAAAATAAATCGTTAGGAGG 

TTTTCATTTTGTACGTTTTGGCTGCAAACAACCACAACCCAGTCT^ 

AATTATTGTATGACATGTATCTGCTCCAGAGGTTCTTATAOT 

AGATAGATAGATAGATAGATAGATAGATAGATAGATAGCGAAACATATAGACATACCTCTGAAAATACAACCAGCCATA 
TAATGTAAGCCTGITGTGTGTTAATGAATGATAGGGTAATAATACATTATGTTCCTGTCCTGTAGAGGAGTTCGAGTAT 
TCAATACAGAGGACCAGAATGATTGGTCCCAGAAAAAGTGCTCCTTAAGCTGGATCTTGAATACTGAGGATTTATATAG 
GCATCTAATAGGGAAGAGGTGGTATTCCAGGGGCTGGATAAGGCAGGGTAGGATGGGGTATTCATGTGGATTCGCTTTA 
TTGTATGTTTGCTGGAGAGGAGGGTAGTGGGCATTCTC 

C CAGTGGCAGGTGTGAGAAATGTAGATTGAGGCCATAC TGCAGACTGT CTTAAATG CCAGGTCAAGCCATTTGCACATT 
GTCCTATAATTCATGAAGAACCCTTACATTTGACTATAAGGAAAATATTATGAAGAAACTAAAATAAGG 
AGGTTATATCTGGTGGTAGTGTGCAGGATAGATTATAT 
AATTAGGTGTAAGAGTGATAAGGGCCTGAAATAGGATAGTGATGAA^ 

AGAAGGGTGACAGCATACATAAGACTTGGCTVGGACC^CAGCCAGAAGAAAGCATGAAATTCTAAACCTC 
AGAAOTATAGTTGGAAAATCATGAAGAGAAGCCAGTTGGGTATTG 
AGACATATAATTTAGGTAAGGCTATGTATCTAAG 
TTAAAAAAAAAAAAAAAAAGAGGGGGCAGGATTTTACT^ 
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CATCTGTGAAACGGGAGTGAC^GTGCTCATT^ 
GACTCTCCTTGACACATAGTAGACCCTCAATAAAC^ 
TTTTGTGAATTATTAGAACCTTATTTGGGAA 
AGTTCATATGTTCGATTCATATACA^ 

GTTTGTAAGGCTTTTCGTGTTTTTTACATATTTGGTTAAGGATCTTAATCCTT^ 

GTGTC CAGAGT CAAATTAAGTTTAAGGAATTTATA^GAGCTTCTTTG CAAGAATGATATTAACTC AATGTACTAAAGC 

TACATTCACCCAAAGTGT^TAGACTTACACAACATGGAAGAAATCCAGGAGAGGC^ 

TAGTATTCCTGTCTGCCTGTCTGTACATTTC 

AGCATTCTCAGCGAGTATCCGTGATTCTGATAGT 

ATTTTAATGCAGCTGTTTTAAT^^ 

CTCCTGACAC^TGACACTGCTGGATC^ 

CTGCATATTTCATTGCTGGTAAGAGAGGCAGGGCCAAGAT^ 

acactattttacatctcataattctcatacactactaacctgttgcaaa 
. ttaattgcacttattattgcctt<^ 
tgccaactaggagtactaaattctaattttc 

ccaaattattggactattctaaaaacatttttaagtattttgatggatgtagtctattctaatataatgtctttcaagt 

gtttgaaagttactacttattcaaaactcaactgtctggcagcttttcttatcctgaactctgtg7vagaacttcgggga 

caggaggtaaaatgtctttgaagagtaagaaatccaaaacttcatgtatttacatgttctggtcttgtctcataggatt 

cttctttctccttacataccctcctttaaatccgtacctcccccggtcttctccatcttgcaaatggcaccaatgtcc^ 

tcctagacattgatcatcccagaagtctaggagttgattcttctcatttcttcagttctgttgtgcaagtcttcaagtc 
ttgt<^gttttgcctc^gcacttot 

ttccctgctcagaaccttctaatggtatcctcacaccctctggaaggctcataccctcaggacccacgtgatgttgcct 

tgacttgcctcggctctcattccgtagacctgtcctccctcagactggctgtgttactcagcctttgttgagagtgctg 
tgccccaaatctggttggcttattctaggcattc 

ctacttaattttatagtcccccatcaatgtacgatgttaccctcttttccttcattgagagtgtttgtaattttttttt 

gtctgcttrtttattgtctttttgccccataagtccaaggtttacatgaacagggaacttgtctgttttgto 

gtatcccctatgctggcac^tactatgtaataagtgtttgttgagtgcatgagtgaataaccattctaaaaaactctga 

tgtttaaagccctttgctttatataagaattttacttggaaccctggtattttygtttgta 

tcaagagttcagtagtaagataggtttcagaaatgctaagttaaacagaataaagaaagaa 

gcagagccttgaatatgctaacatttgacagtgggagtctttgagaattatcacatgaagctgctgtacattacaacac 

attctaggaaatgctgtcttagacaaaaacctgtcatattagaattggggtaaggggcacgatactgaccgtgaggcag 

cagattcctatggactacattaaaaaaaaaaaaaaaaaaaaagaacagactgataatctagggctc^gaaaaaaaaa^ 

aactgtgatatgaaacagtggcaaaaggattcaaaaagaatacagcggttgggactatctacttttttaatttt 

tacactttaagttctagggtacatgtgcacaatgtgcaggtttgttacatatgtatacatgtgccatgttggtgtgctg 

cacccattaactcgtcatttacattaggtatatctcctaatgctatccctcccactcccctcaccccacaacaggcccc 

agtgtgtgatgttcccccatcctgtgtccaagtgttctcattgttcaattcccacctatgagtgagaacatgcggtgtt 

tggttttctgtccttgcaacagtttgctcagaatgatggcttccagtttcatccatgtcc 

ctcatccttttttatggctgcatagtattccatc 

catttgggttggttccaagtctttgctatcctgaatagtgctgcagtaaacatacatgtgaatgtgtctttatagcagc 
atgatttataatcctttggatatatatccagtaatgggatggctgggtcaaatggtatttctagxtctagacctttgag 
gaattgc(^cactgtcttccac^tggttgaactactttacagtcccaccaacagtgtaaaagtgttcctatttcttca 
catcctctccagcacctgttgtttcctgactttttaatgattgccattctaactggtgtgagatggtatctcattgtgg 
ttttgatttgcatttctctgatggccagtcatgatgagcattttttcacgtgtctgttggctgcataaatgtcttcttt 
tgagaagtgtctgttcatatacttcaccgacto 

ttgtagattctggatattagccctttgtcagatggatagatagcaaaaattttctcccattctgtaggttgcctgttca 

ctctgatggtagtttcttttgctgtgcagaagctctc 

cattgcttttggtgtttcagagatgaagtccot 

gtttttatggttttaggactaacatgtaagtct^ 

CCAGTTTCAGCTTTCTACATATGGCTAGCC^^ 

GTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAGACATGTGGTATTATTTCTGAGGGCTCTATTCTGTTCCAT 

CCTATATCTCTGTTCTTGTACCAGTACCATGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCA 

TGATGCCTCCAGCTTTGTTCTTTTTGCTT^ 

AGTAGTTTTTCCAATTCTGTGAAGAAAGTCATTGGT^ 

GTATGGCCATTTTCATGATATTGATTCTTC^ 

AATTCTCCCTGAAAAGGTCCTTC^CATCCCTTGTAAGTTGGATTCCTTGGTATTTTATTCTCTTTGAAGTAATTGTGAA 
TGGGTGTTCACTCATGATTTGGCTGTTTGTCTGT^ 

ATCTTGAGACTTTGCTGAAGTTGTTTATCAGCTTAAGGAGATTTTGGGCTGAGATGATGGGGTTTTCTAAATATATAAT 
C^TGTCATCTGCAAACAGGGACAATTTGACTTCCT 

GCCCTGGCCAGAACTTTCAACACTATGTTGAATAGGAGCGGTGAGAGAAGGCATCCCTGTCTTGTGCCAGTGTTCAAAG 
GGAATGCTTCCAGTTTTTGCCCATTCAGTATC 
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CATCCCATCAATACCGAATTT^ 
ATTGAGATAATCATGTGGTTTTTGTCTTTGGTTC 

AGCCTTGCATC C CAGGGATGAAGC C CACTTGATTAGGGTGGACAAG CTTTTTGATGTGCTGCTGGATTTGGTTTGC CAG 
TATTTTATTAAGGATTTTTGCATCGATGTTCATCATGGATGTTGGTC 

AGGCATTGGTATC^GGATGATGCTGGCCTCATCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTATTG 
TTCAGAAGGAATGTTACCAACTCCTCTTTGTACCT^ 

TGGTTGGTAGGCTCTTAATTATTGCCTTAATTTCAGAACCTGTTATTC 

TAGTCTTGGGAGGGTGCATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTC^^ 

TCTCTGATGGTAGTTTGTATCTCTGGGGK^TT^ 

TCTCTCATTTCTTCTTTATTAGTCTTGCT^ 

AlTGATTTTTTTGAAGGTTlTrTTGTGTCTCTATC 

AGCTTTTGAATGTATTTGCTCTTGCTTTTCTAGTTCGTTTAATTGTGATGTTAGGGTGTC 

TTTCTCTTGTGGGCACTTAGTGCTATAAATTTCCCTCTACACACTGCTTTAGAATGTGTCACAGAGA 

GTGTCTTTGTTCTCAKYGGTTTCAAAGAACATCTTTATTTCTC 

GCAGGTTGTTCAGTTTCCATGTAGTTGAGTGGTTTTGAATGAGTTTCTTAATCCCAACTTCTAC 
GAGAGAAAATTTGTTATAATTTCTC 

AATAACTGTGATGTGGTGCTGAGAAGAATGTATGTTCTGTTGATTTGGGGTGGAGAGTTCTGTAGATGTCTATTAGGTC 

CGCTTGTTGC^GAGCTGAGTTCAATTCCTGGATATCCTTGTTAATTTTCTGTCTCGTTGATCTGTCTAATGTTG 

GGGGTGTTAAAGTCTCCCATTATTATTGTGTAGAAGTCTAAGTCTCTTAGTAGGTCTCTAAGGACTTGCTTTATGA 

TGGGTGCTCCTGTATTGGGTGCATATATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTTTGTA 

ATGGCCTTCTTTGTCTCTTCTGATCTTTGTTGGTTTAAAGTCTGTTTTATCAGAGACTAGGATTGCAAC 

TTTTGTTTTCTATTTCCTTGGTAGATCTTC 

TCTCCTGAATACAGCGCACTGATGGGTCTTGACTC^ 

CCC&TTTACATATAAGGTTAATATTGTTATC 

TAGTTGATGCAGTTTCTTCCTAGCCTTGATGGTCTT^ 

TTTCCATGTTTAGTGCTTCCTTCAGGAGCTCTTGTAAGGC^GGCCTGGTGGTGACAAAATCTCAGCATTTGCTTGTCTG 
TAAAGGATTTTATTTCTCCTTCACCTGTGA 

AAGAATGTTGAATATTGGCCCCCACTCTCTTCTGGCTTATAGAGTTTCTGCTGAGAGATCAGCTGTAAGTCTGATGGGC 
TTCCCTTTGTGGGTAACCCGACCTTTCTCTCTGGCTC 

CAATTATGTGTCTTGGAGTTGCTCTTCTTGAGGAGTATCTTCGTGGCATTCTCTGTATTTCTGGAATTTG^ 

CTGCCTTGCTAGGTTGGGGAATTTCTCCTGGATAATATCCTGCAGAGTGTTTTCCAACTTGGTTCCATTCTCCCATCAC 

TTTCAGGTACACCAATCAGATGTAGATTTGGTCTTTTCACATAGTCCGATATTTCTTGGA 

TACTCTTTTTTCTCTAAACTTCTCTTCTTGCTTCATTTCATTCATTTCATTCATTTCATCTTCAATCACTGATACCCTT 

TCTTCCAGTTGATGGAATTGGCTACTGAAACTTGTGAATGCATCATGTAGTTCTCATGCCATGGTTTTCAGCTCCATCA 

GGTCATTTAAGGTCTTCTCTATGCTGGTTATTCTAGTTAGCCATTTGTCTAATCTTTTTTCAAGGTTTTTAGCTTCTTT 

GCGATGGGTTTGAACATCCTCCTTTAGCTCGGAAAAGTTTATTACCCATCGTCTGAAGCCTTCTTCTCTCAGCOT 

AAGTCATTCTCTGTCCAGCTTTGTTCCGTTGCTGGTGAGGAGCTGCATTCCTTTGGAGGAGAAGAGGAGCTCTGATTTT 

TAGAACTTTCAGCTTTTCTGCTCTGGTTTCTCCCCATCTTTGTGGTTTTATCTACCTTTGGTCTTTGATGATGGTGACG 

TA(^TATGGGGTTITGGTGTGGATGCCCTTTCTGTTTGTTAGTTTTCCTTCTAAC 

TGTTCGAGTTTGCTGGAGGTCCACTCCAGACCCTGTTTGCCTGGGTATCACCAGCAGAGGCTGCCGAACCGCAAATATT 

GCAGAACGGCAAATGTAGCTACCTGATCCTTCCTCTGGAAGCTTCATCTCAGAGGGGCATCTGGCTGTATGAGGTGTCA 

GTTGGCCCCTACTGGGAGGTGCCTCCCAGTTAGGCTACTCGGGGGTCAGGGACCCGCTTGAGGAAGCAGTGTGTCCATT 

CTCAGATCTCAAACTTCATGCTGGGAGATCCACTACTCTTTTCAAAGCTCAGTTGGAAATGCAGAAATCACCCGTCTTC 

TGCATCACTCATGCTGGGAGCAGTAGACTGGAGCTGTTCCTATTTGGCCATCTTGGAACCTCCCCCAGCTATACCTACT 

TTATTGGATTTTTGTGTCTCCATCAGCTGACATGGTACTTACAGCCTAGAATGAGCATACAAAGGATACTCATTCGCTA 

TTCGATGATGACTGACAAACAGTCTCCCAGGATCACCATGAAATAACTAAACTGAGTTTGATTTATTTAAA 

CCAGGTAACAAACTGCACCTGTCCCCTTGAATTGATAGAAA 

GAACTTTTTATTACAAAGAATTAAAAAAAAATA 

AAAGGCTTCTCTTATTATTTTATTTTTGGAG 

C^CTGCAACTTCTGCCTCCCGGGCTGAAGCAATTC 

ACCACACCCTGCTAATTTTTTGTATTTTTAGT^ 

GC T^GCAATCTGCCTGCCTCGGCCTCCTAAAGTGCTAGGATTACAGGCATGAGCCACAGCGCCCTGCCAACCTAAAG 
GCTTTTCACAACTGGGAATTCACTGAATGTTGTATCATTAAAGCTAATC 

TGGGAAATAATGGTGGAGCTCTTTGAAAGGGTAAAAATGGTGTTTTATCATACATAACTATGCCTC 

GCATTTATCTTTGGGCAAAGTTGTAAAGTTAAGCAAATCTGGAATTGAAATAATTTC 

AAAGTTAGATTTTTGAGGTATAATTTACATAAGAGTTA 

TACAATTGGATAACCACCACCATAATCTAGATATATAG^ 

ATATTTATACCACCCAAAAAGTTTTCTCTTGCTOT 

ATGGTTTTGCCTTGCCAGAATGAATAATACATTAAAGATAT^ 

TGAGTTTTGAGTTGAATTATAAGTTTCACTTATAAT^ 
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TTGCTTTTTAGTATTTCATTTTT^ 

ATCTGAACTGTTTCTGGGTTTCTGCTATAGAGAGTTGCTATAAACATTTTCATATAGGTCTTTATATAGACATATGTTO 

TC^TTTCTCATGGGTAGATACTTAGAAGTAGGATTG 

GTCAAACCTTTTTCCAAAGTTTCTATACCATTT^ 

AGGCCAGCATTTTGTATTGTTTGTATTTTGTATTTTATACATTCTAGTAAGTATGTAGTGTGGCATCTCACTGTGGTTT 

TACTTTTTGTTTCCCTAATGTCTAATGATGGTCRTGGATCTTTTCACATGCTTATTGATCTTTTTGA 

GTTTGTTTGTTCAAATCTTTTGACCATC 

TTTCTGGATACTVAGTCCTTTATTTGATATGCAra 

CTTAACAGTTTTTTTCAAAGAGAAATTTGGT^ 

TAAGAAATCTTTGCCTAACGCAAGATCACAACTACTTTC 

ACATTTAGTTCTATGATTCATTTCAAGTAGATGTTAGTGTGGTGCAGGATAAAGGTTGA^ 
GATGCTCAATTGTTCAAGGATTCTTTGTTGAA^ 

ATTTTAAGATGCACATATTAAAGTGATATGTGTAAAAGATTATATATTTCTGGAAGCATGCCTATTTACACTAGTTAOT 

ATTACTTTAGGAGACAGATATTCTCTTTGTTTAAATTGTTTCCACAAAGCATACCACGAAGTACAGAGGGGACATT 

AACTATTTTATGATGATTATGGTATTCATTTAGGCCAATTTAAGTGAATTGGAGATCCTAATTTTCTCTATAAGGAGAC 

AATACTTTTTCATACAAGATTATTTTTGTGGAGGCTTCATTTATGTGAAGTTTTTGCACCCATTT 

TCTTCAGTGAAACAAAAGTCTGTAGTAGATATGCTGCTGCTC 

CTCTGTCTCTACCATATATGAATTCAAACTGTATC^ 

CCATGTAGAAGAGAAATATAAATACAGCTATCAGATCAGTCT 

TGGTTTCCTTTCTCCATACATGTTGCAGGTGTTTA 

ATCATTTAGAGAACGATTCTC^GCTTGTTCAGATGATTATTTGGTTTTAAAAAAGCAGCCTGGAGTTCCTCTTAATCTC 
AAATCTCCATAAAACTTACAAGAGATGTTTTCATTT^ 
TGACTAGAGGGCAGTAAATACAAACAGATTTAGTGGATTT^ 
AAAGAAAGTATAGTTTTTATAATATGAAAATACA^ 

ATTATTGTCTGCCTCTAAAATATTTTTAAGGCATTTGAAAGCAAAGGGAGGCTGAGAAACACTAGTTTTCTGTGGCTAT 
TCTGTTTAATACTTGAAGTTTAACTTTGCCTC 

CTGAACAGTACTGGATATATGAGAGACCACGTTATATAGATTTGCTTCTTGATTAATAACTACCACGACTTTTAATTTT 
AAGGTGAAAGGTGTAAAATAAATGTAGATTGATTAT^^ 

TGCTACTGCCTGGAAAACTCCTTATGTTGGAGAGGTCCAAGAGCTAATACACTTATTTTAAACAATATTTCTTAAATAT 
TTCAAACACAGTAATATAATATACAGCTTAGAATTGATTATATTAACGGATCTATTATGTAGGCTCTAGGCTAAATATA 

CCTGTTACTTACTACTGGCTTTGTGACCTTGAGCAAGACAACTTGACCTCTCTGAGCCTTAGTTTCCCCATAATTT 

TTTGTTTTTCCCTATTCAAAAATGCATCTTTTCTCTCTTGACCTCTGTTACAAAGTCAATAATGACAGCATGTGTTAAT 

GTATCAGCAGTTCAGCTCGATCAGCAGAATTTCAAAT^ 

CTTGGGTATCTGGTAAGGACTGAGAAAACAAGGAATAGCAGGGAAGTGGCCTCTAGAAATTCTGAGGGGTATTTCTAGG 

AAAAGTCTGAAAAAGAGAACTAACTGAACATTATGGGAATTTTTTTTTTCTTTTTTGAGACAAGGTCTTGCT 

CCAGGCTGGAGTACAGTGGTGCAATCATAGCTCACTGCAGCCTTAAACTCCTGGCCTCAAGCCATCCTCCCACCTCAGC 

ACCTCCCACCTCCCACCTCAGTAGTATCTGGAACTACAAGCACATGCCACCACACCTGGCTAATTTTTAAATTTTTTGT 

AGAGACGGTGGTTTCTCTATGTTGCCCAGGCTGGTCTCGACCTCCTGGCCTCAAGCAATCCTCCCGCATTGGCCTCCCA 

AAATGTTGGGATTACAGGCATGAGGCACTTCACCAGGCCAAGAAACTATTTTTTCTATTTCAACAAACACACTTGCATA 

TATGTATATAAAATCATTTGGGCATTTGAGAGCAGTGGATTACAGATAAGAAACCTGAGCTCTAGCTGTAACGCTGTCC 

CTCAAGTTGTGTTGTCAGAACTTTTCTGGACCTCAGTTCCTTGTCTGAATGTGTCGTCATCATTACATCTGCATATGAG 

GGCAGCTGTGTGTTGTTCACATAGCGCTCCCAAACATAAGCGTGTCTCACTATATGGCAGGGCTGTCTGCCTGTGGGCA 

CCTGCTTCCTCACC CTGTC C AGAGATCTGAC CATGGTGATAGTAACC ATGATTCTTTAATTCAAGGCXCTGTAAAGTTA 

GCAAAAAGATTGAGGATAAACAAATCCACTCCTAGATTCATACTGTTTATCATAGAGTTTGCATCAGCCTAATTATATG 

ATGAGCTGTCATACACC^TTAAGAGCAAGGACT 

TGTAAGAAGGTCCATCTTTTCATGTTAAAATAGGGATA^ 

TATGTAAAGTTCTTTGTGCATAGTAGGTGCCTAGTAAATGTTGTAACTTATTAAAGTTTCTTCATTAAATT 

C CAAGTCTGACTATAAGAATTGTATCTCTCTGGCTCTATTCAAATTTCTCTTCTAAATTATCTAGATTCTCTC TGCAGA 

TAGCAGCTACCGTGGCAATAGGAAGGAGATTCTAGTCTCCT^ 

TGGCTCAGAGATTTTTGAAAAGATTTCTTATTCCCTAGAAATATGGAAACTTTCCTTGGTACTTTTTACTCAATATGAT 
TAAATAATCTCCCTTATTGGAGCAAATTAGGGACTTATTTGAATAAGTTAAA 

TGCCTGGCACATAATAGTTGCCAAATAGAAGTCTGTTGAATGAAGGGACCATCACTCACATT(^GCAGGGAGAAGAGGC 

TGCAGATTTTAGAGGGAAGGGAAACTGTATGTGTGTTTC 

TAATCTGTTTTAAATGTTTTTGATGATTTO^ 

AAATATTGATGTTTTGCATCTGCATCAGCCAACAATCTTTTTGTGGCAATAGTACACTACCTTGAGAAATACAGGGA^ 
TAATAAGATACTTTTCTGGCCTCAAAGATCCTCCACCCTGGATGAGGAGTCAAAGTTGAAGACAGTTGAAAAAAATAG^ 
ACAGTGATTCTTAACACTGGGGAACATTCAGGAAATTO 

CAGAGGCCAGGGAGGCTAGATGTCCTGGGATACATGGGACAGCCTTTCACCAGGGAGGTTTGCTGTGTGTCCCACACAA 
CTTCCAAAAAGTCCCAGCAG CTATTCACATAGGTGAAAAAACAAAATGCATTTATAATTCTCTGAGC CTAGAACC 
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TACTTTTTACGTATAAGTATTAAA^ 
ATATTGTGAAGATGGCACTTTGTTAGATT^ 

CTAACATAACACCCCTGTATTCATTTTCATGCTACTGTTACTTTTGTGGTAATTCTCCC 
ACCCTTAGATAGCACTTACTGTTCTAAGAGCCTO^ 

AAACTATTATTCT CATTTTCCATGTGAGTAAACTGAAGTATGGGAAATTTAAATAGCTTC C CCAAGGTCAC ACAG CTAA 

TCAGTTATAGTAGTTTTTGACTACTTTTT^^ 

TACTCATTTCTCCTTTATTTCACTGAra 

TATGTATTCAGTACAGTATTATGAAGGAAGTGT^ 

AAGTAACTGAGTCTTAAGTTTGTCAAAGAATAAAAOT 

CAGTGAGCCTGACTGCAGAGTGTAATTTGCATTTAAATGACAAGTGGTATG^ 

CACCAAGTATGTTTTGCCTCGAGGCCTTTGCTTTTGCCATTCCTCACTTGGT^ 

CCGCAATCCACATGGCTTGTTTCCTTTC^ 

CTTATAGCAACCTCTATCCGTAATCCTTATC 

TATTAACTTAGTTTTGGAATATAAGCTC 

GGAGCTTAATAAATATTGAATGAAGGGGCAGATGTAGAATCGT^ 
GATGTACTTTGAATGATTTAAATCTGACTGAGAAAACCAGOT 
CCGAGAATTTGGTAAGACAGAGATGGGATTGTCAGCTC 
CAAATGTAATAGAGCAGCTGAAAATAGGCTTGGCGTTC 

ATGTGATGAAGCAGGCATTACTAGCTTTGAAGTAACAGGCTGCGGCTGGATTTGAGGAAAAT^ 

TCAATATGAGACTAGAAGGGGAAAAGCCAGGGGCAAGAAGATG 

ATGGAGTGCTGTGATGCAATTGAAAGGAAATAT^ 

AATATTAGTATAATAGAATGATTATC^TAA 

CTTTGTACCATTTGTTGTTTTAAGTGCTTTGCA 

TTGCTATGTAAGAAATCACTTCAAACCTAATACTTTGAAATATGAATGTATTTTTATTAGTTTTCATGGCTTTGTGGGT 

TAACTGGTCTTGGCTAGACATTCTTGCTTGGCATTCCTCATATGGTTGCAGCCCAGTGGGTAGCTATCTGAAAGCTGAA 

CTGGCTGGATGGCTAGGATGGCTTCTTGCCCCTCAGGTCTGGCTCTGGGCTGGGGTGGCTGGCATTGCTGAAGACTGGC 

CAGGCATGTGTGCTCTTTCTTGTGCAAGTGCTCTCTTGCGCTTTCTCTCTTCACTGTCTGTGAAGTTAACATGGACTTC 

TTGTAGCATAGCCTCTGAGAGTAGTCAGACCTO 

AGAAAGCAGGATGAGAGCTGCAAGATTTCTTATGACT^ 

CCAACTCAGATTCAGTGTAGGACAGTGTGGCTCATT^ 

AGATGAGGAAGCTGACACACTAAAAAGATTATTTGTCAGTG 

CAGTACCAGAGTGAACCTGGGAAAATCATTTTTTCTCTCTAGGTCTCAACTTTATGTGGAAATGAGGGAGTTAGAGGGG 
GTGATATTAAAGTTACTTTCTATTTCTCTCAGTCTTTTAAATATTTGGATTCAGATTACGGGAGGGGTAATGGTAAGGA 
AYAAACTGAAAGAAACAGCTCTGGATAAAAGATAGGGCTTGCTAACAAAGTTGAATGAAGGAGGGAAGGTGATGCCGTA 
TAGGGGAACATGCCGGGTTACTCAAGGATTGAGCTAGATGG^^ 

A(^CCTGTTGAATGGTAGGAAAGAGTCATAGATTCC^TCTGAGATACTGGAAGAAATATAGGCTCACTGAC 

AAGTAATTATACTAAGAACTACTTTAAATAGAAAAATGTCTCACAGTTTTGAAAAAGTTTGTCGTGACTAGCAGGG 

TCGAGAGGAGAATCTTGTATTC^GAAATATGGCACTGAAGTTC^GTTAGAAGTGGTCATTGAAGATTGTGGGCCTA^ 

GAAAATTAAAGAAGTTCAGGATCCTGGGAGTTGAGGGAGAGTAGTAGGAATGATCAAACATGTGGAACACTTCAGAGAA 

GTAGGGAGACCAGAGAAAAGGAGGACCTTAGTATTCCTCTGGGGGTAGCTTTAGTGGAATGTTGGAGCTTTAATTTCTT 

CCTTTTGTAGAGGAGTAAGAGTGATGGAAATGAATACAAC^ 

CAATAGAAACTCAGAGAGAGACAGTGTTACAGGAGTGCTT^ 

GGAAATAGTTAAATGTCAGGAAGACTGCAGAGTAGCCAT^ 

AGATGGAGAGGAGGTAAAATGCACAGAATTATATGCTAAAATCAACTAAAACCTAGTTTTTCCTTGTTTCTCA 
AGACCTCTTTAGTATTAAAGTTACAGGGTAATACT^ 

GATTTCTCATTTAACCCTCCTCGTAAAATGTCTGATTACTCTTGAGCTCAATTCTGGATTCCTAAGAGCCACTCATTCC 
TTTCTTAACTTTGTGTACAGTTATTA 

TGGGAGGCTGAGGTGGGCAGATCCCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAATCCCGTCTCTG 

CTAAAAATAC^AAAATTAGCCAGGCGTGGTGGTG^ 

GCTTGAACCCGGGAGGCAGAGGTGACAGTGAGCGAAGATC^ 

TCTCTAAATAAATAAATAAAATATTCTCTTCTGAT^ 

TATGCATACACAGTGCCCTAGCTTTCACATTTCCCTCCCCCCAGAATTGCAA^ 
TTTAGAACTCTGTCATACATAACAATAGAAAC 

TTGCCATCTGTGCCATCTGTGAATTCTGGACATTAGTCGTATTGTTTAAT 
AACTACAGTCATTTCTACATCAC(^GG 

CATTTTTGGAGCAGTTTTTATTTGGAAGGAAGGGAAGC CAGAGGACATTAAAATTCATAGAAAATG C C CT CCAAAAGGA 

TGGGCAATTCTTAAGAATGAACTACGAATTTTGAGGAGTTTTATGGT 

TCATCTTTTCTCAGGGTGGCCTCAGAGCTGC^ 

CCAGAGGCTGGCCCTTGCCAACCAATCCCAAAGCA 

GGAATGCAATTGGTGCAGAGTTGGGGTTTTATG^ 
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TTGGTAGCTTTTGACAGGACTAGCCTTTCTT^ 

GAGAGAAAGATGCAGACCCTTAGATCTTTAGATATTCCTTO 

TTTGTGCCATTCTGGAGTCTTACAAATGGCA^ 

TATGTATACTTAATTACGAAAAATCTTT^^ 

TGAAGCTAAATACATTTTAGAGCTKWCT^ 

AAGCAAACTATTTACTGTCAGTGTCTTGGGGCTACAT^ 

TTACAAAATOATTTAGAAAGCTTAGACTCTACTGT 

ACTAGGAAGAAATACGTGTTAATAGTGGTCAAGATAAGATTGTATAACTTTCATCAGTTGTAGTTTGAGTO 

GCTKTTTTAGATACGCAGTAGTTCTTCTGTTTGTCATGTGGTATATGTTTGAATTGTGCTTGAAAAATATATGGTAATT 

AAATACATTCATTGCAAATAAATTATTGGGCCAAATTACTTATACTGAOT 

AAGTTTATAAAATTAATTTGTGGCTGTTO 

TTAGCTATAAAGCCCTAGGTGACATTAAAAATT^ 

TCTATTATACTTGCAAAACTGAACAAAGTTTTT^ 

AATAAGATTGTGTCCATGCTTGGCAGGCTTTTTCCATGCCCTGTGGTAACATTAGCATTC 
GAAGGAGGTAGAAAAACCTTATTC7VGTCCTAAATO 
ACCTGGGAGCCAATCACAACACATTTTAAAAGATTCA 
GTTTGCTTTGTTTCTTTCTTTTTC 

AACTTATTTCAGTCTTGGTT7RTCCAAGTAGTCATGATTCCTTACCTCCCTTTAAATCTGTGGATGATTCAGATTTTTAA 
AAATGTTTTTAAAATATATAGACTTCCATTATTTC 

AAAAGTATAGAGAGTAAATATAAGAWGCCCTCATTATCCGCCAGAATTCAGCTCCTAGCTTTTAGCCAGCTCACAACTG 
ATGTTATTTTTGAAGSGCTTCACATTTGTACTGTGATTATGAACCATTTGTACTATGATTATGAACAATATTGCCAAGA 
ATCTACATATAGAATTTTAGTACGTTTCT^ 

AAAAACATGTAAAAATAGCAAATATAGATATATTTGGTCTTATGCATTTTGAAGGTTTTATTTTTATACCATCAATGGA 

GTATTTGTTTAAATAACTTTGAATACTGATATCTACCAAACTTGTAATGCATCACAGTGCAGCATATTCAAATGATTTT 

TAGCAGAATATTGTCAGGAAAAAATAAGAAAATTTTCTTACTATTGGAC CCATAC CACCTCCTTAAATATATATTGGGA 

GGATATATAATATACCCAGTAGCACACTGGCGTGATGTAGAAGTAAAGGAGATTACATTTAAGGACATTTTGTTTTATT 

ATTTTAGTTTGCTTCCTGAACAATCTTAAATC 

TTGAGATTCAACTGCATTTTTACTTTCCT 

GGATTCAAAAGCATTCACTTAGAAATCCTCCCCTGTC 

CTTAGGCCAAAAACAATTAGAAATTCATCAATGGAAAATATTTAGAGGTCACTTAAAAAAATAAACT 

GGTTCTGCATTTTACT^TCGGTTCGTTTCAAACAGCAGTTTAATGTTTTGTCCCTTCTAAATATATTAATTGAGAAATA 

TGATGGGATTTCCCAGAAGAATACATTGTATTAGCTTTAAATCAGTCCTTCCCCCTTTGGTAATTTTATGTAGT^ 

TAGTAAATATTATATAATTATTTTTAGATGAGAGAAGTATCACATTTTTAAATGTTTGTTGAATGATCTAGTGCATTTT 

TTTAGTACATCTAGCTATGCACTCCAAAACCAATTTGTGAGATC^CTACCAGTTGAGAAAGCACTTATGGTAATTTTT 

GTGGTTATTCATTTAGCTTTGCTGGACTGAAACTTTTATATGGATAGCAAAAAAGGAAAACAATGTTAATTCCTTTT^ 

AAAATACCCTTGTGTTATAACTTAATGTACGCTTCAGAATTATCTTTAGGAAATTCCTTAGACCGTCTTCCTAGAGTAG 

AGAAGTAATTGCTTCAAATATTGTCTTTTATAATTATGTTAAAATGAAATGTTGACTTCCTTGGAGTCCCTTATAAGCC 

TTGGTAGGGAGGTGGGCATGTGATGGAGGATTTCTCCAATCCATGTTTTTGTGTTTTAAACAAAGGCTGGAAAGTACTC 

TGGGAATAATGTATATGACCAGAAAGATGAACATGCAGGATGTCACTTATCTAGTCTGTACAAT^ 

ACTGGCTTTTTTCTTCAGTTATCTGTACTAACTGGCTATTTTGGTGAATTGTTTAAGCAAACTGCCAGGAAAATTATAC 

TTCGTTCTTTATATTCTTTTAGAAAAATCCAATAATATATGTAGCATATCTGCAGGTAGCATCCACATGTTCTCTTTGG 

GCAACATAATCCTTATACTAGTTTGTGTACAAGTTAGAAGATAAACCTGTGATAACTGGGTCTCTATCTATCTTTATCA 

ATCACTCCCAGAAGGCTTCCCTTGTTTTGCTTTATTGAGAGAAGTGC^GGAGGGCAGGAGTTCCTGTATAGACTGCTG 

AGATTCTAGCAATGGTGAAAGCTTTGCCTCATCTCCTATCTTTTATGAAAAAAAAGACTTTGTCATGACCAGGTAGTTC 

TTAATAGCAACTTTTAGCTCATAACATGAACAATTTTAGGTCAAAGAGATATTTCATTGAATGTGTGTTTAAAATGT 

AGGAGACTCTTTTCTTTGGAATATGCT 

TTTTTAATTATTATACTTTAAGTTCTC 

GTCGTTTGCTGCACCCATCAACCTGTCATCTACATTAGGTATTTTGCCTAATGCTGTCCTTCCCCT 

TAGGCCCTGGTGTGTGATGTTCCCCTCCCTGTC^ 

TGGTGTTTGGTTTTCTGTTGCTGTGTTAGCT 

TGAACTCATCCCTTTTTATGGCTACGTAG 

TGGACATTTGGGTTGGCTCCAAGTCTTAAGCAAAGAGTTTTTTAAACCTGTGTATGCATGACAT^ 

GAGACTVTAGCTATGGTTTCCCLArACTAATC 

GTAACTATTTTTATGGTTATAACTACAGTC^ 

TAAAAGGCCCAAAAGTTATGGACCAAGTGCCAGAAAGTGAGCTGGGAGAAAGAACTCAAATAATATTGAGCATCTACTA 

TGTGCCAGGCTAAATAGAAGACACTTCTATATT^ 

AACTTTGTAAAGAGGGACAGAAAAAATTTTGAACTCTAT^ 

TTTTTTTCAGTAGGTTATAAGATATAATGCT 

TTTTAAAAATATGTATTCACATACAAGGGT^ 

CAGCAGTGGGGATTTACATTATTTTCTTTTTTTTGGTATAGCTTTCTACATTTO 
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TAGAAAGGAGTTATAAAAACATATGAk 

TAATTTAACAACCAGAATTTGTACTGGTCATGCCAGTTCTTO 

TATTTTATTTTTATTATACTTTAAGTTCT^ 

AACATCACACATTGGGGCTTGTTGTG 

CGAGTTCTTTGTTTTTGACTACGCTGGCATGCGAATACACATTTCTCTCA 

TTTTTGTTTG TTTTGATAACAGTTAAATGCGGAGTTAAAACTTAAT CTAGATGGTCTATAAGATTG ACTTTGGAA.GTTA 
TTTAGCAAACGGTATAGAGTTAGGCCATCTTGGT^^ 

AAGAATTATATTTCAAACATCACTAAAATATACATTCAACACTTACCTTCATA 

TCAAATTTTAAAGGCTAATCTGATGATTAGAGTAAATG^ 

TATGTGTAGAAAAAATACATTGTTTCTGTAT^^ 

TCAGAGTCAAAGGACTCTGAAATGCTTAATGCTTAAGAAACAGCTGATGGGGGTGGGAGAAG 

ATTTGGATACTGGTAATGCCATGTGGTGTTGGTAGGTO 

AGTAATAAAAACTGTGAAGTAGATTGTTGAAAACT 

GGATGTTGAGAAACAATAAGTGTTATACTCTTACT^ 

AATATTTTACTTCTCCATAGTCCTGGA^ 

GCCCTTGATCAGTATATATATTCATTTCTC 

ACACTTTTATGTGCTATAAATTAGTTTCTC 

TTGCTTATTTCTCCTGATTTTCCCTTC^ 

TGTGATTATTTAAATTAAAAGTAGTTAAAATTAAATJ^^ 

aatgcttagtaaccacctgtsgctagtgactgctataattc^ 

GTTCTGCTGGAAGGCACTGTTCTAAATTGTCAGGACAACTTAAAAATTCTTTGGGCATATCTTCCTGTATCTC^ 
TGC^TATATATTTCACTTAAATTTTCCT 

ATCGGGAGCTCACCCATCTCTCTGAAATGAGTCGGTCTGGAAATC 
TGAGAATAAC^CATGCAATTAAATTTTT^ 

TCATTTTGGAAACCAAACAAGTGTTAGAAGTTCTATTTGTTTTCATTCGTCATATTAATAATTCGACACTATCCGCCTC 
TGAGTTTTAGAGTTGCAGGTGACAAGGTACATTTTCTO 

ATATTGCCATTTTTTCATAGTACGftAACTGTAAAATATATTTTATAGAGAGATCTATTCl^ 

TTAAATGCCAGCCATTGTTGGGCAATAGGTGTTTAATGATAAATTAGAAATGATTCCTGCCCTCGATGAATTTACCGTC 

TTGTGTACATCAAGCCTAGTAAACTGGTGGGC^GATAAAATACAATTGCTAAATAAAAGOT 

TTGGTGTCCTGGGACAACTCTTGTACCTCATCCACAGAAA 

CTGGACTTACTTTCAAAACAAAATTGCTGTTATA^ 

AGGATGAGTTAGAGTTGCTCATCACTGCCTTGAAATCGTGGATGAAAGTAAGAAGATATCTTAGGTCTTTTACTATAGA 

ACACAATTAGCTTATGTACGTATTCACTTATCAGGTAATATTTATGATTCTCTATGCTCCCATAAAACCTGGGGATTT 

ACCCTTATCTCACTATCATACAGAAATAAAAAGTA^ 

ACAGTGTTACCCATTTCAGTTAGCTGTTAGTTTTATATACTGCTGTTTTCATGACATTTGCGTATAAAGTTTCTACCAT 
TTCAAAGTATGTATTGAAACTGTAGTCCTTAGTT^ 

GGAATTGAACAGTGGAAATAACCACCTGTTGTGTATTCTGAGTCTGCTGTCATGCTAAGTCTTGCAGCATTTTTTATTA 
GGACATTGTATCAAkGAGGTAACCATGGAATACATTTC 

GTTTGAAGACATCAAATTAAGTCCAATTCAAATGTAAATACTGAACTCTCTAAAAGGAAACTTTTTAGTTGGAAACATT 
TCCTGGAATATATAATGATCAATTATAATCCTTCCAATTATGCATATGATATAAAACAGATAGAATTAATAATAAATAT 
AGAACATTTTCTAAATTTCTCAAGATAAGC^CATGAAGTGGAAATTCCTTCTCCAACTCAGAAGGAAAAG 
GAAAAGACCAATGTCTCAGATCAGTGGAGTCAAGAAATTGATG CACAGCTCTAGTCTGACTAATTCAAGTATCC CAAGG 
TTTGGAGTTAAAACTGAACAAGAAGATGTCCTTGCCAAGGTATGATGATTTCAAAGATCAGGATCA 

TTTTGAAGATGGGAAGGCATTTTATAAAGCTCCTTTT 

GGGGGTGATTATTTGCATCTTCATTTCATTGTTTGGCCTTAAAGAGTTAGAAATCTGTCATGTCOT 

AAACAGTTAAGGTTTTGTGAATAGATTTTATCCAT^ 

GTTGTAATGTCAAAGTCAC^GGTTAAGCCAT^^ 

TATGCTTACATGGTGTGTCTGTTAACATTTAA^^ 

GTTTTGTTTTGTTTTGTTTTGTTTGTTCT 

GCGATCTTGGCTCACTACAACCTCTGCCTCCTGGGTTC^GC^TTCTCCTGCCTC^GCCTCCCAAGTAGCTGGGATTA 

CAGGC^CACACCACCACACCTGACTAATTTTT 

TCAAACTCCTGACCTCAAGTGATCTGCCCGCCTCAGCCTCC^^ 

GCCACCTAAGGTCTGTAATTTTTAAATGATTGTC 

TAACCGGCCCTTGACTGTTATCATGCACACC^ 

AACTTAATGTCCAGTCTGTAGC1TATGCATACATTTTGTCTTTTTTAATATTCCC 

TTATCCTTATTTGCTCCTTTGCCAAGGGACAAGTAAAGATACAGAAAGGTGGAGTGTGGATAAA 

ATTTTGTTATTTTTTTTGCATTTAAGAAAAAGA^ 

CATCATCTTAGTCATCTGAACCTGACTGCATAGAGAATGGAGTACTAACTTAAAAAAAATGAATAAAGCCCCTGCl^ 
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TACTAACCTTAGAATATAGTTTTTTCA 

GACCCTTTGCTCC^GCTTAGGGTGGGATTTAAATGAGAAGTTGAGGCTGCTGTAGATATCTCGGGACCGAAATQGGAAA 

CTTCAGCCCTAGAGAGGACGTTGATTTTTAGTTGGTGTGATGCAGGGGTTGAGTTAATAGTGCTTGACTGGAGCTGCCT 

CCATGATAATGGGACATAGAAACTTTTAGAGTTGGC^ 

GTTCCAGCAGGACAACCCAACTCTGGTTT^ 

CATGTGAGAGTGCAGTTGCCATTTCCAGGTTATCCACTGGCAACACTGG 
TGGAGAAATTTTTCAGATAAAGACAAAAATC 

AAAATTCCAGTAGATACTTTAATTACATATCTTATGACTCTCGAAGACCATTACCATGCTGATGTGGCCTATCACAACA 

ATATCCATGCTGCAGATGTTGT.CCAGTCTACTCATGTGCTATTATCTACACCTGCTTTGGAGGTAAATCTGTTTCTGAA 

ATTTCAAGAACACTAACTTGCCACTCATAAAGGTCTATTAAACTTTTATCTGAAGGGTTTTCAATG^ 

GATTCATTGGAAGTATAACTTATTGACTTATGGGGGAAAATGCTATAGTTAATAGACAATCAAGTCTTTGATGGATTTT 

GCTTATGAAAGTTGGTCACAGATTTAGTGATTGATCTGTTTATGATATTGCTTCTTTGAAATGATCCACTGAACATTTC 

ATAAAGCACATCTGGCTTACTCACTTTTTGTTGATTTGTTTTCTTGAAATCTAGTCTGACGGCTTOT 

AAGAACGTTTTATAAAACATAAGCAATATATTGATATTTTTTCATAGAATATATTAGAAGGACATACTTTAATTTTTCT 

AAATCCTAAGAAGTTATTTCATTAGTTGTTTACT^ 

GTTTTCATTATAAAATTATGTTAATACCT 

CTTTCCCTCCTGCCACCACCAGGGACATTTC 

TGTACATGATACTGGCATCTTGTTGGTAGAGGC CAGGAATTCTGCTAAAAATCCTACAATG CACAGGACAGC CTCCCAC 
GCAAAGAGTTATTGGGCCCAAAATGTCAATAGTGCT 

ATGTCTTACTAAaUTTATGTACATTTTCAGAATATTCTTAGACATCTTAAATATTTAGAAAATAAACTATTATTTTCOT 

TTAAAATAATTTC^GAGTTTTAAAATAATATTTTAAAAAATACAGTGAATGGAAAACATTTGATCAT 

AATTAGATAAAATATTTTCTTCCAAGATTATACOT 

CACATTTTGAAGCTTCATTTTGTTTTCCATTTAAATTCTAGAGATTTCTTATTTGTTTATACTTTTAA^ 

GTAGAATAGTAATATTATCTATATTGTCTGATTTTCCAGGCTGTGTTTACAGATTTGGAGATTCTTGCAGCAATTTTTG 

CCAGTGCAATACATGATGTAGATCATCCTGGTGTGTCCAATCAATTTCTGATC^TACAAGTAAGTAAACTTTATTTTT . 

TCAGAACACATTTTTCCCTTGTACATTTTAGAATGACTAAGGGTCTTTATAAACTCAGAGTCTTCCAGAGCCATAATGT 

TCTTTTGAGATGTGTATATATGTGTTTTAGTGATAGTTCATGTTAATGTAATTTAACTGAAAATTATCATTATATCCCT 

TGAGGCATGTGATATTTGAAAAATGTGTTCCAGTTCTCTTTAAAAGTAATATATTGCTGTGTTACTAGACAAGGGTAAT 

TAAAAATGAAAGTGTGCAGAAAGATTTAGAAAGTTGTATTGGCCCTAAAGTTTTAAATTAAAAAAAAAGTTATGAGAAT 

TAATGGTAAGTGTTCCTCACTTTATGTAGGT 

CCCAACCCCTGTTCTTTCCTTTTTAAAATCTTCTAATAAGGGTAACAGGAACTTCTTAATATTYTTTCAACCATTTGG 
TTTTTCTCACTGTTAACATCTCACCTTAT^ 

ATATGGAGCATCTCTGACATTGCCGCACAGAAAGCCTGTGTAGGGAATGTTTAGGTAATGCTTGAGCTATCCCTTGGTA 
AAGAGATTTAGGTTTATAGAAATTCTATTTGGTACTTGAAGTTAATTGGTAAGTGATTTAAGTGAACTATGACTTAATT 
CCCTCCCATATGGTAGATTATAAATTATGGTAGATTATAAAATCATAAATTCACTTTTATATATAAAAAATATGCAAAG 
TTGTTGAAAATGTTGTATGCTTAAGAATCCACCTTTCTTTCATTTTTGCTTGAGGCTATGAATAATAGTCTTCTCGTGC 
CTATAGCAATCTAGCTATAGAATTATTTATGAATTCACCATTCATTTCCTGTACTTTGCTGTAGCCAGATTTAAAGAAG 
GAATGTAGAGGTAACCTTGCTTTGAGAGATTTAATTCAGAGCTTTAGGATTATTTACCTATTTTTATATCTTATAATGG 
CCTCTGGACTATCCTATAGCAAAATATACTCTAATGACTCATCCATGTAGAGGACTGGAAAAGTCAGGGATTTCCTGAG 
ATGTGTGGTTAGTCAAGTATTTTTTTACAAGTTTAGTTTAGGAACTTATTTATCCAGATTAGACAGGATAACATTTCAT 
GTTCTACCTACCTATGAGCACCTATAATGAGGTACTTTTAGAACTCATCAAAGCATACATACAAATATTAATATACATT 
GGATGCAGCTCCCTGCATTTACATGGTAT 

G(^GGGAGGTGATGCAATACAGTGCATGCTGGCACTTTACATGAGCCTGGCCTGATTTATTTTGATGCTTATGAATGTC 
TTGAGATATTCTGAATTTTATGAATTTTTAGTO 

ATATATATATCTATCTTAAACACCAAACATTCAAACTGGTATGTTTTCTTTGCATTCTGTTATATAGCATATTATATGT 
TCCCTTAGAATTAAGAGTAGATTTAGAAGACAAATTAAAA 

ACATTTTTTAAGGGTAATGAGGACCTGCTCTATTCTTCATTCTTTTGAGCCCTTAAAGCAGCAGTCTCCAATGTTTTTG 

GCkCCAGGCACCAGGTTTTATGGAAGAG^TTT^ 

TGTTCCATCTCAGATCATCAGGCATTAGTTAGATTCT 

C^GTAGGGTTCACGCTCCTAGGAGAATCTAATGTCCCT 

GGCTTGCCTGCTGCTCACCTCCTGCTGTGCAGCCCAGl^ 

ATGGATCGGGGACCCCTGCTTTAAAGGGCACTTGGGCTTTGACTGGCACCTGGAGGACCCTGGCATCAGGGTCCCTGTG 
GAGTCTGCCATTTAAGCTAACAAGGCCTCAGTCT^ 

GGAGGAAACTGAAGAAGATAATTTTATCTCCTTAGGATGTCTGTTTAAAGTCATTTTGCTGGTGACCTGCCTGGGATGG 
AAGGATAACTAATCCTGCCGCTGCAAATTCTTTCTT^ 

CAGCGACATAGGGAAGTTCACAGTTGCCAGAGTAGCTTTGGATTGCTAAAGTTTTTTTGACGATGAGGTGTGATGAGGC 

TGTGTTATTCCTGAGGGAATGAATCAGCATTGTCACTTTGTACAGGAAAGTATCCCAGGGTTGTTCCGGGCCCCAGGGC 

ATTATCAAAATTACAGCCTTAGTTAGTTTGGTTTGGCTAGGGATCATGTAAGAGAATTATCTTCCCAGCATGCAGTAAA 

GGAATCCTTCTAATAACTTGTAAACTTGTGATATGTAGCTTCGTGAAATATTTTATCAAAATTTGTGCTTAT 

TTGCAGTAAACCTTTTTTAAAATTTGACTTTTTATATTTTATGGATGGCTTGAGCATCCATGTGTC^GCC^GCACATT 
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CTCAGCTCTTGCCTCAGAGCTGGAGCTGCCATC 

TCTAAAGACCTCTGATTATCAAATTTATAAACCCAT^ 

AGAGCTTAAGGCACATGGGGGGCGCTGGGGATTCCCTTGGCTC 

tgctcttcgtttttcttaattatttc^gttgttttagctttagg 

gttgaaagcatgctggaggttctgcaagcagagagaacaat^ 

tgagtgtgggtactgtgaacaggatttagagaaattgaaact 

tgcatataaataaatccataggccaggtgcagtggctcactcctataatcccagcactttgg 
atc^ctgacgtcaggagttcggagaccagcctggcc^c^ggt^ 
ttagccaggtgtggtggcgcatgcctgtattcccagccactcaggtggctgaggcaggag 
gtagaggttg(^gtgagccgagat(^tac<^tca^ 

TAAATAAATAAATCCATAAAATGTAAATAGCAGCATGAACTTTTGAATATAAAATGCTGGAGGGTA 
TTTATTTTCTGAAAAAAAGTATCAAAAGTAC^GAATATAGCATTAAATTTTAC 
AGCAAAGATGCCTAAGTTTGGGGCAGAAAGATTTATTCACATTAGTGAT 
AGAGCAGAGGCATTTCATTATATTAAGGTT^ 

TTTGAAATTAAAATTTTCATAGCTACACTAGTAGATTGTATGTAGAATTTTATTTTTCT^ 

AATAAGGATAAATTCATGTTTATCAAATGTGATTATATAGAT^ 

TGCAAGCCTACTAAATGTTATAATAAATATTAOT 

GGCTCTTAAGAGCTGGCATTCTGCTAGAAAAGGTGGAGCATAATAAGTGAATTTATGGCATGTGATGGTACTAAGTGCT 
ATGGAGGAAAATAATGCAGGGTGAGGGCATAGAGAGTGGAGTGATGAATGAGG 
GTTAAAACCACCACTTCCCTCTGTCATTTCATGGAGAAATGTTTGTTTCTGAAGTCCTTTTGAAGA 
CAGTTGTAACTTAGAGACATGGTGTAGCATGCTGTCATTTTCTAACTAACTCAAGGCTAAGCC 

ACAGTGAGTGTAAGTCTTACTTACAGGATACATATCTATAGTGTCTGCCCCAGTCTTAACTGTTTCAGCTCCAGGTCTT 

AATATTGGCTCTGATCTGCCATGTGGACTCCATCATAAGACACS^ 

GGGAGGCAATGTATTCCTTCTTTGTGTGTGTTACT 

GGGCACAGAACAAGAGAGTGTCACAAAAACTGCTAGTTTTC 

TGCTCTGCAGATGGGCCACATGATCCAGCAGATTTAATGGTC 

GCCTTTGACAGAGCCCTCTGTGTGAATCACAGCACAGACTCTC 

AACTACTCTCCTTTTGAAAGAAAGATATAGGCCTGCTGCTGGGCCTTAGGAGATACTGACTGACTATGGGCCACCAAGT 

TTCCATGTGGTTTAAGCTGTCTGCCCATCATTAATA^ 

CATTTCATCATCAAATAAAAGTAGTGTAATAC^C^ 

GAAGTGGCCCTAATGCCACTCCTATTAATTACACTGCCTTCTTTCTCCCAGCCTACACATGTGGTCGCATGGAAAGTTC 

CCTGCAAGTAGTTGACAGAGGGCCTGGTTTACGGATGGTTCTGCGTGATACGCAGGTACCACCGGAAGTATACAGCTGC 

AGCACTACTGCCCCTCTCTGGGACATCTCT?GAAGGATGGTGGTGAAGGGGAGTCTTTCCAGTGGGAAGAACTTTAGG^ 

AGGTGACTCGTTGrrCACTTTGCTTGGAAGAGGGAATGGCCATATGTGCAATTATATACCAGTTCATGGGCCGTAGCCA 

ATGATTTGTCTGGATAGTGAGGGACTTAGAAGGAATATGATTGGAAAACTGGTGAGAAAGAAATTTGGGGAAGAGATAT 

GTGAATGATCTCTCTGAATGGACAAAAAAGGAATGCTCACCA^ 

GTGAATAGGATGACCCATTCTGTAGATACTAGTCAACTTC 

ACAAAGTGGCCATGGTGGCAGGGATGGAGGTGGCAGGATGTGCTTAGAAACATGGACTTCCACTCACCAAGGCTGACCT 
GGCTATGACTATTGCTAAGTGCGCAATCGACCAGCAGCATA 

GATCAGCCAGCTACCTGATGGCTGGTTGATTACATTGGACCACTTCCATGGTGGAAAGGGTAGCATTTTGTCCTTAGTG 
GAAAAGGCACTTTCTCTGGAAACAGATGTGCCTTCCCTGC^^ 

CCTCTAACCAGGAACTCACCTTACTGGCAAAGAAGAGCTGCACTGGGCTCATGCCCATGGAAGTCCCTAGTCTTACCAT 

ATTCCCTAACATCCTGAATCAGCTGGCTTGATAAATTGGTAGAATGGCCTTTTGAAGACTCAGTTACTCAGCTAGGAGG 

CAAGACCTTGCAGGGCTGGGGCAAGGTTCTCCAGAAGGCGATAAAGG^^ 

GGTGCTATTTCTCGCATAACCAGAATTCATGGGTC 

CCCCCAGTGACCCACTAGC^AAGTTTGCTTCCTGTTC 

AGGAGGAATGCTTCTATCAGGAGACACAACAGTGATTCCGTTGAACTGGAAGTTAAGACCTAGCCACTTTGAGCTCCT^ 

ATGCATCTGATTCAATCATCCAAGAAGGGCATTACAGTGTTGACTGGGGTGACTGATCCTGACTACCAAGGGGAAATT^ 

GGTTACTACTCCACAATGAAGGTAAGGAAGAGTATGTGTGGAATAAGGAGATCCCTTAGGGCATCCCTTAGTATTAACC 

ATGCCCTGTAATTAAGGTCAGCACAAAATAACCCAAT^ 

GTTTCGGTCACCCCACCAGK3TAAAGAATCATGAC 

TAAAAGAAGGTAATTACAAATACCAGCTATGACGAT^ 

TTCTTATGAATGCATTTATATGTAra 

ACATAAGAGGTATTAACTTATCTTCATT1TCOT 

TATTTAAGTATTTATTTTATATCATAGTATTTAAGTTATAGGCTATCAGGATAAGAGTAAACATTA 

CTTTCACTTCTGGGGAATGTGTTAGTGTGCTTTTAGTTGTATGCAGGATAGTTGTAGCCTGTTTGGTAGAATT 

TTATGGAGATTAAATATGGTTAAAGGAGATGCTTATGGGTACCAGGGTGACAAGGGGCAGAATTTGTAATGGTTAATTT 

TATGTGTCAGCTTGACTAGGCTAAGGGATGCCCAGATAGCTGGTAAAACACTATTTTGGGGTGCGTCTGTGAGAGTGTT 

CCTGGAAGAGATTAGATTAGCATTTGAATTGGTAGACTGATTAAAGAAGATTGCCCTTACCATTGTTGGCAGGGATCAG 
TCAATCCATTGAGGACCTCAAAGAGAAGAACAAAAACATTC 
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ATACATATTCTCCTGCCTCTAACATCAGGGTTCCTGGTTGATTCTCTGGCCTTTGGACTTGCTTTCCTGGTTCACCTTT 

GCAGACATGGGACTTCTTGGACTCCATAATTGCCTGAGCCAATTCCTATAATAAATAAATGTGTCTTTTO 

ACACACACACTCATAC^TATGTCTATT^^ - 

ATGAAGTACMGTTCTCAGTTATGTGGTAGT^^ 

ACAAAAGTGGTCTTCCTGCCTTCAGTAGTAGCATATGTTC 

TAACAAATGAGCACAATTGATCTATATATAATAAAATGATGGCTTTGAGTTTGTAAAGGTATGCATGGCCTCTCAATAA 
AAAATAAATACTTACAAAGTTGTCTTTATAAATC 

TAGTGTTCACTGCTCAGGTTTTCACCTCTATAAGGTACTTGTAATCATAGTCAGTATA 

CCTGGTTTTAAGTGCTGGCCCCAGCACTTACTGGCTAGGTGATGTTGGCAAAGTTACCTACCTTCTCTGAGGTACATTT 
TCTTCATTTGTACAGGATTATATGAGTATGTCTATGTAAATATTTATGTGTATAAAAGATGTCCCCAAGGGACA 
TATC CCCCAGCCTATC C CAAGGACACAAAGACTTACTTCCCACCTATATGGCTCCATGCCATCCATGAATGGAACATAG 
CCTTAAAATGTCGATAACAACAGTATCTTCCTAAAAGAGTT^ 

CACAATGGCACCTAAATCCTCTA7VATGTTGTGCCTTGCTGTATTCCTGTTTGTACTTTGTAAGTTTGAAATAATTGAAG 
TCCCTAGGGGAAGCCAGATAACCAAACATATTAAATTAATAACCTTTAATATTTTGTAGGGGCTTAAGTCTCTAAG 
GTTGGGAGGGTTTGGGGAGGAACGATTAAAAGATTTGTAGAGATAAAGACAAAAAAGGTAGAATGCGATACATG 
TGGGTGGTACAAAGTAGTATAGAAGTTTACAGGAGAAAGTGGGCAGTT^ 

GAGGTAACTTATATTGGGCTTGAAGATGA^GGGTTTCAACAAAAATGTTATATAAGCTAACCTCTTTGCCCCTCTGTG 
CTGTGCACTGTACCATCCTGACAGCAACTTTCTGATCATTCCTGAACCTTCAAGGACTCTA^ 

GTGTCTTTGATGAAAATCTGCTGAGGAGCTGCAGACTCCTACCTCCCAATTTAAATGTGACCATATGCCTTCAGTCCTA 
AAGAAGAGTAGAAAGTTAAATAACTTCCTTGAGATTCAGTTT^ 

TCACCACCACTTTCCTGTAAC^GCATCTGAGATGGAAGAGGCTATGGAGGCCTGCC^GTCCACTAAGGC^TCCTTTCCT 
GGCTTTTCTAGCCAATCTGGACTCTTTAAGTC 

CATCTGCCCTACATGAAAGGCCCTACTTATATCCAGTAGAACTCAGACTCTTTGTTGCACCTTCCATACAACAGATCAC 
CCTTTTCCTTGAAGGAAGAGCTCATCATCTTATO 

TATAAGCCAATTAGGGTTTTTGTAAGGCTAAGTCAATTCTGTTAACACTGCTTGTCTACATGCATATTTCGTTCCTTAA 

ACGAACTCTAATAATTATCCAGTATCTAATAATTATGCCTTCCTTTCAATATATGTTTGTTTATTTG 

AAATACAATAATATGTGCTAAGAACCTATATAGTOTTAAATTTTTCATTTCTATATGCTTACCTATCTGTAGATAAAGG 

TTCATAAAGGCATTTATAGACACTATAAAAGTTCACC^GAAACTGCCTTTTAAAAGATAAACACTATTGTTTTATCTAA 

AGAAAACAAAAAATAACAAAAAAATACTGTACAA 

AGCAGA7VATTTAAGTGTGCAAATTTGTATTTCTATAGTTCCGATAAAATAATAGAATTTCTCAGTTGAAAATGTCTT^ 
GCCTCTCCTCTCCTTCCTAGCTCCATTAAAATAGCCATTGAATAGTATTGGGTATTTCTTTCTTAAAAAAAGATATATA 
TTTCCAAATATATTTTCTATGCATTCGTTA^ 

AACCTTTTTCTTTTCTTTTCTTTTCTTTTTGAAACAGAGTCTTGCTCTGTTGGCTAGTTTGGAGTGCAGTGGCACGATA 

TAATGGCTCACTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTCCTACCTCAGCATCCCAAGTAGCTGGGACTACAGG 

CACGCCCTACCATC C CC AG ATAATTTTTTATTATTTGTCGAGATGAGGTCTCC CTATGTTGACC AGGCTGGTCTTGAAC 

TCCTGGGCTTAAGO^TCCTCCTGCCTCGGATTTGCTTTTAGTCTTTACAGTGATTAAGTGGAAAGAGAATAAAGC^TC 

AAAA.GTTTTTTAATGATTATCTTGTAGCTCTGGGTCTGCTATTTACAAGAAGTAGGAGAGAGGCAGAATCTCTCCCTGC 

CTAAAATTCACAGGTCTAGGGCAGTAGGGAGAGAGTGGCAGAATCTTCACCAGAGGGTATACAGACAGCCAAACACAAC 

ATCACTGTGAAGCTGTGAGCAAGCAGGCAGGAAGAGCAATATCCCTGTACAGTATACAATGACTGCCACGATACTTGGA 

AAAGAAAATGGAAAACAATGAATAAAGCTTGGACTTTCAGAGCTATACATGAGCAAATGAGCAAATCTAAACTTGTTCA 

TATGATTCCTTATTGTTCTTGTACCCTCTTTGAGTACAAACAATCCTGTAACACAGGATCCTCACTTTATATAGTGCAG 

GGTAGGTAATTCACAGTTATCAGGAATACAAAACCTTATGCTCTGGATGTGTTATAGATACTAAGAATAATGTCATATT 

CTGCTGAGCTCATGGCAACTCTAGAGGAGAGGTTAAAGATCCAATTCTTTCACTTTAGAGAAAGCTGAGACCTACAGAG 

TGAAATGACCTGCCACATGTTAGTAGCATTAGAATTCACTCCCCAAGATTCATTCCAGTGTTGTTCCTGCTCTTATGTT 

ATCTGATTTATTCTCTCCTGGATATTGTCAGGTAATGATAAGGGCAGCAGAGAAGTTTAGGGGAAATTACATCCTAAAT 

CCAGAATTTTAAGAATCAGATAAACTTCTCACA 

AACTTGCCTTGATGTACAATGATTCCTC&GTCT™ 

AAACTGTGACATTTTCCAGAATTTGACCAAAAAACAAAGACAATCTTTAAGGAAAATGGTCATTGACATCGTAAGTAGC 
TGATAAAAGCGAAAGAAGAGAACTGTGATGCAAGTTGTTTAT^ 

GGAACTGCATTTCAAAACATATTATGGCCCTTTATGTTATAGAAGCTGCCCGTGATGCTGGCTGTGATGTTCTGTAATA 
GGTTTTTCACTTCTAGCAGTTTGGACTTGAGAATAATGTCAGCTCACCCTCATCATTTATTTTCTGGGCCCCTCCAGTC 
TGGTGGCGGGCAGAGAAAAATGACTAACAAAAGCAGATTGTC 
CTCATCAGTAGACAGTGCCATTTAGACATCCATGACTOT 

CAGGAAAATCTCTAGCTTTCAAAAACTTATAAACTTGTGATGATGTCTTATCCATGGAGATGTCACCCATTTTTCAC 

TGAAAGTGGTTGTCAGTGCCTAGCATTTCTGTATATTACACACATTTATCTGGGCTTTGGGAAAACTTGATAGCAAAGG 

GGAAAAGACTCTGCCCCCAAGGAGTAGTAAGGATTTTCCACTGTCATTAAAAGGCATAGTGTTGTTTTATTCCTTTTTC 

ATTCTTATATTCTGCGTAATATTTTCATGTGTAAATTCTGTTTTCTCTGAACTTAATAATATACTCTATATTTTAAGGT 

ACTTGCAACAGATATGTCAAAACACATGAATCTACTC 

TCTGGAGTTCTTCTTCTTGATAATTATTCCGATAGGATTCAGGTAAAGCCTTGTTTGAGTTTGCTCTGTGTGTGTGTGT 
CTGTGCACATGTGCAC^TGTCTGCGTGTTGAGCTTTGATAAGATGTATTTCTTCCTTCTCCCACCTTATACTTTCAGCA 
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ATTGTAGGCAGGATTTTTATCCAAATTTTTATTCCTGAGAAT^ 

CTACATTAATTAAAAAAACTAACAAACAAACACC C CACAGAACCAGC CAC TTAAGCAG CTCTGAATCTAGT CAG C CATG 
CACATAAACAGTTTCTCTTAAGCTAT^^ 

TACACAGACACATCATGGTTGAGCTGTTTGGAATAAATCTTACACT^ 

TGAATTTCTAGTTTTTTTTGTTTTTTTTTTTAAAA7UVAAGG 

TTCTTCAGAATATGGTGCACTGTGCAGATCT 

GATAATGGAGGAGTTCTTCCGCCAAGGAGACCGAGAGAGGGAACGTGGCATGGAGATAAGCCC 
AATGCTTCCGTGGAAAAATCACAGGTAATGCATGAAGTGTATAGCTTTCAGAGAGAACA 

GGTTAC TTTGTATTACATATGATAGTATTTTACTGGATTTTTAAAATT AC TTTGTTTTTGACAAGCTCAATTTCAC CTT 
AGTATTTATGATCC3VAAGAACTTTCATTCT 

ttattatgactatattcatttaatatattcatatacatagagcacatggcattatttc^ 

aattggtgattg taaaataagc c ctac catgtcaacaactggaaaattttttatgctatagaacatgctctttaac caa 

aggttctagaagctaattttgacc^gctagtag 

ttttaccaaactaagtttagtagtcttctgttc^ 

tcttagtcccaagtcctctactcatactggaot 

ctgggagacatgggcagacctcgtccaccctgacgccgaggatattttggacactttgg 

cagagcacaatccctcagagcccctrctcc^ 

agtttgaactaactttagaggaagatggtgagtcag 

ctgc^gtgactca^gactclttgtactcaa^ 

gcagtaggggaagaagaggaaagccagcctgaagcctgtgtc^^ 

actttcatgccttttttttttttaagtagaaaaattgtttcc^aagtgcatgtcaca 

cactgtcatctgccaggacgtttgttgaacaaaactgaccttgactactcagtccagcgctca 

ttttttcacctccatgtgatccgaggaaggtc 

ctgacaaagcagataaaatctactccaaattattt^ 

ttggggtttctattccttto 

gcaacaaatatgt c aag aac aggacatagcacgaatc tgttac c agtaggaggaggatgagc cacagaaattg c ataat 

tttctaatttcaagtcttcctgatacatgactgaatagtgtggttcagtgagctgcactgacctctacattttgtatga 
tatgtaaaacagattttttgtaga^^ 

agaacttcatctgcc^ctggttatttttttctaaggagtaacttgcaagttttcagt^ 
aaaaatctaatttatgaattttacttgcac^ 

tatataccaatgacttccatattttaaaagagaaaaacaactttatgttgcaggaaacccttt 
tttactttgcattttgtttcactcttc^ 

ctatttgttctataatacttttatgtgtgttatatcaaatgtgtcttaagcttcatgcaaact 

ttgtctgaagcaagtgggagatatataaatacccagtagctaaaatggtcagtcttttttagatgttttcctacttagt 
atctcctaataacgttttgctgtgtcactag 

gctctaataatccacacatttcatgctcact 

gtgctgctttataatttagcgtgtgtctgaaccttatccatgtttgctagatgaggtcttgtcaaatatatcactacca 
ttgtcaccggtgaaaagaaacaggtagttaagttagggttaacattcatttcaaccacgaggttgtatatcatgactag 
cttttactcttggtttacagagaaaagttaaacagcc^^ 

ACCAA.TACAACTAATCCTATTTGGTTTTAATGATTTCACCATGGGATTAAGAACTATATCAGGA^ 

GGTTTTAAGTGTAGCAACTACTCTTCCTTAATGGACAGCCACATAACGTGTAGGAAGTCCTTTATCACTTATCCTCGAT 
CCATAAGCATATCTTGCAGAGGGGAACTACTTCTTTAAACACATGGAGGGAAAGAAGATGATGCCACTGGCACCAGAGG 
GTTAGTACTGTGATGCATCCTAAARTATTTATTATATTGGTAAAAATTCTGGTTAAATAAAAAATTAGAGA^ 

GGCTGATTTCAGCACCAGGAACTGTATTAGAGTTTTAGAGATTAATTCCTAGTGTTTACCTGATTATAGCAGTT 
CATGGGGCATTTAATTCTGACTTTAT 

GCCCAAATAATCATTTTTCAC^TTGATACT 

ATCAAACGTTTAAGAAGAATTACAACTCTGAAAAGCATTTATATGTGGAACTTCTCAAGGAGCCTCCTGGGGACTGGAA 
AGTAAGTCATC^GCCAGGCAAATGAC^^ 

ATCCTTTGAAATAAAAATTATGTCTTTAT^ 

AGGTTTCTACTCTGTTTCCTCTC^ 

AAGTAGTTTCACAAGAATATTTGGGAACTTGTTTCTCT 

AAGAGTCTAGAGTTTATTCCTCTOTCCAAAACA^ 

CCTAGAATCTTAATAATGAATAAAATAAAAAGCAGCAATATGTCATTAACAAATCCAGACCT 
ATAACTGGACTAATAAAGAGAGGCTCTTTTTTTTTC 
CCACTAATGGACAATCAAATTGCAGAAAAGGCTCA^ 
CTTGCCCTTCTCTCTTGCCAAAGTGTGCTTCAGAAATATATACTC 

GTGGCTTTACATTTCCTAAAATGCCATAAGAAAATGCAATATCTGGGTACTGTATGGGGA 
GTAAAACGAGTGCATTTCAGCTTGCAAGOT 

CACAATAATGTAGATAGAACAAATTACAGACAAGGAAAGAAAAAACTTGAATGAAATGGATT^^ 
ATAATTTTTGAATGCATTATTTATTTTTTGTC 
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TGTTTGTCTGTTTACAACCATGTATTTAT^ 
ACATGATCCCATGATGGGATGGTGTTC 
TACATTTTTCTTTTCTCCTGTAATAT^^ 
CTTAAAGATATATAAATTTAAAAAAACATAGCTC 

TCTTCTGTTTTGCTGCATTTGAAAGGTAACAGTGGAGCTAGGGCTGGGCM 
ATTCTGCCAATAGGTGGATTTTACAAAA.CCACAGACAACCTCTGAAAGAOT 
AAGTACTTCTTGCCAGGGAGCAGCACTGCATGTGTC 
TGCATTTGATTATTTCCTTTTTTTTTTTTTTTT 

AAAC^TCTTTTTCTTTTTTTTAAGTCCTTTTGGCTTCTAGAGCTCATAGGAAAATGGACTTGATTTGAAATTGGAGCC 

AGAGTTTACTCGTGTTGGTTATCTATTCATCAGC^ 

TTAATCCTAAAATTTTTCTTCCACTAA 

GTGGGTTGATGTCAGTTTACA^^ 

GAATTTTAAAATTTCACCTTGTACAATGGCCAGCCCCTAAAGCAGGAAACATTTATAATGGATTATATGGAAACATCCT 

CCCAGTACTTGCCCAGCCCTTGAATCATGTGGCTT^ 

TTTATTTTATTTTATTTTATTTT 

TTTTAAACAGTACAAAGGGGACACTATAATTACAAA^CATCCTTAACTGATTTGAGTTGTTTTTA 
ATTTTCAGAGTGGTAAATTGTGTGTGAGAATO 
CGGGGATAGTACTGTACATCAATACCTTCATATGAAAT^ 
TATTTATGACTGAATCTTTTAG&AATJ^^ 

GAACGTGGTTGAAATGAAAGGATAGTGACATCATAAGTTAGTACTGATATTC^ 
TTTTGCTACATTAAAAATTACCAAAATTACTTAGATGGCCTATAAGATTAAGCATGGTGTTT^ 

AGGGGCCTTCCATACTTACTTAATTGAATATTCTGGGATATTGAAAATTATTCAGATACTTGACAATTATTTTTGGTTA 

CCTACTCCGCAAACTACAAAGTTTTAA 

GTCTGGAGGGGACAAAGGCTTAAACAATACTCATATAAT^^ 

AATAAGGAGGAACCTGAACTTGATCTGTTCCGGAGGGC 

CTGAGTTCTGAAGGATTGTAAGAGGTAACTAGGGAAAAAGTTGACAGGAAGAGGAAGGGGATCCAGACAAGAAACATTT 
GCAAkGATCTTGAGGGATAAATGAGCTTGA 

CCGCAGAGCCATTGCTAACCATCCTGTGTGAGATATCCCCCATTCTGTAGCTTTATTCTCATAACCCTGCTCAATTTTC 
TTTATAACACTTCTCACAGATTTATATACGTGTTTGTTTTTGTTATCTGTCTCTCCCACCAGACCACAGCTCCATGAGA 
GCAAGGTCTTTGCTTACCAATATATCACTAGCACTTAAAACTATGCCTGGTACACAGTAGGTTCTTAATATGTGTTGAA 
TATAGCCATCAAATTGATATTGGATATAATTCAATCTGATAAGATATTTTGAGATATTAAAGAGTTTTTAACTTGATAC 
(^TAAAAACTTTGTTTGTTTTTTGTTTTTGAGCTTACTAAGATCCTGGATAAAGAGTTTAGAGTTTCCTATCTCTTTGC 
TAACTAAAAACTCTGTTTGCTTATTCCTCACAAATTCTACTTTTTTCTAAATGACAATCCATTTGTCATGATAATGAGA 
GTAAAGAAATC AG CACAAATTTAATCCCCAGATCAT CCC CAGACCATG CCAGCAGAATAAGGGTAATTAAACAGAGCAT 
CTATGCTTAGCCTCTCCACCATTTCTCCTC 

AATAACTGTTTTAAACTCAAGCTCCCTTCCCCAAAGCCATGACCCCAAAGTGACA.CTATGGAACTAAGGAA 

CTTCTTTTCCTGACTTGCCACGCTTGCTGATTTAGGCTAATTTGGGTGGTGGTGGGCCTGAACTCACATTAAAATCTCT 

GACCTGGAAACCTTTCCTCAGGC^GACGGCTCT 

AACATTCCCTGTTGCTAGAGAGTACCACCTGTCTACCAAGGGGAAAACAACCTTGTGTCAGGGGAATCATACCAGGGCT 

TTCCCATCCTTCTGATTTGGGTCCTGCATCCCACCCAGCTACTCCGAGAGCTCCAAATACTCTAGGTCAAACTCAGTGC 

TATGGGTATAAATCTTGAATTTGTACACATAGGAAATACTACTTTATTTCCTTTAAATCAATTAATCTGGACTCGGGGC 

TCCAGCCAATCACACTATTGGAAATTCCCATCTCTCATTACTGCCACAGCTCCTCTCTCTCCCAACATAAAATTTATCT 

TATCTCCAATATAATCTGAGTATCAGGCCTCTGTGTTGTTCCAGCAGAGGTTCCTTACAGTCCCTCAGCTATTAGCTTC 

CTGGTCACATGTGGTGTACCAGGAATATATGCTGGTTTGGGGCCCTGCTTCCACACAGTGTGTGCATCAAAAGAGCCTA 

TCCTTCTGGTGTTTTATTACACCTTGCTGTGGTCTGAATGTCTGTGTTGAAATGCTAACCCCTAGGTGATGCTATTAGG 

AGATGGGGGCCCTTTGGGAGATAATTAGGTTATGAAGGCAGAGTCCTCATGAATGGGATCAGCGCCCTTATAAAAGAGG 

CCCAAGGGACCTTGTTCAACCTGGCCACCATGTGAGGACTCAGCTAGAAGGTGCCATCTGTGAAAATGAAAGCAGGTCC 

TCACCAGGCACCAAATCTGCCAGAACCTTGATGTTGGACTTCCCAGCCTCTAGACTGTGAGAAGTAAGTGTGTTGTTTA 

TAAGCCACCCACTTTATGGTATTTTCTTATAGAAGTCTAAGGAGACTAAGACATACCTACTGAAATTACTACAAAAAAA 

AGCAGTTCTCTTCTTTTCCTAATTCTCAACATATTCTC 

AGGCTTAAAACCAAAAACGAAACAGACTAGAGGTAGTTC^ 

TGGCTATTATTTGAAAT ATG GAGACGAAAAAAG ATATTGG AAGAG CAT ACATTAAA.TAATAGTCCATTAACCTTC C ACA 
(^TGGTTGGCAACATCTAGATCCAACAATGTTCACT 

GGAAGTCATCAGGAACTCCCATACTTCCTATGTGGGAACACAGGGAAAGAGGCATTTTTTCCTGAAGTCTCTGTGTTCC 

AGTGCTATCCCTGAATGTCTATTCCCAGCTCTCGCTTAGCTGTTTCAATGACAAGATATAGCACTTGAAAATTTTATAA 

AGTGAGAGTCATATTTGCTCCCTGCTGCAAGCCCCCACCCTGCCATTCCAGGACCCTGCTATGGTCCACAATTGGCATT 

ATGATTCCCTCTATTTTGCAGCTATGAAAAGTGAGGCCCAAGAAGGTTAATTG 

AATACTGAGATTAATGATTTGCAAACTACAGATTT 

ACCAAAATTGACTGTTGCATTGCCTTTGATTTCCTTTGACCATCCTTCATTACAGATTTCAGTAATTTTTATGGTCCAA 
AGCTAGGTGACAGATATTACATCATATGCATTTGTTAACTCACCCTATGTCTGCATAGCCTTGCTATATGGTCAGAATT 
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CTCCAGATTGACTGGGGAACTTGGAGTTAAAGAGCCCCTGACCCCCTAAAAAATTATAG 

ATCTTAGCTCAACTTCTTGCAGGATGTATGCCTCAATGAAAGGAATGGAGCACGGGCAG 
CCCTTCAACCATCA.TGGCTGTTTTAGCAGGGTGTTTGCCAGCTC 

acctcamcmgcaaacatattttctgaaaggttctatcacctgagaattgct™ 

A^AAAGCCGACCAAATGTATAGTGGCAAACACTTGCTCAGCACCCATC 

M^TTAGAGAACCAAGCCGTCTCTCACCTTGCAGCTTCTTCACACTTTGCTCATTTTCTCTCTAACACTGATGGTTT 
CTGT^CCTGCTATTCAGTTACAGCATCTGGGAACSAGAGTGGCAGAGAACGCCAGGCAACTC 

TCAAGCGGAGGCTGGGTGGTGA(^CCCGTCTCTACCCAGCAGAAGTCAGTGGTTCATGGGTGGAGAACAAAGCTCAGGA 
CAGCTGCTGCAGTCCAGGGAACTGTCCACCATAGAAGACTCTTGGGAAGCAGCCCCTGACCCCAACCCCCTO 

TGAAGCCGTGTCTGGTATCACATGGAATTATGCAG^^ 

CTGAGATCAGCGATTAAAATATCTAATAAATGGAOTGGAAAAGTTGAAAACAAGCAAAGGTGAGAGAAAACAATTGAGG 

CAGGACCC^GGTTCCTGGGTGCTTAACGTAAC^CATAAGGCCCTTAAGGATCTAATCA^ 

TCC^TCAACCCCACATAGATATCCCTGTGCCTC^GCTAAATGCTGCCTTTACACCTTGCCTTTA^ 

GAAAACAGCTCATCCCTCTTGATCCAGTTTAAATACACCTTTGTCTGC^GCCTTTCCCATTAGTATTTTATACACAA 

CCCTATAATAAATATTTCCCCTAATATGTTGTATTITT^ 

TTTTATTTTTTTAGACAGTCTC^CTCTGTCACCTAGGCTGAAATACAGTGGCGCAATGTTGGCTCACTGCAATCTCTC 

CTCCTGAGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCATCACCACGTCCAGCTAA ' 

TTTTOGTAATTTTTTAGTAGAGATGGGGTTTCGCTATGTTGGCCAGGCTGGTCTCGAATCCTGACCTCAGGTC 

CCACCTTGGCCTACCAAAGTGCTAGGATTACAGGCGTGAGCSACCACGCCTGGCCTAGATAGTGCAATTTTTAAACATC 

AATGTATTCCTTTTTGCCTGCTAGTAAGGAATTAAGTCCGGATATTAACATTTGACTATTCTTTCCCCTCTAAC^CCAA 

CTCTTCTCAAAATGTGGTCCTTGAGCTGACATTAACGTCAACTAGGATCTTGTTAGATTATAATCTAGCCCCAGACCAA 

GGCTCCAGGAAAAGACTCTCTAGGGGTGGACCCTAGAACCTGTGTTTTAACAAGGACTCCAGGTGATAAGTATGCTCCA 

TAAAGTTTGAGAAACACTGTTCAAGACATCATGGAGGTGTT^^ 

CTCAACCmCCTTTCTAATGTATTTCATTTAATCAAAGGGATACTTGTTGCTACAGGAGTTACAACAGATGACC 

GGGCCACAGGCAGTCTGAGGAACAGTAGGATCCCATGTTTGGCCAATGTCTATCAAGCAAGAAAGGAATAGTGA 

^TATTAGCTCCCTTCAGCAGAGGAAACCTGGGATTAGGAGTCGCCATCAGGCATCATGGCATCACAAGCAGGCATGGG 

TTRAAGATTTAAATGTTGCAAAAAGAGAGAAGAACCAGAAGGAAATTACGTCCACATTATCCCTGCAAGACCATTAATG 

TAATGAACAGAAATCAAACACCTTrrCAGTCTTCAAGTGCCGCATTCAGGTT(^CTCTGCTAATCA^^ 

CCCTCTGCTTTCATAACTGGGTGAAACCACACATCCC^CCCCAAGATGGCTTGGGATCTACCATCACAAGGGGCCACCA 

AAGGGCCAAATAACACAACCCCGAAATTCAGTGGTGGTAACTCTCC^TGGGGTTAACTTTGATTACTGGGAAACTAGAA 

ATGGGAAGGAGCCAGTAAATTAATTTCTTCTCTCCCAAGACTATTCTGAGC^TAGCCTCCCCCT^ 

ATGATCCTGCAGTTCCATGTC^GCAAGAGCGCCCTACCAAGTGACCTGCAGTGTCTCTTGGCTGCTCCTTGTGAGTCAG 

TAGCCAGCAGAGAAATGTTTTCCCTACTTTCCTTTA^^ 

CCTCACCCCTACTACCCAAAGGCATGTACTTCCCAAATAAAGTCTGTCACTCTGATCCCTCCCTCAGACTGTTTCCAGG 
GATGCTGAGCACCCTGTACATTCAGAAAAGCAGATGTCAAATTTCTGTATATATATTGGAGTGCACTAAGTATTTAAAA 

TC^CCTTTGGCTATTAGAGGTAGGC^CTC^^ 

TAGCAAGTATTCATTTAACAGGAAAAGAGAAAGACAAGTGGGTAAGTAATTGCCTGAATGAATGAGGTTGATGGTGAAG 
AATGGGTGGGAAGGGCATGAATTGGCCTAGAATAGATTAGACATTAAGTAAGCAGGAGTCGAGACAGTTAAGGGGCCAA. 
AGGCAGCTGAAAAGAATATGGAACAGGAATACAAGTTGAAGGAATCAGGCATTCTCCCTAGAAACAAAGGGTACGGGAA 
G^TAAGAGACAGACACTTCACTGTCTGGGAATTTTCATCCATACTCGTTATTAAAGACACACTTGGTTGC 

Sattaccaaccctccacccccactitattcctggcatacataagtgggattttgttcaggtcgtgtgaagtc^ 

TCCAGGGAGATCCAGCCTCTCCTCAGTTCTGTAGGCTAATTCTGAGCCTTTTATGGTAATTCCTCTACCCTTGCCAGTG 

ATTAGGTTAGGAC^GGCTTGCCGTGCTGC^TAGTAGACAGTC^GACACAGGTTGACTTCTOGGAAAATATCCCCAACT 

CTTACAAAGAAAAGAGAGAACAGAACATTTTTTCTTCGGGGCTTTGGAAATTATTTTCAAAGATGTCATGGTTAGGCTA 

TTATCTTGAGGCCACGAAAGGAACTATCTGAATACACAGACAACATACTGAAAATGGCAAAGCAGAAGTTAGATAGCAC 

ATGAGTCTTTGAAGATGTGTTTGAGCTGCTGAACTAATCAGCCCTACTTTGAAACTTATTAAGATAATAACTAGTTATT 

ATTTAAGCCATTTTAGTTGAACCTGCTATTATTTGCCCCTGAAACAATCCTAACTAATATACTGTTAGTCCATTTGTAT 

CGTTATAAAGGAATACCTGATGCTGGGTAATTTATAAAGAAAGGAGGTTTATTTGGCTC^GAGTTCTTCAGGCTGTACA 

GGAAGCATGCACGGCTCTACAGCTGCCTGGCTTCTGGTGAGGCCTCAGGAAGCTTTAACTCATGGCAGAAACAA 

GCTGGCGTATCACATAGTGGGAGGAGGTGGCAAGTAGGCAGGGAGGAGGTGCC^TCCTGTTAAACAACCAGCTCCTTCA 

TGAATAGAGTGAAAACTTATACATTACTGCAAGGACAG^ 

AATAGGCCCCACCTTGAATATTGGGGGATCAATTTCAACATGAGACTTGGAGAATACAAATATCCAAACTATATCATAC 
ACCCACTCTTTGTTCCAACAATGTGCTGGTGAGTCTGGGCTGGGARTGGGGGAGAAAGGTACCTGGCACAGTGGAAATG 
TTGGAAATTTGACCCCAAATTAGCTGGGTGACCTTAGGCATGTTAATTCATCTCTACTTTCTTTCATTTTAAATAGGGG 
AATTATAATATTGGAATCTTCTCTACATTCTTCACAGTATTAGAGCAAATGAATTTATAAA1X3TAAACTCAGTGTAAAC 

ttTAGATAAAATTTTTCAAACACTAAGCTTGTGACCCAGAGTAGATAA^ 

ACCGTGAATTAAAATAGAATAGAGAATATCACTGTGTGCTGCACATAAGTTTCATTTTCTGAAATTGC 
GCATGCATGGGTGCACTTGTGTGCTTGCACACACATGCAAATGTTGCCAAGTAAACTATTTTTAAAAGCATACGAAGCA 
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TGGATTTAGAACAAAGTCAACACCAGAGACAACTA 
CTGTC71TCCATGATTC^AAAATGGTTC 

AGGGAGCCATTGATTGTTTTAGAGTGGTATGACGGAGCAGTGGGTAAGTAGATCACT 

CAAGAGAGGAGAAAACAGACACAAAGTGATTTCTGGGCTT^ 

ATGTGTCATCTTATATATATTAATAGACAAAGGCAATATCTAC^ 

TAAAAACTGGACTATAAACTTCTTGGGGGTTAGATACGTATCTTAAGACTTCCTTGTGTCTTGAATTGTC 

GTGCTGCATAGATATGTAAGCCACTCATTCTTGTGCAATTACCTATTGTAGAATTTTCAGACTAATATATTTCCTTTTC 

CTTGTTTTGATCCTCTGCTGAATC^TGAGAATAGTTCTCAGGTGAACAGCAGTO 

AGGAAAATAATCAGATGTACCCCAGAACCTTAGGATATGGGAGGCTCTTCTACTGGCCACTCCATGGGAAACTCGCTTG 

CTTTGGGGGACAGTTTGCTTTGCTCTATTTTGTGGGCACAGGGTTTTGCCTTATTTT^ 

AC^TCCTAAAAAGATGTGGGTAAAAGAAAAAGAGAATAAATTTTGCAATTCTACTCACTGGCTA 

ACATGAGTAGAGGCGGAGTTTACCATC^CCCTTAATCATCCTGGGGCCCATGTGTGTATAAAAGGC^AGAAAAGAGCCA 
TTAC CAGGAGGC ACTCACCTTCACAGTTTCCACCGCATAATTCCACCC CTCTGTATCAAACTAC CCAAATTGCTACACC 
AATCACAACTGCCCTCTTGTTCAAAGAAAATAA 
TCTTTTAATAAGCAAGGTGAGAAGGTTAGAAAAAAATTATTCAGAT^ 

ATGCAGAGAGAATGGCAAATTCAAAATCAACTAAGCCATAACTGCCTATCCTACTGACCACTGTGCC^GGTACCTCAA^ 
AGAGTAGGACTTGATTCTTCCTTTTGAGGAGGTTTCAGTTTGGTTGGAAAGGAATGGGGGAGGGGCCAAGTACAGTGGC 
TCACACCTGTAATAGCAGCACTTTGGGAGGCCGAGGTGGGTGA^ 
AACATGGCAAGACCCCACATCTACAAAAAATACAAAAATTAGCTO 

CGGGAGGATGAGGTGGGAGAATCACTTGAGCCCAGGAGGTTGAGGCTACAGTGAGCTGTGAAC^TGCTTCTGTGCTC^ 
GTCTGGACTACAGAGC^GACTCTGCCTCAGATAATAAAAAAATAAAAAAGGAAAAAAAAAAAAGAAATGGGGAATGGA 
AGAGGAAGGAATCCAGGGGAAGAATGATCACTAAGACTGCATCACACCTTTTGCTATCTCATTTCAACTCTACATCAAC 
CCAATATTCCCTTCATTTAACAGAGAGGTCAAAAGAGGCTGGAAGGATAA 

ATGGGAACATAGCCAGTTTGTCTCTAAAGTGCCCTGTGTCCCTTGGGGAAGAGAATATTTAACTTGATTGTTGCTTCAG 
TTTTTTATTCTATGTCAGCTATCAGTTTGC^GGCATTATTTAGGGGATTTCCTTTACTTTCTTTTTTTTTAAATCTCA 

TTTTTGCACTGACTGTAGTCCCCTCACTGGAACAGCTTTATT^ 
GACGTATGCCAATATTAAATACAAACAGCTCAGCTGGGCGTGGTGGCTC^ 

GAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCTAACATGGAGAAACCCTGTCTCTAATAAAAATA 
CAAAAATTACCCAGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACC 
CAGGAGGTGGAGGCTGCAGTGATCCGAGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTATCTCAAA 
AAAAAAAAAAAAAAAAAAAAAGGTGGCTGACCAGATGGCGAAAAGGAA 

ATGCAAAAGGTGGGTGATTTTTGCATTTCCAACTGAGGTACCCAGCTTATCTCATTGGGACTGGTTAGACAGTGGGTGC 

AGCGCATGGAGGGCGAGCCGAAGGAGGGTGGGCCATTGCCTCACCCAGGAAGTGCAAGGGGTCAAGGAATTCCCTCCCC 

TAGCCAAGGGAAGCGATGTGGGACTGTGCCTTGAAGAACAGTRCACT 

GCAACCCACAGACCAGGAAGTTCCCTTGGGTGACT^^ 

TTTGGGCAGACACCAAGCTAGCTGCAAGAGTATTTTTCATACCC 

TC ATTCCCCTGGAAAGGGGGCTGAAGCCAGGGATCCAAGTGGTC TAG CTCAG CGG ACCCCAACCCC ACAGAGC CCAGCA 

AGCTAAGATTCACTGGCTTGAAATTCTCACTGCCACCACA.GCAGTCTGAAGTCAACCTGGGGCACTC 

GGGAGGGGTGTCTGCCATTACTGAAGCTTGAGTAGACTGTTTTCCCCT 

AACTTGGTGGATCCCTCCGCAGCTCAGCAAAGCCATTGAAGCCAGACTGCCTCTCTAGATTGCTCCTCTCTGAGCAGGA 

CATCTCTGAAAAAAAAGGC AGCAGCC CCAGTCAGGGACTTATAGATAAAAAC CCCC AT CTCCCTGGG ACAGAGCACCC A 

GGGGAAGCAGCGGTGGGCACAGCTTCAGCAGACTTAAACATCCCTGCCTGCTGGGTCTGAAGAGAGCAGCAGATCTCCC 

AGGACAGCGTTCAAGCTCTGTTAAGGGTCAGACTGCCTCCTCAAGTGGGTCCCTAACCCCCATTGTAGCCTGACTGGGA 

GACACCACCCAGCAAGGGTTGACAGACACCTCATAGAGGAGACCTCTCGCTGGCATCTGGCGGGTGACCCTCAGGGACA 

AAGCTTCCAGAGGAAGGAGCAGGCAGCAATTTTTGCTGTTCTGCAGCCTCCGCTGGTGATATAGGTAAACAGGGTCTGG 

AGTGGGCCTCCAGCAAACTCCAGCAGACCTGCAGAAGAGGGGCCTGACTGTTAGAAGCAAAACTAACAAACAGAAAGGA 

ACAGCAATGACATCAACCAAAAGGATGTCC^CAC^AAAACTCCATTCGAAGCTTACCAAC^T 

TAAATCGATGAAGATGAGAAAAAAATCAATGGACA^ 

GGAACAGAACTCCTCAACAGCAAGGGAACAAAACTGGATGGAGAA^ 

AGGTGGGTAATAACAAACTCCTCTGAGCTAAAGGAGC^TGOT 

GGTTAGATGAATTGCTAACTGGAATAACCAGTTTAAAGAAGAACATAAATGACCTGATGGAGCTGAAAAACA 

GGAACTTTGTGAAGCATATGCAAGTATCAATAGCCAAATAGATCAAAC 

CTTACTGAAATAAAGCATGAAGACAAGATTAGAGAAAAAAGAAGGAAAGGA^ 

TGCGAAAAGAACAAACCTACATTTGACTGGTGTACCTAAAAGTGATGGGGAGAATGGAACCAAAAGTTGGAAAA 
TTCAGGATATTATCCAAGAGAACTTCCACAACCTAG 

ACAAAG ATACTC CTTGAG AAGAGCAACC CTAAGACACATAATCGTC AC ATTCACCAATGTTGAAATG AAG AAAAAAATG 

TTAAGGGCAACCAGAGAGAAAGGTTAGGTTACCCACAAAGGAAAGCCCATCAGACTAACAGTGGATCT^ 

CCCTACAAGACAGAAGAGAGTGGGQG£GAATAT^ 

AGCCAAACTAAGCTTCAAAAGTGAAGAAGAAATAAAATCCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACC 



Fig. 



WO 02/074992 



PCT7IB02/00565 



359/375 

AGGCTTGCCTTACAAGAGCTCCTA 

CCAAATTGTAAAGAC (^TCAACACTATGAAGAAACTGCATCAACJVGGCAAAATAAC CAGCTAGCATCATAATGACAGAA 

TCAAATTCACACATAACAATATTAACCTTAC^ 

AGATAGAGTCAAGAAGGAACGGTGTGCTGTATTCAGGAGA 

AGGATTGGAGGAATATTTACCAAGTAAATGGAAAGCAAAAAAAGCAGGGGTTGCAATC 
TTTAAAC CAACAAAGATCAAAAAAGACAAAGAAGGGCTTTAC^ 

CTATGCTAACTCTCCTAAATATATATGCACCC AATACAGGAC CAC C CAGATTCAAAAGGCAAGTTATTAGAGACC CACA 

AAGAGACTTCAACTCCGATACAATAATAGTC 

AAAATTAATAAGGATATTCAGGACTTGAACTCA^ 

CCAAATTGATAGAATATAC^TTCTTCTCA 

TACTCCTCAG CAAATGCAAAAGAATGGAAAT GATAACAAAGAGTATC TCAAACCACAGTGCATCAAATTAGAACTCAGG 

ATTAAGAAACTGACCCAAAACTGCACAACTACATGGAAATTGAACAA 

AAATTAAGGCAGAAAATAAGTTCTTTGAAACCAA^ 

AATAGTGTTTAAAGGGAAATTTATAGCACTGJ^ 

TCACAATGAAAAGAACTAGAGAAG C GAGAGCAAACACATT CAAAAG CTAACAGAAGACAAG AAATAACTAAGATCAG AG 
CAGAACTGAAGTAAACGGAGACACGAAAAATCCTTGAAAAAA 

GATCAACAAAATAGACCACTAGCCAGACTAATAi^GAAGAAAACAGAGAAGAATCAAA 

AAGGGGATATC AC CAC TGGTCCCACAGAAATATAAAC TAC CAT CAG AGAATACTATAAACAC CTCTCTG CAAATAAATT 
• AGAAAATCTAAAAGAAATGGATAAATTCCTGGACACATACATACACCCTCCCAAATCTAAATCAG^ 
C CTGAAGAGAC CAATAAC AAGTTCTGAAATTGAGACAGCAATTAATAG C CTACCAAC CAGAAAAAGT C C AGGACC AAAC 
AGATTGACAACAGAATTCTACTTGAGGTACAAAGA 

AGGGACTCCTACCTAACTCAATTTATGAGGCCAGCATCTTCCTGATACCACAACCTGGCA 

AAAAGAAAATTTCAGGCCAATATCCCTGGTGAACATTGATGCGAAAATCCTCAATAA 

GAGCACATCAAAAACCTTATCCACCATGATCAAGTAGGCTTCATCTCTGGGATGCAAGGCTAGTTCA 

CAATAAACATAATCCATCATATAAACAGAAC 

CGATAAAATTCAAGACCCCTTCACGCTAAAAACTCTCAATAAACTAGGTATTGATGGAAGGT^ 
GCTATTTATGACAAACCC^CAGCCAATGTCAT^ 

GACAAGGATACC CTC TCTCTCTATTCCTATTCAACACAGTATTGGAAGTTCTGG CC AGGGCAATCAGG CAAGAGAAAGA 

AATAAAGGGTATTCAGATAGGAAGAGAGGAAGTCATAOT^^ 

TCATCATCTCAGCCCAAAATCTC^^ 

ATCACAAACATCCCTATACACCAGTAACAGACAAACAGCCAAATCATG 

GAATAAAATAC CTAGGAATACAACTTACAAGGGATGTGAAGGACCTCCTCAAGGAGAACTACAAAC CACTGCTCAAGGA 
AATAAGAGAGGACACAAATGGAAAAGCATTCCATRCTCATGGAT^ 

CATACTGCCCAAAGTTATTTATAGATTCAATGCTATCCCCATCAAGCTACCGTTGACTTTCTTCACAGAATTAGAAAAA 

ACTACTTTAAACTTGATATGGAACCAAAAAAGAGTCTGTA^ 

GGGATCACATTACCTGACTTCAAACTATACTACAAGG 

ATATAGACCAATGGAACAGAACAGAGGCCTCAGAAATCACACCACCCATCTAC^ 
GAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATC 

AAAATGGACACCTTCCTTATACCTTATGCAAAAATTAACTCAGGATGGATTAAAGACTTAAATGTAAGACCTAAAACCA 
TAAAAACTCTAGAAGAAAACCTAGGCAATACGATTCAGGACA 

AGCAATGGCAACAAAAGCCAAAATTTACAAATGGGATCTAATTAAACTAAAGAGCTTCTC 

ATCAGAGTGAACAGGCAACCTACAGTGGGAGAAAAGTTTTGCAATCTATTCACCTGACAAAGGGCTACTATCCAGAATC 

TACAAAGAAATTAAACAAGTTTGCAAGGTAAAAAACAACCTCATCAAAAAGTGGGTGAAGGATAAA 

CAAkGAAGACATTTATGGAGCCAACAAACATATGAAAAAAAGCTCT^ 

ACCACAACGAGATACGATCTCATGCCAGTTAGAATAATGATCATTAAAAAGTCAGGAAACAACAGATGCTGGAGAGGAT 
GTGGAGAAACAGGAACACTTTTACACTGTTGGTGGGAGTGTA 
CCTCAAGGATCTAGAACAAGAAATACCATTTGACCCTIGC^ 
TTCAACTATAAAGAGACATGCACACGTATGTTTATC 

GCCCACCAAGGATAGACTGGATAAAGAAAATGTGGGACATATACACCATGGAA 

TTCATGTCCTTTGCAGGGACATGGATGAAGCTGGAAACCATCATTCTCAGCAAA 

CATATTCTCACTCATATGTGGGAGTTGAACAATGAGAACACATOT 

TCGAGGGGTGGGGGGCTGTGGGAGGGATAGCATTAAGGAGAAATACCTAATATAGATGATGGGTTGATGTGTGTAGC^^ 

ACCACCATGGCATGTGTATACCTATGTAACAAACCTGCACGT^ 

ACTCAAACAGCTCTACATTGTTATTTA 

TTCAC TTCTCTCAC CAGCAATGGCATTTGG GTTTTTTTAA 

TTCATTCTATTATTCTTATTACATTCATTTGTCTTTGAATGTTCCCAAGTTTT 

ATTCCAGACTTCTCTATTCTTTCATGTACT 

AAATTACCTTTCAAAATGTATTTACCATCCCTGTATTACTGAGTACAAAAATTTGATTTTTTGGAGAC 
TATTTATGGGATACATGTAGTATTTTGTTACATGGACAGAACATGTAATGATCA^ 

ACCTCCATTATTGATTATACCTATATGTTGAGAACATCTTAAGTCCTCTTTTATAGTAAGTTTGAAACATATAATACTA 
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TACTATAGTCACCCTACTCTGTTATTGCATATTAGAATTTTTTCCTTCTGTGTGTTTGTACCCATTAACCAACCTCTAC 
OT^TTCACCCCCCACC^CCCAC^CACCCTTCCAATCCTCTGGTGTCTATCATTCTATTCTCTACTTCC^TAAGATCCA 

CTTTOAGCTCTTACATATGAGT^^ 

COTCAGTTCTATCCAAGTTGCTGTAAATGCCATCATGTTAGTCTTC^ 

SStataSc™ 

ataaacatgggctgcaggtattcctttgatatattaa^ 

TATGGTAGCTGTTTTTAGTTTTTTGA^ 

CTmCCAACAAGAATTCCCTTTTTTCT^ 

TTCACAGGGTCTTGCTCTGTTGCCTGTTTCCCA^ 

AGCC^AACTCCTAGCCTTAAGCAATACTCCTGCCTCAGCCTCATGCGTAGCTGAGACTACAGGCAT^ 
CTTTT^GTAATAGTCATTITAACTGGAGTATGATGCTATCTCATTGTGATT^ 

^TGTTGAGCATTTTTTAATATGCCCATTTGTCTTTTTTTGAGAAATATCTATTCATGTCCTTTGCCCATTTTTCTTCT 
^GGCAGAGTCTCATTCTGTTGCTCAAACTGGAGTGCAGTGGTGAAAT 

TCAAGCAATTCTCCTGCCTCCCCTCCCCAGTGGCTGGGATTACAGGCGCCCACCACCATGCCCAGCTAATTTTTGTATT 

ScISotgct^^ 

TTA^TGTTGAGTTGTTTGAGTTCCTTGTATATTCTGGATACTAGTCCCTTGTTGGATAAA 

ccSScaacaagctgtatcttcagtctgttggtttcttgtgtagaagaatttttagtttaatatagtccca^ 

CTATGTITTCTTGTAGTAGTTCATAATTTTGGGTCTTATGTTTAAGTCCT 

gtgaga^tgggtccagtttcattcttctgcatatggatatccagttttttctattc 

TTCCTCAGTGTATATACTTGGCACCTTTATAGAAAATCAGTTGGTGGTAAATGTGGTATATGCTGGCATCAGTGTTAGT 

GTGTCCAGGCGGGCTGATCTGGGGGCTTCCAGTCAGCTTGCTGAGGTGCTGGCAATGGCAGC^ 

GGCAGGTCCATAGGCCCTGGGCATCAGGC^TGGTGTC^^ 

agSgtccc^ctgattttcaaggtggctgcaggccatttcccag^ 

GTATCCTGGCTGTGATGGTAGTGGCAGGTTGGGTGAACCCATCTCCAGGCCTTCAGGATGAGTGCTCAGGCGCCAACAG 
gIWaTGGGGCTGAGCAATCCCCAGGCCCCTGCA^ 

rCGATGGTATATATAGGCACTAGCTATGGTAGGCAGGGGCATGGTGATTTCCAGGCCCTCAGTGGAATGCTTGGATGGG 
AGGACCAGCAGCTACACCCTAGCCATGTTGCTGGGGTTGCT 

ACACTTTGGCCCCAGGTGGTAGTTGCTGGTGGGGTAGCCTGTTCTCAGGGTGCTTCTAAATGTACGGTACCCTGCTGAT 
GGGGATGGTGGGTAGCTTCCAGTGGCCCCCACATTGGATATGGAGGCAGCAGCCAGCAGCAGCAGGGTCTGCGTTAGGG 

GGAGGTCAATGGGGCTCAAGGAATCTGGAGTTGCAAGG 

AAAATGGTACCTTGCTGGAGTGCCTTAAGAGTGGGGTAAGAGGGAGGGTGGGTGGGGTGACCCAGTGTGAGCTCCCCAT 
ATGAAGCAATGCCATCATGGGGTCTCCAGCCAGTGCCCTATGTCCTAGCAATTCATTCTTTGCGCTCCTGGCATTCTCA 
AATGTTTTGTAGATGCCTTC1TGTAGCAGCCAGTCTCGTCCCTTTTCTTGAAGTCAATGAGCATCAAATGTGTTCAGGA 
TTCATGAAATAATTCTGACAATAATTAGTATTTTTTATAGGAATTGGAACATGGTTTATTGCAGTATACCGCAGTGTTT 
GTCAGCTCTAGAACTTACGAAGAAGAGGAAGAGGAGAACAAGTTTGACTCCTGTGAACGTTTTTCCTT'TTTTCTCAGGG 
CTTGTGTGGGTCAAAGGACTCTCCAGTGGCTAGGATTGCAGGAGTCCATGGTAGGAAGGTGGGCCACTGGGGGCTACTC 
ArCTACTCTTTCCTCACATTAGGGAGCCCCCTCCAGACTCCCTGCTAATCCCAGCTGAGCAGGCTACTTCACTTTCCTC 
TTGTTTTTC^TGCTAGGTGTCACTTCCGTGTTGAATTCCAGCCTTCTCTCTTAGGTGATCTATTTTTATTTTACAAGTT 
AGAAATATAAGTGCAGAGAAGTTAAAACAGCAAATCTGTGGCTTCCAAGAGTGGCAAAGCAGTTTCTAGCCTATGTTGG 
CTGAGTTTTGACCAAGCCTCTGATATGCATACACATATATACATGTTCATGTACGTGTACTTAAAACATTTTTATTCCC 

ATGTTTAAGGCTAGTTGAATAGGGGTGAACACAGAAAATCCTAGCAAT^ 

TTTTGTAGATGCCTTCTTGTAGCAGCCAGTCTCGTCCCTTTTCTTGAAGTCAATGAGCATCAAATGTGTTCAGGATTCA 
TGAAATAATTCTGACAATAA1TAGTATT1TTTATAGGAATTGGAACATGGTTTATTGCAGTATACCCCAGTGTTTGTCA 

gctctagaacttacgaagaagaggaagaggagaacaagtttgactcctgtgaacattttccttittt™ 

CATATGCTAACAAGCAGCTAGTTTCAAAACACAAACT^ 
CCTCTCTCCCCACATAGCCCTAGGGTTATTCAGGATC^ 

TCCTTCCTTCTTGTTATGCTAAGGTTACTAGTACCATGACCTATGTGAACTCGTTTTCTTGAATAAGAAGAATAAAAGC 

GTTCCGTCCATCAAGGAAGACCTCAAGAGAAATTCCAGGTTCAGGTCTCATGGTACAAGAGCCAAGTGTTTCTTCCTGA 

ATCATTCCC^GGCOTGCTTTTGATCTGAGCAGTGGCTTTCAAAAAATATGCTGATGAGATTGCTCTCTCACTTAAGAAC 

TTAAGAAAGAGTTGAAGTTCTTCAATGTATATCCCCAGCCTGAAACTTGTCTTGAGGAAGATTTGTAGTAGTAATGAAG 

GGTGAC^GTAACCTAAGGGT(3AAGAATGTAGAGAGATTTTTCCCAAGAGCAATCCAAGATACTGCT 

GTCCACTGACATGCCCCTTGGACTCCAGGAGAAATCTGGAAATGTCTGGACCTGCAATGAGACACACCCAGCTTCAAAT 

GTGTC^CTCTGGGCATATTCTTTAATCTGAGGTCCAATTTTCTTTCTTGTAAGAGTCATTACACATGGCTGTTTTATT^ 

ACTAATTCGTTTTTTAAATTAAAGAAATAAATTTGTAGGAGTAATATAGTTACATTGTTTACAAGTCAAATTCTTACAT 

GGCTCATTTCCATCCATTTCATGGATGTGTTACCTTCT 

TCACAGTTCTTGTGTCATCTTAGTTTCTTTTCTGTTTTTTGGTCTTTTATGCGAGAGGTTTTCCTCACATTGTCTGATA 
ATCCTTGGCAGTCAGTTCGTATTGAAGAGTTAGACATTAGAAAGCCAAGTGAAAATCCTGTGTGTGTACAAGGTTTGTT 
GACTGGAAAGCTTCATGGGGATATTCTTGCTTGGACATTTCACTGAAGGACATCCAAAAACCTGTTGCCGTTTTTAGAT 
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TTTTTTTCTTGGATTGTTGGTTOT 

GAAGGAGCTGGGGTTTCTCAATGCAGAATATGTACTTGGT^ 
CTCAGCTVATGGTTGCCACATCTGAGTCCTGAAT^ 

TGAGTGAAAGGTAGTCATCCAATGACATGAGGTGGGTGAAAATATTTTAACTGCT^ 
CTCCTGTTTTTGAAACCCACCAGTGTCCCCACTTCCATAAGTCCCTGGATCCTCAATT 
TATGGAGTAAATTAGCTTACTGATGCATTTCCCTTACTTGCCTTAGGTTTCTGCTCACTCTGra 
ACCTACCTGGCTGCTTCCAGTTTCTGAAATGTTGTGTC 
CATTTTAAAAAATTCTTTTGCTGTCGTTTTO 
AGTCCCTCATAAAATTATATTAGAAATTTAOT 
■ TTTAGC^TACATAGTGCCTGTTATTTAGCAGGT^ 
CAGGAACTTAGATACACTCAGGAATATATGATAGCATGGAAG 
GACTTAGAAAAAGACGGAACCATGGCTGGGTGCGGAGGCT 
TGGATTACCTGAGGTCAGGAGTTCAGGACCAGCTTGGC 

AAAAAAAAAATACAAAAATTAGCCAGGCATAGTGGCAGGCGCCTGTAATCCC^ 
TGCTGTGAGCCAAGATCGCGCCATTGCAGTCCAGCCTGG 

AAAAAGAAAGAAAGAAAAGAGAAAAAGAAAAAGAGAACCTGGCAGGATTCAGT^ 

TACTTCTCAATACAGGATGGTATCTTCTGT 

GTATTTTGTTTTGTTTTTTCTTTTTC 

GTAGGACTGCACAGACTTGGTTTTGGTTCAGCATTTC 

TCATCATTCTTTCTGGCATCCCTGTGATCATATGAT^^ 

CATGCCATTAAAGATATTGTTAATATCTCTACAOT 

CTTAGGTGCTTTATATGTTGAAATTCTACCAGTCA^ 

CCAAC^AATAATGTTTATGAGAGCTGTTAATTT^^ 

TGGGAGCTTGATTGGCAGTAGGAATATTAAGAGGATTAGCTAGATAACTAATGTAGAAAATAATATAATTGTATTGAGT 

CAACAAAAGCTTATATAGATTTAATTACTATGATGATATTAGATTACTTCATAATTAGAATCTTTGTAGAATTGTTTTG 

GTATAATTGCATTCACAATACTCAAAAA.GTAAGCTTAAAGAATGATATTTTTAATTAOT 

TCTTATTTTTTGCATTATATGAGGCTGAATTAAAAGCAGAATGCCATCTGAGATTTCAAAAOT 

ATCTGAAATCATATACACCAAAAAGATAAGTAAAATTTG^^ 

CATTTTATTCACAAATCAAACTTCAGAACACAGAAGACAATO 

ATTGATTTTTACAAGCTAGCAAATATTTTCAATAGTTGAAGCTTCGGAGTTTCTCATTTATCTAAGCTA 
TGCAAAGTTTCTTCTAGAAAACAAATTACTGAAAGACATTTTC 
GAAATTATTAAAC^TGCCATTCGAAAGCCAGTAACTCCTTAGT^^ 
TGAAATGCTCCAAAATCTGAAACTTTTTCAATGCCi^ 

ATGGGTACCAATCAAAACTTTGCTTCATGAACAAAACTATTTTAAAATATGTATAAAATTA 
GGAAATAAAAATAAAACTCTAAGTCCCTCCGACTGACCCAGCGGATTCTC 

TGGAAGCTGAATTCATGGCTATGATGGGATGGGAGATTTGGCATATGCCTCATTATATCCCCACCCTCGCTAACAGTCG 

TTAGGTTTTCTTCCTTAACAGCTAAACAGAAACCAGCCTTTCCAAAAGACTACTAGCT^ 

GTCCAGATGAGATTCATTATGTTC^CCTTATT^ 

ATGTAATCATTTGTCTCACTGCTGCCCCACCACCTCCCCTGCCTTTTAAGGAAAATATATAAATA 
AACCTCTTTGGAAAAAACAGTCACACATGCTTCTGTGACTCT 

AGCTTGATGCTTTGAAACTTATGCTTCAATTACTCATTTCAGTTGTCAGTGTAAAAGGTGTATATGAAATAGAAAAGA^ 

TTCTGTGTTTAGACAGTTCTC&TCAGTGAG 

AC^CTTCCAGTTCGAAGCATTTAGGACAAGGGATAT^ 

CTGGGAGCTGAAAATTCTGAGTCACTATCATGTCAAACT^^ 

TCATTAATTTATATTATTGTTAAAATT^^ 

CCTTTGCAAAAATTGCAACACTGAGAAAACTTTGACAG 

CTCCAAACTGCCCTT<^TTCCTGGGCATGGCCTAAGCT 

CTCTTTCCAAAACTAAACTGCCTTTGTAAA^ 

TAAGATATAGGCATAGTTAAGTGATTACC 

TAAATAACGTTACTATTGTAGAACCTAAAATTACTATTGTAGAACCTAAAGTTGACCTTTTGAGATGTCTTGTCAG 

TTTGCATTTCTGATGACMCCAGTGTCCTGAACCAGTGACTCCTCTGTGGACCCTTACTGGAAGCTGACTC^ 

GAGGACCATTTTCGAC&CCCATATGATTGCA^ 

TGAAAAACTCTAGCGTC(^^TTTTCAGGGAGGCTGATTTGGGTAATAATAAAACTCTGGTCTCCTGTTTAGCTGGCTC 

TATTTGTATTAAACTCTTTCTCTACTGCAATO^ 

CCCATTAGACAGTTAGAGTTCTGTAAATTTTAAC^ 

AGTTTCACC^CCTAAAAAGCTTCCTCATAATA 

GTTTGATCTTTTGAGAAGTTTATATAAATGGAATTGTATAGTATAATCATCAAT^ 
CACATTCCATAAGTGTACTCTATGATGCTGATATTTATCOT 

GGCCAA^TGTGTATTCAATATACCTCTAACTGGGAGGATCAATTGAAAGTGTTGTTTTACT 
GGAATTCAAGGATACC^TAGGGATCATTCAACTGATTATAACACAAAATGGGGAGAGCCAATTTCCCTC 
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CCTCTGGGCAGCTCTAGCTCCCTGAGGGAS S CAGCACAAC AGTGGTCCCTTTCTCAGGAGATACCTGGGACACCAGGCA 
GTTCCTCTTAGACCTTCTGGGAGAGGGGTTCCCAGCAGACGCTGGAT^ 

GCAGCAGTGGCCTTGACTTGTGTATGTGCACATATGCAAGGAGCCCTTGCGAGACTCCCTTCTCCC 
CTTGCTTGCCTTGCTAGTGGCAAGAACCACTAAAGTTT^ 
GGTGAGGCCTTGGAAAACCCAAGTTATATAAACATTTC 
TGK^TGGTTTATAAACAACGAACATTTATTTCTC^ 

TCACTGTCTGGTGTGGTCCCATCCCTACACAGTGAAAGCAGCAAGGTCACTTTCTGTGCCTGATTTATAAGGACACTAA 
TCCCGATCATGAGGACTCAACCCTCATGAGCTAATGACCT^ 

ATATGAATTTTGGGTAGACACAAACATTCAGACTGCAGCAACATTCAATAGAGGCAACTCACCTA 

TTCATTCTGATGCCCAGGTATGACAGACCTCAAATCTGTTACCGTCCCATGAACC^GGAATTATACAAAGGGTAGAGGG 

GCATAGCTCTGGGTGAAGAGCTGCACTCTGTTCACTCTGGGCTCTGTGTGGTGGTGTCCCAGGTAGTGTCAGTCCAGCT 

GTTAAGTCCAGTGAGGCTCAGAAAGGTGATGTCATTTGTTCAAATCTTCCAGCTAGTTTGTTGGTCAGATCA 

ACCCTATGAAGTCTAATCATACCCAGTTCTGTAGGCTTTCCTCTTCAATAGGTCCATTCTTATCTCTAACTGAGACCAC 

CTGCATCCTCATAGCTTAACTATCAGTATGGAAAACAAACCATCTGTGTCACTATGACTTTACT^ 

TTCTTGTCCAGGAAGATAAGACGGTGTACAATAAATAACATC 

TCAGATGATAGATTGCTCATTTGAAAAAATAAACCCCTTTTCAGGACAACAGATTCCTCTCCAAGTCTAATAACTTGTT 
TATCAAAGATCTATTTTTCAGGACTTCAAGACCCTCTTATCACAATGTCCACCAATTCTAAACTATAATATCATGAACT 
TTGCCGAATTTCCACCAGATTTCTTCCTTGAAAGGCCTGACTTTAAACCACTTGAGCTCAGACCCTTAATGTTTATAAA 
TATCTACCTGTGACCTCTCCCTTTTGAGAATTATAAGGACTTTTTCAAGGTGTTGCACTCTCTTACTGCAGGTTAATAA 
ACTTAGCTTTGTTTGATCAATAGTTTATTCTC 

GGATTCACTC^TAATTTCTGCTCCTGCAGTTTAAGAACCTTAGCCCTAAACAGTGTGTTCTTCTGAAGTTTGCCATTT 
GGAAGCCTCCCCCACTGCAGTGTTAAGGTAAGTCTCTCATTGGATTTGAGTCCCGGTGTCCTTTCC^TAAAGCTCTTAA 
ATTGTTTATTTTTCTTCCTAGAAATAAGAAACTTTTAAGAAATTCCTGGATTATCTGATCAGATTTGAAAATGTTTATT 
CTTTGTGGAAATGTTTTATTACTAGTAACATTACTCTTTTTGTCTTTTATCCTATTTGTTGTGAGTCTATGAGAAGAAG 
CTCACAGGGAAGAAGACAGCCGTAGACCTGGCAATTTTGTCCTCAAACTGGCTCAAAGATACAAT7VATATCAGCGGGTC 
TCATCAAACTGGCATTCTTATAGAATAAACTTTGCTCTGGGTCACTTACTAATATCTTACAGAAAATTTATAGCAGCAG 
TTGTATATTGAGGGTGTGAATAAAAACC^CCAGAGAAGCTTTTTGAAAAAATACTATGAATAG 

AAAATGAAGAAACAGGGACCAGATTTACTCTCCAGTAAACCAGTGGAAAAAAAAACAGACACAATATTGAAAAATAAAA 

AGATTTTTCAAGACATCAGGCAATGAAGAATAGTGATCCAAGAGAAACAAGAAACAAGATGAATCTTATC 

GCTTACTGTCTGGAGTGAGTATCAAGACTGTGGTACAGAAAGGGAAAACCCAGATGGAACCCTGCCATCTCCCTAAGTG 

GAGTCTGGGGAGGGCAAAGTGAGTAGAGTTTGCAAGGAAAGATATGGGAAAGGAGACAGCTGTGCAGAGAGAACACTGG 

GGATCTGTAGAGGGTCTTCAGCTGAGCATGAGTCAGCATATGCATGTGAGGAAACTACCCATGACTGGGGAAAGAATC^ 

GCTGGAATGATTACGGGGTATAGAATCCAGGGCTCAGAATCATTCCTGTTTCTATAGGAAATGGGCATTGAGTAGCATA 

CTTGGAAGAATTTTTGCTTCAGTCATGCAGTAACATAGAACTTAGACTAAATACTACTCTGATACCACATA 

CAAAATAAGACCCAAAAGAATCAAACTGTTTATAAGTAACTGAGTO 

CCATCTAACAAAGCACAAAATTAAGATAAAGGGTCA^CTATOT 

AAAAGTATTTATAGAAATACAAAAGGATCCAAAAACTGTCCACAAAAATATGACCCATAATGAAGAGAAAAATCAGTCA 

TTTGAAACTAACCCAGAAATGACAAAGATGATAGAATCGGCAAAGACATTAGAAGAACTGTAATTGTACTTCGCATGTT 

CAAGAAGCCAGAGGAAAGACTGAACATGGTAAGCAGAAACATGGAAGATATAAAAAGACTAAA7UITCAAACTTTAGAGA 

TGAAAACATTATGTGAGATGAAAAACACACTGAGTAGAATTAAAGGCAAATTGGAAATTTCAGAAGACTAGTGACTTTA 

AGAATTGAGAGATAAAAAGTACACAAAATGAGAAACAGAAGTGTGTCAGTGAGTTATGGGACAACTTCAAACTAATGCG 

TAAATTGCAGTCCCTGAAGGAAATGAGGGATATGTTGGAAAAAAATATTTGAAAAAATAATGGCCAAAAATCTCCCA^ 

GTTTATGAAAACCACAGATTCAAGAAGGTCAACAAATTGCTTAAAAATAGAGAAAGTCTAATATTAGGATACAAGGTCT 

TGACCAGGTGTGGTGGTTCATGCCTGTAATCCCAGCACTTTGGAAGGCCGAGTGGGAGGTGAATCACTTGAGGTCAGGA 

GTTCAAGACCAGCCTGGCCAACATGGTGAAAGCCTGTCTCTACTAAAAACACAAAAATTAGCCCGGCGTGGTGGTGCAC 

ACTATAATCCC^GCTACTCGGGAGGCTGAGACAGGAGAATC^CTTGAACACAGGAGGTGCAGGTTGCAGTGAGCCGAGA 

TTTGTGCATTGCACTCCAGCCCTGGGTGACAAAGTGAGACTCCGTCTTAAAAAAGACAAAAACAAAAAC 

AAATGGAAATAAGGTCTCAAATTAATAACTTCAGCTTACACCTTAAAAAAAATTAGAAATATCATT 
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Position of N ambiguity code 

30102 R 

30205 Y 

30559 Y 

30699 K 

34304 R 

34516 K 

34782 R 

35697. K 

35810 Y 

36817 Y 

40290 K 

40454 M 

49148 S 

55023 Y 

58397 Y 

58622 R 

58633 S 

74447 R 

75896 K 

82244 S 

88456 W 

88499 R 

90688 S 

99035 R 
102977 R 
104552 Y 
104862 R 
105225 Y 
11 1252 Y 
11-1781 Y 
112118M 
118914W 
120628 R 
123312 R 
123426 S 
125304 M 
12801 5 Y 
128393 R 
129360 Y 
129361 Y 
131865 M 
132562 R 
135112 K 
138281 Y 
138806 R 
147700 Y 
147715 R 
148161 Y 
148236 Y 
148606 K 
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150961 Y 
152214 R 
154374 Y 
157074 M 
157272 R 
160863 Y 
161195 R 
162720 Y 
163290 R 
165441 K 
166462 R 
168136 Y 
173481 R 
173519 R 
175259 S 
175603 Y 
181225 Y 
197941 M 
198444 Y 
198745 R 
221134 R 
222532 K 
224195 R 
224801 Y 
226923 R 
227254 Y 
227460 S 
228326 K 
228647 Y 
228831 R 
230175 K 
230288 Y 
232201 M 
232338 M 
234332 R 
235271 R 
263539 K 
270257 R 
270458 Y 
270498 R 
2711 59 Y 
2741 50 Y 
274353 M 
275602 Y 
277422 M 
278146 R 
286615 Y 
289348 S 
289425 R 
289868 R 
289979 Y 



290063 R 
290164 Y 
290801 R 
292925 R 
293201 R 
293611 Y 
295755 R 
296143 R 
296739 Y 
297107 W 
297460 Y 
297895 R 
298027 Y 

298152 N 

298153 N 
298585 S 
298605 K 
298799 R 
299792 M 
300815 Y 
305880 R 
306978 M 
309436 Y 
309763 Y 
313529 K 
313971 R 
317210 S 
318829 Y 
410826 R. 
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ATTGAGATAATCATGTGGTTTTTCTCTTT^ 

AGCCTTGCATCCGAGGGATGAAGCCCACTTGAT^ 

TATTTTATTAAGGATTTTTGCATCGATGTTCATCATGGATG 

AGGCATTGGTATCAGGATGATGCTGGCCTCATCAAAT^ 

TTCAGAAGGAATGTTACCAACTCCTCTCT 

TGGTTGGTAGGCTCTTAATTATTGCCTTAATTTCAGAACCTGTTATTGGTCTATTCAG 

TAGTCTTGGGAGGGTGCATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTT 

TCTCTGATGGTAGTTTGTATCTCTGGGGGATT^ 

TCTCTCATTTCTTCTTTATTAGTCTTC 

ATTGATTTTTTTGAAGGTTTTT^ 

AGCTTTTCAATGTATTTGCTCTTG 

TTTCTCTTGTGGGCACTTAGTGCTATAAATTTCCCTCTACACACTGCTTTAGAATGTGTCACAGAGAOT 
GTGTCTTTGTTCTCAKYGGTTTCSVAA^^ 

GCAGGTTGTTGAGTTTCCATGTAGTTGAGTGGTT^ 

GAGAGAAAATTTGTTATAATTTCTGTTCTATTACATTTGCTGAGGAGTGCTTTACTTC 

AATAACTGTGATGTGGTGCTGAGAAGAATGTATGTTCTGTTGATTTGGGGTGGAGAGTTCTGTAGATGTCTATTAGGTC 

CGCTTGTTGCAGAGCTGAGTTCAATTCCTGGATATCCTTGTTAATTTTCTGTCTCGTTGATCTGTCTAATGTTGACAGT 
GGGGTGTTAAAGTCTCCC^TTATTATTGTGT^ 

TGGGTGCTCCTGTATTGGGTGCATATATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTTTGTA 
ATGGCCTTCTTTGTCTCTTCTGATCTT^ 

TTTTGTTTTCTATTTGCTTGGTAGATCTTCCTCCATCCCTTTATTTTGAGCCTATGTGTCTCTCTGCATGTGAGATGGG 

TCTCCTGAATACAGCGCACTGATGGGTCTTGACTCTTTATCCAATTTGCTAGTCTGTGTTTTTT 

CCC^TTTACATATAAGGTTAATATTGTTATGTGGGAATTTGATCCTGTCTTTATGATGTTAGCTGGTTATTTTGCCCA 

TAGTTGATGCAGTTTCTTCCTAGCCTTGATGGTCTTTACAATTTGGCATGTTTTTGCAGTAGCTGGTACTGGTTGTTCC 

TTTCCATGTTTAGTGCTTCCTTCAGGAGCTCTO 

TAAAGGATTTTATTTCTCCTTCACCTGT^^ 

AAGAATGTTGAATATTGGCCCCCACTCTCTTCTGGCTTATAGAGTTTCTGCTGAGAGATCAGCTGTAAGTCTGATGGGC 
TTCCCTTTGTGGGTAACCCGACCTTTCTC^ 

CAATTATGTGTCTTGGAGTTGCTCTTC 
CTGCCTTGCTAGGTTGGGGAATTTCTCCTG^ 
TTTCAGGTACACGAATCAGATGTAGATTT 
TACTCTTTTTTCTCTAAACTTCTCTTCT 

TCTTCCAGTTGATGGAATTGGCTACTGAAACTTGTGAATGCATCATGTAGTTCTCATGCCATGGTTTTCAGCTCCATCA 

GGTCATTTAAGGTCTTCTCTATGCTGGTTATTCTAGTTAGCCATTTGTCTAATCTTTTTTCAAGGTTTTTAGCTTCOT 

GCGATGGGTTTGAAGATCCTCCTTTAGCTC^ 

AAGTCATTCTCTGTCCAGCTTTGTTCCGTTGCTGGTGAGGAGCTGCATTCCTTTGGAGGAGAAGAGGAGCTCTGATTTT 

tagaactttcagcttttctgctctggtot 

tacatatggggttttggtgtggatgccctttct^ 

tgttcgagtttgctggaggtccactccagaccct^ 

gcagaacggcaaatgtagctacctgatccttcctctggaagcttcatctcagaggggcatctggctgtatgaggtgtca 
gttggcccctactgggaggtgcctcccagttaggctactcgggggtcagggacccgcttgaggaagcagtgtgtccatt 
ctcagatctcaaacttc^tgctgggagatccactactc 

tgcatcactcatgctgggagcagtagactggagctgttcctatttggccatcttggaacctcccccagctatacctact 

ttattggatttttgtgtctccatcagctgacatggtacttacagcctagaatgagcatacaaaggatactcattc 

ttcgatgatgactgacaaac^gtctccc^ggatc 

ccaggtaacaaactgcacctgtccccttgaat 

gaactttttattacaaagaattaaaaaaaaataaaataataatac 

aaaggcttctcttattattttattc 

cactgcaacttctgcctcccgggctcaagcaact^ 

acc^caccctgctaattttttgtatttot 

gctcagggaatctgcctgcctcggcctccta2^ 

gcttttcacaactgggaattgactgaatc 

tgggaaataatggtggagctctttgaaagggtaaaaatggtgttttatcatacataactatgcctgaggtttttgtttt 
gcatttatctttgggcaaagttgtaaagtta^ 

aaagttagatttttgaggtataatttac^taagagttactctttctagaggtatagttgaatc 

tacaattggataaccaccaccataatctagatat^ 

atatttataccacccaaaaagttttctcttgct^ 

atggttttgccttgccagaatgaataatacattaaagatatagccttttgtgaatggcttctttc^ 
tgagttttgagttgaattataagtttgacttataat^ 
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TTGCTTTTTAGTATTTCATTTTTTO 

ATCTGAACTGTTTCTGGGTTTCTGCTATAGAGAGTTGCTATAAACATTTTCATATAGGTCTTTATATAGACATATGTOT 

TCATTTCTCATGGGTAGATACTTAGAAGTAGGATTGCTC 

GTCAAACCTTTTTCCAAAGTTTCTATACCATTTTGGATTCTCACTAGCAATG 

AGGCCAGCATTTTGTATTGTTTGTATTTTGTATTTTATACATTCTAGTAAGTATGTAGTGTGGCATCTGACTGTGGTTT 
TACTTTTTGTTTCCCTAATGTCTAATGATGGT 

GTTTGTTTGTTCAAATCTTTTGACCATCTTTTGACTGGATTGTCCTCTTATTGTGTTGTAAAGATT 
TTTCTGGATACAAGTCCTTTATTTGATATGCATT^ 

CTTAACAGTTTTTTTCAAAGAGAAATTTGGTAAAGTCGAGTATACCATTTTTCATTTTATGCT 

TAAGAAATCTTTGCCTAACGCAAGATCACAACTACTTTCTACTGTGTTTTCTTCTAGAAGTTCTTTAGTTTTAGATTTT 
ACATTTAGTTCTATGATTCATTTCAAGTAGATGOT^ 

GATGCTCAATTGTTCAAGCATTCTTTGTTGAAAAGAATATCATTTCTCTTTTATAGCTCAAATTTTATTA 

ATTTTAAGATGCACATATTAAAGTGATATGTGTAA^ 

ATTACTTTAGGAGACAGATATTCTCTTTGTOT 

AACTATTTTATGATGATTATGGTATTCATTTAGGCCAA1TTAAGTGAATTGGAGATCCTAATTTTCTCTATAAGGAGAC 
AATACTTTTTCATACAAGATTATTTTTGTGGAGGCT^ 

TCTTCAGTGAAACAAAAGTCTGTAGTAGATATGCTGCTGCTGCTGGTTTTAGGTAAATTGACTAAATAGTTATACAAAA 
CTCTGTCTCTACCATATATGAATTCAAACTGTATCAAC^ 

CCATGTAGAAGAGAAATATAAATACAGCTATCAGATCAGTCTCATGTTATTTCAGCTTCAAGGAGCCTCTTAGCAAAAA 
TGGTTTCCTTTCTCCATACATGTTGCAGGTGTT^^ 

ATCATTTAGAGAACGATTCTCAGCTTGTTCAGATGATTATTTGGTTTTAAAAAAGCAGCCTGGAGTTCCTCTTAATCTC 

AAATCTCCATAAAACTTACAAGAGATGOT 

TCACTAGAGGGC^GTAAATACAAACAGATTTAGTGGAT^ 

AAAGAAAGTATAGTTTTTATAATATGAAAATACATGTAACATTCTGTTATGTAAAATATTGGTTATGAATCAATTCT^ 

ATTATTGTCTGCCTCTAAAATATTTTTAAGGCATTTGAAAGCAAAGGGAGGCTGAGAAACACTAGTTTTCTGTGGCTAT 

TCTGTTTAATACTTGAAGTTTAACTTTGCCTCAGAATTCTTCAAGGGACATTTAAAAATTAGATTTGCATTTGTTCAAG 

CTGAACAGTACTGGATATATGAGAGACCACGTTATATAGATTTGCTTCTTGATTAATAACTACCACGACTTTTAATTTT 

AAGGTGAAAGGTGTAAAATAAATGTAGATTGATTATAGGATAAAATATTTTCCAATAATGTAAGTCCTACTGCAAACAG 

TGCTACTGCCTGGAAAACTCCTTATGTTGGAGAGGTCCAAGAGCTAATACACTTATTTTAAA(^TATTTCTTAAATA^ 

TTCAAACAC^GTAATATAATATACAGCTTAGAATTGATTATATTAACGGATCTATTATGTAGGCTCTAGGCTAAAT^ 

CCTGTTACTTACTACTGGCTTTGTGACCTTGAGCAAGACAACTTGACCTCTCTGAGCCTTAGTTTCCCCATAATTTAGT 

TTTGTTTTTCCCTATTCAAAAATGCATC 

GTATCAGCAGTTCAGCTCCATCAGCAGAATTTCAAAT^^ 

CTTGGGTATCTGGTAAGGACTGAGAAAACAAGGAATAGCAGGGAAGTGGCCTCTAGAAATTCTGAGGGGTATTTCTAGG 
AAAAGTCTGAAAAAGAGAACTAACTGAACATTATGGGAATTTTTTTTTTCTTTTTTGAGACAAGGTCTTGCTCTGTCAT 
CCAGGCTGGAGTACAGTGGTGCAATCATAGCTCACTGCAGCCTTAAACTCCTGGCCTCAAGCCATCCTCCCACCTCAGC 
ACCTCCCACCTCCCACCTCAGTAGTATCTGGAACTACAAGCACATGCCACCACACCTGGCTAATTTTTAAATTTTTTGT 
AGAGACGGTGGTTTCTCTATGTTGCCCAGGCTGGTCTCGACCTCCTGGCCTCAAGCAATCCTCCCGCATTGGCCTCCCA 
AAATGTTGGGATTACAGGCATGAGGCACTTCACCAGGCCAAGAAACTATTTTTTCTATTTCAACAAACACACTTGCATA 
TATGTATATAAAATCATTTGGGCATTTGAGAGCAGTGGATTACAGATAAGAAACCTGAGCTCTAGCTGTAACGCTGTCC 
CTCAAGTTGTGTTGTCAGAACTTTTCTGGACCTCAGTTCCTTGTCTGAATGTGTCGTCATCATTACATCTGCATATGAG 
GGCAGCTGTGTGTTGTTCACATAGCGCTCCCAAACATAAGCGTGTCTCACTATATGGCAGGGCTGTCTGCCTGTGGGCA 
CCTGCTTCCTCACCCTGTCCAGAGATCTGACCATGGTGATAGTAACCATGATTCTTTAATTCAAGGC^CTGTAAAGTTA 
GCAAAAAGATTGAGGATAAACAAATCCACTCCTAGATTCATACTGTTTATCATAGAGTTTGCATCAGCCTAATTATATG 
ATGAGCTGTCATACACCATTAAGAGCAAGGACTGGGTTTGCATTTCAATCCTGTCACCTATGGAGCAAGTTATTGAATA 
TGTAAGAAGGTCCATCTTTTCATGTTAAAATAGGGAT^ 

TATGTAAAGTTCTTTGTGCATAGTAGGTGCCTAGTAAATGTTGTAACTTATTAAAGTTTCTTCATTAAATTTGGTGAAG 

CCAAGTCTGACTATAAGAATTGTATCTCTCTGGCTCTATTCAAATTTCTCTTCTAAATTATCTAGATTCTCTCTGCAGA 

TAGCAGCTACCGTGGCAATAGGAAGGAGATTCTAGTCTCCTAG 

TGGCTCAGAGATTTTTGAAAAGATTTCTTATTC 

TAAATAATCTCCCTTATTGCAGCAAATTAGGGACT 

TGCCTGGCACATAATAGTTGCCAAATAGAAGTCTGTTGAATGAAGGGACCATCACTCAGATTCAGCAGGGAGAAGAGGC 
TGCAGATTTTAGAGGGAAGGGAAACTGTATGTGTGTTTCTGCATAATGTTTTAAGACAAGGAGTATTATCTAC 
TAATCTGTTTTAAATGTTTTTGATGATTTTGCTGAGGGTGAAAACCCTTGTCCTTTCCTGTCACCTATAATCAGTATAA 
AAATATTGATGTTTTGCATCTGCATCAGCCAACAATC 

TAATAAGATACTTTTCTGGCCTCAAAGATCCTCCACCCTGGATGAGGAGTCAAAGTTGAAGACAGTTGAAAAAAATAGA 
ACAGTGATTCTTAACACTGGGGAAGATTCAGGAAAT^ . 

CAGAGGCCAGGGAGGCTAGATGTCCTGGGATACATGGGACAGCCTTTCACCAGGGAGGTTTGCTGTGTGTCCCACACAA 
CTTCGAAAAAGTCCCAGCAG CTATTCACATAGGTGAAAAAACAAAATGCATT 
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TACTTTTTACGTATAAGTATTAAATATTTTO 
ATATTGTGAAGATGGCACTTTGTTACATT^ 

CTAACATAACAC C C CTGTATTCATTTT CATGCTACTGTTACTTTTGTGGTAATTCTC C C CATAAG AGAAATCATAGCAA 

AC CCTTAGATAGCACTTACTGTTC TAAGAG CCTTATGTATATGCACTAATTTAAT CCTC^ 

AAACTATTATTCTCATTTTCCATGTGAGTAAACTGAAGTATGGGAAATTTAAATAGCTTCCC^ 

TCAGTTATAGTAGTTTTTGACTACTTTTT^ 

TACTCATTTCTCCTTTATOTCACTC 

TATGTATTCAGTACAGTATTATGAAGGAAGTGTA^ 

AAGTAACTGAGTCTTAAGTTTGTCAAAGAATAAAATTGATGGATGGATGGATTTTTTTTTO 

CAGTGAGCCTGACTGCAGAGTGTAATTTGCATTTAAATGACAAGTGGTATGACAC 

C&CCAAGTATGTTTTGCCTCGAGGCCTTTGC 

CCGCAATCCACATGGCTTGTTTCCTTTCTTC 

CTTATAGCAACCTCTATCCGTAATCCTTAT^ 

TATTAACTTAGTTTTGGAATATAAGCTGCAGGTGA^^ 

GGAGCTTAATAAATATTGAATGAAGGGGCAGATGTAGAATCGTTAGAATTTGGAAAAAGGCTGGAATATT^ 

GATGTACTTTGAATGATTTAAATCTGACTGAGAAAACCAGTTTGAGGTTGGCAGAGTAGAAGAAGGA 

CCGAGAATTTGGTAAGAC^GAGATGGGATTGTCAGCTGTATGGTGAAGGTGGAGGARTACTAGTCTTTCAGGAACAGAG 

CAAATGTAATAGAGCAGCTGAAAATAGGCTTGGCGTTGGGGATTAAGGTCAGATATGGCAGT 

ATGTGATGAAGCAGGCATTACTAGCTTTGAAGT^ 

TCAATATGAGACTAGAAGGGGAAAAGCCAGGGGCAAGAAGATGAGCT^ 

ATGGAGTGCTGTGATGCAATTGAAAGGAAATATAACATATATATTTTAAAAACAAATGACAAA^ 

AATATTAGTATAATAGAATGATTATCATAATGATCATTGT 

CTTTGTACCATTTGTTGTTTTAAGTC^ 

TTGCTATGTAAGAAATCACTTCAAACCTAATACTTTGAAATATGAATGTATTTTTATTAGTTTTCATGGCTTTGTGGGT 
TAACTGGTCTTGGCTAGACATTCTTGCTTGGCATTCCTCATATGGTTGCAGCCCAGTGGGTA 

CTGGCTGGATGGCTAGGATGGCTTCTTGCCCCTCAGGTCTGGCTCTGGGCTGGGGTGGCTGGCATTGCTGAAGACTGGC 

CAGGCATGTGTGCTCTTTCTTGTGCAAGTC 

TTGTAGCATAGCCTCTC^GAGTAGTCAGACCTT^^ 

AGAAAGCAGGATGAGAGCTGCAAGATTTCTTATGACTTAGCCT 

CCTVACTCAGATTC^GTGTAGGACAGTGTGGCTC^^ 

AGATGAGGAAGCTGACACACTAAAAAGATTATTTGTCAG 

CAGTACCAGAGTGAACCTGGGAAAATCATTTTTTC 

GTGATATTAAAGTTACTTTCTATTTCTCTCAGTCTTTTAAATATTTGGATTCAGATTACGGGAGGGGTAATGGTAAGGA 
AYAAACTGAAAGAAAGAGCTCTGGATAAAAGATAGGGCTTGC^ 
TAGGGGAACATGCCGGGTTACTCAAGGATTGAGCTAGATG^^ 
ACACCTGTTGAATGGTAGGAAAGAGTCATAGATTCCATCTGAG 

AAGTAATTATACTAAGAACTACTTTAAATAGAAAAATGTCTCACAGTTTTGAAAAAGTTTGTCGTGACTAGCAGGGCAT 
TCGAGAGGAGAATCTTGTATTCAGAAATATGGCACTGAAGTTCAAGTTAGAAGTGGTCATTGAAGATTGTGGGCCTAGG 
GAAAATTAAAGAAGTTCAGGATCCTGGGAGTTGAGGGAGAGTAGTAGGAATGATCAAACATGTGGAACACTTCAGAGAA 
GTAGGGAGACCAGAGAAAAGGAGGACCTTAGTATTCCTCTGGGGGTAGCTTTAGTGGAATGTTGGAGCTTTAATTTCTT 
CCTTTTGTAGAGGAGTAAGAGTGATGGAAATGAATACAACAGATGTTA^ 

CAATAGAAACTCAGAGAGACACAGTGTTACAGGAGTGCTTATCAGAGAGCATGCTCTCTAAGACAGACATGCCACATGT 

GGAAATAGTTAAATGTCAGGAAGACTGCAGAGTAGCCATACCAGC^^ 

AGATGGAGAGGAGGTAAAATGCACAGAATTATATGCTAAAATCAACT^^ 

AGACCTCTTTAGTATTAAAGTTACAGGGTAATACTACACCAAACCAAATAGAAAATGCTGTTTTTC 

GATTTCTCATTTAACCCTCCTCGTAAAATGTCTGATTACTCTTGAGCTCAATTCTGGATTCCTAAGAGCCACTCATTCC 

TTTCTTAACTTTGTGTACAGTTATTAAAATGTTCTGTTCTGGCTGGGCACGTTGG 

TGGGAGGCTGAGGTGGGCAGATCCCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAATCCCGTCTCTG 

CTAAAAATACAAAAATTAGCCAGGCGTGGTGGTGGGCGCC 

GCTTGAACCCGGGAGGCAGAGGTGACAGTGAGCC^ 

TCTCTAAATAAATAAATAAAATATTCTCTTCTC 

TATGCATACACAGTGCCCTAGCTTT 

TTTAGAACTCTGTCATACATAACAATAGAAACAAAAGGAGCTGAGAGCAGCC^TGSCA 

TTGCCATCTGTGCCATCTGTGAATTCTGGACATTAGTCGTATTGTTTAATCCCT 

AACTACAGTCATTTCTACATCACCAGGGAGCCACTTGTTTTGGA^^ 

CATTTTTGGAGCAGTTTTTATTTGGAAGGAAGGGAAGCCAGAGGACATT 

TGGGCAATTCTTAAGAATGAACTACGAATTTTC 

TCATCTTTTCTGAGGGTGGCCTCAGAGCTGCAGGGATACCATTATTC^ 

CCAGAGGCTGGCCCTTGCCAACCAATCCCAAAGC^^ 

GGAATGCAATTGGTGC^GAGTTGGGGTTTTATGGGAG^ 
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TTGGTAGCTTTTGACAGGACTAGCCTTTCTTGC^^ 

GAGAGAAAGATGCAGACCCTTAGATCTTTAGATATTCCTT^ 

TTTGTGCCATTCTGGAGTCTTAGAAAT^ 

TATGTATACTTAATTACCAAAAATCTTTAAAAACT 

TGAAGCTAAATACATTTTAGAGCTKWCTATA 

AAGCT^ACTATTTACTGTCAGTGTCTTGGGGCTACATAAAGGTAAGACTTACTTAGCTTOT 
TTAGAAAATTATTTAGAAAGCTTAGACTCTACTGTAATTTGTTCAAACTATCAGTTATGTATTCTTTC 
ACTAGGAAGAAATACGTGTTAATAGTGGTCAAGATAAGATTGTATAACTTTCATCAGTTGTAGTT 
GCTKTTTTAGATACGCAGTAGTTCTTCTGTTTO 

AAATACATTCATTGCAAATAAATTATTGGGCCAAATTACTTATACTGAT^ 
AAGTTTATAAAATTAATTTGTGGCTGT^ 

TTAGCTATAAAGCCCTAGGTGAGATTAAAAATTGACATTACTTAACTATGTAAGTGATAC 
TCTATTATACTTGCAAAACTGAACAAAGTTTT^ 
AATAAGATTGTGTCCATGCTTGGGAGGCTT 
GAAGGAGGTAGAAAAACCTTATTCAGTCCTAAATGAAAC^^ 

ACCTGGGAGCCAATCACAACACATTTTAAAAGATTCATTTTCTGTTACTCTGAGGATTTTTCAGATTGGA 
GTTTGCTTTGTTTCTTTCTTTTTC 

AACTTATTTCAGTCTTGGTTRTCCAAGTAGTC^TGATTCCTTACCTCCCTTTAAATCTGTGGATGATTCAGATTTTTAA 
AAATGTTTTTAAAATATATAGACTTCCATTATTTGAATTTTGTTAGCGATWTC 

AAAAGTATAGAGAGTAAATATAAGAWGCCCTCATTATCCGCCAGAATTCAGCTCCTAGCTTTTAGCCAGCTCACAACTG 
ATGTTATTTTTGAAGSGCTTCACATTTGTACTGTGATT^ 

ATCTACATATAGAATTTTAGTACGTTTCTTTTTGAGGAAAATTTTTCCTGGACAGCTTTATGT^ 

AAAAACATGTAAAAATAGCAAATATAGATATATTTGGTCTTATGCATTTTGAAGGTTTTATTTTTATACCATCAATGG^ 
GTATTTGTTTAAATAACTTTGAATACTGATATCTACCAAACTTGTAATGCATCACAGTGCAGCATATTCAAATGATTTT 
TAGCAGAATATTGTCAGGAAAAAATAAGAAAATTTTCOT 

GGATATATAATATACCCAGTAGCACACTGGCGTGATGTAGAAGTAAAGGAGATTACATTTAAGGACATTTTGTTTTATT 

ATTTTAGTTTGCTTCCTGAACAATCTTAAATGCCTAATGTAAATTGAAGAATTGCAGTTCTGAAAAGCAAAATACAGTA 

TTGAGATTCAACTGCATTTTTACTTTCCTTTATGCCTTAACTGCTGTACACAGACATTCTGATGTATAATGAGAACA?^ 

GGATTCAAAAGCATTCACTTAGAAATCCTCCCCTGTTTTTTTAGTTGCAACCCTAAATCTGTGTATTGTTTTCAGACTA 

CTTAGGCCAAAAAC^TTAGAAATTCATCAATGGAAAATATTTAGAGGTCACTTAAAAAAATAAACTAAATG 

GGTTCTGCATTTTAC^TCGGTTCGTTTCAAACAGCAGTTTAATGTTTTGTCCCTTCTAAATATATTAATTGAGAAATA 

TGATGGGATTTCCCAGAAGAATACATTGTATTAGCTTTAAATC^GTCCTTCCCCCTTTGGTAATTTTATGTAGTTATCT 

TAGTAAATATTATATAATTATTTTTAGATGAGAGAAGTATCACATTTTTAAATGTTTGTTGAATGATCTAGTGCATTTT 

TTTAGTACATCTAGCTATGCACTCCAAAACCAATTTGTGAGATCAACTACCAGTTGAGAAAGCACT 

GTGGTTATTCATTTAGCTTTGCTGGACTGAAACTTT^ 

AAAATACCCTTGTGTTATAACTTAATGTACGCTTCAGAATTATCTTTAGGAAATTCCTTAGACCGTCTTCCTAGAGTAG 

AGAAGTAATTGCTTCAAATATTGTCTTTTATAATTATGTTAAAATGAAATGTTGACTTCCTTGGAGTCCCTTATAAGCC 

TTGGTAGGGAGGTGGGCATGTGATGGAGGATTTCTCCAATCCATGTTTTTGTGTTTTAAACAAAGGCTGGAAAGTACTC 

TGGGAATAATGTATATGACCAGAAAGATGAACATGCAGGATGTCACTTATCTAGTCTGTACAATATTTAGATTCCTTTC 

ACTGGCTTTTTTCTTCAGTTATCTGTACTAACTGGCTATTTTGGTGAATTGTTTAAGCAAACTGCCAGGAAAATTATAC 

TTCGTTCTTTATATTCTTTTAGAAAAATCCAATAATATATGTAGCATATCTGCAGGTAGCATCCACATGTTCTCTTTGG 

GCAACATAATCCTTATACTAGTTTGTGTACAAGTTAGAAGATAAACCTGTGATAACTGGGTCTCTATCTATCTTTATCA 

ATCACTCCCAGAAGGCTTCCCTTGTTTTGCTTTATTGAGAGAAGTGCAAGGAGGGCAGCAGTTCCTGTATAGACTGCTG 

AGATTCTAGCAATGGTGAAAGCTTTGCCTCATCTCCTATCTTTTATGAAAAAAAAGACTTTGTCATGACCAGGTAGTTC 

TTAATAGCAACTTTTAGCTCATAACATGAACAATTTTAGGTCAAAGAGATATTTCATTGAATGTGTGTTTAAAATGTTT 

AGC^GACTCTTTTCTTTGGAATATGCTTTGCCTAATGAGTATATTTTTCCAAGTGTGAATTTAT 

TTTTTAATTATTATACTTTAA 

GTCGTTTGCTGCACCCATCAACCTGTCATCTACATTAGGTATTTTGCCTAATGCT 

TAGGCCCTGGTGTGTGATGTTCCCCTCCCTGTGT^ 

TGGTGTTTGGTTTTCTGTTGCTGTGTTAGT^ 

TGAACTCATCCCTTTTTATGGCTACGTAGTATTCCATGGTATATATGTGCCACATTTTCTTAATCCAGTCTATCAC 
TGGACATTTGGGTTGGCTCCAAGTCTTA^ 

GAGACATAGCTATGGTTTCCCATACTAATGCTATTCCAAATTCTTTATGGGATTTGAGAAAGAGGAGCTAGCTATTTAA 

GTAACTATTTTTATGGTTATAACTACAGTCAAATCC^ 

TAAAAGGCCCAAAAGTTATGGACC^GTGCCAGAAA 

TGTGCCAGGCTAAATAGAAGACACTTCTATATTAG^^ 

AACTTTGTAAAGAGGGACAGAAAAAATTTTGAACTCTATTATAAATGTCTACAAATATTCTTAGAAGGC 

TTTTTTTC^GTAGGTTATAAGATATAATGCTGAGTG 

TTTTAAAAATATGTATTCAC^TAC^^ 

CAGCAGTGGGGATTTACATTATTTTCTTTTTT^ 
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TAGAAAGGAGTTATAAAAACATATGAACAAAGAAGTGAATCT 

TAATTTAACAACCAGAATTTGTACTGGTCATC 

TATTTTATTTTTATTATACTTTAAGTTCTAGGG 

AACATCACACATTGGGGCYTGTTGTGGGGTGGC^ 

CGAGTTCTTTGTTTTTGACTACGCTGGC^TGC^ 

TTTTTGTTTGTT1TGATAACAGTTAAATGCGGAGTTAAAACTTAATCTAGA 

TTTAGCAAACGGTATAGAGTTAGGCCATCTTGGTATC 

AAGAATTATATTTCAAACATCACTAAAATAT^ 

TCAAATTTTAAAGGCTAATCTGATGATTAGAGTAAATG^ 

TATGTGTAGAAAAAATACA1TGTTTCTGTATATTAA 

TCAGAGTCAAAGGACTCTGAAATGCITAATGCTTAAGAAACAGCTGATGGGGGTGGGAGAAGTGTA 
ATTTGGATACTGGTAATGCCATGTGGTGTTGGTAGG 

AGTAATAAAAACTGTGAAGTAGATTGTTGAAAATTGACCTGTTTCCTATTTAGTGACTTGGGAAAATGGT 

GGATGTTGAGAAACAATAAGTGTTATACTCTTACTTC 

AATATTTTACTTCTCCATAGTCCT 

GCCCTTGATCAGTATATATATTCATTTCTGCTAATGA 

ACACTTTTATGTGCTATAAATTAGTTTCTC 

TTGCTTATTTCTCCTGATTTTCCCTTCAGCC 

TGTGATTATTTAAATTAAAAGTAGTTAAAATTAAATAAAATTCAAAATTTGGTTTCTCATTTGCA 

AATGCTTAGTAACCACCTGTSGCTAGTGACTGCTATAATTGG^ 

GTTCTGCTGGAAGGCACTGTTCTAAATTGT<^GG 

TGCATATATATTTGACTTAAATTTTC 

ATCGGGAGCTCACCCATCTCTCTGAAATGAGTCGGTCTGGAA^ 

TGAGAATAACAAGATGCAATTAAATTTTTTTC 

TCATTTTGGAAACCAAACAAGTGTTAGAAGTTCTAT^ 

TGAGTTTTAGAGTTGGAGGTGACAAGGTACATTTTCTTAGTTTTATTTAGGACTTTAGGAATTCTTGAAT 
ATATTGCCATOTTTTCATAGTACCAAACT 

TTAAATGCCAGCCATTGTTGGGC^TAGGTGTTTAATGATAAATTAGAAATGATTCCTGCCCTCGATGAATTTACCGTC 
TTGTGTACATCAAGCCTAGTAAACTGGTGGGCAGATAAAAT^ 

TTGGTGTCCTGGGACAACTCTTGTACCTCATCCACAGAAAGAAAATGCAGTAAATAAAGGTCAGTAATTTGAATGTATC 
CTGGACTTACTTTCAAAACAAAATTGCTGTTATATATAGTTAACA.TTTATTAAACACTCTAGAA 

AGGATGAGOTAGAGTTGCTCATCACTGCCTTGAAATCGTGGATGAAAGTAAGAAGATATCTTAGGTCTTTTACTATAGA 

ACACAATTAGCTTATGTACGTATTCACTTATCAGGT^ 

ACCCTTATCTCACTATCATACAGAAATAAAAAGT^ 

ACAGTGTTACCCATTTCAGTTAGCTGTTAGT^^ 

TTCAAAGTATGTATTGAAACTGTAGTCCTTAGTTGGC 

GGAATTGAACAGTGGAAATAACC2VCCTGTTGTGTATTC 

GGACATTGTATCAAAGAGGTAACCATGGAATACATTTGATA 

GTTTGAAGACATCAAATTAAGTCCAATTCAAATGTAAATACTGAACTCTCTAAAAGGAAACTTTTm 

TCCTGGAATATATAATGATC^TTATAATCCTTC 

AGAACATTTTCTAAATTTCTCAAGATAAGCAA^ 

GAAAAGACCAATGTCTCAGATCAGTGGAGTCAAGAAATTGAT 

TTTGGAGTTAAAACTGAACAAGAAGATGTCCTTGCCAAGGTA 

ATGCCCTTTGATGAATTTTCACTTCTAGTC 

TTTTGAAGATGGGAAGGCATTTTATAAAGCTCCTTTT 

GGGGGTGATTATTTGGATCTTCATTT 

AAACAGTTAAGGTTTTGTGAATAGATTTTATCCAOT 

GTTGTAATGTCAAAGTCACAAGGTTAAGCCATACTGTTC^ 

TATGCTTACATGGTGTGTCTGTTAACATTTAAAATC 

GTTTTGTTTTGTTTTGTTTTGTTTGTTTTGAGACATAGTCTCGCCCTG 

GCGATCTTGGCTCACTACAACCTCTGCCTCCTGGGTTCAAGC^ 

TCAAACTCCTGACCTCAAGTGATCTGCCC 

GCCACCTAAGGTCTGTAATTTTTAAATGATTGTGTTCATTGAGTCATATTTTACTCCACTTTCT 
TTTTTTTTTTTTCACTCCAGGAACT^^ 
TAACCGGCCCTTGACTGTTATCATGCACACCATTTTTCAGG 
AACTTAATGTCCAGTCTGTAGCTTATGCATACAT 

TTATCCTTATTTGCTCCTTTGCCAAGGGACAAGTAAAGATACAGAAAGGTGGAGTGTGGATAAACCA 
ATTTTGTTATTTTTTTTG CATTTAAGAAAAAG ATGTGATATAGC CAAATTG AAGCAA.TTTATTAAAATAAT AATTTAGA 
CATCATCTTAGTCATCTGAACCTG ACTGCATAGAGAATGGA CCCTG CTGGC 
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TACTAACCTTAGAATATAGTTTTTT 

GACCCTTTGCTCCAGCTTAGGGTGGGATTTAAATGAGAAGTTGAGGCTGCTGTAGATATCTCGGGACCGAAATGQGAAA 

CTTCAGCCCTAGAGAGGACGTTGATTTTTAGTTGGTGTGATGCAGGGGTTGAGTTAATAGTGCTTGACTGGAGCTGCCT 

CGATGATAATGGGACATAGAAACTTTTAGAGTTGGCACCTCATTCCTGACACCATACAG 

GTTCCAGCAGGACAACCCAACTCTGGTTTTGTC^ 

CATGTGAGAGTGCAGTTGCCATTTCCAGGTTATC 

TGGAGAAATTTTTC7VCATAAAGACAAAAATGTTAAGA 

AAAATTC(mGTAGATACTTTAATTA(^TATCTTATGACTCTCGAAGACCATTACCATGCTGATGTGGCCTATCACAACA 
ATATCCATGCTGCAGATGTTGXCCAGTCTACTCATGTGCTATTATCTACACCTGCTTTGGAGGTAAATCTGTTTCTGAA 
ATTTCAAGAACACTAACTTGCCACTCATAAAGGTCTAT^^ 

GATTCATTGGAAGTATAACTTATTGACTTATGGGGGAAAATGCTATAGTTAATAGACAATCAAGTCTTTGATGGATTTT 

GCTTATGAAAGTTGGTCACAGATTTAGTGATTGATCTGTTTATGATATTGCTTCTTTGAAATGATCCACTGAACATTTC 

ATAAAGCACATCTGGCTTACTCACTTTTTGTTCATTTGTTTTCTTGAAATCTAGTCTGACGGCTTTTATTTATAGGCCA 

AAGAACGTTTTATAAAACATAAGCAATATATTGATATOT 

AAATCCTAAGAAGTTATTTCATTAGTTGTTTACT^^ 

GTTTTCATTATAAAATTATGTTAATACCTC 

CTTTCCCTCCTGCCACCACCAGGGACATTTGGGAATC 

TGTACATGATACTGGCATCTTGTTGGTAGAGGC CAGGAATTCTGCTAAAAATCCTACAATG CACAGGACAGC CTCCCAC 
GCAAAGAGTTATTGGG C C CAAAATGTCAATAGTGCTGAAGTTGAGAAACCCTGGTTTCGATGAAAGAAAATAATTGCTA 
ATGTCTTACTAATTTTATGTAC^TTTTCAGAATATTCTTAGACATCTTAAATATTTAGAAAATAAACTATTATTTTCTT 
TTAAAATAATTTC^GAGTTTTAA^TAATATTTTAAAAAATACAGTGAATGGAAAACATTT 

AATTAGATAAAATATTTTCTTCCAAGATTATACTTTAAAAGTTC^CAAGTATCTAAGACTCTCCCTTGACACATTGTAA 
CACATTTTGAAGCTTCATTTTGTTTO 

GTAGAATAGTAATATTATCTATATTGTCTGATTTTCCAGGCTGTGTTTACAGATTTGGAGATTCTTGCAGCAATTTTTG 

CCAGTGCAATACATGATGTAGATCATCCTGGTGTGTCCAATCAATTTCTGATCAATACAAGTAAGTAAACTTTATTTOT . 

TCAGAACACATTTTTCCCTTGTACATTTTAGAATGACTAAGGGTCTTTATAAACTCAGAGTCTTCCAGAGCCATAATGT 

TCTTTTGAGATGTGTATATATGTGTTTTAGTGATAGTTCATGTTAATGTAATTTAACTGAAAATTATCATTATATCCCT 

TGAGGC^TGTGATATTTGAAAAATGTGTTCCAGTTCTCTTTAAAAGTAATATATTGCTGTGTTACTAGACAAGGGTAAT 

TAAAAATGAAAGTGTGCAGAAAGATTTAGAAAGTTGTATT^ 

TAATGGTAAGTGTTCCTC^CTTTATGTAGGTCATC^^ 

CCCAACCCCTGTTCTTTCCTTTTTAAAATCT 

TTTTTCTCACTGTTAAGATCTGACCTT^ 

ATATGGAGCATCTCTGACATTGCCGCACAGAAAGCCTGTGTAGGGAATGTTTAGGTAATGCTTGAGCTATCCCTTGGTA 
AAGAGATTTAGGTTTATAGAAATTCTATTTGGTACTTGAAGTTAATTGGTAAGTGATTTAAGTGAACTATGACTTAATT 
CCCTCCCATATGGTAGATTATAAATTATGGTAGATTA^^ 

TTGTTGAAAATGTTGTATGCTTAAGAATCCACCTTTCTTTCATTTTTGCTTGAGGCTATGAATAATAGTCTTCTCGTGC 
CTATAGCAATCTAGCTATAGAATTATTTATGAATTCACCATTCATTTCCTGTACTTTGCTGTAGCCAGATTTAAAGAAG 
GAATGTAGAGGTAACCTTGCTTTGAGAGATTTAATTCAGAGCTTTAGGATTATTTACCTATTTTTATATCTTATAATGG 
CCTCTGGACTATCCTATAGCAAAATATACTCTAATGACTCATCCATGTAGAGGACTGGAAAAGTCAGGGATTTCCTGAG 
ATGTGTGGTTAGTCAAGTATTTTTTTACAAGTTTAGTTTAGGAACTTATTTATCCAGATTAGACAGGATAACATTTCAT 
GTTCTACCTACCTATGAGCACCTATAATGAGGTACTTTTAGAACTCATCAAAGCATACATACAAATATTAATATACATT 
GGATGCAGCTCCCTGCATTTACATGGTATCAGTGGGGAGGTATCAGTGGGGAGGGTTCATTATGTCCTTTCTAAGAAGA 
GGAGGGAGGTCATGCAATACAGTGCATGCTGGCACTTTACATGAGCCTGGCCTGATTTATTTTGATGCTTATGAATGTC 
TTGAGATATTCTGAATTTTATCAATTTTTAGT^ 

ATATATATATCTATCTTAAACACCAAACATTCAAACTGGTATGTTTTCTTTGCATTCTGTTATATAGCATATTATATGT 
TCCCTTAGAATTAAGAGTAGATTTAGAAGACAAATTAAAACAACTGATAGAAAGGTCACTGTCTTCC^GTACTCTGAT 
ACATTTTTTAAGGGTAATGAGGACCTGCTCTATTCTTCATTCTTTTGAGCCCTTAAAGCAGCAGTCTCCAATGTTTTTG 
GCA.CCAGGGACCAGGTTTTATGGAAGAC^TTTTTCCATAAACTGGGGGCGCAGGGAG 

TGTTCCATCT(^GATCATCAGGCATTAGTTAGATTCTCATAAGGAACG(^CAACCTAGATCCCTTGC^TGAGCAGTTCA 
CAGTAGGGTTGACGCTCCTAGGAGAATCTAM 

GGCTTGCCTGCTGCTCACCTCCTGCTGTGCAGCCCAGTTCCTGACAGGCCACGGACCGATATTGGTCCACAGCCGATGG 
ATGGATCGGGGACCCCTGCTTTAAAGGGGACTTC 

CAGTCTGCC^TTTAAGCTAACAAGGCCTCAGTCTACAGATGAATCTGATACTCTAAAGTTTGAGAACCAATGAAATAGT 
GGAGGAAACTGAAGAAGATAATTTTATCTCCTTAGGATGTCTGTTTAAAGTCATTTTGCTGGTGACCTGCCTGGGATGG 
AAGGATAACTAATCCTGCCGCTGCAAATTCTTTCTOT 

CAGCGACATAGGGAAGITCACAGTTGCCAGAGTAGCTTTGGATTGCTAAAGTTTTTTTGACGATGAGGTGTGATGAGGC 
TGTGTTATTCCTGAGGGAATGAATCAGCATTGTCACTTTGTACAGGAAAGTATCCC7VGGGTTGTTC 

ATTATCAAAATTACAGCCTTAGTTAGTTTGGTTTGGCTAGGGATCATGTAAGAGAATTATCTTCCCAGCATGCAGTAAA 
GGAATCCTTCTAATAACTTGTAAACTTGTGATATG 

TTGCAGTAAACCTTTTTTAAAATTTGACTTTTTATATTTTATGGATGGCTTGAGCATCCATGTGTCAAGCCAGCACATT 
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CTCAGCTCTTGCCTCAGAGCTGGAGCTGCCATCCT 
TCTAAAGACCTCTGATTATCAAATTTATAAACCCATAGT^ 
AGAGCTTAAGGCAGATGGGGGGCGCTGGGGATTCCCT^ 
TGCTCTTCGTTTTTCTTAATTATTO 

GTTGAAAGGATG CTG GAGGTTCTGCAAGCAGAGAGAACAATTCTAC^ CT ATAATAAATGATT 

TGAGTGTGGGTACTGTGAACAGGATTTAGAGAAATTC 

TGGATATAAATAAATCCATAGGCCAGGTGCAGTGGCTCACTC 

ATC^CTGACGTCAGGAGTTCGGAGACCAGCCTGGCCAACAA^^ 

TTAGCCAGGTGTGGTGGCGCATGCCTGTATTCCCAGC^^ 

GTAGAGGTTGCAGTGAGCCGAGATCATACCATCACACTC 

TAAATAAATAAATCGATAAAATGTAAATAGCAGCATGAACTTTTGAATATAAAATGCTGG^ 

TTTATTTT CTGAAAAAAAGTATCAAAAGTACAGAATATAG C^TTAAATTTTACTTGGCAAATGAATTATTTTTGTTAAT 

AGCAAAGATGCCTAAGTTTGGGGCA.GAAAGATTTATTCACATTAGTGATGCATT 

AGAGCAGAGGCATTTCATTATATTAAGGTTAAGATGTATCT^ 

TTTGAAATTAAAATTTTCATAGCTACAC TAGTAGATTGTATGTAGAATTTTATTTTTC TGTATAAAC C CACAC C TTCAA 
AATAAGGATAAATTCATGTTTATCAAATGTGATTATAT^ 

TGCAAG CCTACTAAATGTTATAATAAATATTATTTCAGGCACTTAGGACACATGGS TGGACAAGACAAGACAAATCCCT 

GGCTCTTAAGAGCTGGCATTCTGCTAGAAAAGGTGGAGCATAATAAGTGAATTTATGGCATGTGATGGTACTAAGTGCT 

ATGGAGGAAAATAATGCAGGGTGAGGGCATAGAGAGTGGAGTGATGAATGAGGCAGTTTTCTTGACAACTGAATATT^ 

GTTAAAACCACCACTTCCCTCTGTCATTTCATGGAGAAATGTTTGTTTCTGAAGTCCTTTO 

CAGTTGTAACTTAGAGACATGGTGTAGCATGCTGTC^TTTTCTAACTAACTGAAGGC 

ACAGTGAGTGTAAGTCTTACTTACAGGATACATATCTATAGTGTCTGCCCCAGTCTTAACTGTTTCAGCTCCAGGTCTT 
AATATTGGCTCTGATCTGCCATGTGGACTCC^TCAT^ 

GGGAGGCAATGTATTCCTTCTTTGTGTGTGTTACTCTGGCCCATTTACTAAGTGATCTGAAAAGCTGCTAGTTTAGATG 

GGGCACAGAACAAGAGAGTGTCACAAAAACTGCTAGTTTTGAGTGGGGCT^ 

TGCTCTGCACATGGGCCACATGATCGAGCAGATTTAATGGTC 

GCCTTTGACAGAGCC CTCTGTGTGAATGACAG CACAGACTCTGGAGCAAGACCCTGC C ATCATCCAAAGAAAGATAACT 

AACTACTCTCCTTTTGAAAGAAAGATATAGGCCTGCTGCTGGGCCTTAGGAGATACTGACTGACTATGGGCCACCAAGT 

TTCCATGTGGTTTAAGCTGTCTGCCCATCATTAATA^ 

GATTTCATCATCAAATAAAAGTAGTGTAATACAC^ 

GAAGTGGCCCTAATGCCACTCCTATTAATTAC^ 

CCTGCAAGTAGTTGACAGAGGGCCTGGTTTACGGATGGTTCTGCGTGATACGCAGGTACCACCGGAAGTATACAGCTGC 

AG(^CTACTGCCCCTCTCTGGGAC^TCTCTGAAGGATGGTGGTGAAGGGGAGTCTTTCC^GTGGGAAGAACTTTAGGCA 

AGGTGACTCGTTGTTCACTTTGCTTGGAAGAGGGAATGGCGATATGTGCAATTATATACCAGTTGATGGGCCGT^ 

ATGATTTGTCTGGATAGTGAGGGACTTAGAAGGAATATGATTGGAAAACTGGTGAGAAAGAAATTTGGGGAAGAGATAT 

GTGAATGATCTCTCTGAATGGACAAAAAAGGAATGCTCACCAAAGTGTGAC^ 

GTGAATAGGATGACCCA1TCTGTAGATACTAGTCAACTTGGTTCCCTAGCCACCCCTGTCATCACCCAACATGCTAAGA 
ACAAAGTGGCCATGGTGGCAGGGATGGAGGTGGCAGGATG 

GGCTATGACTATTGCTAAGTGCGCAATCCACCAGCAGCATAAACCAACACTGAACCCCCATATAACACCATTTTGGGGG 
GATCAGCCAGCTACCTGATGGCTGGTTGATTACATTGGACC^CTTCCATGGTGGAAAGGGTAGCATTTTGTCCTTAGTG 
GAAAAGGCACTTTCTCTGGAAACAGATGTGCCTTCCCTC 

CCTCTAACCAGGAACTCACCTTACTGGCAAAGAAGAGCTGCACTGGGCTCATGCCCATGGAAGTCCCTAGTCTTACCAT 
ATTCCCTAACATCCTGAATCAGCTGGCTTGATAAATTGGTAGAATGGCCTTTTGAAGACTCAGTTACTCAGCTAGGAGG 
CAAGACCTTGCAGGGCTGGGGCAAGGTTCTCCAGAAGGCCATAAAOT 

GGTGCTATTTCTCGC^TAACCAGAATTCATGGGTCCAGGAATCATTGGATAGAAATGGGACTGTTACGACTCATAATTA 
CCCCCAGTGACCCACTAGCAAAGTTTGCTTCCTGTTCCT 

AGGAGGAATGCTTCTATCAGGAGACACAACAGTGATTCCGTTGAACTGGAAGTTAAGACCTAGCCACTTTGAGCTCCTT 
ATGCATCTGATTCT^TCATCCAAGAAGGG 

GGTTACTACTCC^C^TGAAGGTAAGGAAGAGTATGTGTGGAATAAGGAGATCCCTTAGGGCATCCCTTAGTATTAACC 

ATGCCCTGTAATTAAGGTCAGCACAAAATAACCCA^ 

GOTTCGGTCACCCCACCAGGTAAAGAATCATGACCAGC 

TAAAAGAAGGTAATTACAAATACCAGCTATGACGATATGAC<^^ 

TTCTTATGAATGCATTTATATGTATATATAC 

AC^TAAGAGGTATTAACTTATCTTCATT^ 

TATTTAAGTATTTATTTTATATCATAGTATOT 

CTTTGACTTCTGGGGAATGTGTTAGTGTGCTT 

TTATGGAGATTAAATATGGTTAAAGGAGATGCTTATGGGTACCAGGGTGACAAGGGGCAGAATTTGTAAT^ 
TATGTGTCAGCTTGACTAGGCTAAGGGATGCCCAGATAGCTGGTAAAACACTATTTTGGGGTGCGTCTGTGAGAGTGTT 
CCTGGAAGAGATTAGATTAGCATTTGAATTGGTAGACTGATTAAAGAAGATTGCCCTTACCATTGTTGG 
TCAATCCATTGAGGACCTCAAAGAGAAGAACAAAAACATTC 
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ATACATATTCTCCTGCCTCTAACA 

G CAGACATGGGACTTCTTGGACTC CATAATTGCCTGAG CCAATTCCTATAATAAATAAATGTGTCTTTTTCTCAC ATAC 

ACACACACACTCATACATATGTCTATTCTATTTCT - 

ATGAAGTACATGTTCTCAGTTATGTGGTAGTACCT^ 

ACAAAAGTGGTCTTCCTGCCTTCAGTAGTAGCATATGOT 

TAACAAATGAGCACAATTGATCTATATATAAT^ 

AAAATAAATACTTACAAAGTTGTCTITATA^^ 

TAGTGTTCACTGCTCAGGTTTTCACCTCTATAAGGT^ 

CCTGGTTTTAAGTGCTGGCCCCAGCACTTACTGGCTAGGTGATGTTGGCAAAGTTACCTACCTTCTCTGAGGTACATTT 
TCTTCATTTGTACAGGATTATATGAGTATGT^ 

TATCCCC(^GCCTATCCCAAGGACA.CAAAGACTTACTTCCCACCTATATGGCTCCATGCCATCCATGAATGGAACATA^ 

CCTTAAAATGTCGATAAC^CAGTATCTTCCTA;^ 

CACAATGGCACCTAAATCCTCTAAATGTTGTGCCTTGC 

TGCCTAGGGGAAGCCAGATAACCAAACATATTAAATTAATAACCTTTAATATTTTGTAGGGGCTTAA 

GTTGGGAGGGTTTGGGGAGGAACGATTAAAAGATTTGTAGAGATAAAGACAAAAAAGGTAGAATGCGATACATGCTAAA 

TGGGTGGTAOU^GTAGTATAGAAGTTTACAG 

GAGGTAACTTATATTGGGCTTGAAGATGAAAGGGTTTCAAC^VAAAATGTTATATAAGCTAACCTCTTTGCCCCTCTGTG 
CTGTGCACTGTACCATCCTGACAGCAACTTTCTGATCATTCCTGAACCTTCAAGGACTCTACTT^ 
GTGTCTTTGATGAAAATCTGCTGAGGAGCTGCAGACTCCTACCTCCCAATTTAAATGTGACCATATGCCTTCAGTCCTA 
AAGAAGAGTAGAAAGTTAAATAACTTCCTTGAGATTCAGTTTCTTAAATGCTAAC^TTTGTTCATTTAAA 

TCACC^CCACTTTCCTGTAACAGCATCTGAGATGGAAGAGGCTATGGAGGCCTGCCAGTCCACTAAGGCATCCTTTCCT 
GGCTTTTCTAGCCAATCTGGACTCTTTAAGTGTCAGGAGAT^ 

CATCTGCCCTACATGAAAGGCCCTACTTATATCCAGTAGAACTCAGACTCTTTGTTGCACCTTCCATACAACAGATCAC 
CCTTTTCCTTGAAGGAAGAGCTCATC^TCT 

TATAAGCC^TTAGGGTTTTTGTAAGGCTAAGTCAATTCTGTTAACACTGCTTGTCTACATGCATATTTCCTTCCTTAA 

ACGAACTCTAATAATTATCCAGTATCTAATAATTATGCCTTCCTTTGAATATATGTTTGTTTATTTGA 

AAATACAATAATATGTGCTAAGAACCTATATAGTOT 

TTCATAAAGGCATTTATAGAGAGTATAAAAGTTCACC^ 

AGAAAACAAAAAATAACAAAAAAATACTGTACAAACCTACTCCCTACTAGTCTAAACAGCTCTGCTCCTGTAGTTTGGG 

AGCAGAAATTTAAGTGTGCAAATTTGTATTTCT^ 

GCCTCTCCTCTCCTTCCTAGCTCC^TTAAAATAGCCAT^ 

TTTCCAAATATATTTTCTATGGATTCGT^ 

AACCTOTTTCTTTTCTTTTCT^^ 

TAATGGCTCACTGCAGCCTTGAACTCCTGGGCTC 

CACGCCCTACCATCCCCAGATAATTTTTTATTATTTGTCGAGATGAGGTCTCCCTATGTTGACCAGGCTGGTCTTGAAC 

TCCTGGGCTTAAGC^ATCCTCCTGCCTCGGATTTGCTTTTAGTCTTTACAGTGATTAAGTGGAAAGAGAATAAAGCATC 

AAAAGTTTTTTAATGATTATCTTGTAGCTCTGGGTCTGCTATTTACAAGAAGTAGGAGAGAGGCAGAATCTCTCCCTGC 

CTAAAATTCACAGGTCTAGGGCAGTAGGGAGAGAGTGGCAGAATCTTCACCAGAGGGTATACAGACAGCCAAACACAAC 

ATCACTGTGAAGCTGTGAGCAAGCAGGCAGGAAGAGCAATATCCCTGTACAGTATACAATGACTGCCACGATACTTGGA 

AAAGAAAATGGAAAACAATGAATAAAGCTTGGACTTTCAGAGCTATACATC 

TATGATTCCTTATTGTTCTTGTACCCTCTTTGAGT^ 

GGTAGGTAATTCACAGTTATCAGGAATACAAAACCTTATGCTCTGGATGTGTTATAGATACTAAGAATAATGTCATATT 

CTGCTGAGCTCATGGCAACTCTAGAGGAGAGGTTAAAGATCCAATTCTTTCACTTTAGAGAAAGCTGAGACCTACAGAG 

TGAAATGACCTGCCACATGTTAGTAGCATTAGAATTCACTCCCCAAGATTCATTCCAGTGTTGTTCCTGCTCTTATGTT 

ATCTGATTTATTCTCTCCTGGATATTGT^ 

CCAGAATTTTAAGAATCAGATAAACTTCTCACAAAC^^ 

AACTTGCCTTGATGTACAATGATTCCTC^GTCTTAGAGAACCATCATTTGGCTGTGGGCTTTAAATTGCT^ 
AAACTGTGACATTTTCCAGAATTTGACCAAAAAACAAAGACAATCTTTAAGGAAAATGGTCATTGACATCG 
TGATAAAAGCCAAAGAAGAGAACTGTGATGCAAGTTGTTT^^ 

GGAACTGCATTTGAAAR.CATATTATGGCCCTTTATGTTATAGAAGCTGCCCGTGATGCTGGCTGTGATGT 
GGTTTTTCACTTCTAGCAGTTTGGACTTGAGAATAATC 
TGGTGGCGGGCAGAGAAAAATGACTAACAAAAGC^GATTGTGTC 
CTGATCAGTAGACAGTGCCATTTAGACATCCATGACTTT^ 

CAGGAAAATCTCTAGCTTTCAAAAACTTATAAACTTGTGATGATGTCTTATCCATGGAGATGTCACCCATTTT 

TGAAAGTGGTTGTCAGTGCCTAGCATTTCTGTATATTACACACATTTATCTGGGCTTTGGGAAAACTTGATAGCAA^ 

GGAAAAGACTCTGCCCCCAAGGAGTAGTAAGGATTTTCCACTGTCATTAAAAGGCATAGTGTTGTTTTATTCCTTTTTC 

ATTCTTATATTCTGCGTAATATTTTCATGTGTAAATTCTGTTTTCTCTGAACTTAATAATATACTCTATATTTTAAGGT 

ACTTGCAACAGATATGTCAAAACACATGAATCTACTGGCTGATTTGAAGACTATGGTTGAAACTAAGAAAGTGACAAGC 

TCTGGAGTTCTTCTTCTTGATAATTATTCCGATAGGATTCAGGTAAAGCCTTGTTTGAGTTTGCTCTGTGTGTGTGTGT 

CTGTGC^CATGTGCAC^TGTCTGCGTGTTCAGCTTTGATAAGATGTATTTCTTCCTTCTCCCACCTTATACTTTCAGCA 
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ATTGTAGGGAGGATTTTTATCCAAATTTTT^ 

CTACATTAATTAAAAAAACTAACAAACAAAC^ 

CACATAAACAGTTTCTCTTAAGCTATTTAGATC 

TACACAGACACAT CATGGTTGAGCTGTTTGGAATAAATC TTACACTACGTG TATTTTTAAGTGTYGCAGTCAT C CAATG 

TGAATTTCTAGTTTTTTTTGTTTTTTTTTTTAAAAAAAAGGAACAGG 

TTCTTCAGAATATGGTGCACTGTGCTVGATCTGAGCAACCCAACAAAGCCTCTCCAGCTGT^ 

GATAATGGAGGAGTTCTTCCGCCAAGGAGLACCGAGAGAGGGAAC^ 

AATGCTTCCGTGGAAAAATCACAGGTAATGCATGAA 

GGTTACTTTGTATTAGATATGATAGTATO 

AGTATTTATGATCGAAAGAACTTTCATTCT^ 

TTATTATGACTATATTCATTTAATATATTCATATACATAGAGCACATGGCATTATTTCAG 

AATTGGTGATTGTAAAATAAGCCCTACCATGTC 

AGGTTCTAGAAGCTAATOTTGACCAGCTAGTAGCAATA 

TTTTACCAAACTAAGTTTAGTAGTCTTCTGTTC 

TCTTAGTCCGAAGTCCTCTACTCATACT^ 

CTGGGAGACATGGGCAGACCTCGTCCACCCTGACGCCCAGGATATTTTGGACACTTTGG 
CAGAGCACAATCCCTCAGAGCCCCTCTCCT 

AGTTTGAACTAACTTTAGAGGAAGATGGTGAGTCAGACACGGAAAAG^ 
CTGCAGTGACTCCAAGACTCTTTGTACTCAAGACTCAGAGTC 

GCAGTAGGGGAAGAAGAGGAAAGCCAGCCTGAAGCCTGTGTCATAGATGATCGTTCTCCTGACACGTAACAGTGC^^ 
ACTTTCATGCCTTTTTTTTTTTTAAGTAGAA^ 

CACTGTCATCTGCCAGGACGTTTGTTGAACAAAACTGACCTTGACTACTCA 

TTTTTTCACCTCCATGTGATCCGAGCAAGGTC 

CTGACAAAGGAGATAAAATCTACTCCAAATTAOT 

TTGGGGTTTCTATTCCTTTTTATTTGTTTC 

GCAACAAATATGTCAAGAAGAGGACATAGCACGAATCTGT^^ 

TTTCTAATTTGAAGTCTTCCTGATACATC 

TATGTAAAACAGATTTTTTGTAGAGCTTACTTO 

AGAACTTCATCTGCCACTGGTTATTTTT^ 

AAAAATCTAATTTATGAATTTTACTTGCAC^ 

TATATACCAATGACTTCCATATTTTAAAAGAGAAAAACAACTTTATGTTGCAGGAAACCC 

raTACTTTGCATTTTGTTTCACTCT^ 

CTATTTGTTCTATAATACTTTTATGTGTGTT 

TTGTCTGAAGCAAGTGGGAGATATATAAATACCCAGTAGCTAAAATGGTCAGTCTTTTTTAGATGTTTTCCTACTTAGT 

ATCTCCTAATAACGTTTTGCTGTGTCACTAGATC 

GCTCTAATAATCCACACATTTCATGCTCM 

GTGCTGCTTTATAATTTAGCGTGTGTCTGAACCTT^ 

TTGTCACCGGTGAAAAGAAACAGGTAGTTAAGTTAGGGTTAACATTCATTTCA^ 

CTTTTACTCTTGGTTTACAGAGAAAAGTTAAACAGCCAACTAGGCAGTTTTTAAGAA 

ACCAATACAACTAATCCTATTTGGTTTTAATGATTO 

GGTTTTAAGTGTAGCAACTACTCTTCCTTAATGGACAGCCACATAACGTGTAGGAAGTCCTTTATCACTT 
CCATAAGCATATCTTGCAGAGGGGAACTACTTCTTTAAACACATGGAGGGAAAGAAGATGATGCCACTGGCACCAGAGG 
GTTAGTACTGTGATGCATCCTAAARTATTTATTATATTGGTAAAAATTCTGGTTAAATAAAAAATTAGAGATCACTCTT 
GGCTGATTTCAGCAC(^GGAACTGTATTACAGTTTTA 

CATGGGGCATTTAATTCTGACTTTATCCCCACGTCAGCCTTAATAAAGTCTTCTTTACCTTCTCT^ 

GCCCAAATAATGATTTTTCACATT^^ 

ATCAAACGTTTAAGAAGAATTACAACTCTGAAAAGCATOT 

AGTAAGTCATCAGCCAGGCAAATGACTCATGCTC 

ATCCTTTGAAATAAAAATTATGTCTTTATAACTC 

AGGTTTCTACTCTGTTTCCTCTGTAAA 

AAGTAGTTTCACAAGAATATTTGGGAACTTGTTTC 

AAGAGTCTAGAGTTTATTCCTCTTTCGAAAA(^TO 

C CTAG AATCTTAATAATGAATAAAATAAAAAG CAG CAATATGTC ATTAACAAATC CAG AC CTGAAAGGGTAAAGGGTTT 

ATAACTGCACTAATAAAGAGAGGCTCTTTTTTTT^ 

CCACTAATGGACAATCAAATTGCAGAAAAGGCT 

CTTGCCCTTCTCTCTTGCGAAAGTGTGCOT 

GTGGCTTTACATTTCCTAAAATGCCATAAGAAAATGCAATA^ 

GTAAAACCAGTGCATTTCAGCTTGCAAGTTACTGA^ 

CACAATAATGTAGATAGAACAAATTACAGACAAGGAAAGAAAAAACT 

ATAATTTTTGAATGCATTATTTATTTTTTO 

Fig. 6.35bl 



WO 02/074992 



PCT/IB02/00565 



356/375 

TCTTTGTCTGTOTACAACCATGTATT 

ACATCATCCCATGATGGGATGGTGTTGATATATTTGGAAACTCTTGGTGAGAGAATGAATGGTGTGTATACATACTCTG 
TACATTTTTCTTTTCTCCTGTAATATAGTCTTGTCACCTTAGAGCTTC 

CTTAAAG ATATATAAATTTAAAAAAACATAGCTGCAGGTCTTTGGTC C CAGGGCTGTGC C TTAACTTTAAC CAATATTT 

TCTTCTGTTTTGCTGCATTTGAAAG 

ATTCTGCCAATAGGTGGATTTTACAAAACCACA^ 

AAGTACTTCTTGCCAGGGAGCAGCACTGCATGTGTGATGGT^ 

TGCATTTGATTATTTCCTTTTTTTTTTTTTTTTAACTCGGAAACACAACTGGGGAAATATATT 

AGAGTTTACTCGTGTTGGTTATCTATTCATCAGCTTCCT 

TTAATCCTAAAATTTTTCTTCCACTAAGATAA^ 

GTGGGTTGATGTCAGTTTACATAGC^GAAAG 

GAATTTTAAAATTTCACCTTGTACAATGGC CAGCCC CTAAAGCAGGAAACATTTATAATGGATTATATGGAAACATCCT 
CCCAGTACTTGCCCAGCCCTTGAATCATGTC 

TTTATTTTATTTTATTTTATTTTTTGACACAAACTGTAGATTTTAGCAGCCCT 
TTTTAAACAGTACAAAGGGGACACTATAATTACAAAAAC^ 

ATTTTCAGAGTGGTAAATTGTGTGTGAGAATTACAAATGATTATTCTTTTAGTGGTTTCTTAGCCTC 
CGGGGATAGTACTGTACATCAATACCTTCATATGAAAT^ 

TATTTATGACTCAATCTTTTACAAATAAAAGATTATTCATTTTAAATTATAGOT 

GAACGTGGTTGAAATGAAAGGATAGTGACATCATAAGTTAGTACTGATATTCATAACCAAATAAAGC 

TTTTGCTACATTAAAAATTACCAAAATTACTTAGATGGCCTATAAGATTAAGCATGGTO 

AGGGGCCTTCCATACTTACTTAATTGAATATTCTGGGATATTGAAAATTATTCAGATACTTGACAATTATTTTTGGTTA 

CCTACTCCGCAAACTAGAAAGTTTTAAGGACTCAACAATAAGTTAATGAGACACAGTGTTTGCTTTCA 

GTCTGGAGGGGAGAAAGGCTTAAACAATACTC^TATAAra 

AATAAGCAGGAACCTGAACTTGATCTGTTCCGGAGGGCCACAGAAGGCTTCCTTGAGGCYTTGAGAAAGTGATTTGGAT 
CTGAGTTCTGAAGGATTGTAAGAGGTAACTAGGGAAAAAGTTGACAGGAAGAGGAAGGGGATCCAGACAAGAAACATTT 
GCAAAGATCTTGAGGCATAAATGAGCTTGAGACATCTGGAGAAACTGAGGAAAAGTGAGAGAGTAGGCAGGGCCTGGAG 
CCGCAGAGCC ATTGCTAACCATCCTGTGTGAGATATC CC CC ATTCTGTAGCTTTATTCTC ATAACC CTGCTCAATTTTC 
TTTATAACACTTCTCACAGATTTATATACGTGTTTGTTTTTGTTATCTGTCTCTCCCACCAGACCACAGCTCCATGAGA 
GCAAGGTCTTTGCTTACCAATATATCACTAGCACTTAAAACTATGCCTGGTACACAGTAGGTTCTTAATATGTGTTGAA 
TATAGCCATCAAATTGATATTGGATATAATTCAATCTGATAAGATATTTTGAGATATTAAAGAGTTTTTAACTTGATAC 
CATAAAAACTTTGTTTGTTTTTTGTTTTTGAGCTTACTAAGATCCTGGATAAAGAGTTTAGAGTTTCCTATCTCTTTGC 
TAACTAAAAACTCTGTTTGCTTATTCCTCACAAATTCTACTTTTTTCTAAATGACAATCC^VTTTGTCATGATAATGAGA 
GTAAAGAAATCAGCACAAATTTAATCCCCAGATCATCCCCAGACCATGCCAGCAGAATAAGGGTAATTAAACAGAGCAT 

ctatgcttagcctctccaccatttctcctgcc^ 

aataactgttttaaactcaagctcccttccccaaagccatgaccccaaagtgacactatggaactaaggaagcaac 

cttcttttcctgacttgccacgcttgctgatttaggctaatttgggtggtggtgggcctgaactcacattaaaatctct 

gacctggaaacctttcctcagggacacggctttggacccacaacagcaacat 

aacattccctgttgctagaga!gtaccacctgtctaccaaggggaaaacaaccttgtgtcaggggaatcataccagggct 
ttcccatccttctgatttgggtcctgcatcccacccagctactccgagagctccaaatactctaggtcaaactcagtgc 

TATGGGTATAAATCTTGAATTT^^ 

TCC^GCCAATCACACTATTGGAAATTCCCATCTCTCATTACTGCC^CAGCTCCTCTCTCTCCCAACATAAAATTTATCT 
TATCTCCAATATAATCTGAGTATCAGGCCTCTGTGTTGTTCCAGC^GAGGTTCCTTACAGTCCCTCAGCTATTAGCTTC 
CTGGTCACATGTGGTGTACCAGGAATATATGCTGGTTTGGGGCCCTGCTTCCACACAGTGTGTGCATCAAAAGAGCCTA 
TCCTTCTGGTGTTTTATTACACCTTGCTGTGGTCTGAATGTCTGTGTTGAAATGCTAACCCCTAGGTGATGCTATTAGG 
AGATGGGGGCCCTTTGGGAGATAATTAGGTTATGAAGGCAGAGTCCTCATGAATGGGATCAGCGCCCTTATAAAAGAGG 
CCCAAGGGACCTTGTTCAACCTGGCCACCATGTGAGGACTCAGCTAGAAGGTGCCATCTGTGAAAATGAAAGCAGGTCC 
TCACCAGGCACCAAATCTGCCAGAACCTTGATGTTGGACTTCCCAGCCTCTAGACTGTGAGAAGTAAGTGTGTTGTTTA 
TAAGCCACCCACTTTATGGTATTTTCTTATAGAAGTCTAAGGAGACTAAGACATACCTACTGT^TTACTACAAAAAAA 
AGC^GTTCTCTTCTTTTCCTAAOT^ 

AGGCTTAAAACC^lAAACGAAACAGACTAGAGGTAGTTCTGACTTCCATTTGCTTCT^ 
TGGCTATTATTTGAAATATGGAGACGAAAAAAGATATT 

CATGGTTGGCAACATCTAGATCCAACAATGTTCACTGAACATTTTGAGATGTGGGAAGTTGAGGAAGTTGT 

GGAAGTCATCAGGAACTCCCATACTTCCTATGTGGGAACACAGGGAAAGAGGCATTTTTTCCTGAAGTCTCTGTGTTCC 

AGTGCTATCCCTGAATGTCTATTCCCAGCTCTCGCTTAGCTGTTTCAATGACAAGATATAGCACTTGAAAATTTTATAA 

AGTGAGAGTCATATTTGCTCCCTGCTGCAAGCCCCCACCCTGCCATTCCAGGACCCTGCTATGGTCCACAATTGGCATT 

ATGATTCCCTCTATTTTGCAGCTATGAAAAGTGAGGCCCAAGAAGGTTAATTGACTTGGCTAAGATTATTCACAGGCTA 

AATACTGAGATTAATGATTTGCAAACTACAGATTTGACAGAAGTCCTAATGCTATCTCTACATCCTATTTCTGTTGAGG 

ACGAAAATTGACTGTTGCATTGCCTTTGATTTCCTTTGACGATCCTTCATTACAGATTTCAGTAATTTTTATGGTCCAA 

AGC TAGGTGAC AG ATATTACAT CATATGC ATTTGTTAACTCAC C CTATGTCTGC AT AG C CTTGC TATATGGTC AGAATT 
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CTCCAGATTGACTGGGGAACTTGGAGTTAA^ 

A^AGCTCAACTTCTTGCAGGATGTATGCCTCAAT(^GGAATGQAG 
CCCTTCAACCMCA^ 

ACCTGAATCATGCAAACATATTTTCTGAAAGGTTCTATCACCTGAGAATTGCTTTTCCTTCGCTCCTTG 
AAAAAGCCGACCAAATGTATAGTGGCAAACACTTGCTCAGCACCCATC^TGCAAGGCACTGT 

ATCAGTTAGAGAACCAAGCCGTCTCTCACCTTGCAGCTTCTTCACACTTTGCTCATTTTCTCTCTAACACTGATGGTTT 

ctgtScctgctattcagttacagcatctgggaagagagtggcagagaacgccagg 

TCAAGCGGAGGCTGGGTGGTGACACCCGTCTCTACCCAGCAGAAGTCAGTGGTTCATGGGTGGAGAACAAAGCTCAGGA 

CAGCTGCTGCAGTCCAGGGAACTGTCCACCATAGAAGACTCTTGGGAAGCAGCCCCTGACCCCAACCCCCTGTGCTTTT 

TGAAGCCGTGTCTGGTATCACATGGAATTATGCAGTAGTCATAGAATATCTTTGAAAACTTATATTCTAAAAATAATTG 

CTGAGATCAGCGATTAAAATATCTAATAAATGGACTGGAAAAGTTGAAAACAAGCAAAGGTGAGAGAAAACAATTGAGG 

AAAACTGGGAGAAAGTGAAGGAAGTTGGACCCTTTGTACTACAGCATCCAAGGACAGTGATGATATCTTCT 

CAGGACCCAGGTTCCTGGGTGCTTA^CGTAACACATAAGGCCCTTAAGGATCTAATCAAACTAAATCATCCCCAACTCC 

TCTCATCAACCCCACATAGATATCCCTCTGCCTCAGCTAAATGCTGCCTTTACACC1T 

GAAAACAGCTCATCCCTCTTGATCCAGTTTAAATACACCTTTOTCTGGAAAGCCTTTCCCATTAGTATTTTATACACAA 

CCCTATAATAAATATTTCCCCTAATATGTTGTATTITTTAAA 
TTTTATTTTT^TAGACAGTCTCACTCTGTCACCTAGGCTGAA 

CTCCTGAGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCATCACCACGTCCAGCTAA " 

TTTTTGTAATTTTTTAGTAGAGATGGGGTTTCGCTATGTTGGCCAGGCTGGTCTCGAATCCTGACCTCAGGTGATCCGC 

CCACCTTGGCCTACCAAAGTGCTAGGATTACAGGCGTGAGCSACCACGCCTGGCCTAGATAGTCCAATTTTTAAACATC 

AATGTATTCCTTTTTGCCTGCTAGTAAGGAATTAAGTCCGGATATTAACATTTGACTATTCTTTCCCCTCTAACACCAA 

OTCTTCTCAAAATGTGGTCCTTGAGCTGACATTAACGTCAACTAGGATCTTGTTAGATTATAATCTAGCCCCAGACCAA 

GGCTCCAGGAAAAGACTCTCTAGGGGTGGACCCTAGAACCTGTGTTTTAACAAGGACTCCAGGTGATAAGTATGCTCCA 

TAAAGTTTGAGAAACACTGTTCAAGACATCATGGAGGTGTTTTTCTATT^ 

CTCAACCACCTTTCTAATGTATTTCATTTAATCAAAGGGATACTTGTTGCTACAGGAGTTACAACAGATGACCTAGTGA 
GGGCCACAGGCAGTCTGAGGAACAGTAGGATCCCATGTTTGGC 

GCTATTAGCTCCCTTCAGCAGAGGAAACCTGGGATTAGGAGTCGCCATCAGGCATCATGGCATCACAAGCAGGCATGGG 
TTRAAGATTTAAATGTTGCAAAAAGAGAGAAGAACCAGAAGGAAATTACGTCCACATTATCCCTGCAAGACCATTAATG 
TAATGAACAGAAATCAAACACCTTTTCAGTCTTCAAGTGCCGCATTCAGGTTCACTCTGCTAATCACACAGCTGAGTGG 
CCCTCTGCTTTCATAACTGGGTGAAACCACACATCCCACCCCAAGATGGCTTGGGATCTACCATCACAAGGGGCCACCA 
AAGGGCCAAATAACACAACCCCGAAATTCAGTGGTGGTAACTCTCCATGGGGTTAACTTTGATTACTGGGAAACTAGAA 
ATGGGAAGGAGCCAGTAAATTAATTTCTTCTCTCCCAAGACTATTCTGAGGCATAGCCTCCCCCTTGAAGCCCATCAGG 
ATGATCCTGCAGTTCCATGTCAGCAAGAGCGCCCTACCAAGTGACCTGCAGTGTCTCTTGGCTGCTCCTTGTGAGTCAG 

TAGCCAGCAGAGAAATGTITTCCCTACTTTCCTTTATTTCTTTGTTCTTACTTGCTTCATTTTC 

CCTCACCCCTACTACCCAAAGGCATGTACTTCCCAAATAAAGTCTGTCACTCTGATCCCTCCCTCAGACTGTTTCCAGG 

GATGCTGAGCACCCTGTACATTCAGAAAAGCAGATGTCAAATTTCTGTATATATATTGGAGTGCACTAAGTATTTAAAA 

TCAACCTTTGGCTATTAGAGGTAGGGACTGTGCCTTATGCATCATTGTTTTTCCAGGGCTTAGTTCAGTC 

TAGCAAGTATTCATTTAACAGGAAAAGAGAAAGACAAGTGGGTAAGTAATTGCCTGAATGAATGAGGTTGATGGTGAAG 

AATGGGTGGGAAGGGCATGAATTGGCCTAGAATAGATTAGACATTAAGTAAGCAGGAGTCGAGACAGTTAAGGGGCCAA 

AGGCAGCTGAAAAGAATATGGAACAGGAATACAAGTTGAAGGAATCAGGCATTCTCCCTAGAAACAAAGGGTACGGGAA 

GGGTAAGAGAC^GACACTTCACTGTCTGGGAATTTTCATCCATACTCGTTATTAAAGACACACTTGG _ 

St^ccaaccctccacccccactitattcctggcatacataagtgggattttgttcaggtcgtgtg 

TCCAGGGAGATCCAGCCTCTCCTCAGTTCTGTAGGCTAATTCTGAGCCTTTTATGGTAATTCCTCTACCCTTGCCAGTG 
ATTAGGTTAGGACAGGCTTGCCGTGCTGCAATAGTAGACAGTGAGACACAGGTTGACTTCTGGGAAAATATCCCCAACT 
CTTACAAAGAAAAGAGAGAACAGAACATTTTTTCTTCGGGGCTTTGGAAATTATTTTC^^ 

TTATCTTGAGGCCACGAAAGGAACTATCTGAATACACAGACAACATACTGAAAATGGCAAAGCAGAAGTTAGATAGCAC 

ATCAGTCTTTGAAGATGTGTTTGAGCTGCTGAACTAATCAGCCCTACTTTGAAACTTATTAAGATAATAAC 

ATTTAAGCCATTTTAGTTGAACCTGCTATTATTTGCCCCTGAAACAATCCTAACTAATATACTGTTAGTCCATTTGTAT 

CGTTATAAAGGAATACCTGATGCTGGGTAATTTATAAAGAAAGGAGGTTTATTTGGCTCAGAGTTCTTCAGGCTGTACA 

GGAAGCATGCACGGCTCTACAGCTGCCTGGCTTCTGGTGAGGCCTCAGGAAGCTTTAACTCATGGCAGAAACAAGG^A 

GCTGGCGTATCACATAGTGGGAGGAGGTGGCAAGTAGGCAGGGAGGAGGTGCCATGCTGTTAAACAACCAGCTC 

TGAATAGAGTGAAAACTTATACATTACTGCAAGGACAGCACCAAGTGGATCATGAAGGATCGTGACCCAAACACTTCCC 

AATAGGCCCCACCTTGAATATTGGGGGATCAATTTCAACATGAGACTTGGAGAATACAAATATCCAAACTATATCATAC 

ACCCACTCTTTGTTCCAAC^ATGTGCTGGTGAGTCTGGGCTGGGARTGGGGGAGAAAGGTACCTGGCACAGTGGAAATG 

rTGGAAATTTGACCCCAAATTAGCTGGGTGACCTTAGGCATGTTAATTCATCTCTACTTTCTTTCATTTTAAATAGGGG 

AATTATAATATTGGAATCTTCTCTACATTCTTCACAGTATTAGAGCyUVATGAATTTATAAATGTAAACTCAGTGTAAAC 

TTTAGATAAAATTTTTCIAAACACTAAGCTTGTGACCCAGAGTAGATAATAAAGTCAAAAGATGGTTGCCATGAGCACTA 

. ACCGTCAATTAAAATAGAATAGAGAATATCACTGTGTGCTGCAC^ 

GCATGCATGGGTGCACTTGTGTGCTTGCACACACATGCAAATGTTGCCAAGT^ 
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TGGATTTAGAACAAAGTCAACACCAGAGACAAC™ 

CTGTCATCCATGATTCAAAAATGGTTO 

AGGGAGCCATTGATTGTTTTAGAGTGGTATGACGGAGCA 

GAAGAGAGGAGAAAACAGACACAAAGTGATTTCTGGGC 

ATGTGTCATCTTATATATATTAATAGACAA^ 

TAAAAACTGGACTATAAACTTCTTGGGGGTTAGATACGTATCTTAAGACTTCCTTGTGTCTTGAATTGTGCCTAGCCTA 
GTGCTGCATAGATATGTAAGCC^CTCATTCTTGTGC^TTACCTATTGTAGAATTTTCAGACTAATATATTTCCTTTTC 

AGGAAAATAATCAGATGTACCCCAGAACCTTAGGATATGGGAGGCTCTTCTACTGGCCACTCCATGGGAAACTCGCTTG 
CTTTGGGGGAGAGTTTGCTTTGCTCTATTO 

AC^TCCTAAAAAGATGTGGGTAAAAGAAAAAGAGAATAAATTTTGCAATTCTACTCACTGGCTAGAAACA 

ACATGAGTAGAGGCGGAGTTTACCATCACCCCT 

TTACGAGGAGGCACTCACCTTCACAGTOT 

AATCACAACTGCCCTCTTGTTGAA 

TCTTTTAATAAGCAAGGTGAGAAGGTTAGAAAAAAATTATTCAGATAATTCACCTGGGAGTAGGGTAGGAACTTGAGGC 
ATGCAGAGAGAATGGCAAATTCAAAATCAACTAAGCCATA^^ 

AGAGTAGGACTTGATTCTTCCTTTTGAGGAGGTTTCAGTTTGGTTGGAAAGGAATGGGGGAGGGGCCAAGTACAGTGGC 
TCACACCTGTAATAGCAGCACTTTGGGAGGCCGAGGTGGGTGAATTGCTTGAGCCCAGGCATTTGAAACCAGCCTGGGC 
AACATGGCAAGACCCCACATCTACAAAAAATACAAAAATTAGCTAAGCATGATGGTGTGC^ 

CGGGAGGATGAGGTGGGAGAATCACTTGAGCCCAGGAGGTTGAGGCTACAGTGAGCTGTGAACATGCTTCTGTGCTCCA 
GTCTGGACTACAGAGCAAGACTCTGCCTCAGATAATAA?^^ 

AGAGGAAGGAATCC^GGGGAAGAATGATCACTAAGACTGCATCACACCTTTTGCTATCTCATTTCAACTCTACATCAAC 
CCAATATTCCCTTCATTTAACAGAGAGGTCAAAAGAGGCTGGAAGG 

ATGGGAACATAGCCAGTTTGTCTCTAAAGTGCCCTGTGTCCCTTGGGGAAGAGAATATTTAACTTGATTGTTGCTTCAG 
TTTTTTATTCTATGTCAGCTATCAGTTTGCAAGGCATTATTTAGGGGATTTCCTTTACTTTCTTTTTTTTTAAATCTCA 
AATTTCCCTCTCATTTAGTAACTGTAATTTCAGTGCCTAACATGTAGGACAAAATACTTTCCATAT^ 
TTTTTGCACTGACTGTAGTCCCCTCACTGGAACAGCTTTATTTCCCTAAATAATATACAA 

GACGTATGCCAATATTAAATACAAACAGCTCAGCTGGGCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGACT 
GAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCTAACATGGAGAAACCCTGTCTCTAATAAAAATA 
CAAAAATTACCCAGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACC 
CAGGAGGTGGAGGCTGCAGTGATCCGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC^GAGCAAGACTCTATCTCAA^ 
AAAAAAAAAAAAAAAAAAAAAGGTGGCTGACCAGATGGCCAAAAGGAAC^^ 

ATGCAAAAGGTGGGTGATTTTTGC^TTTCCAACTGAGGTACCCAGCTTATCTCATTGGGACTGGTTAGACAGTGGGTG^ 
AGCGCATGGAGGGCGAGCCGAAGGAGGGTGGGCCATTGCCTCACCCAGGAAGTGCAAGGGGTCAAGGAATTCCCTCCCC 
TAGCCAAGGGAAGCCATGTGGGACTGTGCCTTGAAGAACAGTRCACTTCGGCCCAGACTACACTTTTCCCACAGTCTTC 
GCAACCCACAGACCAGGAAGTTCCCTTGGGTGACTATGCCACCAGGGCCCTGGGTATCAAGCACAAAACTGGGCAGCTG 
TTTGGGCAGACACCAAGCTAGCTGCAAGAGTATTTTC 

TCATTCCCCTGGAAAGGGGGCTGAAGCCAGGG ATCCAAGTGGTCTAGCTCAG CGG AC CCCAACCCC ACAGAG C CCAGCA 
AGCTAAGATTCACTGGCTTGAAATTCTCACTGCCACCACAGCAGTCTGAAGTC^CCTGGGGCACTCGGGCTTGGTGGG 
GGGAGGGGTGTCTGCC^TTACTGAAGCTTGAGTAGAC^ 

AACTTGGTGGATCCCTCCGCAGCTCAGCAAAGCCATTGAAGCCAGACTGCCTCTCTAGATTGCTCCTCTCTGAGCAGGA 

CATCTCTGAAAAAAAAGGCAGCAGCCCCAGTCAGGGACTTATAGATAAAAACCCCCATCTCCCTGGGACAGAGCACCCA 

GGGGAAGCAGCGGTGGGCACAGCTTCAGCAGACTTAAACATCCCTGCCTGCTGGGTCTGAAGAGAGCAGCAGATCTCCC 

AGGACAGCGTTCAAGCTCTGTTAAGGGTCAGACTGCCTCCTCAAGTGGGTCCCTAACCCCCaTTGTAGCCTGACTGGGA 

GACACCACCC^GCAAGGGTTGACAGACACCTCATAGAGGAGACCTCTCGCTGGCATCTGGCGGGTGACCCTCAGGGACA 

AAGCTTCCAGAGGAAGGAGC^GGCAGC^TrTTTGCTGTTCTGCAGCCTCCGCTGGTGATATAGGTAAACAGGGTCTG^ 

AGTGGGCCTCCAGCAAACTCCAGCAGACCTGCAGAA 

ACAGCAATGACATCAACCAAAAGGATGTCCACAGAAAAACTCGATTCGA^ 

TAAATCCATGAAGATGAGAAAAAAATCAATGCACAAAGG CTGAAAATTC CAAAAACCAGAATGCCTCTTCTCCTCCAAA 

GGAACAGAACTCCTCAACAGCAAGGGAACAAAACTGGA^ 

AGGTGGGTAATAACAAACTCCTCTGAGCTAA&GGAGC^^ 

GGTTAGATGAATTGCTAACTGGAATAACCAGTTTAAAGAAGAACATAAATGACCTGATGGAGCTGAAAAACA(^GCATG 
GGAACTTTGTGAAGCATATGCAAGTATCAATAGCC^^ 

CTTACTGAAATAAAGCATGAAGACAAGATTAGAGAAAAAAGAAGGAAAGGAAACAAAGCCTCCAAGAAATATGAGACTA 

TGCGAAAAGAACAAACCTACATTTGACTGGTGTACCTAAAAGTGATGGGGAGAATGGAACCAAAAGTTGGAAAAC^ 

TTCAGGATATTATCCAAGAGAACTTCCACAAC^ 

ACAAAGATACTCCTTGAGAAGAGCAACCCTAAGACACAT^ 

TTAAGGGCAACCAGAGAGAAAGGTTAGGTTACCGACAA^^ 

CCCTACAAGACAGAAGAGAGTGGG@G£CAATATT 

AGCCAAACTAAGCTTCAAAAGTGAAGAAGAAATAAAATC^ 

Fig. 6.^S^ 



WO 02/074992 



PCT/IB02/00565 



359/375 

AGGCTTGCCTTACAAGAX3CT 

CCAAATTGTAAAGACCATCAACACTATGAAGAAACTGCATCAACAGGCAAAATAACCA 

TCAAATTCAC ACATAAC AATATTAAC CTTACATGTAAATGGACTAAATGC C C CAATTAAAAGAAAC AGACTGGCAAATT 
AGATAGAGTCAAGAAGCAACGGTGTGCTGTATTCAG^^ 

AGGATTGGAGGAATATTTACCAAGTAAATGGAAAGCAAAAAAAGCAGGGGTTG 

TTTAAAC CAACAAAGATCAAAAAAGACAAAGAAGGGCTTTACATAATG CTAA 
CTATGCTAAC TCTCCTAAATATATATGCACCCAATACAGGAC CAC C C AGATTCAAAAGGCAAGTTATTAGAG ACCCACA 
AAGAGACTTCAACTCCCATACAATAATAGTG^^ 

AAAATTAATAAGGATATTC AGGACTTGAAC TCAGTTCTGGACCAAGCAGAC CTAATAGACATCTAC AGAACT CTC C ACC 

CGAAATTCATAGAATATACATTCTTCTCAGCACCACATCAC^ 

TACTCCTCAGCAAATGCAAAAGAATGGAAATCAT^ 

ATTAAGAAACTGACCCAAAACTGCACAACTAC^^ 

AAATTAAGGCAGAAAATAAGTTCTTTGAAACCAATGAGAACAAAGG CACAACATACCAGAAT CTCTGGTACATAC CCAA 
AATAGTGTTTAAAGGGAAATTTATAGCACTGAATC 

T CACAATG AAAAGAACTAGAGAAG CGAGAG CAAACACATTCAAAAG C TAACAGAAGACAAGAAATAACTAAGATCAGAG 

CAGAACTGAAGTAAACGGAGACACGAAAAATCCTTCAAAAAAAAAAAATCAATGAACCCACG 

GATCAACAAAATAGACCACTAGCGAGACTAATAAAG^ 

AAGGGGATATCACCACTGGTCCCAC^GAAATATAAACTACCATCAGAGAATACTATAAAC^C^ 
• AGAAAATCTAAAAGAAATGGATAAATTCCTGGACACATAC^ 

C CTGAAGAGACCAATAAC AAGTTCTGAAATTGAGACAGCAATT AATAG C CTACCAAC C AG AAAAAGT CCAGGACC AAAC 

AGATTCACAACAGAATTCTACTTGAGGTACAAAGAGCTGGTACCATTCCTTCTGAAACTAT 
■ AGGGACTCCTACCTAACTCAATTTATGAGGCGAGCATCTTCCTGATACCACAACCTGGC^ 

AAAAGAAAATTTCAGGCCAATATCCCTGGTGAACATTC 

CAGCACATCAAAAACCTTATCCACCATGATC^ 

CAATAAACATAATCCATCATATAAACAGAACCAATC 

CGATAAAATTCAACACCCCTTCACGCTAAAAACT 

GCTATTTATGACAAACCCACAGCCAATGTCATACTGAATGGGCAAAAGCTGGAAGCTTTCCCTTTGAAAACCAGAAC^ 
GACAAGGATACCCTCTCTCTCTATTCCTATTCAACACAGTAOT 

AATAAAGGGTATTCAGATAGGAAGAGAGGAAGTCATATTGTCTCTGTTTGCAGATGACATGATTGTATATTTAGAAAAC 
TCATCATCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATG 
ATCACAAACATCCCTATACACCAGTAACAGACAAACAGCCAAATCATGTGTGAACTCTCATTCATAATTGCTACGAAGA 
GAATAAAATACCTAGGAATACAACTTACAAGGGATGTGAAGGACCTCC 

AATAAGAGAGG AC ACAAATGGAAAAGC ATTC CATRC TCATGGATAGGACGAAT CAAT ATCATGAAAATGG CAAAATGGC 

CATACTGCC CAAAGTTATTTATAGATTCAATGCTATC C CC ATCAAGCTACCGTTGACTTTCTTCAC AGAATTAGAAAAA 

ACTACTTTAAACTTCATATGGAACC^AAAAAGAGTCTC^ 

GGCATCACATTACCTGACTTCAAACTATACTACAAGG 

ATATAGACCAATGGAACAGAACAGAGGCCTCAGAAATC^^ 

GAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGTTAGGAAAACTGGCTAGTCATATGCAGAAAACTG 
AAAATGGACACCTTCCTTATACCTTATGCAAAAATTAACTCAGGATGGATTAAAGACTTAAATGTAAGACCTAAAACC^ 
TAAAAACTCTAGAAGAAAACCTAGGCAATACCATTCAGGACATAGGCAT^ 

AGCAATGG CAACAAAAGC CAAAATTTAC AAATGGG ATCTAATT AAACTAAAGAG CTTCTGCACAG CAAAAGAAACTAT C 
ATCAGAGTGAACAGGCAACCTACAGTGGGAGAAAAGTTTTGCAATCTATTCACCTGACAAAGGGCTACTATCCAGAATC 

TAGAAAGAAATTAAACAAGTTTGCAAGGTAAAAAACAA^^ 
CAAAGAAGACATTTATGGAGCCAACAAACATATGAAAAAAAGCTCTTCAT^^ 

ACCACAACGAGATACGATCTCATGCCAGTTAGAATAATGATCATTAAAAAGTCAGGAAACAACAGATGCTGGAGAGGA^ 
GTGGAGAAACAGGAACACTTTTACACTGTTGGTGGGAGTGT^ 

CCTCAAGGATCTAGAACAAGAAATACCATTTGACCCAGCAATCCC^TAACTGGGTATATACCCAAAG 
TTCAACTATAAAGACAGATGCACACGTATGTTTA 

GCCC^CCAAGGATAGACTGGATAAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAA^ 

TTCATGTCCTTTGCAGGGACATGGATGAAGCTGGAAACCATCATTCTGAGCAAACACAAG^ 

CATATTCTCACTCATATGTGGGAGTTGAACAA 

TCGAGGGGTGGGGGGCTGTGGGAGGGATAGCATTAAGGAGAAATACCTAATATAGATGATG 
ACCACCATGGCATGTGTATACCTATGTAACAAACCTC 
ACTCAAACAGCTCTACATTGTTATTTATTTAAAACTTCAATTTACTO 
TTCACTTCTCTCACCAGGAATGGCAT^ 

TTCATTCTATTATTCTTATTACATTCATTTGTCTTTGAATGTTCCCAAGTTTT 
ATTCCAGACTTCTCTATTCTTTCATGTATTTAGAATACATTTTTCAAAATTCCTAGGCTG 
AAATTACCTTTCAAAATGTATTTACCATCCCTGTAOT 
TATTTATGGGATACATGTAGTATTTTGTTACATC 

ACCTCCATTATTGATTATACCTATATGTTGAGAACATCTTAAGTCCTCTTTTATAGTAAGTTTGAAACATATAATACTA 
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TACTATAGTCACCCTACTCTGTTATTGCATATTAGAA.TTTTTTCCTTCTGTGTGTTTGTACCCATTAACCAACCTCTAC 
TTCATTCACCCCCCACC^CCCACACACCCTTCCAATCCTCTGGTGTCTATCATTCTATTCTCrACTTCCATAAGATCC^ 
rTTTTTTAGCTCTTACATATGAGTGAGAACATGTGATATTCTTCTTTCTGTGACTGGCTTATGTCACTTAAGATAATGA 
CCCTTCAGTTCTATCCAAGTTGCTGTAAATGCCATCATGTTAGTCTTGTTTATGGCTGAATAGTATTCCATTGTGTATA 

TATATATATTCTTTAACCATTCATCCATGAT^^ 
ATAAACATGGGCTGCAGGTATTCCTTT^^ 

ctcoSccaa^ 

TTGAC^GGGTCTTGCTCTGTTGCCTGTTTCCCyVGGCTGAAGAACAGTGGTGATTCACAGGTGCAATCAGGATGCACTGC 

AGCCTTGAACTCCTAGCCTTAAGCAATACTCCTGCCTC^GCCTCATGCGTAGCTGAGACTACAGGCATCAGACTTTTGT 

CTTTTTAGTAATAGTCATTTTAACTGGAGTATGATGCTATCTCATTGTGATTTTAATTTGCAGTTO 

GATGTTGAGCATTTTTTAATATGCCCATTTGTCTTTTTTTGAGAAATATCTATTCATGTCCTTTGCCCATTTTTCTTCT 

TAGGCAGAGTCTCATTCTGTTGCTCAAACTGGAGTGCAGTGGTGAAATCGTGGCTCACAGCAACTTCTGCCTCCTAGGC 

TCAAGCAATTCTCCTGCCTCCCCTCCCCAGTGGCTGGGATTACAGGCGCCCACCACCATGCCCAGCTAATTTTTGTATT 

TTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTTCTGGTTTCAAGTGATCCACCTGCCTCAGCCT 

CCCACAGTGCTGGGATTACAGGTGTAAGCCACTGCACCTGGCCCTTTACCCACTTTTTAGTAGGATGATTTGTGGTCTT 

TTACTGTTGAGTTGTTTGAGTTCCTTGTATAOTCTGGATACTAGTCCCTTGTTGGATAAATATCTTGTAAATATTTTCT 

CCCATTCAACAAGCTGTATCTTCAGTCTGTTGGTO 

ATTTTTCTTTTTGGTGCCTGTGATCTAGAGATCTTAGCTATAAAATCTTTGGTC^GACTGATGTCCTGAATTGTTTTCC 
CTATGTTTTCTTGTAGTAGTTCATAATTTTGGGTCOT 

GTGAGAGATGGGTCGAGTTTCATTCTTCTGCATATGGATATCCAGTTTTTTCTATTCCATTTAGTGAAGAAAGTGTCCT 

TTCCTCAGTGTATATACTTGGCACCTTTATAGAAAATCAGTTGGTGGTAAATGTGGTATATGCTGGCATCAGTGTTAGT 

GTGTCCAGGCGGGCTGATCTGGGGGCTTCCAGTCAGCTTGCTGAGGTGCTGGCAATGGCAGCTGTGGGCCAGGTGGATG 

GGCAGGTCCATAGGCCCTGGGCATCAGGCATGGTGTGGGTGATGGCAGTTGCAGTGGCAGGACAATCCTCTGGTACCCA 

AGTAGTCCCAACTGATTTTCAAGGTGGCTGCAGGCCATTTCCCAGGCCCACAGGTGGTTCATGTCTGTGGGTGGGGGGT 

GTATGCTGGCTGTGATGGTAGTGGCAGGTTGGGTGAACCCATCTCCAGGCCTTCAGGATGAGTGCTCAGGCGCCAACAG 

GAATAGATGGGGCTGAGCAATCCCCAGGCCCCTGCATGGGCACTAGGGAGAAGGGAGACAGAGGTGAGCCTCAGGCCCC 

CCGATGGTATATATAGGCACTAGCTATGGTAGGCAGGGGCATGGTGATTTCCAGGCCCTCAGTGGAATGCTTGGATGGG 

AGGACCAGCAGCTACACCCTAGCC^TGTTGCTGGGGTTGCTTTCATTGGCAGAAGCCTTAGGAGGGCCACTGGGAGCAC 

ACACTTTGGCCCCAGGTGGTAGTTGCTGGTGGGGTAGCCTGTTCTCAGGGTGCTTCTAAATGTACGGTACCCTGCTGAT 

GGGGATGGTGGGTAGCTTCCAGTGGCCCCCACATTGGATATGGAGGCAGCAGCCAGCAGCAGCAGGGTCTGCGTTAGGG 

GGAGGTCAATGGGGCTCAAGGAATCTGGAGTTGCAAGGTCTGTGGGGTCCCAGGGTAGGATGCAGTCTGCTGGGCTTTC 

AAAATGGTACCTTGCTGGAGTGCCTTAAGAGTGGGGTAAGAGGGAGGGTGGGTGGGGTGACCCAGTGTGAGCTCCCCAT 

ATGAAGCAATGCCATCATGGGGTCTCCAGCCAGTGCCCTATGTCCTAGCAATTCATTCTTTGCGCTCCTGGCATTCTCA 

AATGTTTTGTAGATGCCTTCTTGTAGC^GCCAGTCTCGTCCCTTTTCTTCAAGTCAATGAGCATO^ATGTGTTCAGGA 

TTCATGAAATAATTCTGACAATAA1TAGTATTTTTTATAGGAATTGGAACATGGTTTATTGCAGTATACCGCAGTGTTT 

GTCAGCTCTAGAACTTACGAAGAAGAGGAAGAGGAGAACAAGTTTGACTCCTGTGAACGTTTTTCCTTTTTTCTCAGGG 

CTTGTGTGGGTCAAAGGACTCTCCAGTGGCTAGGATTGCAGGAGTCCATGGTAGGAAGGTGGGCCACTGGGGGCTACTC 

ACCTACTCTTTCCTCACATTAGGGAGCCCCCTCCAGACTCCCTGCTAATCCCAGCTGAGCAGGCTACTTCACTTTCCTC 

TTGTTTTTCATGCTAGGTGTCACTTCCGTGTTGAATTCCAGCCTTCTCTCTTAGGTGATCTATTTTTATTTTACAAGTT 

AGAAATATAAGTGCAGAGAAGTTAAAACAGCAAATCTGTGGCTTCCAAGAGTGGCAAAGCAGTTTCTAGCCTATGTTGG 

CTGAGTTTTGACCAAGCCTCTGATATGCATACACATATATACATGTTCATGTACGTGTACTTAAAACATTTTTATTCCC 

ATGTTTAAGGCTAGTTGAATAGGGGTGAACACAGAAAATCCTAGCAATTCATTCTTTGCACTCCTGGCATTCTa^TG 

TTTTGTAGATGCCTTCTTGTAGCAGCCAGTCTCGTCCCTTTTCTTGAAGTCAATGAGCATCAAATGTGTTCAGGATTCA 

TGAAATAATTCTGACAATAATTAGTATTTTTTATAGGAATTGGAACATGGTTTATTGCAGTATACCCCAGTGTTTGTCA 

GCTCTAGAACTTACGAAGAAGAGGAAGAGGAGAACAAGTTTGACTCCTGTGAACATTTTCCTTTTTTCTATAATTTACG 

CATATGCTAACAAGCAGCTAGTTTCAAAACACAAACTTACCTTGACAGGAACTAGGTCTCACTGTTGAGAATG 

CCTCTCTCCCCACATAGCCCTAGGGTTATTCAGGATGAAGGAGAAGAAAAAACATACCCAAGAGCATTTTATAATTCCA 

TCCTTCCTTCTTGTTATGCTAAGGTTACTAGTACCATGACCTATGTGAACTCGTTTTCTTGAATAAGAAGAATAAAAGC 

GTTCCGTCCATCAAGGAAGACCTCAAGAGAAATTCCAGGTTCAGGTCTCATGGTACAAGAGCCAAGTGTTTCTTCCTGA 

ATCATTCCCAGGCCTGCTTTTGATCTGAGCAGTGGCTTTCAAAAAATATGCTGATGAGATTGCTCTCTCACTTAAGAAC 

TTAAGAAAGAGTTGAAGTTCTTCAATGTATATCCCCAGCCTGAAACTTGTCTTGAGGAAGATTTGTAGTAGTAATGAAG 

GGTGACAGTAACCTAAGGGTGAAGAATGTAGAGAGATTTTTCCCAAGAGCAATCCAAGATACTGCTTGAAACATCCGGG 

GTCCACTGACATGCCCCTTGGACTCCAGGAGAAATCTGGAAATGTCTGGACCTGCAATGAGACACACCCAGCTTCAAAT 

GTGTCACTCTGGGCATATTCTTTAATCTGAGCTCCAATTTTCTTTCTTGTAAGAGTCATTACACATGGCTGT^ 

ACTAATTCGTTTTTTAAATTAAAGAAATAAATTTGTAGGAGTAAT^ 

GGCTCATTTCCIATCC^TTTGATGGATGTGTTACCTTCTGGTATTTATTAGAATTTGCTTTAGACTTTCTGTTGCTCACC 
TCACAGTTCTTGTGTC^TCTTAGTTTCTTTTCTGTTTTTTGGTCTTTTATGCGAGAGGTTTTCCTCACATTGTCTGATA 
ATCCTTGGCAGTCAGTrCGTATTGAAGAGTTAGAGATTAGAAAGCCAAGTGAAAATCCTGTGTGTGTACAAGGTTTGTT 
GACTGGAAAGCTTCATGGGGATATTCTTGCTTGGACATTTCACTGAAGGACATCCAAAAACCTGTTGCCGTTTTTAGAT 
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T^TTTTTCTT(MATTGTTGGTTTTCC 

GAAGGAGCTGGGGTTTCTCAATGGAGAATATGTACTTGGOT 
CTCAGCAATGGTTGCGACATCTGAGTCCTGAATCCCTTTGGAATC^ 
TGAGTGAAAGGTAGTCATCCAATGACATGAGGTGGGTGAAAAT^ 
CTCCTGTTTTTGAAACCCACCAGTGTCCCCACTTCCA 
TATGGAGTAAATTAGCTTACTGATGCATTTCCCOT 
ACCTACCTGGCTGCTTCCAGTTTCTGAAATC 
CATTTTAAAAAATTCTTTTGCTGTCGTTT 
AGTCCCTCATAAAATTATATTAGAAATTTATTAGA 
• TTTAGCATACATAGTGCCTGTTATTTAGCAGGTACTAAAAAATAATA 
CAGGAACTTAGATACACTCAGGAATATATGATAGCATGGA^ 
GACTTAGAAAAAGACGGAACCATGGCTGGGTG'CGGAGGCTCATAC 
TGGATTACCTGAGGTCAGGAGTTCAGGACCAGCTTC 

AAAAAAAAAATACAAAAATTAGCCAGGCATAGTGGCAGGCGCCTGTAATCCCATC 
TGCTGTGAGCCAAGATCGCGCCATTGCAGTCCAGCCTGGGCAACAAGAGCS^^ 

AAAAAGAAAGAAAGAAAAGAGAAAAAGAAAAAGAGAAC CTGGCAGG ATTC AGTAATTAAGC CAGAGTCAGAAGGAGAAG 

TACTTCTGAATAC7VGCATGGTATCTTCTGTTTTTTAGAGACGGCTCTA 

GTATTTTGTTTTGTTTTTTCTTTTTCAGACT 

GTAGGACTGCACAGACTTGGTTTTGGTTCAGCATTTC 

TCATCATTCTTTCTGGCATCCCTGTGATCATATGATTACATATCTAATCAGTGTAACAACAACAG 

CATGCCATTAAAGATATTGTTAATATCTCTACM 

CTTAGGTGCTTTATATGTTGAAATTCTACCAGTCAGCTGAGGAA 

CCAACAAATAATGTTTATGAGAGCTGTTAATTTATGTTAAAAAAAAAAGCTATTAATAAAATGTTTAAGTAATTAAATT 
TGGGAGCTTGATTGGCAGTAGGAATATTAAGAGGATTAGCTAGATAACTAATGTAGAAAATAATATAATTGTATTGAGT 
G^CAAAAGCTTATATAGATTTAATTACTATGATGATATTAGATTACTTCATAATTAGAATCTTTGTAGAATTGTTTTG 
GTATAATTGCATTCACAATACTCAAAAAGTAAGCT 

TCTTATTTTTTGCATTATATGAGGCTGAATTAAAAGCAGAATGCCATCTGACATTTCAAAATTTC^TGG 

ATCTGAAATCATATACACCAAAAAGATAAGTAAAATTTGATAGAAAAAAATGAATGTATTTTAGCTGAGTTCTGAC^ 

CATTTTATTCACAAATCAAACTTCAGAACACAGAAGACAAOT 

ATTGATTTTTACAAGCTAGCAAATATTTTCAATAGTTGAAGCTTCGGAGTTTCTCATTTATCTAAGCTA 

TGCAAAGTTTCTTCTAGAAAACAAATTACTGAAAGACATTTTCCTGATTTGTATTTGGCTGTGTTATTCCCCAGAAGGT 

GAAATTATTAAACATGCCATTCGAAAGCCAGTAACTCCCT 

TGAAATGCTCCAAAATCTGAAACTTTTTCAATGCCAACATGATGCC^lCAAGTAGAAAATTTTACACCTGATCTCATGTG 

ATGGGTACCAATCAAAACTTTGCTTCATGAACAAAACTATTTTAAAATATGTATAAAATTATCTTCAGGCT^ 

GGAAATAAAAATAAAACTCTAAGTCCCTCCGACTGACCCAGCGGATTCTCTCTTGGCCAAGGGAACCCCAGCAAAACCT 

TGGAAGCTGAATTCATGGCTATGATGGGATGGGAGATTTGGCATATGCCTCATTATATCCCCACCCTCGCTAACAGTCG 

TTAGGTTTTCTTCCOTAACAGCTAAACAGAAACCAGCCT^ 

GTCCAGATGAGATTCATTATGTTCACCTTATTTTATC 

ATGTAATCATTTGTCTCACTGCTGCCCCACCACCTCCCCTGCCTTTTAAGGAAAATATATA^TACTAAACCTCCTAAG 

AACCTCTTTGGAAAAAACAGTCACACATGCTTCTGTGACTCTCTATTTTCCCAGGTATGCCTTCAAGCTGGCTG 

AGCTTGATGCTTTGAAACTTATGCTTCAATTACTCATTTCAGTTGTCAGTGTAAAAGGTGTATATGAAATAGAAAAGAA 

TTCTCTGTTTAGACAGTTCTCATCAGTGAGATATCT 

ACACTTCCAGTTCC3^GCATTTAGGACAAGGGATATTCAATCTG 

CTGGCAGCTGAAAATTCTGAGTCACTATCATGTCAAACTATAAAAATTTTATACAACTTAAAAAAAAAACCTGCACTAA 
TCATTAATTTATATTATTGTTAAAATTATCATACAGTAAAATTGATTTTTTTTCCTTT 

CCTTTGCAAAAATTGCAACACTGAGAAAACTTTGACAGTGAAAGAAATTTGACCTAACCAACTCCACATTGCCTTTAAC 
CTCCAAACTGCCCTT(^TTCCTGGGCATGGCCTAAGCTAACTTTGGGAGAAATTTAGGTTATAGTTTAAATGATAATAG 
CTCTTTCCAAAACTAAACTGCCTTTGTAAAACTAA 

TAAGATATAGGCATAGTTAAGTGATTACCAGCCATTATTCCAGAGGTCACAAGATTTTCAACTTCCTCAATTACTCCTG 
TAAATAACGTTACTATTGTAGAACCTAAAATTACTATTGTAGAACCTAAAGTTGACCTTTTC 
TTTGCATTTCTGATGACMCCAGTGTCCTGAACC^ 
GAGGACCATTTTCC^CACCCATATGATTGCATCCCCAACC^T 

TGAAAAACTCTAGCGTCCAAATTTTCAGGGAGGCTGATTTGGGTAATAATAAAACTCTGGTCTCCTGTTTAGCTGGCTC 
TATTTGTATTAAACTCOTTCTCTACTGC 

CCCATTAGACAGTTACAGTTCTGTAAATTTTAACACAAACATTGTTCATGTAACCACCAGTAGGAT 

AGTTTCACCACCTAAAAAGCTTCCTC^TAATACCCTACTCCATGAC^CTAGGAACAGCTACTAGTTCTCCATCCCAATT 

GTTTCATCTTTTGAGAAGTTTATATAAATGGAATT^ 

CACATTCCATAAGTGTACTCTATGATGCTGATATTTATCTTTAGCCTCAGCTTATGCCAAACTATGCCTTTCCATATAT 
GGCCAAi^TGTGTATTCAATATACCTCTAACTGGGAG 

GGAATTCAAGGATAC CATAGGGATC ATTCAACTGATTATAACACAAAATGGGGAGAG CCAATTTCCCTGTCCCCAGAGA 
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CCTCTGGGCAGCTCTAGCTCCCTGAGGGASSCAGCACAACAGTGGTC 
GTTCCTCTTAGACCTTCTGGGAGAGGGGTTCCCAGCAGACGCTC 

GCAGCAGTGGCCTTGACTTGTGTATGTGCACATATGCAAGGAGCCCTTGCGAGACTCCCTT 

CTTGCTTGCCTTGCTAGTGGCAAGAACCACTAAAGTTT^ 

GGTGAGGCCTTGGAAAACCCAAGTTATATAAAGATTTGTCTT^ 

TGGGTGGTTTATAAACAACGAAOATTTAT^ 

TCACTGTCTGGTGTGGTCCCATCCCTAGAC 

TCCCGATCATGAGGACTGAACCCTCATGAGCTAATCACCTAT 

ATATGAATTTTGGGTAGACACAAACATTCAGACTGCAGC^ 

TTCATTCTGATGCCC^GGTATGACAGACCTCAAATCTGTT^^ 

GCATAGCTCTGGGTGAAGAGCTGCACTCTGTTCACTCTGGGCTCTGTGTGGTGGTGTCCCAGGTAGTGTCAGTCCAGCT 

GTTAAGTCGAGTGAGGCTCAGAAAGGTGATGTC^TTTGTTCAAATCTTCCAGCTAGTTTGTTGGTCAGATCATA^ 

ACCCTATGAAGTCTAATCATACCCAGTTCTGTAGGCTTTCCTCTTCAATAGGTCCATTCTTATCTCTAACTGAGACCAC 

CTGCATCCTCATAGCTTAACTATCAGTATGG 

TTCTTGTCCAGGAAGATAAGACGGTGTACAATAAATAACATC^ 

TCAGATGATAGATTGCTCATTTGAAAAAATAAACCCCTCT 

TATCAAAGATCTATTTTTCAGGACTTCAAGACCCTCTTATCACAATGTCCACCAATTCTAAACTATAATATCATGAACT 

TTGCCGAATTTCCACCAGATTTCTTCCTTGAAAGGCCTGACTTTAAACC^CTTGAGCTCAGACCCTTAATGTTTATAAA 

TATCTACCTGTGACCTCTCCCTTTTGAGAATTATAAGGACTTTTTCAAGGTGTTGCACTCTCTTACTGCAGGTTAATAA 

ACTTAGCTTTGTTTGATCAATAGTTTATTCTGATGGTCTTCTTTGAAAGTCAGCAATCAACAGTTCTGGGGCCTCAGTA 

GGATTCACTCAATAATTTCTGCTCCTGCAGTTTAAGAACCTTAGCCCTAAACAGTGTGTTCTTCTGAAGTTTGCCATTT 

GGAAGCCTCCCCCACTGCAGTGTTAAGGTAAGTCTCTCATTGGATTTGAGTCCCGGTGTCCTTTCCATAAAGCTCTTAA 

ATTGTTTATTTTTCTTCCTAGAAATAAGAAACTTTTAAGAAATTCCTGGATTATCTGATCAGATTTGAAAATGTTTATT 

CTTTGTGGAAATGTTTTATTACTAGTAACATTACTCTTTTTGTCTTTTATCCTATTTGTTGTGAGTCTATGAGAAGAAG 

CTCACAGGGAAGAAGACAGCCGTAGACCTGGCAATTTTGTCCTCAAACTGGCTCAAAGATACAATAATATCAGCGGGTC 

TCATCAAACTGGGATTCTTATAGAATAAACTTTGCT^ 

TTGTATATTGAGGGTGTGAATAAAAACCACCAG 

AAAATGAAGAAACAGGGACCAGATTTACTCTCCAGTAAACGAGTGGAA^ 

AGATTTTTCAAGACATCAGGCAATGAAGAATAGTGATCCAAGAGAAACAAGAAACAAGATGAATCTTATGOT 
GCTTACTGTCTGGAGTGAGTATCAAGACTGTGGTA(^GAAAGGGAAAACCCAGATGGAACCCTGCCATCTCCCTAAGTG 
GAGTCTGGGGAGGGCAAAGTGAGTAGAGTTTGCAAGGAAAGATATGGGAAAGGAGACAGCTGTGCAGAGAGAACACTGG 
GGATCTGTACAGGGTCTTCAGCTGAGCATGAGTCAGCAT^ 

GCTGGAATGATTACGGGGTATAGAATCCAGGGCTCAGAATCATTCCTGTTTCTATAGGAAATGGGCATTGAGTAGC^TA 

CTTGGAAGAATTTTTGCTTCAGTCATGC^GTAACATAGAACTTAGACTAAATACTACTCTGATACCACATAATGAAACT 

CAAAATAAGACCCAAAAGAATCAAACTGTTTATAAGTAACTGAGTTTC^ 

CCATCTAACAAAGCACAAAATTAAGATAAAGGGTCAAACTACT 

AAAAGTATTTATAGAAATACAAAAGGATCCAAAAACTGTC 

TTTGAAACTAACCCAGAAATGACAAAGATGATAGAATCGGCAAAGACATTAGAAGAACTGTAATTGTACTTCGCATGTT 

CAAGAAGCCAGAGGAAAGACTGAACATGGTAAGCAGAAACATGGAAGATATAi^^ 

TGAAAACATTATGTGAGATGAAAAACACACTGAGTAGAATTAAAGGCA^ 

AGAATTGAGAGATAAAAAGTACACAAAATGAGAAACAGAAGTGTGTCAGTGAGTTATGGGACAACTTCAAACTAATGCG 

TAAATTGCAGTCCCTGAAGGAAATGAGGGATATGTTGGAAAAA^TATTTGAAAAAATAATGGCCAAAAATCTCCCA^ 

GTTTATGAAAACCACAGATTCAAGAAGGTCAACAAATTGCTTAAAAATAGAGAAAGTCTAATATTAGGATACAAGGTCT 

TGACCAGGTGTGGTGGTTCATGCCTGTAATCCCAGCACTTTGGAAGGCCGAGTGGGAGGTGAATCACTTGAGGTCAGGA 

GTTCAAGACCAGCCTGGCC^CATGGTGAAAGCCTGTCTCTACTAAAAACACAAAAATTAGCCCGGCGTGGTGGTGCAC 

ACTATAATCCGAGCTACTCGGGAGGCTGAGACAGGAGAATCACTTGA^ 

TTTGTGCATTGCACTCGAGCCCTGGGTGACAAAGTGAGACTC 

AAATGGAAATAAGGTCTCAAATTAATAACTTCAGCTTACACCTTAAAAAAAATTAGAAATATCATT 
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Position of N ambiguity code 

30102 R 

30205 Y 

30559 Y 

30699 K 

34304 R 

34516 K 

34782 R 

35697. K 

35810 Y 

36817 Y 

40290 K 

40454 M 

49148 S 

55023 Y 

58397 Y 

58622 R 

58633 S 

74447 R 

75896 K 

82244 S 

88456 W 

88499 R 

90688 S 

99035 R 
102977 R 
1 04552 Y 
104862 R 
105225 Y 
111252 Y 
111781 Y 
112118M 
118914W 
120628 R 
123312 R 
123426 S 
125304 M 
128015 Y 
128393 R 
129360 Y 
129361 Y ' 
131865 M 
132562 R 
135112 K 
138281 Y 
138806 R 
147700 Y 
147715 R 
148161 Y 
148236 Y 
148606 K 



363/375 

150961 Y 
152214 R 
154374 Y 
157074 M 
157272 R 
160863 Y 
161195 R 
162720 Y 
163290 R 
165441 K 
166462 R 
168136 Y 
173481 R 
173519 R 
175259 S 
175603 Y 
181225 Y 
197941 M 
198444 Y 
198745 R 
221134 R 
222532 K 
224195 R 
224801 Y 
226923 R 
227254 Y 
227460 S 
228326 K 
228647 Y 
228831 R 
230175 K 
230288 Y 
232201 M 
232338 M 
234332 R 
235271 R 
263539 K 
270257 R 
270458 Y 
270498 R 
2711 59 Y 
2741 50 Y 
274353 M 
275602 Y 
277422. M 
278146 R 
286615 Y 
289348 S 
289425 R 
289868 R 
289979 Y 



290063 R 
290164 Y 
290801 R 
292925 R 
293201 R 
293611 Y 
295755 R 
296143 R 
296739 Y 
297107 W 
297460 Y 
297895 R 
298027 Y 
298152 N 
298153 N 
298585 S 
298605 K 
298799 R 
299792 M 
300815 Y 
305880 R 
306978 M 
309436 Y 
309763 Y 
313529 K 
313971 R 
317210 S 
31 8829 Y 
410826 R. 
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